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                         LISTADO DE SECUENCIAS 
 
<110>  THE BOARD OF TRUSTEES OF THE UNIVERSITY OF ARKANSAS 
  
<120>  VACUNA Y MÉTODOS PARA REDUCIR UNA INFECCIÓN POR CAMPYLOBACTER 
 
<130>  5658-00103 
 
<150>  US 61/353.039 
<151>  2010-06-09 
 
<160>  44     
 
<170>  PatentIn versión 3.5 
 
<210>  1 
<211>  165 
<212>  PRT 
<213>  cjaD de Campylobacter jejuni 
 
<400>  1 
 
Met Lys Lys Ile Leu Phe Thr Ser Ile Ala Ala Leu Ala Val Val Ile  
1               5                   10                  15       
 
Ser Gly Cys Ser Thr Lys Ser Thr Ser Val Ser Gly Asp Ser Ser Val  
            20                  25                  30           
 
Asp Ser Asn Arg Gly Ser Gly Gly Ser Asp Gly Trp Asp Ile Asp Ser  
        35                  40                  45               
 
Lys Ile Ser Gln Leu Asn Asp Thr Leu Asn Lys Val Tyr Phe Asp Phe  
    50                  55                  60                   
 
Asp Lys Phe Asn Ile Arg Pro Asp Met Gln Asn Val Val Ser Thr Asn  
65                  70                  75                  80   
 
Ala Asn Ile Phe Asn Thr Glu Val Ser Gly Val Ser Ile Thr Val Glu  
                85                  90                  95       
 
Gly Asn Cys Asp Glu Trp Gly Thr Asp Glu Tyr Asn Gln Ala Leu Gly  
            100                 105                 110          
 
Leu Lys Arg Ala Lys Ala Val Lys Glu Ala Leu Ile Ala Lys Gly Val  
        115                 120                 125              
 
Asn Ala Asp Arg Ile Ala Val Lys Ser Tyr Gly Glu Thr Asn Pro Val  
    130                 135                 140                  
 
Cys Thr Glu Lys Thr Lys Ala Cys Asp Ala Gln Asn Arg Arg Ala Glu  
145                 150                 155                 160  
 
Phe Lys Leu Ser Arg  
                165  
 
<210>  2 
<211>  279 
<212>  PRT 
<213>  cjaA de Campylobacter jejuni 
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<400>  2 
 
Met Lys Lys Ile Leu Leu Ser Val Leu Thr Ala Phe Val Ala Val Val  
1               5                   10                  15       
 
Leu Ala Ala Cys Gly Gly Asn Ser Asp Ser Lys Thr Leu Asn Ser Leu  
            20                  25                  30           
 
Asp Lys Ile Lys Gln Asn Gly Val Val Arg Ile Gly Val Phe Gly Asp  
        35                  40                  45               
 
Lys Pro Pro Phe Gly Tyr Val Asp Glu Lys Gly Asn Asn Gln Gly Tyr  
    50                  55                  60                   
 
Asp Ile Ala Leu Ala Lys Arg Ile Ala Lys Glu Leu Phe Gly Asp Glu  
65                  70                  75                  80   
 
Asn Lys Val Gln Phe Val Leu Val Glu Ala Ala Asn Arg Val Glu Phe  
                85                  90                  95       
 
Leu Lys Ser Asn Lys Val Asp Ile Ile Leu Ala Asn Phe Thr Gln Thr  
            100                 105                 110          
 
Pro Gln Arg Ala Glu Gln Val Asp Phe Cys Ser Pro Tyr Met Lys Val  
        115                 120                 125              
 
Ala Leu Gly Val Ala Val Pro Lys Asp Ser Asn Ile Thr Ser Val Glu  
    130                 135                 140                  
 
Asp Leu Lys Asp Lys Thr Leu Leu Leu Asn Lys Gly Thr Thr Ala Asp  
145                 150                 155                 160  
 
Ala Tyr Phe Thr Gln Asn Tyr Pro Asn Ile Lys Thr Leu Lys Tyr Asp  
                165                 170                 175      
 
Gln Asn Thr Glu Thr Phe Ala Ala Leu Met Asp Lys Arg Gly Asp Ala  
            180                 185                 190          
 
Leu Ser His Asp Asn Thr Leu Leu Phe Ala Trp Val Lys Asp His Pro  
        195                 200                 205              
 
