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CHUNG YAO-CHI ET AL:
“Immunization with virus like
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elicts a potent immune
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26, No. 15 2008, Pages
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ISSN: 0264-410X
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DOCUMENTOS ADICIONALES ENCONTRADOS POR EL EXAMINADOR DE ACUERDO A LOS

BUSQUEDA DE SECUENCIAS
Nimero de depdsito / patente y N° de secuencia
% de identidad

SEQID NO

NCBI | Thelens

| EMBL-EBI

DDJB Genome Quest




GI:13621323/vector S/E\?V(')DZ'B'& 3
1 PLXRN 0162554
100% 100%
G1:1899169/ vector SEQ D NO: 6
1 pIRES1neo /WO
2002/074935
100% 100%
GI:1899166 / vector
1 pIRES1lhyg
100%

CRITERIOS DE BUSQUEDA / UNIDAD DE INVENCION (Pantallazos)

EL siguiente alineamiento evidencia que la SEQ ID NO: 1 de la solicitud es idéntica a la secuencia
reportada en GenBank para el vector pLXRN.

Cloning vector pLXRMN, complete sequence
Sequence ID: gblAF 113968 2|AF113968 Length: 6094 Number of Matches: 1

Range 1: 1666 to 2251 GenBank Graphics

Score Expect Identities Gaps Strand
1083 bits(586) 0.0 586/586(100%) 0/586(0%) Plus,/Plus

Query 1 GCCCCTCTCCCTT 6@

Sbjct 1666 GCCCCTCTCCCTC

CcoccTAACGTTACTGECCGAAGCC
ELELELELTETITETETETET e L
CTAACGTTACTGECCGAAGLC

cceocccc GCTTG G
[T LELTETELT T
CCCCocco GCTTG G 1725

Query 61 GTGTGTT TATATGTGATTTTCCACCATATTGCCGTCTTTTGGCAATGTGAGGS le 128

Sbjct 1726 GTGTGTTTGTCTATATGTGATTTTCCACCATATTGCCGTCTTTTGOCAATGTGAGGECCC 1785

CTCGCC 158

T
|I||I||I||H
CTCTCGCCAAAG 1845

Query 121 CCTGGCCCTGTCTTCTTGACGAGCATTCCTAGGGGTCTTTCCT

Sbjct 1786 GOARACCTGGCCCTGTCTTCTTGACGAGCATTCCTAGGGGTCTTTCCC

Query 181 AATGCAAGGTCTGTTGAATATCOTGAAGGAAGCAGTTCCTCTGOAAGCTTCTTGAAGAC 248

Sbjct 1846 GAATGCAAGGTCTGTTGAATGTCOTGEAAGGAAGCAGTTCCTCTGRAAGCTTCTTGAAGAC 1985

CACCTGGCGACAGGTGCC 308

CCCCCAC
[TELELEEEETETETET I
CCCACCTGGCGACAGGTGCC 1965

Query 241  AAACAACGTCTGTAGCGACCCTTTGCAGGCAGCGGAA
||I||||II||||I||I||||I||I||I|H||I||||I

|
Sbjct 1986 AAACAACGTCTGTAGCGACCCTTTGCAGGCAGCEGAACCC

Query 381 COECCAARAGCCACGTGTATAAGATACACCTGCAAAGGCGGCACAACCCCAGTGCC 368

Sbjct 1966 TCTGCGGCCAAAAGCCACGTOTATAAGATACACCTGCAAAGGCGOCACAACCCCAGTGOC 2025

Query 361  ACGTTGTGAGTTGGATAGTTGTGGAAAGAGTCAAATGGCTCTCCTCAAGCGTAGTCAACA 428

Sbict 2026 ACGTTGTGAGTTGGATAGTTGTGGAAAGAGTCAAATGECTCTCCTCAAGCGTAGTCAACA 2085
e it R
Sbict 2886 AGGGGCTGAAGGATGLCCAGAAGGTACCCCATTGTATEGEAATCTEATCTGEEGCCTCEE 2145
CCGAACCACG
[EELELTH

CCGAACCACG 2205

Query 481  TGCACATGCTTTACATGTGTTTAGTCG GTTWG CTCTAGG! 548

[ IITTTT
Sbict 2146 TGCACATGCTTTACATGTGTTTAGTCGAGETTAARARAGCTCTAGECCCC

Query 541  GOGACGTGGTTTTCC TGATAAG

T
) ||I||||II||||I||I||||I||I||I|||||I|H
Sbict 2206 GGEACGTGETTTTCCTTTGAAARACACGATGATAAGC

The Lens

-
]

| TCAC.\F\T
TG

[l
CACAA 2251

Alineamiento de la SEQ ID NO:1 de la solicitud (QUERY) con la SEQ ID NO: 3 de la solicitud WO
2004 0162554

ALIGNMENT 1
SCORE1083.26 bits (586)



IDENTITIES586 / 586 (100%)

POSITIVES586 / 586 (100%)

