
 

 

INFORME DE BÙSQUEDA DE PATENTES PARA EL No de Radicación:  

CRITERIOS PARA LA BÙSQUEDA (anexar pantallazo o reporte en PDF, junto con los boleanos 
utilizados) 

  Palabras clave utilizadas Anti-CD19, Chimeric antigen receptors, T lymphocyte, CD19 scFv 

CLASIFICACIONES  
INTERNACIONALES 

UTILIZADAS PARA LA 
BÚSQUEDA 

 

BASES DE DATOS CONSULTADAS.  

espacenet Scholar google Ncbi pubmed Ncbi blast 

  The Lens  

    

    

INFORMES DE EXÁMENES  REALIZADOS EN OTRAS OFICINAS (documentos patentes, literatura no 
patente etc…) 

Oficina 

Fecha del 
examen o de   

reporte de 
búsqueda de 
documentos 

Anterioridades encontradas para 
el examen o reportados en el 

examen de 
búsqueda(relacionarlos todos) 

Reiv. 
afectadas 

RELEVANCIA 
(requisito que 

afecta) 

FUERON TENIDOS EN CUENTA 
PARA EL EXAMEN EN LA 
OFICINA COLOMBIANA 

 

SI  NO 

EUROPEA 2/12/2014 

US2004043401  1-38 Novedad  

X 
(documento 

indicado 
para parental 

sin 
modificación) 

WO2009091826 1-38 Novedad  

X 
(documento 

indicado 
para parental 

sin 
modificación) 

  
Tammana et al.Human 
Gene Therapy 21(2010)  

1-38 Novedad  

X (no 
disponible 

texto 
completo)  

  
Carpenito, et al. pNAS 

106(9) 2009 
1-38 Novedad  

X (receptor 
mesotelina 

no 
relacionado 

con 
divisional) 

WIPO  

 [A]WO2010025177 
  [A]US2004043401 
  [A]US2009297994 

  [A]US7319143 
  [A]US7265209 
  [A]US7448191 
  [A]US7446190 
  [A]US6410319 
  [A]US7514537 

  [A]WO2010085660 

Ninguna    

       

http://worldwide.espacenet.com/publicationDetails/originalDocument?FT=D&date=20120614&DB=worldwide.espacenet.com&locale=en_EP&CC=WO&NR=2012079000A1&KC=A1&ND=11


 

 

       

USPTO 27/04/2015 Ninguno     

       

       
DOCUMENTOS ADICIONALES  ENCONTRADOS POR EL EXAMINADOR   DE ACUERDO A LOS 

CRITERIOS DE BÙSQUEDA. 
WO02077029 

WO2010025177 
J. Immunother. 32 (7), 689-702 (2009) 

Blood: 116 (20) 4099 - 4102 

 
BÚSQUEDA DE SECUENCIAS 

Número de depósito / patente y N° de secuencia 
% de identidad 

SEQ ID NO 
(de la solicitud) 

NCBI The Lens EMBL-EBI DDJB Genome Quest 

14 

número de acceso 
HM852952 

    

     

20 y 24 

número de 
acceso 

ADM64594 
    

     

 
 
 
SEQ ID NO 14 
 

 
 



 

 

 

 



 

 

 
 

 
 

 
 
 
CLUSTAL O(1.2.1) multiple sequence alignment 

 

 

WO_2012_079000_14                ----------------------------------------

-------------------- 

WO_2012_079000_18                ----------------------------------------

-------------------- 



 

 

gi|305690546|gb|HM852952.1|      

ATGCTTCTCCTGGTGACAAGCCTTCTGCTCTGTGAGTTACCACACCCAGCATTCCTCCTG 

                                                                                              

 

WO_2012_079000_14                ------

GACATCCAGATGACACAGACTACATCCTCCCTGTCTGCCTCTCTGGGAGACAGA 

WO_2012_079000_18                ----------------------------------------

-------------------- 

gi|305690546|gb|HM852952.1|      

ATCCCAGACATCCAGATGACACAGACTACATCCTCCCTGTCTGCCTCTCTGGGAGACAGA 

                                                                                              

 