Asp Phe Lys Met Gly Ile Lys Glu Leu Gly Asn Lys Asp Val Ile Ala  
    210                 215                 220                  
 
Pro Ala Val Lys Lys Gly Asp Lys Glu Leu Lys Glu Phe Ile Asp Asn  
225                 230                 235                 240  
 
Leu Ile Ile Lys Leu Gly Gln Glu Gln Phe Phe His Lys Ala Tyr Asp  
                245                 250                 255      
 
Glu Thr Leu Lys Ala His Phe Gly Asp Asp Val Lys Ala Asp Asp Val  
            260                 265                 270          
 
Val Ile Glu Gly Gly Lys Ile  
        275                  
 
<210>  3 
<211>  190 
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<212>  PRT 
<213>  ACE 393 de Campylobacter jejuni 
 
<400>  3 
 
Met Lys Lys Val Leu Leu Ser Ser Leu Val Ala Val Ser Leu Leu Ser  
1               5                   10                  15       
 
Thr Gly Leu Phe Ala Lys Glu Tyr Thr Leu Asp Lys Ala His Thr Asp  
            20                  25                  30           
 
Val Gly Phe Lys Ile Lys His Leu Gln Ile Ser Asn Val Lys Gly Asn  
        35                  40                  45               
 
Phe Lys Asp Tyr Ser Ala Val Ile Asp Phe Asp Pro Ala Ser Ala Glu  
    50                  55                  60                   
 
Phe Lys Lys Leu Asp Val Thr Ile Lys Ile Ala Ser Val Asn Thr Glu  
65                  70                  75                  80   
 
Asn Gln Thr Arg Asp Asn His Leu Gln Gln Asp Asp Phe Phe Lys Ala  
                85                  90                  95       
 
Lys Lys Tyr Pro Asp Met Thr Phe Thr Met Lys Lys Tyr Glu Lys Ile  
            100                 105                 110          
 
Asp Asn Glu Lys Gly Lys Met Thr Gly Thr Leu Thr Ile Ala Gly Val  
        115                 120                 125              
 
Ser Lys Asp Ile Val Leu Asp Ala Glu Ile Gly Gly Val Ala Lys Gly  
    130                 135                 140                  
 
Lys Asp Gly Lys Glu Lys Ile Gly Phe Ser Leu Asn Gly Lys Ile Lys  
145                 150                 155                 160  
 
Arg Ser Asp Phe Lys Phe Ala Thr Ser Thr Ser Thr Ile Thr Leu Ser  
                165                 170                 175      
 
Asp Asp Ile Asn Leu Asn Ile Glu Val Glu Ala Asn Glu Lys  
            180                 185                 190  
 
<210>  4 
<211>  120 
<212>  ADN 
<213>  cjaD de Campylobacter jejuni 
 
<400>  4 
tcctcctccg gtgttagcat caccgttgaa ggtaactgtg atgaatgggg taccgatgaa       60 
 
tataaccagg cgtcctcctc ctggatgacc acctcctatg cgccgacctc ctcctcctcc      120 
 
<210>  5 
<211>  162 
<212>  ADN 
<213>  cjaA de Campylobacter jejuni 
 
<400>  5 
tcctcctcca aagttgcgct gggtgttgcg gttccgaaag atagcaacat caccagcgtt       60 
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gaagatctga aagataaaac cctgctgctg aacaaaggta ccaccgcgga tgcgtcctcc      120 
 
tcctggatga ccacctccta tgcgccgacc tcctcctcct cc                         162 
 
<210>  6 
<211>  120 
<212>  ADN 
<213>  ACE 393 de Campylobacter jejuni 
 
<400>  6 
tcctcctcca aagatatcgt tctggatgcg gaaatcggtg gtgttgcgaa aggtaaagat       60 
 
ggtaaagaaa aatcctcctc ctggatgacc acctcctatg cgccgacctc ctcctcctcc      120 
 
<210>  7 
<211>  21 
<212>  PRT 
<213>  Cj0113 de Campylobacter jejuni 
 
<400>  7 
 
Gly Val Ser Ile Thr Val Glu Gly Asn Cys Asp Glu Trp Gly Thr Asp  
1               5                   10                  15       
 
