
 

 

INFORME DE BÙSQUEDA DE PATENTES PARA EL No de Radicación: 15-268313 

CRITERIOS PARA LA BÙSQUEDA (anexar pantallazo o reporte en PDF, junto con los boleanos 
utilizados) 

  Palabras clave utilizadas 
“anti CD3 biespecific antibodies” “anti-BCMA biespecific antibodies” “CD3 
AND BCMA bispecific anditbod?” 

CLASIFICACIONES  
INTERNACIONALES 

UTILIZADAS PARA LA 
BÚSQUEDA 

C07K168, A61 K39/G95, A61P35/02, A61 P37/00 

BASES DE DATOS CONSULTADAS.  

Google patents Espacenet WIPO Sience Direct 

PubMed NCBI The lens Patbase 

INFORMES DE EXÁMENES  REALIZADOS EN OTRAS OFICINAS (documentos patentes, literatura no 
patente etc…) 

Oficina 

Fecha del examen o 
de   reporte de 
búsqueda de 
documentos 

Anterioridades encontradas 
para el examen o reportados 

en el examen de 
búsqueda(relacionarlos todos) 

Reiv. 
afectadas 

RELEVANCIA 
(requisito que 

afecta) 

FUERON TENIDOS EN CUENTA 
PARA EL EXAMEN EN LA 
OFICINA COLOMBIANA 

 

SI  NO 

EUROPEA 20/Mayo/2014 

RYAN MAUREEN C ET 
AL: "Antibody targeting of 
B-cell maturation antigen 
on malignant plasma cells 
MOLECULAR CANCER 
THERAPEUTICS, 
AMERICAN 
ASSOCIATION OF 
CANCER RESEARCH, 
US, vol. 6, no. 11, 1 
November 2007 (2007-
11-01), pages 3009-3018,   
XP002581270JSSN: 
1535-7163 
WO 2009/132058 A2 

25 y 26 Novedad X  

WO 02/066516 A2 
WO 2004/106383 A1 

25 y 26 Novedad  X 

USPTO 06/Octubre/2015 US9150664 A NA NA NA 

DOCUMENTOS ADICIONALES  ENCONTRADOS POR EL EXAMINADOR   DE ACUERDO A LOS 
CRITERIOS DE BÙSQUEDA. 

Ursula Reusch et al, “Anti-CD3 X Anti-Epidermal Growth Factor Receptor (EGFR) Bispecific 
Antibody Redirects T-Cell Cytolytic Activity to EGFR-Positive Cancers In vitro and in an Animal 

Model” Clin Cancer Res 12(1) January 1, 2006 

US 20110123532 

US 20090252683 
BÚSQUEDA DE SECUENCIAS 

Número de depósito / patente y N° de secuencia 
% de identidad 

SEQ ID NO 
(de la solicitud) 

NCBI The Lens EMBL-EBI DDJB Genome Quest 

167, 177, 187, 
197, 207, 217, 
227, 627, 637, 
647, 657, 667, 
677, 687, 697, 

NA: 
AGP01464.1 

US 7612178 / 
SEQ ID NO: 
20 

   

81%, 83% 
82%, 84% 

 
 

 



 

 

707, 717, 727, 
737, 747, 757, 
767, 777, 787, 
797, 807, 817, 
827, 837, 967, 
977, 987, 997 

168, 178, 188, 
198, 208, 218, 
228, 628, 638, 
648, 658, 668, 
678, 688, 698, 
708, 718, 728, 
738, 748, 758, 
768, 778, 788, 
798, 808, 818, 
828, 838, 968, 
978, 988, 998 

NA: 
AAF35179.1 

US 8716195 / 
SEQ ID NO: 
286 

   

87%, 88% 90%, 92%    

 
Pantallazos Búsqueda de Palabras Clave 

  

 
 



 

 

 

 



 

 

 

 



 

 

 