1 GCCCCTCTCC

NRRRRRRRN
2082 GCCCCTCTCC

Query
Hit

Query 51 TAAGGCCGGT

NRRRRRRRN
Hit 2132 TAAGGCCGGT
Query 101 TTTTGGCAAT

Hit 2182 TTTTGGCAAT
Query 151 TTCCTAGGGG

[ETTEEETT
Hit 2232 TTCCTAGGGG
Query 201 GTCGTGAAGG

Hit 2282 GTCGTGAAGG
Query 251 TGTAGCGACC

[ETTEEETT
Hit 2332 TGTAGCGACC
Query 301 TCTGCGGCCA

FEEEEEETT
Hit 2382 TCTGCGGCCA
Query 351 CCCCAGTGCC
[ETTEEETT
Hit 2432 CCCCAGTGCC
Query 401 CTCCTCAAGC

Hit 2482 CTCCTCAAGC
Query 451 ATTGTATGGG

Hit 2532 ATTGTATGGG
Query 501 TTAGTCGAGG

NRRRRRRRN
Hit 2582 TTAGTCGAGG
Query 551 TTTCCTTTGA
NRRRRRRRN

Hit 2632 TTTCCTTTGA

El documento WO 2004 062554 habla de métodos para incrementar la supervivencia de neuronas y
especialmente neuronas que expresan tirosina hidrolasa y neuronas dopaminergicas.

CTCCCccccc

NERRRRRRE
crTecccccccc

GTGTGTTTGT

NERRRRRRE
GTGTGTTTGT

GTGAGGGCCC

NRRRARRRN
GTGAGGGCCC

TCTTTCCCCT

FEEEEEEET
TCTTTCCCCT

AAGCAGTTCC

NERRRRRRE
AAGCAGTTCC

CTTTGCAGGC

FEEEEEEET
CTTTGCAGGC

AAAGCCACGT

NERRRRRRE
AAAGCCACGT

ACGTTGTGAG

FEEEEEEET
ACGTTGTGAG

GTAGTCAACA

NERRRRRRE
GTAGTCAACA

AATCTGATCT

NERRRRRRE
AATCTGATCT

TTAAAAAAGC

FEEEEEEET
TTAAAAAAGC

AAAACACGAT

NERRRRRRE
AAAACACGAT

CCTAACGTTA

FEEEEEEET
CCTAACGTTA

CTATATGTGA

FEEEEEEET
CTATATGTGA

GGAAACCTGG

NRRRRRRRN
GGAAACCTGG

CTCGCCAAAG

FEEEEEEET
CTCGCCAAAG

TCTGGAAGCT

NRRRRRRRN
TCTGGAAGCT

AGCGGAACCC

FEEEEEEET
AGCGGAACCC

GTATAAGATA

NRRRRRRRN
GTATAAGATA

TTGGATAGTT

FEEEEEEET
TTGGATAGTT

AGGGGCTGAA

NERRRRRRN
AGGGGCTGAA

GGGGCCTCGG

NRRRRRRRN
GGGGCCTCGG

TCTAGGCCCC

FEEEEEEET
TCTAGGCCCC

GATAAGCTTG

NRRRRRRRN
GATAAGCTTG

CTGGCCGAAG

NERRRRRRN
CTGGCCGAAG

TTTTCCACCA

NERRRRRRN
TTTTCCACCA

CCCTGTCTTC

NRRRRRRRN
CCCTGTCTTC

GAATGCAAGG

FEEEEEETT
GAATGCAAGG

TCTTGAAGAC

NERRRRRRN
TCTTGAAGAC

CCCACCTGGC

FEEEEEETT
CCCACCTGGC

CACCTGCAAA

NERRRRRRN
CACCTGCAAA

GTGGAAAGAG

FEEEEEETT
GTGGAAAGAG

GGATGCCCAG

NRRRRRRRN
GGATGCCCAG

TGCACATGCT

NRRRRRRRN
TGCACATGCT

CCGAACCACG

FEEEEEETT
CCGAACCACG

CCACAA

NERRE
CCACAA

CCGCTTGGAA 50

NRRRRRRRN
CCGCTTGGAA 2131

TATTGCCGTC 100

NRRRRRRRN
TATTGCCGTC 2181

TTGACGAGCA 150

NRRRRRRRN
TTGACGAGCA 2231

TCTGTTGAAT 200

NRRRRRRRN
TCTGTTGAAT 2281

AAACAACGTC 250

NRRRRRRRN
AAACAACGTC 2331

GACAGGTGCC 300

NRRRRRRRN
GACAGGTGCC 2381

GGCGGCACAA 350

NRRRRRRRN
GGCGGCACAA 2431

TCAAATGGCT 400

FEEEEEEET
TCAAATGGCT 2481

AAGGTACCCC 450

NRRRRRRRN
AAGGTACCCC 2531

TTACATGTGT 500

NRRRRRRRN
TTACATGTGT 2581

GGGACGTGGT 550

FEEEEEEET
GGGACGTGGT 2631

586



Alineamiento de la SEQ ID NO: 1 de la solicitud (QUERY) con la SEQ ID NO: 6 de la solicitud WO