Glu Tyr Asn Gln Ala  
            20       
 
<210>  8 
<211>  21 
<212>  PRT 
<213>  Cj0982 de Campylobacter jejuni 
 
<400>  8 
 
Lys Asp Ile Val Leu Asp Ala Glu Ile Gly Gly Val Ala Lys Gly Lys  
1               5                   10                  15       
 
Asp Gly Lys Glu Lys  
            20       
 
<210>  9 
<211>  35 
<212>  PRT 
<213>  Cj0420 de Campylobacter jejuni 
 
<400>  9 
 
Lys Val Ala Leu Gly Val Ala Val Pro Lys Asp Ser Asn Ile Thr Ser  
1               5                   10                  15       
 
Val Glu Asp Leu Lys Asp Lys Thr Leu Leu Leu Asn Lys Gly Thr Thr  
            20                  25                  30           
 
Ala Asp Ala  
        35   
 
<210>  10 
<211>  31 
<212>  PRT 
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<213>  Secuencia artificial 
 
<220> 
<223>  Péptido sintético: Cj0113-CD154 
 
<400>  10 
 
Gly Val Ser Ile Thr Val Glu Gly Asn Cys Asp Glu Trp Gly Thr Asp  
1               5                   10                  15       
 
Glu Tyr Asn Gln Ala Trp Met Thr Thr Ser Tyr Ala Pro Thr Ser  
            20                  25                  30       
 
<210>  11 
<211>  31 
<212>  PRT 
<213>  Secuencia artificial 
 
<220> 
<223>  Péptido sintético: Cj0982-CD154 
 
<400>  11 
 
Lys Asp Ile Val Leu Asp Ala Glu Ile Gly Gly Val Ala Lys Gly Lys  
1               5                   10                  15       
 
Asp Gly Lys Glu Lys Trp Met Thr Thr Ser Tyr Ala Pro Thr Ser  
            20                  25                  30       
 
<210>  12 
<211>  45 
<212>  PRT 
<213>  Secuencia artificial 
 
<220> 
<223>  Péptido sintético: Cj0420-CD154 
 
<400>  12 
 
Lys Val Ala Leu Gly Val Ala Val Pro Lys Asp Ser Asn Ile Thr Ser  
1               5                   10                  15       
 
Val Glu Asp Leu Lys Asp Lys Thr Leu Leu Leu Asn Lys Gly Thr Thr  
            20                  25                  30           
 
Ala Asp Ala Trp Met Thr Thr Ser Tyr Ala Pro Thr Ser  
        35                  40                  45   
 
<210>  13 
<211>  272 
<212>  PRT 
<213>  Gallus gallus 
 
<220> 
<221>  caract_misc 
<223>  CD154 de pollo 
 
<400>  13 
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Met Asn Glu Ala Tyr Ser Pro Ala Ala Pro Arg Pro Met Gly Ser Thr  
1               5                   10                  15       
 
Ser Pro Ser Thr Met Lys Met Phe Met Cys Phe Leu Ser Val Phe Met  
            20                  25                  30           
 
Val Val Gln Thr Ile Gly Thr Val Leu Phe Cys Leu Tyr Leu His Met  
        35                  40                  45               
 
Lys Met Asp Lys Met Glu Glu Val Leu Ser Leu Asn Glu Asp Tyr Ile  
    50                  55                  60                   
 
Phe Leu Arg Lys Val Gln Lys Cys Gln Thr Gly Glu Asp Gln Lys Ser  
65                  70                  75                  80   
 
Thr Leu Leu Asp Cys Glu Lys Val Leu Lys Gly Phe Gln Asp Leu Gln  
                85                  90                  95       
 
Cys Lys Asp Arg Thr Ala Ser Glu Glu Leu Pro Lys Phe Glu Met His  
            100                 105                 110          
 
Arg Gly His Glu His Pro His Leu Lys Ser Arg Asn Glu Thr Ser Val  
        115                 120                 125              
 
Ala Glu Glu Lys Arg Gln Pro Ile Ala Thr His Leu Ala Gly Val Lys  
    130                 135                 140                  
 
Ser Asn Thr Thr Val Arg Val Leu Lys Trp Met Thr Thr Ser Tyr Ala  
145                 150                 155                 160  
 
Pro Thr Ser Ser Leu Ile Ser Tyr His Glu Gly Lys Leu Lys Val Glu  
                165                 170                 175      
 