 
Cadenas Ligeras 

>SEQ_ID_NO_168 
DIQMTQSPSSLSASVGDRVTITCRASQGISNYLNWYQQKPGKAPKPLIYYTSNLQSGVPSRFSGSGSGTDYTLTISSLQPE
DFATYYCQQYDISSYTFGQGTKLEIK 
>SEQ_ID_NO_178 
DIQMTQSPSSLSASVGDRVTITCRASQGISNYLNWYQQKPGKAPKPLIYYTSNLQSGVPSRFSGSGSGTDYTLTISSLQPE
DFATYYCMGQTISSYTFGQGTKLEIK 
>SEQ_ID_NO_188 
DIQMTQSPSSLSASVGDRVTITCRASQGISNYLNWYQQKPGKAPKPLIYYTSNLQSGVPSRFSGSGSGTDYTLTISSLQPE
DFATYYCQQYDISSYTFGQGTKLEIK 
>SEQ_ID_NO_198 
DIQMTQSPSSLSASVGDRVTITCRASQGISNYLNWYQQKPGKAPKPLIYYTSNLQSGVPSRFSGSGSGTDYTLTISSLQPE
DFATYYCMGQTISSYTFGQGTKLEIK 
>SEQ_ID_NO_208 
DIQMTQSPSSLSASVGDRVTISCRASQGISNYLNWYQQKPGKAPKPLIYYTSNLQSGVPSRFSGSGSGTDYTLTISSLQPE
DFATYYCQQYDISSYTFGQGTKLEIK 
>SEQ_ID_NO_218 
DIQMTQSPSSLSASVGDRVTISCRASQGISNYLNWYQQKPGKAPKPLIYYTSNLQSGVPSRFSGSGSGTDYTLTISSLQPE
DFATYYCMGQTISSYTFGQGTKLEIK 
>SEQ_ID_NO_228 
DIQMTQSPSSLSASVGDRVTITCRASQGISNYLNWYQQKPGKAPKPLIYYTSNLQSGVPSRFSGSGSGTDFTLTISSLQPE
DFATYYCMGQTISSYTFGQGTKLEIK 
>SEQ_ID_NO_628 
AIQMTQSPSSLSASVGDTVTITCRASEDIYNGLAWYQQKPGKAPKLLIYGASSLQDGVPSRFSGSGSGTDYTLTISSLQPE
DEATYYCQQSYKYPLTFGGGTKVEIK 
>SEQ_ID_NO_638 
AIQMTQSPSSLSASVGDRVTITCRASEDIYNGLAWYQQKPGKAPKLLIYGASSLQDGVPSRFSGSGSGTDFTLTISSMQPE
DEATYYCQQSYKYPLTFGGGTKVEIK 
>SEQ_ID_NO_648 
AIQMTQSPSSLSASVGDRVTITCRASEDIYNGLAWYQQKPGKAPKLLIYGASSLQDGVPSRFSGSGSGTHYTLTISSLQPE
DEATYYCQQSYKYPLTFGGGTKVEIK 
>SEQ_ID_NO_658 
AIQMTQSPSSLSASVGDTVTITCRASEDIYNGLAWYQQKPGKAPKLLIYGASSLQDGVPSRFSGSGSGTDYTLTISSLQPE
DEATYYCAGPHKYPLTFGGGTKVEIK 
>SEQ_ID_NO_668 
AIQMTQSPSSLSASVGDRVTITCRASEDIYNGLAWYQQKPGKAPKLLIYGASSLQDGVPSRFSGSGSGTHYTLTISSLQPE
DEATYYCAGPHKYPLTFGGGTKVEIK 
>SEQ_ID_NO_698 
AIQMTQSPSSLSASVGDRVTITCRASEDIYNGLAWYQQKPGKAPKLLIYGASSLQDGVPSRFSGSGSGTEFTLTISSLQPE
DEATYYCQQSRNYQQTFGGGTKVEIK 
>SEQ_ID_NO_708 
AIQMTQSPSSLSASVGDRVTITCRASEDIYNGLAWYQQKPGKAPKLLIYGASSLQDGVPSRFSGSGSGTEFTLTISSLQPE
DEATYYCAGPHKYPLTFGGGTKVEIK 
>SEQ_ID_NO_718 
AIQMTQSPSSLSASVGDRVTITCRASEDIYNGLAWYQQKPGKAPKLLIYGASSLQDGVPSRFSGSGSGTDFTLTISSMQPE
DEATYYCAGPHKYPLTFGGGTKVEIK 
>SEQ_ID_NO_728 



 

 

