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CRITERIOS DE BUSQUEDA / UNIDAD DE INVENCION (Pantallazos)

SEQID No. 1

BlDownload ~ Graphics

W02013096318_1
Sequence 1D: |C||OUEI'}‘_18455 Length: 325 Mumber of Matches: 1

Range 1: 1 to 325 Graphics

Score Expect Method Identities Positives Gaps
€73 bits(1736) 0.0  Compesitional matrix adjust. 325/325(100%) 325/325(100%) 0/325(0%)

Query 1 MAFFDLPLEELKKYRPERYEEKDFDE FWEETLAESEKFPLDPVFERMESHLEKTVEAYDNT &8
MAFFDLPLEELKKYRPERYEEKDFDE FWEETLAESEKFPLDPWFERME SHLETVEAYDNT
sbjct 1 MAFFDLPLEELKKYRPERYEEKDFDE FWEETLAESEKFPLDPVFERMESHLEKTVEAYINT &8

Query &1  FSGYRGQRIKGWLLVPKLEEEKLPOWOYIGYNGGRGF PHDWLFWPSMGYICFVMDTRGY 128
FSGYRGQRIKGWLLYPK L EEEKLPOWQY IEYNGGRGE PHIWLFWPSMGY ICFVMDTRGQ
Sbjct 61 FSGYRGQRIKGWLLVPKLEEEKLPCWVVQYIGYNGGRGFPHIWLFWPSMEYICFVMDTRGD 128

Query 121 GSGWLEGDTPDYPEGPVDPQYPGFMTRGILDPRTYYYRRVFTDAVRAVEASASFPOVDOE 188
GSGWLKGDTPDYPEGPVDPQYPGFMT RGILDPRTYYYRRVFTDAVRAVEASASFPOVDOE
Sbjct 121 GSGWLKGDTPOYPEGPVDPQYPGFMTRGILDPRTYYYRAVFTDAVRAVEAAASFPQVDOQE 188

Query 181 RIVIAGGSQGGGIALAVSALSKEAKALLCDWPFLCHFRRAVQLVDTHPYAELTHNFLETHR 248
RIVIAGGSQGEGIALAVSALSKKAKALLCDVPFLCHFRRAVQLVDTHPYAELTHNFLKTHR
sbjct 181 RIVIAGGSQGEGGIALAVSALSKKAKALLCDVWPFLCHFRRAVQLVDTHPYAEITNFLETHR 248

Query 241 DKEEIVFRTLSYFDGVNFAARAKIPALFSVGLMDNISPPSTVFAAYNYYAGPKEIRIYPY 388
DKEEIVFRTLSYFDGVNFAARAKIPALFSVELMDNISPPSTVFALYNYYAGPKEIRIYFY
Sbjct 241 DEEEIVFRTLSYFDGYNFAARAKIPALFSVGLMDNISPPSTVFAAYNYYAGPEEIRIYFY 382

Query 381 NNHEGGGSFQAVEQWKFLKKLFEKG 325
NNHEGGGSFQAVEQWKFLKKLFEKG
Sbjct 381 NNHEGGGSFQAVEQVKFLKKLFEKG 325



SEQ ID No. 2

BlDownload ~ Graphics

WO20130963158_2
Sequence 1D: Icl|Query_240401 Length: 375 Number of Matches: 1

Range 1: 1 to 325 Graphics

Score Expect Method Identities Positives Gaps
671 bits(1722) 0.0 Compesiticnal matrix adiust. 224,/325(98%) 325/225(100%) 0/225(0%)

Query 1 MAFFDLPLEELKKYRPERYEEKDFDEFWEETLAESEKFPLDPVFERMESHLETVEAYINT 68
MAFFDLPLEELKKYRPERYEEKDFDEFWEETLAESEKFPLDPVFERMESHLE TVEAYDVT
sbjct 1 MAFFOLPLEELKKYRPERYEEKDFDEFWEETLAESEKFPLDPVFERMESHLETVEAYINT &8

Query 61  FSGYRGQRIKGWLLVPKLEEEKLPOWQYIGYNGGRGFPHDWL FWPSMGF ICFVMDTRGD 128
F SGYRGQRIKGWLLVPKLEEEK LPOWGY TGYNGGR GF PHDWL FWP SMG+ LCFUMDT RGO
sbjct 61  FSGYRGORIKGWLLVPKLEEEKLPOWQYIGYNGGRGFPHDWL FWPSMGY ICFUMDTRGD  12@