Lys Ala Gly Leu Tyr Tyr Ile Tyr Ser Gln Val Ser Phe Cys Thr Lys  
            180                 185                 190          
 
Ala Ala Ala Ser Ala Pro Phe Thr Leu Tyr Ile Tyr Leu Tyr Leu Pro  
        195                 200                 205              
 
Met Glu Glu Asp Arg Leu Leu Met Lys Gly Leu Asp Thr His Ser Thr  
    210                 215                 220                  
 
Ser Thr Ala Leu Cys Glu Leu Gln Ser Ile Arg Glu Gly Gly Val Phe  
225                 230                 235                 240  
 
Glu Leu Arg Gln Gly Asp Met Val Phe Val Asn Val Thr Asp Ser Thr  
                245                 250                 255      
 
Ala Val Asn Val Asn Pro Gly Asn Thr Tyr Phe Gly Met Phe Lys Leu  
            260                 265                 270          
 
<210>  14 
<211>  261 
<212>  PRT 
<213>  Homo sapiens 
 
<220> 
<221>  caract_misc 
<223>  CD154 humano 
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<400>  14 
 
Met Ile Glu Thr Tyr Asn Gln Thr Ser Pro Arg Ser Ala Ala Thr Gly  
1               5                   10                  15       
 
Leu Pro Ile Ser Met Lys Ile Phe Met Tyr Leu Leu Thr Val Phe Leu  
            20                  25                  30           
 
Ile Thr Gln Met Ile Gly Ser Ala Leu Phe Ala Val Tyr Leu His Arg  
        35                  40                  45               
 
Arg Leu Asp Lys Ile Glu Asp Glu Arg Asn Leu His Glu Asp Phe Val  
    50                  55                  60                   
 
Phe Met Lys Thr Ile Gln Arg Cys Asn Thr Gly Glu Arg Ser Leu Ser  
65                  70                  75                  80   
 
Leu Leu Asn Cys Glu Glu Ile Lys Ser Gln Phe Glu Gly Phe Val Lys  
                85                  90                  95       
 
Asp Ile Met Leu Asn Lys Glu Glu Thr Lys Lys Glu Asn Ser Phe Glu  
            100                 105                 110          
 
Met Gln Lys Gly Asp Gln Asn Pro Gln Ile Ala Ala His Val Ile Ser  
        115                 120                 125              
 
Glu Ala Ser Ser Lys Thr Thr Ser Val Leu Gln Trp Ala Glu Lys Gly  
    130                 135                 140                  
 
Tyr Tyr Thr Met Ser Asn Asn Leu Val Thr Leu Glu Asn Gly Lys Gln  
145                 150                 155                 160  
 
Leu Thr Val Lys Arg Gln Gly Leu Tyr Tyr Ile Tyr Ala Gln Val Thr  
                165                 170                 175      
 
Phe Cys Ser Asn Arg Glu Ala Ser Ser Gln Ala Pro Phe Ile Ala Ser  
            180                 185                 190          
 
Leu Cys Leu Lys Ser Pro Gly Arg Phe Glu Arg Ile Leu Leu Arg Ala  
        195                 200                 205              
 
Ala Asn Thr His Ser Ser Ala Lys Pro Cys Gly Gln Gln Ser Ile His  
    210                 215                 220                  
 
Leu Gly Gly Val Phe Glu Leu Gln Pro Gly Ala Ser Val Phe Val Asn  
225                 230                 235                 240  
 
Val Thr Asp Pro Ser Gln Val Ser His Gly Thr Gly Phe Thr Ser Phe  
                245                 250                 255      
 
Gly Leu Leu Lys Leu  
            260      
 
<210>  15 
<211>  11 
<212>  PRT 
<213>  Homo sapiens 
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<220> 
<221>  caract_misc 
<223>  CD154 humano parcial 
 
<400>  15 
 
Trp Ala Glu Lys Gly Tyr Tyr Thr Met Ser Cys  
1               5                   10       
 
<210>  16 
<211>  11 
<212>  PRT 
<213>  Gallus gallus 
 
<220> 
<221>  caract_misc 
<223>  péptido CD154 de pollo 
 
<400>  16 
 
Trp Met Thr Thr Ser Tyr Ala Pro Thr Ser Ser  
1               5                   10       
 
<210>  17 
<211>  10 
<212>  PRT 
<213>  Anas sp. 
 