AIQMTQSPSSLSASVGDRVTITCRASEDIYNGLAWYQQKPGKAPKLLIYGASSLQDGVPSRFSGSGSGTDFTLTISSMQPE
DEATYYCQQSRNYQQTFGGGTKVEIK 
>SEQ_ID_NO_738 
DIQMTQSPSSLSASVGDRVTITCRASQGISNYLNWYQQKPGKAPKPLIYYTSNLQSGVPSRFSGSGSGTDYTLTISSLQPE
DFATYYCMGQTISSYTFGQGTKLEIK 
>SEQ_ID_NO_748 
DIQMTQSPSSLSASVGDRVTITCRASQGISNYLNWYQQKPGKAPKPLIYYTSNLQSGVPSRFSGSGSGTDYTLTISSLQPE
DFATYYCMGQTISSYTFGQGTKLEIK 
>SEQ_ID_NO_758 
DIQMTQSPSSLSASVGDRVTISCRASQGISNYLNWYQQKPGKAPKPLIYYTSNLQSGVPSRFSGSGSGTDYTLTISSLQPE
DFATYYCMGQTISSYTFGQGTKLEIK 
>SEQ_ID_NO_768 
DIQMTQSPSSLSASVGDRVTITCRASQGISNYLNWYQQKPGKAPKPLIYYTSNLQSGVPSRFSGSGSGTDFTLTISSLQPE
DFATYYCMGQTISSYTFGQGTKLEIK 
>SEQ_ID_NO_778 
DIQMTQSPSSLSASVGDRVTISCRASQGISNHLNWFQQKPGRAPKPLIYYTSNLQSGVPSRFSGSGSGTDFTLTISSLQPE
DFATYYCQQYFDRPYTFGGGTKVEIK 
>SEQ_ID_NO_788 
DIQMTQSPSSLSASVGDRVTISCRASQGISNHLNWYQQKPGKAPKPLIYYTSNLQSGVPSRFSGSGSGTDYTLTISSLQPE
DFATYYCQQYFDRPYTFGGGTKVEIK 
>SEQ_ID_NO_798 
DIQMTQSPSSLSASVGDRVTITCRASQGISNHLNWFQQKPGKAPKPLIYYTSNLQSGVPSRFSGSGSGTDFTLTISSLQPE
DFATYYCQQYFDRPYTFGGGTKVEIK 
>SEQ_ID_NO_808 
DIQMTQSPSSLSASVGERVTITCRASQGISNHLNWYQQKPGKAPKSLIYYTSNLQSGVPSRFSGSGSGTDFTLTISSLQPE
DFATYYCQQYFDRPYTFGGGTKVEIK 
>SEQ_ID_NO_818 
DIQMTQSPSSLSASVGDRVTISCRASQGISNHLNWFQQKPGRAPKPLIYYTSNLQSGVPSRFSGSGSGTDFTLTISSLQPE
DFATYYCQQYSNLPYTFGGGTKVEIK 
>SEQ_ID_NO_828 
DIQMTQSPSSLSASVGDRVTISCRASQGISNHLNWYQQKPGKAPKPLIYYTSNLQSGVPSRFSGSGSGTDYTLTISSLQPE
DFATYYCQQYSNLPYTFGGGTKVEIK 
>SEQ_ID_NO_838 
DIQMTQSPSSLSASVGERVTITCRASQGISNHLNWYQQKPGKAPKSLIYYTSNLQSGVPSRFSGSGSGTDFTLTISSLQPE
DFATYYCQQYSNLPYTFGGGTKVEIK 
>SEQ_ID_NO_968 
DIQMTQSPSSMSASVGDRVTITCRASQGISNNLNWYQQKPGKAPKSLIYYTSNLQSGVPSRFSGSGSGTDYTLTISSLQPE
DFATYYCQQFTSLPYTFGQGTKLEIK 
>SEQ_ID_NO_978 
DIQMTQSPSSLSASVGDRVTITCRANQGISNNLNWYQQKPGKAPKPLIYYTSNLQSGVPSRFSGSGSGTDYTLTISSLQPE
DFATYYCQQFTSLPYTFGQGTKLEIK 
>SEQ_ID_NO_988 
DIQMTQSPSSMSASVGDRVTITCRASQGISNNLNWYQQKPGKAPKSLIYYTSNLQSGVPSRFSGSGSGTDYTLTISSLQPE
DFATYYCQQFTSLPYTFGQGTKLEIK 
>SEQ_ID_NO_998 
DIQMTQSPSSMSASVGDRVTITCRASQGISNNLNWYQQKPGKAPKSLIYYTSNLQSGVPSRFSGSGSGTDYTLTISSLQPE
DFATYYCQQFAHLPYTFGQGTKLEIK 



 

 

 