Query 121 GSGWLKGDTPDYPEGPVDPQYPGFMTRGILDPRTYYYRRVFTDAVRAVEAAASFPQVDOE 188
G5GWLKGDT PDYPEGPVDPQYPGFMTRGILDPRT Yy YRRVFTDAVRAVE ARASFPOVDOE
Shjct 121  GSGWLKGDTPDYPEGPVDPQYPGFMTRGILDPRTYYYRRVFTDAVRAVEAAASFPOVDOE 182

Query 181 RIVIAGGSQGGGLALAVSALSKKAKALLCDVPFLCHFRRAVQLVDTHPYAEITHMFLKTHR 248
RIVIAGGSQGEGIALAVEALSKKAKALLCDYPFLCHFRRAVQLVDTHPYAETTNFLETHR
sbjct 181 RIVIAGGSQGGGIALAVSALSKKAKALLCOVPFLCHFRRAVQLVDTHPYAEITMFLKTHR 24@

Query 241 DKEEIVFRTLSYFDEVNFAARAKIPALFSVGLMDNISPPSTVFAAYNYYAGPKEIRIYFY 388
DKEEIVFRTLSYFDGVNFAARAKIPALFSVGLMONI SPPSTVFAAYNYYAGPKELRIYPY
Sbjct 241 DKEEIVFRTLSYFDGVNFAARAKIPALFSVGLMDNISPPSTVFAAYNYYAGPKEIRIYPY 309

Query 381 NNHEGGGSFQAVEQWKFLKKLFEKG 325
NNHEGGGSFQAVEQVE FLKKLFEKG
sbjct 301 NNHEGGGSFQAVEQVKFLKKLFEKG 325

BlDownload ~ Graphics

US20110236339A1_5
Sequence ID: Icl|Query_154775 Length: 325 Mumber of Matches: 1

Range 1: 1 to 325 Graphics

Score Expect Method Identities Positives Gaps
£72 bits(1726) 0.0  Compositional matrix adjust. 325/225(100%) 325/225(100%) 0,/225(0%)

Query 1 MAFFDLPLEELKKYRPERYEEKDFDEFWEETLAESEKFPLDPVFERMESHLKTVEAYINT 68
MAFFDLPLEELKKYRPERYEEKDFDEFIWEETLAESEKFPLDPVFERMESHLEKTVEAYINT
sbjct 1 MAFFDLPLEELKKYRPERYEEKDFDEFWEETLAESEKFPLDPVYFERMESHLETVEAYINT 68

Query 61  FSGYRGORIKGWLLVPKLEEEKLPOWOYIGYNGGRGF PHDWLFWPSMGYICFVMDTRGY 128
FSGYRGQRIKGWLLYPKLEEEKLPOWOYIGYNGGRGF PHDWLFWPSMEY ICFVMDTRGY
sbjct 61  FSGYRGORIKGWLLWPKLEEEKLPOWQYIGYNGGRGF PHDWLFWPSMGYICFVMDTRGD 128

Query 121 GSGWLKGDTPDYPEGPVDPQYPGFMTRGILDPRTYYYRRVFTDAVRAVEAAASFPOVDQE 188
G5SGWLKGDTPDYPEGPVDPQYPGFMTRGILDPRT ¥y YRRVFTDAVRAVEARASFPOVDOE
sSbjct 121 GSGWLKGDTPDYPEGPVDPQYPGFMTRGILDPRTYYYRRVFTDAVRAVEAAASFPQVDQE 18@

Query 181 RIVIAGGSQGEGIALAVSALSKKAKALLCDVPFLCHFRRAVQLVDTHPYAEITNFLETHR 248
RIVIAGGSQGEGIALAVSALSKKAKALLCDVPFLCHFRRAVQLVDTHPYAEITNFLEKTHR
sbjct 181 RIVIAGGSQGGGIALAVSALSKKAKALLCDVPFLCHFRRAVQLVDTHPYAEITNFLKTHR 248

Query 241 DKEEINVFRTLSYFDGVNFAARAKIPALFSVGLMDMISPPSTVFAAYNYYAGPKEIRIYPY 388
DKEEIVFRTLSYFDGVNFAARAKI PALFSVELMDNISPPSTWFAAYNYYAGPKEIRLYPY
Shjct 241 DKEEIVFRTLSYFDGVNFAARAKIPALFSVGLMDNISPPSTWFAAYNYYAGPKEIRIYPY 388

Query 381 NNHEGGGSFQAVEQWEFLEKLFEEG 325
NNHEGGGSF QAVEQVKFLKKLFEKG
sSbjct 381 NNHEGGGESFQAVEQVKFLKKLFEKG 325