WO_2012_079000_14                

GTCACCATCAGTTGCAGGGCAAGTCAGGACATTAGTAAATATTTAAATTGGTATCAGCAG 

WO_2012_079000_18                ----------------------------------------

-------------------- 

gi|305690546|gb|HM852952.1|      

GTCACCATCAGTTGCAGGGCAAGTCAGGACATTAGTAAATATTTAAATTGGTATCAGCAG 

                                                                                              

 

WO_2012_079000_14                

AAACCAGATGGAACTGTTAAACTCCTGATCTACCATACATCAAGATTACACTCAGGAGTC 

WO_2012_079000_18                ----------------------------------------

-------------------- 

gi|305690546|gb|HM852952.1|      

AAACCAGATGGAACTGTTAAACTCCTGATCTACCATACATCAAGATTACACTCAGGAGTC 

                                                                                              

 

WO_2012_079000_14                

CCATCAAGGTTCAGTGGCAGTGGGTCTGGAACAGATTATTCTCTCACCATTAGCAACCTG 

WO_2012_079000_18                ----------------------------------------

-------------------- 

gi|305690546|gb|HM852952.1|      

CCATCAAGGTTCAGTGGCAGTGGGTCTGGAACAGATTATTCTCTCACCATTAGCAACCTG 

                                                                                              

 

WO_2012_079000_14                

GAGCAAGAAGATATTGCCACTTACTTTTGCCAACAGGGTAATACGCTTCCGTACACGTTC 

WO_2012_079000_18                ----------------------------------------

-------------------- 

gi|305690546|gb|HM852952.1|      

GAGCAAGAAGATATTGCCACTTACTTTTGCCAACAGGGTAATACGCTTCCGTACACGTTC 

                                                                                              

 

WO_2012_079000_14                

GGAGGGGGGACCAAGCTGGAGATCACAGGTGGCGGTGGCT---------CGGGCGGTGGT 

WO_2012_079000_18                ----------------------------------------

-------------------- 

gi|305690546|gb|HM852952.1|      

GGAGGGGGGACTAAGTTGGAAATAACAGGCTCCACCTCTGGATCCGGCAAGCCCGGATCT 

                                                                                              

 

WO_2012_079000_14                

GGGTCGGGTGGCGGCGGATCTGAGGTGAAACTGCAGGAGTCAGGACCTGGCCTGGTGGCG 

WO_2012_079000_18                ----------------------------------------

-------------------- 



 

 

gi|305690546|gb|HM852952.1|      

GGCGAGGGATCCACCAAGGGCGAGGTGAAACTGCAGGAGTCAGGACCTGGCCTGGTGGCG 

                                                                                              

 

WO_2012_079000_14                

CCCTCACAGAGCCTGTCCGTCACATGCACTGTCTCAGGGGTCTCATTACCCGACTATGGT 

WO_2012_079000_18                ----------------------------------------

-------------------- 

gi|305690546|gb|HM852952.1|      

CCCTCACAGAGCCTGTCCGTCACATGCACTGTCTCAGGGGTCTCATTACCCGACTATGGT 

                                                                                              

 

WO_2012_079000_14                

GTAAGCTGGATTCGCCAGCCTCCACGAAAGGGTCTGGAGTGGCTGGGAGTAATATGGGGT 

WO_2012_079000_18                ----------------------------------------

-------------------- 

gi|305690546|gb|HM852952.1|      

GTAAGCTGGATTCGCCAGCCTCCACGAAAGGGTCTGGAGTGGCTGGGAGTAATATGGGGT 

                                                                                              

 

WO_2012_079000_14                

AGTGAAACCACATACTATAATTCAGCTCTCAAATCCAGACTGACCATCATCAAGGACAAC 

WO_2012_079000_18                ----------------------------------------

-------------------- 

gi|305690546|gb|HM852952.1|      

AGTGAAACCACATACTATAATTCAGCTCTCAAATCCAGACTGACCATCATCAAGGACAAC 

                                                                                              

 

WO_2012_079000_14                

TCCAAGAGCCAAGTTTTCTTAAAAATGAACAGTCTGCAAACTGATGACACAGCCATTTAC 

WO_2012_079000_18                ----------------------------------------

-------------------- 

gi|305690546|gb|HM852952.1|      

TCCAAGAGCCAAGTTTTCTTAAAAATGAACAGTCTGCAAACTGATGACACAGCCATTTAC 

                                                                                              

 