Cadenas pesadas 
>SEQ_ID_NO_168 
DIQMTQSPSSLSASVGDRVTITCRASQGISNYLNWYQQKPGKAPKPLIYYTSNLQSGVPSRFSGSGSGTDYTLTISSLQPE
DFATYYCQQYDISSYTFGQGTKLEIK 
>SEQ_ID_NO_178 
DIQMTQSPSSLSASVGDRVTITCRASQGISNYLNWYQQKPGKAPKPLIYYTSNLQSGVPSRFSGSGSGTDYTLTISSLQPE
DFATYYCMGQTISSYTFGQGTKLEIK 
>SEQ_ID_NO_188 
DIQMTQSPSSLSASVGDRVTITCRASQGISNYLNWYQQKPGKAPKPLIYYTSNLQSGVPSRFSGSGSGTDYTLTISSLQPE
DFATYYCQQYDISSYTFGQGTKLEIK 
>SEQ_ID_NO_198 
DIQMTQSPSSLSASVGDRVTITCRASQGISNYLNWYQQKPGKAPKPLIYYTSNLQSGVPSRFSGSGSGTDYTLTISSLQPE
DFATYYCMGQTISSYTFGQGTKLEIK 
>SEQ_ID_NO_208 
DIQMTQSPSSLSASVGDRVTISCRASQGISNYLNWYQQKPGKAPKPLIYYTSNLQSGVPSRFSGSGSGTDYTLTISSLQPE
DFATYYCQQYDISSYTFGQGTKLEIK 
>SEQ_ID_NO_218 
DIQMTQSPSSLSASVGDRVTISCRASQGISNYLNWYQQKPGKAPKPLIYYTSNLQSGVPSRFSGSGSGTDYTLTISSLQPE
DFATYYCMGQTISSYTFGQGTKLEIK 
>SEQ_ID_NO_228 
DIQMTQSPSSLSASVGDRVTITCRASQGISNYLNWYQQKPGKAPKPLIYYTSNLQSGVPSRFSGSGSGTDFTLTISSLQPE
DFATYYCMGQTISSYTFGQGTKLEIK 
>SEQ_ID_NO_628 
AIQMTQSPSSLSASVGDTVTITCRASEDIYNGLAWYQQKPGKAPKLLIYGASSLQDGVPSRFSGSGSGTDYTLTISSLQPE
DEATYYCQQSYKYPLTFGGGTKVEIK 
>SEQ_ID_NO_638 
AIQMTQSPSSLSASVGDRVTITCRASEDIYNGLAWYQQKPGKAPKLLIYGASSLQDGVPSRFSGSGSGTDFTLTISSMQPE
DEATYYCQQSYKYPLTFGGGTKVEIK 
>SEQ_ID_NO_648 
AIQMTQSPSSLSASVGDRVTITCRASEDIYNGLAWYQQKPGKAPKLLIYGASSLQDGVPSRFSGSGSGTHYTLTISSLQPE
DEATYYCQQSYKYPLTFGGGTKVEIK 
>SEQ_ID_NO_658 
AIQMTQSPSSLSASVGDTVTITCRASEDIYNGLAWYQQKPGKAPKLLIYGASSLQDGVPSRFSGSGSGTDYTLTISSLQPE
DEATYYCAGPHKYPLTFGGGTKVEIK 
>SEQ_ID_NO_668 
AIQMTQSPSSLSASVGDRVTITCRASEDIYNGLAWYQQKPGKAPKLLIYGASSLQDGVPSRFSGSGSGTHYTLTISSLQPE
DEATYYCAGPHKYPLTFGGGTKVEIK 
>SEQ_ID_NO_678 
AIQMTQSPSSLSASVGDTVTITCRASEDIYNGLAWYQQKPGKAPKLLIYGASSLQDGVPSRFSGSGSGTDYTLTISSLQPE
DEATYYCQQSRNYQQTFGGGTKVEIK 
>SEQ_ID_NO_688 
AIQMTQSPSSLSASVGDRVTITCRASEDIYNGLAWYQQKPGKAPKLLIYGASSLQDGVPSRFSGSGSGTHYTLTISSLQPE
DEATYYCQQSRNYQQTFGGGTKVEIK 
>SEQ_ID_NO_698 



 

 