<220> 
<221>  caract_misc 
<223>  péptido CD154 de pato 
 
<400>  17 
 
Trp Asn Lys Thr Ser Tyr Ala Pro Met Asn  
1               5                   10   
 
<210>  18 
<211>  10 
<212>  PRT 
<213>  Mus sp. 
 
<220> 
<221>  caract_misc 
<223>  péptido CD154 de ratón 
 
<400>  18 
 
Trp Ala Lys Lys Gly Tyr Tyr Thr Met Lys  
1               5                   10   
 
<210>  19 
<211>  10 
<212>  PRT 
<213>  Bos taurus 
 
<220> 
<221>  caract_misc 
<223>  péptido CD154 de vaca 
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<400>  19 
 
Trp Ala Pro Lys Gly Tyr Tyr Thr Leu Ser  
1               5                   10   
 
<210>  20 
<211>  190 
<212>  PRT 
<213>  Gallus gallus 
 
<220> 
<221>  caract_misc 
<223>  aminoácido HMGB1 de pollo 
 
<400>  20 
 
Met Gly Lys Gly Asp Pro Lys Lys Pro Arg Gly Lys Met Ser Ser Tyr  
1               5                   10                  15       
 
Ala Phe Phe Val Gln Thr Cys Arg Glu Glu His Lys Lys Lys His Pro  
            20                  25                  30           
 
Asp Ala Ser Val Asn Phe Ser Glu Phe Ser Lys Lys Cys Ser Glu Arg  
        35                  40                  45               
 
Trp Lys Thr Met Ser Ser Lys Glu Lys Gly Lys Phe Glu Asp Met Ala  
    50                  55                  60                   
 
Lys Ala Asp Lys Leu Arg Tyr Glu Lys Glu Met Lys Asn Tyr Val Pro  
65                  70                  75                  80   
 
Pro Lys Gly Glu Thr Lys Lys Lys Phe Lys Asp Pro Asn Ala Pro Lys  
                85                  90                  95       
 
Arg Pro Pro Ser Ala Phe Phe Leu Phe Cys Ser Glu Phe Arg Pro Lys  
            100                 105                 110          
 
Ile Lys Gly Glu His Pro Gly Leu Ser Ile Gly Asp Val Ala Lys Lys  
        115                 120                 125              
 
Leu Gly Glu Met Trp Asn Asn Thr Ala Ala Asp Asp Lys Gln Pro Tyr  
    130                 135                 140                  
 
Glu Lys Lys Ala Ala Lys Leu Lys Glu Lys Tyr Glu Lys Asp Ile Ala  
145                 150                 155                 160  
 
Ala Tyr Arg Ala Lys Gly Lys Val Asp Ala Gly Lys Lys Val Val Ala  
                165                 170                 175      
 
Lys Ala Glu Lys Ser Lys Lys Lys Lys Glu Glu Glu Glu Asp  
            180                 185                 190  
 
<210>  21 
<211>  85 
<212>  PRT 
<213>  Secuencia artificial 
 
<220> 
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<223>  Péptido sintético: caja HMGB1 a1 
 
<400>  21 
 
Met Gly Lys Gly Asp Pro Lys Lys Pro Arg Gly Lys Met Ser Ser Tyr  
1               5                   10                  15       
 
Ala Phe Phe Val Gln Thr Cys Arg Glu Glu His Lys Lys Lys His Pro  
            20                  25                  30           
 
Asp Ala Ser Val Asn Phe Ser Glu Phe Ser Lys Lys Cys Ser Glu Arg  
        35                  40                  45               
 
Trp Lys Thr Met Ser Ser Lys Glu Lys Gly Lys Phe Glu Asp Met Ala  
    50                  55                  60                   
 
Lys Ala Asp Lys Leu Arg Tyr Glu Lys Glu Met Lys Asn Tyr Val Pro  
65                  70                  75                  80   
 
Pro Lys Gly Glu Thr  
                85   
 
<210>  22 
<211>  54 
<212>  PRT 
<213>  Secuencia artificial 
 
<220> 
<223>  Péptido sintético: caja HMGB1 a2 
 
<400>  22 
 
Pro Asp Ala Ser Val Asn Phe Ser Glu Phe Ser Lys Lys Cys Ser Glu  
1               5                   10                  15       
 
Arg Trp Lys Thr Met Ser Ser Lys Glu Lys Gly Lys Phe Glu Asp Met  
            20                  25                  30           
 