WO_2012_079000_14                

TACTGTGCCAAACATTATTACTACGGTGGTAGCTATGCTATGGACTACTGGGGCCAAGGA 

WO_2012_079000_18                ----------------------------------------

-------------------- 

gi|305690546|gb|HM852952.1|      

TACTGTGCCAAACATTATTACTACGGTGGTAGCTATGCTATGGACTACTGGGGTCAAGGA 

                                                                                              

 

WO_2012_079000_14                ACCTCAGTCACCGTCTCCTCA-------------------

-------------------- 

WO_2012_079000_18                ----------------------------------------

-------------------- 

gi|305690546|gb|HM852952.1|      

ACCTCAGTCACCGTCTCCTCAGCGGCCGCAATTGAAGTTATGTATCCTCCTCCTTACCTA 

                                                                                              

 

WO_2012_079000_14                ----------------------------------------

-------------------- 

WO_2012_079000_18                ----------------------------------------

-------------------- 



 

 

gi|305690546|gb|HM852952.1|      

GACAATGAGAAGAGCAATGGAACCATTATCCATGTGAAAGGGAAACACCTTTGTCCAAGT 

                                                                                              

 

WO_2012_079000_14                ----------------------------------------

-------------------- 

WO_2012_079000_18                ----------------------------------------

-------------------- 

gi|305690546|gb|HM852952.1|      

CCCCTATTTCCCGGACCTTCTAAGCCCTTTTGGGTGCTGGTGGTGGTTGGGGGAGTCCTG 

                                                                                              

 

WO_2012_079000_14                ----------------------------------------

-------------------- 

WO_2012_079000_18                ----------------------------------------

-------------------- 

gi|305690546|gb|HM852952.1|      

GCTTGCTATAGCTTGCTAGTAACAGTGGCCTTTATTATTTTCTGGGTGAGGAGTAAGAGG 

                                                                                              

 

WO_2012_079000_14                ----------------------------------------

-------------------- 

WO_2012_079000_18                ----------------------------------------

-------------------- 

gi|305690546|gb|HM852952.1|      

AGCAGGCTCCTGCACAGTGACTACATGAACATGACTCCCCGCCGCCCCGGGCCCACCCGC 

                                                                                              

 

WO_2012_079000_14                ----------------------------------------

-------------------- 

WO_2012_079000_18                ----------------------------------------

-----------AGAGTGAAG 

gi|305690546|gb|HM852952.1|      

AAGCATTACCAGCCCTATGCCCCACCACGCGACTTCGCAGCCTATCGCTCCAGAGTGAAG 

                                                                                              

 

WO_2012_079000_14                ----------------------------------------

-------------------- 

WO_2012_079000_18                

TTCAGCAGGAGCGCAGACGCCCCCGCGTACAAGCAGGGCCAGAACCAGCTCTATAACGAG 

gi|305690546|gb|HM852952.1|      

TTCAGCAGGAGCGCAGACGCCCCCGCGTACCAGCAGGGCCAGAACCAGCTCTATAACGAG 

                                                                                              

 

WO_2012_079000_14                ----------------------------------------

-------------------- 

WO_2012_079000_18                

CTCAATCTAGGACGAAGAGAGGAGTACGATGTTTTGGACAAGAGACGTGGCCGGGACCCT 

gi|305690546|gb|HM852952.1|      

CTCAATCTAGGACGAAGAGAGGAGTACGATGTTTTGGACAAGAGACGTGGCCGGGACCCT 

                                                                                              

 

WO_2012_079000_14                ----------------------------------------

-------------------- 

WO_2012_079000_18                

GAGATGGGGGGAAAGCCGAGAAGGAAGAACCCTCAGGAAGGCCTGTACAATGAACTGCAG 



 

 

gi|305690546|gb|HM852952.1|      

GAGATGGGGGGAAAGCCGAGAAGGAAGAACCCTCAGGAAGGCCTGTACAATGAACTGCAG 

                                                                                              

 

WO_2012_079000_14                ----------------------------------------

-------------------- 

WO_2012_079000_18                

AAAGATAAGATGGCGGAGGCCTACAGTGAGATTGGGATGAAAGGCGAGCGCCGGAGGGGC 

gi|305690546|gb|HM852952.1|      

AAAGATAAGATGGCGGAGGCCTACAGTGAGATTGGGATGAAAGGCGAGCGCCGGAGGGGC 

                                                                                              