AIQMTQSPSSLSASVGDRVTITCRASEDIYNGLAWYQQKPGKAPKLLIYGASSLQDGVPSRFSGSGSGTEFTLTISSLQPE
DEATYYCQQSRNYQQTFGGGTKVEIK 
>SEQ_ID_NO_708 
AIQMTQSPSSLSASVGDRVTITCRASEDIYNGLAWYQQKPGKAPKLLIYGASSLQDGVPSRFSGSGSGTEFTLTISSLQPE
DEATYYCAGPHKYPLTFGGGTKVEIK 
>SEQ_ID_NO_718 
AIQMTQSPSSLSASVGDRVTITCRASEDIYNGLAWYQQKPGKAPKLLIYGASSLQDGVPSRFSGSGSGTDFTLTISSMQPE
DEATYYCAGPHKYPLTFGGGTKVEIK 
>SEQ_ID_NO_728 
AIQMTQSPSSLSASVGDRVTITCRASEDIYNGLAWYQQKPGKAPKLLIYGASSLQDGVPSRFSGSGSGTDFTLTISSMQPE
DEATYYCQQSRNYQQTFGGGTKVEIK 
>SEQ_ID_NO_738 
DIQMTQSPSSLSASVGDRVTITCRASQGISNYLNWYQQKPGKAPKPLIYYTSNLQSGVPSRFSGSGSGTDYTLTISSLQPE
DFATYYCMGQTISSYTFGQGTKLEIK 
>SEQ_ID_NO_748 
DIQMTQSPSSLSASVGDRVTITCRASQGISNYLNWYQQKPGKAPKPLIYYTSNLQSGVPSRFSGSGSGTDYTLTISSLQPE
DFATYYCMGQTISSYTFGQGTKLEIK 
>SEQ_ID_NO_758 
DIQMTQSPSSLSASVGDRVTISCRASQGISNYLNWYQQKPGKAPKPLIYYTSNLQSGVPSRFSGSGSGTDYTLTISSLQPE
DFATYYCMGQTISSYTFGQGTKLEIK 
>SEQ_ID_NO_768 
DIQMTQSPSSLSASVGDRVTITCRASQGISNYLNWYQQKPGKAPKPLIYYTSNLQSGVPSRFSGSGSGTDFTLTISSLQPE
DFATYYCMGQTISSYTFGQGTKLEIK 
>SEQ_ID_NO_778 
DIQMTQSPSSLSASVGDRVTISCRASQGISNHLNWFQQKPGRAPKPLIYYTSNLQSGVPSRFSGSGSGTDFTLTISSLQPE
DFATYYCQQYFDRPYTFGGGTKVEIK 
>SEQ_ID_NO_788 
DIQMTQSPSSLSASVGDRVTISCRASQGISNHLNWYQQKPGKAPKPLIYYTSNLQSGVPSRFSGSGSGTDYTLTISSLQPE
DFATYYCQQYFDRPYTFGGGTKVEIK 
>SEQ_ID_NO_798 
DIQMTQSPSSLSASVGDRVTITCRASQGISNHLNWFQQKPGKAPKPLIYYTSNLQSGVPSRFSGSGSGTDFTLTISSLQPE
DFATYYCQQYFDRPYTFGGGTKVEIK 
>SEQ_ID_NO_808 
DIQMTQSPSSLSASVGERVTITCRASQGISNHLNWYQQKPGKAPKSLIYYTSNLQSGVPSRFSGSGSGTDFTLTISSLQPE
DFATYYCQQYFDRPYTFGGGTKVEIK 
>SEQ_ID_NO_818 
DIQMTQSPSSLSASVGDRVTISCRASQGISNHLNWFQQKPGRAPKPLIYYTSNLQSGVPSRFSGSGSGTDFTLTISSLQPE
DFATYYCQQYSNLPYTFGGGTKVEIK 
>SEQ_ID_NO_828 
DIQMTQSPSSLSASVGDRVTISCRASQGISNHLNWYQQKPGKAPKPLIYYTSNLQSGVPSRFSGSGSGTDYTLTISSLQPE
DFATYYCQQYSNLPYTFGGGTKVEIK 
>SEQ_ID_NO_838 
DIQMTQSPSSLSASVGERVTITCRASQGISNHLNWYQQKPGKAPKSLIYYTSNLQSGVPSRFSGSGSGTDFTLTISSLQPE
DFATYYCQQYSNLPYTFGGGTKVEIK 
>SEQ_ID_NO_968 
DIQMTQSPSSMSASVGDRVTITCRASQGISNNLNWYQQKPGKAPKSLIYYTSNLQSGVPSRFSGSGSGTDYTLTISSLQPE
DFATYYCQQFTSLPYTFGQGTKLEIK 
>SEQ_ID_NO_978 
DIQMTQSPSSLSASVGDRVTITCRANQGISNNLNWYQQKPGKAPKPLIYYTSNLQSGVPSRFSGSGSGTDYTLTISSLQPE
DFATYYCQQFTSLPYTFGQGTKLEIK 
>SEQ_ID_NO_988 
DIQMTQSPSSMSASVGDRVTITCRASQGISNNLNWYQQKPGKAPKSLIYYTSNLQSGVPSRFSGSGSGTDYTLTISSLQPE
DFATYYCQQFTSLPYTFGQGTKLEIK 
>SEQ_ID_NO_998 
DIQMTQSPSSMSASVGDRVTITCRASQGISNNLNWYQQKPGKAPKSLIYYTSNLQSGVPSRFSGSGSGTDYTLTISSLQPE
DFATYYCQQFAHLPYTFGQGTKLEIK 



