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SEQ_ID_NO_12

RID PYSBZOHZ014 (Expires on 06-05 04:20 am)

Query ID Id|Query_2649
Description SEQ_ID_NO_12
Molecule type nucleic acid

Query Length 685
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Program BLASTN 2.2.31+ P Citation
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[Mouse over to see the defline, click to show alignments

Color key for alignment scores
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Sequences producing significant alignments:
Select: All None Selected:0
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Description L L R Ident  Accession

) W0 2013125530-AM2: Promoters derived from Trenia Functioning in Petals

2 W 2013125530-A/9: Promoters derived irom Trenia Funclioning in Petals
) W0 2013125530-A20: Promoters derived from Trenia Funcfioning in Petals

score | score cover
1266 1266 100%
1253 1253 100%
366 366 92%

value
0.0 100% HW311791.1
0.0 99% HW311788.1
3e98 78% HW311799.1



JEQ_ID_NO_20

RID PYSEAR9HO14 (Expires on 06-05 04:21 am)

Query ID Id|Query_16195 Database Name pat
Description SEQ _ID_NO_20 Description Nucleotide sequences derived from the Patent division of GenBank
Molecule type nucdleic acid Program BLASTN 2.2.31+ P Citation

Query Length 1618

Other reports: i Search Summary [Taxonomy reports] [Distance tree of results]
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L W0 2013125530-A/20: Promoters derived from Trenia Funcfioning in Petals 2988 2988 100% 0.0 100% HW311799.1
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RID PYSFMANEO14 (Expires on 06-05 04:22 am)
Query ID Id|Query_42185 Database Name pat

Description SEQ_ID_NO_21 Description Nucleotide sequences derived from the Patent division of GenBank

Molecule type nucleic acid Program BLASTN 2.2.31+ b Citation

Query Length 1416
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(E)Descriptions

Torenia hybrida mRENA for flavonoid 3' 5'-hydroxylase, complete cds
Sequence ID: dbjlAB012925 1] Length: 1766 Mumber of Matches: 1

Range 1: 16 to 127 GenBank Graphics
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GO _;gle F3' 5'H promoters for flowers color & “

Web Imagenes Videos Noticias Mas - Herramientas de bisqueda

Cualquier pais ~ Cualquier idioma ~ Antes del 24 feb. 2012 ~ Ordenar por relevancia Tod:

Tissue culture-induced flower-color changes in Saintpaulia ...
www.ncbi.nim.nih.gov/pubmed/21293860 ~ Traducir esta pagina

por M Sato - 2011 - Mencionado por 22 - Articulos relacionados

4 feb. 2011 - Tissue culture-induced flower-color changes in Saintpaulia caused by
excision of the transposon inserted in the flavonoid 3. 5 hydroxylase (F3'5'H) promoter

Heterologous expression of the flavonoid 3',5'-hydroxylase ...
www.ncbi.nim.nin.gov/pubmed/ 14504908 ~ Traducir esta pagina

por S Mori - 2004 - Mencionado por 44 - Articulos relacionados

18 sept. 2003 - ... (F35'H) is the key enzyme for the expression of blue or purple flower
color. ... 355 promoter, some transgenic plants showed drastic flower color alteration

Tissue culture-induced flower-color changes in ... - ProQuest
search.proquest.com/openview/.../1?pg-origsite... - Traducir esta pagina

por M Sato - 2011 - Mencionado por 22 - Articulos relacionados

5 feb. 2011 - Analysis of flavonoid 3, 5-hydroxylase (F3'5'H) sequences showed no ...
that novel color variants were generated by various indels in the promoter region via

il J-BCH

www._bch biodic.go jp/.. /en./FLO11363enRi.pdf ~ Traducir esta pagina

14 dic. 2004 - by itself though can indirectly govern the color of flowers by forming a
F3'5'H gene, it is preferred to use different promoters and/or 3' untranslated regions

Dendrobium flower color : histology and genetic manipulation
scholarspace.manoa.hawaii.edu/handle/10125/3066 ~ Traducir esta pagina
por RG Mudalige - 2003 - Mencionado por 2 - Articulos relacionados

9 mar. 2009 - Two different color genes, dfr and f3'5'h from two non-orchid plants.
under the constitutive promoter ubiquitin3. were inserted into Dendrobium lcy Pink
'Sakura’ ...