 

WO_2012_079000_14                ----------------------------------------

-------------------- 

WO_2012_079000_18                

AAGGGGCACGATGGCCTTTACCAGGGTCTCAGTACAGCCACCAAGGACACCTACGACGCC 

gi|305690546|gb|HM852952.1|      

AAGGGGCACGATGGCCTTTACCAGGGTCTCAGTACAGCCACCAAGGACACCTACGACGCC 

                                                                                              

 

WO_2012_079000_14                ------------------------------ 

WO_2012_079000_18                CTTCACATGCAGGCCCTGCCCCCTCGC--- 

gi|305690546|gb|HM852952.1|      CTTCACATGCAGGCCCTGCCCCCTCGCTAA 

                                                                

 
SEQ ID NO 20 
 
 
>WO_2012_079000_20 

DIQMTQTTSSLSASLGDRVTISCRASQDISKYLNWYQQKPDGTVKLLIYHTSRLHSGVPS 

RFSGSGSGTDYSLTISNLEQEDIATYFCQQGNTLPYTFGGGTKLEITGGGGSGGGGSGGG 

GSEVKLQESGPGLVAPSQSLSVTCTVSGVSLPDYGVSWIRQPPRKGLEWLGVIWGSETTY 

YNSALKSRLTIIKDNSKSQVFLKMNSLQTDDTAIYYCAKHYYYGGSYAMDYWGQGTSVTV 

SS 

>WO_2012_079000_24 

RVKFSRSADAPAYKQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYN 

ELQKDKMAEAYSEIGMKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR 

>WO_2012_079000_12 

MALPVTALLLPLALLLHAARPDIQMTQTTSSLSASLGDRVTISCRASQDISKYLNWYQQK 

PDGTVKLLIYHTSRLHSGVPSRFSGSGSGTDYSLTISNLEQEDIATYFCQQGNTLPYTFG 

GGTKLEITGGGGSGGGGSGGGGSEVKLQESGPGLVAPSQSLSVTCTVSGVSLPDYGVSWI 

RQPPRKGLEWLGVIWGSETTYYNSALKSRLTIIKDNSKSQVFLKMNSLQTDDTAIYYCAK 

HYYYGGSYAMDYWGQGTSVTVSSTTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGAVHT 

RGLDFACDIYIWAPLAGTCGVLLLSLVITLYCKRGRKKLLYIFKQPFMRPVQTTQEEDGC 

SCRFPEEEEGGCELRVKFSRSADAPAYKQGQNQLYNELNLGRREEYDVLDKRRGRDPEMG 

GKPRRKNPQEGLYNELQKDKMAEAYSEIGMKGERRRGKGHDGLYQGLSTATKDTYDALHM 

QALPPR 

>WO_2012_079000_21 

TTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGAVHTRGLDFACDIY 

>gi|305690547|gb|ADM64594.1| FMC63-28Z receptor protein [synthetic 

construct] 

MLLLVTSLLLCELPHPAFLLIPDIQMTQTTSSLSASLGDRVTISCRASQDISKYLNWYQQ 

KPDGTVKLLIYHTSRLHSGVPSRFSGSGSGTDYSLTISNLEQEDIATYFCQQGNTLPYTF 

GGGTKLEITGSTSGSGKPGSGEGSTKGEVKLQESGPGLVAPSQSLSVTCTVSGVSLPDYG 

VSWIRQPPRKGLEWLGVIWGSETTYYNSALKSRLTIIKDNSKSQVFLKMNSLQTDDTAIY 

YCAKHYYYGGSYAMDYWGQGTSVTVSSAAAIEVMYPPPYLDNEKSNGTIIHVKGKHLCPS 



 

 

PLFPGPSKPFWVLVVVGGVLACYSLLVTVAFIIFWVRSKRSRLLHSDYMNMTPRRPGPTR 

KHYQPYAPPRDFAAYRSRVKFSRSADAPAYQQGQNQLYNELNLGRREEYDVLDKRRGRDP 

EMGGKPRRKNPQEGLYNELQKDKMAEAYSEIGMKGERRRGKGHDGLYQGLSTATKDTYDA 

LHMQALPPR 

 
 
SEQ ID NO 12 
 

 

 
 
 