 

 

 
CDRs 
>SEQ_ID_NO_161 
NFDMA 
>SEQ_ID_NO_162 
SITTGADHAIYADSVKG 
>SEQ_ID_NO_163 
HGYYDGYHLFDY 
>SEQ_ID_NO_164 
RASQGISNYLN 
>SEQ_ID_NO_165 
YTSNLQS 
>SEQ_ID_NO_166 
QQYDISSYT 
>SEQ_ID_NO_171 
NFDMA 
>SEQ_ID_NO_172 
SITTGADHAIYADSVKG 
>SEQ_ID_NO_173 
HGYYDGYHLFDY 
>SEQ_ID_NO_174 
RASQGISNYLN 
>SEQ_ID_NO_175 
YTSNLQS 
>SEQ_ID_NO_176 
MGQTISSYT 
>SEQ_ID_NO_181 
NFDMA 
>SEQ_ID_NO_182 
SITTGADHAIYADSVKG 
>SEQ_ID_NO_183 
HGYYDGYHLFDY 
>SEQ_ID_NO_184 
RASQGISNYLN 
>SEQ_ID_NO_185 
YTSNLQS 
>SEQ_ID_NO_186 
QQYDISSYT 
>SEQ_ID_NO_191 
NFDMA 
>SEQ_ID_NO_192 
SITTGADHAIYADSVKG 
>SEQ_ID_NO_193 
HGYYDGYHLFDY 
>SEQ_ID_NO_194 



 

 

RASQGISNYLN 
>SEQ_ID_NO_195 
YTSNLQS 
>SEQ_ID_NO_196 
MGQTISSYT 
>SEQ_ID_NO_201 
NFDMA 
>SEQ_ID_NO_202 
SITTGADHAIYADSVKG 
>SEQ_ID_NO_203 
HGYYDGYHLFDY 
>SEQ_ID_NO_204 
RASQGISNYLN 
>SEQ_ID_NO_205 
YTSNLQS 
>SEQ_ID_NO_206 
QQYDISSYT 
>SEQ_ID_NO_211 
NFDMA 
>SEQ_ID_NO_212 
SITTGADHAIYAESVKG 
>SEQ_ID_NO_213 
HGYYDGYHLFDY 
>SEQ_ID_NO_214 
RASQGISNYLN 
>SEQ_ID_NO_215 
YTSNLQS 
>SEQ_ID_NO_216 
MGQTISSYT 
>SEQ_ID_NO_221 
NFDMA 
>SEQ_ID_NO_222 
SITTGADHAIYADSVKG 
>SEQ_ID_NO_223 
HGYYDGYHLFDY 
>SEQ_ID_NO_224 
RASQGISNYLN 
>SEQ_ID_NO_225 
YTSNLQS 
>SEQ_ID_NO_226 
MGQTISSYT 
>SEQ_ID_NO_621 
NYDMA 
>SEQ_ID_NO_622 
SISTRGDITSYRDSVKG 
>SEQ_ID_NO_623 
QDYYTDYMGFAY 
>SEQ_ID_NO_624 
RASEDIYNGLA 
>SEQ_ID_NO_625 
GASSLQD 
>SEQ_ID_NO_626 
QQSYKYPLT 
>SEQ_ID_NO_631 
NYDMA 
>SEQ_ID_NO_632 



 

 