Ala Lys Ala Asp Lys Leu Arg Tyr Glu Lys Glu Met Lys Asn Tyr Val  
        35                  40                  45               
 
Pro Pro Lys Gly Glu Thr  
    50                   
 
<210>  23 
<211>  73 
<212>  PRT 
<213>  Secuencia artificial 
 
<220> 
<223>  Péptido sintético: caja HMGB1 b1 
 
<400>  23 
 
Lys Asp Pro Asn Ala Pro Lys Arg Pro Pro Ser Ala Phe Phe Leu Phe  
1               5                   10                  15       
 
Cys Ser Glu Phe Arg Pro Lys Ile Lys Gly Glu His Pro Gly Leu Ser  
            20                  25                  30           
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Ile Gly Asp Val Ala Lys Lys Leu Gly Glu Met Trp Asn Asn Thr Ala  
        35                  40                  45               
 
Ala Asp Asp Lys Gln Pro Tyr Glu Lys Lys Ala Ala Lys Leu Lys Glu  
    50                  55                  60                   
 
Lys Tyr Glu Lys Asp Ile Ala Ala Tyr  
65                  70               
 
<210>  24 
<211>  69 
<212>  PRT 
<213>  Secuencia artificial 
 
<220> 
<223>  Péptido sintético: caja HMGB1 b2 
 
<400>  24 
 
Asn Ala Pro Lys Arg Pro Pro Ser Ala Phe Phe Leu Phe Cys Ser Glu  
1               5                   10                  15       
 
Phe Arg Pro Lys Ile Lys Gly Glu His Pro Gly Leu Ser Ile Gly Asp  
            20                  25                  30           
 
Val Ala Lys Lys Leu Gly Glu Met Trp Asn Asn Thr Ala Ala Asp Asp  
        35                  40                  45               
 
Lys Gln Pro Tyr Glu Lys Lys Ala Ala Lys Leu Lys Glu Lys Tyr Glu  
    50                  55                  60                   
 
Lys Asp Ile Ala Ala  
65                   
 
<210>  25 
<211>  21 
<212>  PRT 
<213>  Secuencia artificial 
 
<220> 
<223>  Péptido sintético: dominio de unión HMGB1 RAGE 
 
<400>  25 
 
Lys Asp Pro Asn Ala Pro Lys Arg Pro Pro Ser Ala Phe Phe Leu Phe  
1               5                   10                  15       
 
Cys Ser Glu Phe Arg  
            20       
 
<210>  26 
<211>  33 
<212>  PRT 
<213>  Secuencia artificial 
 
<220> 
<223>  Péptido sintético: actividad de citoquina proinflamatoria HMGB1 
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<400>  26 
 
Leu Lys Glu Lys Tyr Glu Lys Asp Ile Ala Ala Tyr Arg Ala Lys Gly  
1               5                   10                  15       
 
Lys Val Asp Ala Gly Lys Lys Val Val Ala Lys Ala Glu Lys Ser Lys  
            20                  25                  30           
 
Lys  
     
 
<210>  27 
<211>  215 
<212>  PRT 
<213>  Homo sapiens 
 
<220> 
<221>  caract_misc 
<223>  HMGB1 
 
<400>  27 
 
Met Gly Lys Gly Asp Pro Lys Lys Pro Arg Gly Lys Met Ser Ser Tyr  
1               5                   10                  15       
 
Ala Phe Phe Val Gln Thr Cys Arg Glu Glu His Lys Lys Lys His Pro  
            20                  25                  30           
 
Asp Ala Ser Val Asn Phe Ser Glu Phe Ser Lys Lys Cys Ser Glu Arg  
        35                  40                  45               
 
Trp Lys Thr Met Ser Ala Lys Glu Lys Gly Lys Phe Glu Asp Met Ala  
    50                  55                  60                   
 
Lys Ala Asp Lys Ala Arg Tyr Glu Arg Glu Met Lys Thr Tyr Ile Pro  
65                  70                  75                  80   
 
Pro Lys Gly Glu Thr Lys Lys Lys Phe Lys Asp Pro Asn Ala Pro Lys  
                85                  90                  95       
 
Arg Pro Pro Ser Ala Phe Phe Leu Phe Cys Ser Glu Tyr Arg Pro Lys  
            100                 105                 110          
 