’ M 14-136778 - pamorenogl X Y B Revistas electrénicas x Y D Revistas Electronicas de [z X Ym http://www.researchgate.r % YH

€« - C @ https//www.google.com.co/webhp?sourceid=chrome-instant&ion=18&espv=28ie=UTF-8#q=flar

GO ,/Sle flavonoid biosynthesis genes U n

Web Imagenes Noticias Videos Mas ~ Herramientas de busqueda

Cerca de 406,000 resultades (0.37 segundos)

Articulos académicos para flavonoid biosynthesis genes
Flavonoid biosynthesis. A colorful model for genetics. ... - Winkel-Shirley -
Mencionado por 1596

.. and expression of flavonoid biosynthesis genes in the ... - Jackson - Mencionado
por 88

separately from other flavenoid biosynthesis genes in . - Takos - Mencionado por
(3

KEGG PATHWAY: Flavonoid biosynthesis - Reference ...
www.genome.jp/kegg-bin/show_pathway?... ~ Traducir esta pagina

Flavonoid biosynthesis - Reference pathway. Help. [ Pathway menu | Organism menu
| Pathway entry | Show description | User data mapping ]

Flavonoid biosynthesis - Wikipedia, the free encyclopedia
en.wikipedia.org/wiki/Flaveneid_biosynthesis ~ Traducir esta pagina
Flavonoids are synthesized by the phenylpropanoid metabolic pathway in which the
amino acid phenylalanine is used to preduce 4-coumaroyl-CoA. This can ..

The flavonoid biosynthetic pathway in Arabidopsis ...
www.sciencedirect.com/.. /pii/'S098194281300034X ~ Traducir esta pagina
por K Saito - 2013 - Mencionade por 45 - Articulos relacionados

This review describes the state-of-art of flavonoid biosynthetic pathway in
Arabidopsis regarding both structural and genetic diversity, focusing on the genes

Regulation of Flavonoid Biosynthetic Genes in Germinating ...
www.plantcell.org/content/4/10/1229.abstract ~ Traducir esta pagina

por WL Kubasek - 1992 - Mencionade por 271 - Articulos relacionadoes

We observed that steady state levels of mRNAs encoded by four flavonoid
biosynthetic genes, PAL1 (encoding phenylalanine ammonia-lyase 1), CHS ..

PoFl Plant Flavonoids—Biosynthesis, Transport and Involveme...
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flower specific promoter identification in plants
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Cualguier pais - Cualquier idioma - Antes del 23 de febrero de 2012 ~ Ordenar por reley

Articulos académicos para flower specific promoter
identification in plants

Highly specific gene silencing by artificial microRNAs ... - Schwab - Mencionado por
820

Carotenoid biosynthesis in flowering plants - Hirschberg - Mencionado por 642

How genes paint flowers and seeds - Mol - Mencionado por 679

Isolation and characterization of a flowering plant male ...
www.sciencedirect.com/../pii/'S0014579303003351 - Traducir esta pagina

por M Singh - 2003 - Mencionado por 38 - Articules relacionados

8 may. 2003 - Flowering plant male gametic cell-specific gene expression has been
reported ... Truncation and internal deletion analysis of the LGC1 promoter identified
-242 .

FOFExpression analysis of four flower-specific promoters of ...
www.ajol.info/index.php/ajb/article/.../53654 ~ Traducir esta pagina

por AQ Geng - 2009 - Mencienado por 5 - Articulos relacionados

19 oct. 2009 - State Key Laboratory of Plant Physiclogy and Biochemistry, College of
Biological .... or flower-specific and/or -preferred motifs of promoters identified an oil-
seed ..

Integration of molecular biology tools for identifying promoters
bmcplantbiol biomedcentral.com/.../1471-2229-11-__. = Traducir esta pagina
por CT Hsu - 2011 - Mencionado por 15 - Articulos relacionados

16 abr. 2011 - Several molecular biology tools were used to isolate flower-specific
gene promoters from ... Using cDNA microarray to identify genes highly expressed in
flowers.

Characterization of a chalcone synthase (CHS) flower ...
www_ncbi.nim_nin_gov/pubmed/21800100 ~ Traducir esta pagina

por Y Liu - 2011 - Mencionado por 18 - Articulos relacionados

29 jul. 2011 - Characterization of a chalcone synthase (CHS) flower-specific promoter
from ... Our results demonstrated that GUS expression was present in flowers, but ...
Deletion analysis indicated that even a 307-bp fragment of the PLoCHS promoter ...

Cloning of a flower-specific expression promoter from ...
link_springer.com/.../10.1007%2Fs11632-010-0408-._. ~ Traducir esta pagina
por B Fan - 2010 - Mencionade por 2 - Articulos relacicnados

9 nov. 2010 - Online PLACE analysis indicated that the Chs promoter contained ...
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