2002/074935

1 GCCCCTCTCC

NRRRRRRRN
2166 GCCCCTCTCC

Query
Hit

Query 51 TAAGGCCGGT

FEEEEEETT
Hit 2216 TAAGGCCGGT
Query 101 TTTTGGCAAT
[ETTEEETT
Hit 2266 TTTTGGCAAT
Query 151 TTCCTAGGGG
FEEEEEETT
Hit 2316 TTCCTAGGGG
Query 201 GTCGTGAAGG
[ETTEEETT
Hit 2366 GTCGTGAAGG
Query 251 TGTAGCGACC
[ETTEEETT
Hit 2416 TGTAGCGACC
Query 301 TCTGCGGCCA
FEEEEEETT
Hit 2466 TCTGCGGCCA
Query 351 CCCCAGTGCC
[ETTEEETT
Hit 2516 CCCCAGTGCC
Query 401 CTCCTCAAGC
[EEEEEETT
Hit 2566 CTCCTCAAGC
Query 451 ATTGTATGGG
[ETTEEETT
Hit 2616 ATTGTATGGG
Query 501 TTAGTCGAGG
[EEEEEETT
Hit 2666 TTAGTCGAGG
Query 551 TTTCCTTTGA
[ETTEEETT

Hit 2716 TTTCCTTTGA

El codumento W02002/074935 hace referencia al uso de la telomerasa reversa transcriptasa para

CTCCCccccc

NERRRRRRE
cTeccccccc

GTGTGTTTGT

(NERRRRRRE
GTGTGTTTGT

GTGAGGGCCC

NERRRRRRE
GTGAGGGCCC

TCTTTCCCCT

NERRRRRRE
TCTTTCCCCT

AAGCAGTTCC

FEEEEEEET
AAGCAGTTCC

CTTTGCAGGC

FEEEEEEET
CTTTGCAGGC

AAAGCCACGT

NERRRRRRE
AAAGCCACGT

ACGTTGTGAG

FEEEEEEET
ACGTTGTGAG

GTAGTCAACA

NERRRRRRE
GTAGTCAACA

AATCTGATCT

FEEEEEEET
AATCTGATCT

TTAAAAAAGC

NERRRRRRE
TTAAAAAAGC

AAAACACGAT

FEEEEEEET
AAAACACGAT

CCTAACGTTA

NRRRRRRRN
CCTAACGTTA

CTATATGTGA

NRRRRRRRN
CTATATGTGA

GGAAACCTGG

NRRRRRRRN
GGAAACCTGG

CTCGCCAAAG

NRRRRRRRN
CTCGCCAAAG

TCTGGAAGCT

FEEEEEEET
TCTGGAAGCT

AGCGGAACCC

FEEEEEEET
AGCGGAACCC

GTATAAGATA

NRRRRRRRN
GTATAAGATA

TTGGATAGTT

FEEEEEEET
TTGGATAGTT

AGGGGCTGAA

NRRRRRRRN
AGGGGCTGAA

GGGGCCTCGG

FEEEEEEET
GGGGCCTCGG

TCTAGGCCCC

NERRRRRRN
TCTAGGCCCC

GATAAGCTTG

FEEEEEEET
GATAAGCTTG

crear animales knockout homocigotos.

CTGGCCGAAG

NERRRRRRN
CTGGCCGAAG

TTTTCCACCA

NERRRRRRN
TTTTCCACCA

CCCTGTCTTC

NERRRRRRN
CCCTGTCTTC

GAATGCAAGG

NERRRRRRN
GAATGCAAGG

TCTTGAAGAC

FEEEEEETT
TCTTGAAGAC

CCCACCTGGC

FEEEEEETT
CCCACCTGGC

CACCTGCAAA

NERRRRRRN
CACCTGCAAA

GTGGAAAGAG

FEEEEEETT
GTGGAAAGAG

GGATGCCCAG

NERRRRRRN
GGATGCCCAG

TGCACATGCT

FEEEEEETT
TGCACATGCT

CCGAACCACG

NRRRRRRRN
CCGAACCACG

CCACAA

[EEET
CCACAA

CCGCTTGGAA 50

NRRRRRRRN
CCGCTTGGAA 2215

TATTGCCGTC 100

NRRRRRRRN
TATTGCCGTC 2265

TTGACGAGCA 150

FEEEEETET
TTGACGAGCA 2315

TCTGTTGAAT 200

NRRRRRRRN
TCTGTTGAAT 2365

AAACAACGTC 250

FEEEEEEET
AAACAACGTC 2415

GACAGGTGCC 300

NRRRRRRRN
GACAGGTGCC 2465

GGCGGCACAA 350

NRRRRRRRN
GGCGGCACAA 2515

TCAAATGGCT 400

FEEEEEEET
TCAAATGGCT 2565

AAGGTACCCC 450

NRRRRRRRN
AAGGTACCCC 2615

TTACATGTGT 500

FEEEEEEET
TTACATGTGT 2665

GGGACGTGGT 550

NRRRRRRRN
GGGACGTGGT 2715
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