SISTRGDITSYRDSVKG 
>SEQ_ID_NO_633 
QDYYTDYMGFAY 
>SEQ_ID_NO_634 
RASEDIYNGLA 
>SEQ_ID_NO_635 
GASSLQD 
>SEQ_ID_NO_636 
QQSYKYPLT 
>SEQ_ID_NO_641 
NYDMA 
>SEQ_ID_NO_642 
SISTRGDITSYRDSVKG 
>SEQ_ID_NO_643 
QDYYTDYMGFAY 
>SEQ_ID_NO_644 
RASEDIYNGLA 
>SEQ_ID_NO_645 
GASSLQD 
>SEQ_ID_NO_646 
QQSYKYPLT 
>SEQ_ID_NO_651 
NYDMA 
>SEQ_ID_NO_652 
SISTRGDITSYRDSVKG 
>SEQ_ID_NO_653 
QDYYTDYMGFAY 
>SEQ_ID_NO_654 
RASEDIYNGLA 
>SEQ_ID_NO_655 
GASSLQD 
>SEQ_ID_NO_656 
AGPHKYPLT 
>SEQ_ID_NO_661 
NYDMA 
>SEQ_ID_NO_662 
SISTRGDITSYRDSVKG 
>SEQ_ID_NO_663 
QDYYTDYMGFAY 
>SEQ_ID_NO_664 
RASEDIYNGLA 
>SEQ_ID_NO_665 
GASSLQD 
>SEQ_ID_NO_666 
AGPHKYPLT 
>SEQ_ID_NO_671 
NYDMA 
>SEQ_ID_NO_672 
SISTRGDITSYRDSVKG 
>SEQ_ID_NO_673 
QDYYTDYMGFAY 
>SEQ_ID_NO_674 
RASEDIYNGLA 
>SEQ_ID_NO_675 
GASSLQD 
>SEQ_ID_NO_676 



 

 

QQSRNYQQT 
>SEQ_ID_NO_681 
NYDMA 
>SEQ_ID_NO_682 
SISTRGDITSYRDSVKG 
>SEQ_ID_NO_683 
QDYYTDYMGFAY 
>SEQ_ID_NO_684 
RASEDIYNGLA 
>SEQ_ID_NO_685 
GASSLQD 
>SEQ_ID_NO_686 
QQSRNYQQT 
>SEQ_ID_NO_691 
NYDMA 
>SEQ_ID_NO_692 
SISTRGDITSYRDSVKG 
>SEQ_ID_NO_693 
QDYYTDYMGFAY 
>SEQ_ID_NO_694 
RASEDIYNGLA 
>SEQ_ID_NO_695 
GASSLQD 
>SEQ_ID_NO_696 
QQSRNYQQT 
>SEQ_ID_NO_701 
NYDMA 
>SEQ_ID_NO_702 
SISTRGDITSYRDSVKG 
>SEQ_ID_NO_703 
QDYYTDYMGFAY 
>SEQ_ID_NO_704 
RASEDIYNGLA 
>SEQ_ID_NO_705 
GASSLQD 
>SEQ_ID_NO_706 
AGPHKYPLT 
>SEQ_ID_NO_711 
NYDMA 
>SEQ_ID_NO_712 
SISTRGDITSYRDSVKG 
>SEQ_ID_NO_713 
QDYYTDYMGFAY 
>SEQ_ID_NO_714 
RASEDIYNGLA 
>SEQ_ID_NO_715 
GASSLQD 
>SEQ_ID_NO_716 
AGPHKYPLT 
>SEQ_ID_NO_721 
NYDMA 
>SEQ_ID_NO_722 
SISTRGDITSYRDSVKG 
>SEQ_ID_NO_723 
QDYYTDYMGFAY 
>SEQ_ID_NO_724 



 

 

RASEDIYNGLA 
>SEQ_ID_NO_725 
GASSLQD 
>SEQ_ID_NO_726 
QQSRNYQQT 
>SEQ_ID_NO_731 
NFDMA 
>SEQ_ID_NO_732 
SITTGGGDTYYADSVKG 
>SEQ_ID_NO_733 
HGYYDGYHLFDY 
>SEQ_ID_NO_734 
RASQGISNYLN 
>SEQ_ID_NO_735 
YTSNLQS 
>SEQ_ID_NO_736 
MGQTISSYT 
>SEQ_ID_NO_741 
NFDMA 
>SEQ_ID_NO_742 
SITTGGGDTYYADSVKG 
>SEQ_ID_NO_743 
HGYYDGYHLFDY 
>SEQ_ID_NO_744 
RASQGISNYLN 
>SEQ_ID_NO_745 
YTSNLQS 
>SEQ_ID_NO_746 
MGQTISSYT 
>SEQ_ID_NO_751 
NFDMA 
>SEQ_ID_NO_752 
SITTGGGDTYYADSVKG 
>SEQ_ID_NO_753 
HGYYDGYHLFDY 
>SEQ_ID_NO_754 
RASQGISNYLN 
>SEQ_ID_NO_761 
NFDMA 
>SEQ_ID_NO_762 
SITTGGGDTYYADSVKG 
>SEQ_ID_NO_763 
HGYYDGYHLFDY 
>SEQ_ID_NO_764 
RASQGISNYLN 
>SEQ_ID_NO_765 
YTSNLQS 
>SEQ_ID_NO_766 
MGQTISSYT 
>SEQ_ID_NO_771 
NFDMA 
>SEQ_ID_NO_772 
SITTGGGDTYYADSVKG 
>SEQ_ID_NO_773 
HGYYDGYHLFDY 
>SEQ_ID_NO_774 