Ile Lys Gly Glu His Pro Gly Leu Ser Ile Gly Asp Val Ala Lys Lys  
        115                 120                 125              
 
Leu Gly Glu Met Trp Asn Asn Thr Ala Ala Asp Asp Lys Gln Pro Tyr  
    130                 135                 140                  
 
Glu Lys Lys Ala Ala Lys Leu Lys Glu Lys Tyr Glu Lys Asp Ile Ala  
145                 150                 155                 160  
 
Ala Tyr Arg Ala Lys Gly Lys Pro Asp Ala Ala Lys Lys Gly Val Val  
                165                 170                 175      
 
Lys Ala Glu Lys Ser Lys Lys Lys Lys Glu Glu Glu Glu Asp Glu Glu  
            180                 185                 190          
 
Asp Glu Glu Asp Glu Glu Glu Glu Glu Asp Glu Glu Asp Glu Asp Glu  



13 

        195                 200                 205              
 
Glu Glu Asp Asp Asp Asp Glu  
    210                 215  
 
<210>  28 
<211>  205 
<212>  PRT 
<213>  Danio rerio 
 
<220> 
<221>  caract_misc 
<223>  HMGB1 de pez zebra 
 
<400>  28 
 
Met Gly Lys Asp Pro Thr Lys Pro Arg Gly Lys Met Ser Ser Tyr Ala  
1               5                   10                  15       
 
Tyr Phe Val Gln Thr Cys Arg Glu Glu His Lys Lys Lys His Pro Glu  
            20                  25                  30           
 
Ala Thr Val Asn Phe Ser Glu Phe Ser Lys Lys Cys Ser Glu Arg Trp  
        35                  40                  45               
 
Lys Thr Met Ser Ala Lys Glu Lys Gly Lys Phe Glu Asp Met Ala Lys  
    50                  55                  60                   
 
Leu Asp Lys Ala Arg Tyr Glu Arg Glu Met Lys Asn Tyr Ile Pro Pro  
65                  70                  75                  80   
 
Lys Gly Glu Lys Lys Lys Arg Phe Lys Asp Pro Asn Ala Pro Lys Arg  
                85                  90                  95       
 
Pro Pro Ser Ala Phe Phe Ile Phe Cys Ser Glu Phe Arg Pro Lys Val  
            100                 105                 110          
 
Lys Glu Glu Thr Pro Gly Leu Ser Ile Gly Asp Val Ala Lys Arg Leu  
        115                 120                 125              
 
Gly Glu Met Trp Asn Lys Ile Ser Ser Glu Glu Lys Gln Pro Tyr Glu  
    130                 135                 140                  
 
Lys Lys Ala Ala Lys Leu Lys Glu Lys Tyr Glu Lys Asp Ile Ala Ala  
145                 150                 155                 160  
 
Tyr Arg Ser Lys Gly Lys Val Gly Gly Gly Ala Ala Lys Ala Pro Ser  
                165                 170                 175      
 
Lys Pro Asp Lys Ala Asn Asp Glu Asp Glu Asp Asp Asp Glu Glu Glu  
            180                 185                 190          
 
Asp Glu Asp Asp Asp Asp Glu Glu Glu Glu Asp Asp Glu  
        195                 200                 205  
 
<210>  29 
<211>  20 
<212>  ADN 
<213>  Secuencia artificial 
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<220> 
<223>  Cebador sintético:  lam-up-f; Bucle 9 5’ 
 
<400>  29 
tgtacaagtg gacgccaatc                                                   20 
 
<210>  30 
<211>  24 
<212>  ADN 
<213>  Secuencia artificial 
 
<220> 
<223>  Cebador sintético:  lam-up-r; Bucle 9 5’ 
 
<400>  30 
gttatcgccg tctttgatat agcc                                              24 
 
<210>  31 
<211>  20 
<212>  ADN 
<213>  Secuencia artificial 
 
<220> 
<223>  Cebador sintético:  lam-dn-f; Bucle 9 3’  
 
<400>  31 
atttcccgtt atgccgcagc                                                   20 
 
<210>  32 
<211>  20 
<212>  ADN 
<213>  Secuencia artificial 
 
<220> 
<223>  Cebador sintético:  lam-dn-r; Bucle 9 3’  
 
<400>  32 
gttaaacaga gggcgacgag                                                   20 
 