 

 

RASQGISNHLN 
>SEQ_ID_NO_775 
YTSNLQS 
>SEQ_ID_NO_776 
QQYFDRPYT 
>SEQ_ID_NO_781 
NFDMA 
>SEQ_ID_NO_782 
SITTGGGDTYYADSVKG 
>SEQ_ID_NO_783 
HGYYDGYHLFDY 
>SEQ_ID_NO_784 
RASQGISNHLN 
>SEQ_ID_NO_785 
YTSNLQS 
>SEQ_ID_NO_786 
QQYFDRPYT 
>SEQ_ID_NO_791 
NFDMA 
>SEQ_ID_NO_792 
SITTGGGDTYYADSVKG 
>SEQ_ID_NO_793 
HGYYDGYHLFDY 
>SEQ_ID_NO_794 
RASQGISNHLN 
>SEQ_ID_NO_795 
YTSNLQS 
>SEQ_ID_NO_796 
QQYFDRPYT 
>SEQ_ID_NO_801 
NFDMA 
>SEQ_ID_NO_802 
SITTGGGDTYYADSVKG 
>SEQ_ID_NO_803 
HGYYDGYHLFDY 
>SEQ_ID_NO_804 
RASQGISNHLN 
>SEQ_ID_NO_805 
YTSNLQS 
>SEQ_ID_NO_806 
QQYFDRPYT 
>SEQ_ID_NO_811 
NFDMA 
>SEQ_ID_NO_812 
SITTGGGDTYYADSVKG 
>SEQ_ID_NO_813 
HGYYDGYHLFDY 
>SEQ_ID_NO_814 
RASQGISNHLN 
>SEQ_ID_NO_815 
YTSNLQS 
>SEQ_ID_NO_816 
QQYSNLPYT 
>SEQ_ID_NO_821 
NFDMA 
>SEQ_ID_NO_822 



 

 

SITTGGGDTYYADSVKG 
>SEQ_ID_NO_823 
HGYYDGYHLFDY 
>SEQ_ID_NO_824 
RASQGISNHLN 
>SEQ_ID_NO_825 
YTSNLQS 
>SEQ_ID_NO_826 
QQYSNLPYT 
>SEQ_ID_NO_831 
NFDMA 
>SEQ_ID_NO_832 
SITTGGGDTYYADSVKG 
>SEQ_ID_NO_833 
HGYYDGYHLFDY 
>SEQ_ID_NO_834 
RASQGISNHLN 
>SEQ_ID_NO_835 
YTSNLQS 
>SEQ_ID_NO_836 
QQYSNLPYT 
>SEQ_ID_NO_961 
NFDMA 
>SEQ_ID_NO_962 
SITTGGGDTYYADSVKG 
>SEQ_ID_NO_963 
HGYYDGYHLFDY 
>SEQ_ID_NO_964 
RASQGISNNLN 
>SEQ_ID_NO_965 
YTSNLQS 
>SEQ_ID_NO_966 
QQFTSLPYT 
>SEQ_ID_NO_971 
NFDMA 
>SEQ_ID_NO_972 
SITTGGGDTYYADSVKG 
>SEQ_ID_NO_973 
HGYYDGYHLFDY 
>SEQ_ID_NO_974 
RANQGISNNLN 
>SEQ_ID_NO_975 
YTSNLQS 
>SEQ_ID_NO_976 
QQFTSLPYT 
>SEQ_ID_NO_981 
NFDMA 
>SEQ_ID_NO_982 
SITTGGGDTYYADSVKG 
>SEQ_ID_NO_983 
HGYYDGYHLFDY 
>SEQ_ID_NO_984 
RASQGISNNLN 
>SEQ_ID_NO_985 
YTSNLQS 
>SEQ_ID_NO_986 



 

 

QQFTSLPYT 
>SEQ_ID_NO_991 
NFDMA 
>SEQ_ID_NO_992 
SITTGGGDTYYADSVKG 
>SEQ_ID_NO_993 
HGYYDGYHLFDY 
>SEQ_ID_NO_994 
RASQGISNNLN 
>SEQ_ID_NO_995 
YTSNLQS 
>SEQ_ID_NO_996 
QQFAHLPYT 

 