<210>  33 
<211>  68 
<212>  ADN 
<213>  Secuencia artificial 
 
<220> 
<223>  Cebador sintético:  Km-f; gen I-SceI/Kmr 
 
<400>  33 
gctatatcaa agacggcgat aactaactat aacggtccta aggtagcgaa tttccgggga       60 
 
tccgtcga                                                                68 
 
<210>  34 
<211>  39 
<212>  ADN 
<213>  Secuencia artificial 
 
<220> 
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<223>  Cebador sintético:  Km-r; gen I-SceI/Kmr 
 
<400>  34 
gctgcggcat aacgggaaat gtaggctgga gctgcttcg                              39 
 
<210>  35 
<211>  20 
<212>  ADN 
<213>  Secuencia artificial 
 
<220> 
<223>  Cebador sintético:  Kan4f; interior del gen Kmr 
 
<400>  35 
caaaagcgct ctgaagttcc                                                   20 
 
<210>  36 
<211>  20 
<212>  ADN 
<213>  Secuencia artificial 
 
<220> 
<223>  Cebador sintético:  Kan4r; interior del gen Kmr 
 
<400>  36 
gcgtgagggg atcttgaagt                                                   20 
 
<210>  37 
<211>  20 
<212>  ADN 
<213>  Secuencia artificial 
 
<220> 
<223>  Cebador sintético:  lam 3f; regiones externas del bucle 9 
 
<400>  37 
gccatctcgc ttggtgataa                                                   20 
 
<210>  38 
<211>  20 
<212>  ADN 
<213>  Secuencia artificial 
 
<220> 
<223>  Cebador sintético:  lam 3r; regiones externas del bucle 9 
 
<400>  38 
cgctggtatt ttgcggtaca                                                   20 
 
<210>  39 
<211>  84 
<212>  ADN 
<213>  Secuencia artificial 
 
<220> 
<223>  Cebador sintético:  Cj0113f; Inserto con el bucle 9 5’  
 
<400>  39 
ttcatcggta ccccattcat cacagttacc ttcaacggtg atgctaacac cggaggagga       60 
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gttatcgccg tctttgatat agcc                                              84 
 
<210>  40 
<211>  100 
<212>  ADN 
<213>  Secuencia artificial 
 
<220> 
<223>  Cebador sintético:  Cj0113r; Inserto con el bucle 9 3’ 
 
<400>  40 
atgaatgggg taccgatgaa tataaccagg cgtcctcctc ctggatgacc acctcctatg       60 
 
cgccgacctc ctcctcctcc atttcccgtt atgccgcagc                            100 
 
<210>  41 
<211>  84 
<212>  ADN 
<213>  Secuencia artificial 
 
<220> 
<223>  Cebador sintético:  Cj0420f; Inserto con el bucle 9 5’  
 
<400>  41 
atctttacct ttcgcaacac caccgatttc cgcatccaga acgatatctt tggaggagga       60 
 
gttatcgccg tctttgatat agcc                                              84 
 
<210>  42 
<211>  100 
<212>  ADN 
<213>  Secuencia artificial 
 
<220> 
<223>  Cebador sintético:  Cj0420r; Inserto con el bucle 9 3’ 
 
<400>  42 
gtgttgcgaa aggtaaagat ggtaaagaaa aatcctcctc ctggatgacc acctcctatg       60 
 
cgccgacctc ctcctcctcc atttcccgtt atgccgcagc                            100 
 
<210>  43 
<211>  105 
<212>  ADN 
<213>  Secuencia artificial 
 
<220> 
<223>  Cebador sintético:  Cj0982c-f; Inserto con el bucle 9 5’  
 
<400>  43 
ggttttatct ttcagatctt caacgctggt gatgttgcta tctttcggaa ccgcaacacc       60 
 
cagcgcaact ttggaggagg agttatcgcc gtctttgata tagcc                      105 
 
<210>  44 
<211>  121 
<212>  ADN 
<213>  Secuencia artificial 
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<220> 
<223>  Cebador sintético:  Cj0982c-r; Inserto con el bucle 9 3’ 
 
<400>  44 
aagatctgaa agataaaacc ctgctgctga acaaaggtac caccgcggat gcgtcctcct       60 
 
cctggatgac cacctcctat gcgccgacct cctcctcctc catttcccgt tatgccgcag      120 
 
c                                                                      121 

 


































