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aaa tat aag

[0099] aca ggc

[0100] 3’ -5’ (SEQ ID NO. 20)

[0101] gcec tgt ctt ata ttt tat tta AGA CTG GGA CGT ATG CAC CGG TCT GGT tcc gat
cca cag tcc ctg

[0102] acc

[0103]  [SEZafs] 20 7 240 A 250 Fimi I 28 XUBK BT )9 i 4

[0104] 407 b E B R ARAE 0 29332 N5 56 SR MK, BV 2 3T+ (10°CFU/mL) AR
M35 58 H3EFRR 10 ZF+ (4 RERE 50mg. i3 AR 100mg. KH,P0,30mg NaCl 50mg. Jiit £ 4
Il 0. 5-0. 8ml) 1, FEUESR 5 40, 5 —20NA 0. 3MNaCl+50mM B ER 22 vyl (BB EYHLAE &
(K25 FARAEW, B S SEER A R I N T BY B A R AR AR IR ) E NI, S =M 5u g/
ml EEHEE, B =HMMA 5ug/ml PMC-AML, 5 PUZH AN 51 g/mIPMC-AM2, 55 FLAH N A
101 g/ml PMC-AMI.

[0105]  LiRAZHW A4 HIE T 100 ZH = Ak, 200rpm, 37°C ALK, &/ KAF 100
I 96 FLEEFAR P 24> Y66 v (A595nm) Er 2 Wat 40 B8 A Iy, 1 b 40 o A K il
2R LB R B A R AW E R ST, 45 R Kl 4 Bz, B Bl i 5 28 XUER B BE#E PMC-AM1
Bl .

[o106]  [szjitfy] 3 XHT AL A= Fa X 22 Tt 24 S AT BT P e A A0 P ok B2 5 I P il 38 O e 1
AR B2 AR

[0107]  KHIIMR MBI & F A LA R BRI HE KR E MIC) . H 2 MY
(DeneleyA400) 441 B4 A T A R 25409k FE 1O B AR P L3R 1, 4 A & B &k 10°CFU/ml,
3TCHER 18-24 /NI ER 45 S, LITCYN B A=K IS SR 2 A B B 2590 (1) AR TR BE 2k 2940055
Z B P BARIN RS MICAE ) «

[0108] T FHE Ik 2 E i 2o SR MAT 18 (LR T B Bellf K 2 BS Ak 13578) , 53R EE 4 MH 55 77 4
(HEZT A RERE 500mg. B HERKMEY) 1. Tog. WI¥PETER 150mg I8 fig 1. 72) .
[0100] 5K 5 Fiw, FiH AR (D) (PMC-AM1) X 25 E i 24 4R R AT B 1 S AR F0 vk
FEh 8ug/ml kinene (A) 4 16w g/ml AR E B) H8ug/m KKEZR (O KT
5121 g/ml. #5 LA FREFRE, PMC-AM1 X 2 E i 24 SR MM B (1) B AR B vk 4 0. 23nMol
SLHERE J 29. 3nMol  ZE U RD o 43. 2nMol R K E % KT 890nMol ;Bfl, PMC-AM1 Xt £ &
iR 24 SR AT 11 PRI BT 11 2% 0 st Sk e ng A SR BV IR B R AF IR FLw R 127-3800 R
o

[o110]  [sEifl 41 H BUhuAl 2 AR SMU B v 1 S5 0 R B s 28 1 LU

01111 RHAH MR MR EN e A P4 R BRI R KL MIC) . H 2 mEER X
(DeneleyA400) ¥ 4 B A T A R 254909 BE (0 B3 IR P LR 0, 45 5 &5 BT &k 10°CFU/ml,
3TCHFE 18-24 /INIFRLEREE IR, LTG0 i A8 K P LG R 56 vh B 2 29 W) B B AR B2k 25 %k
B BRIV B A MIC{H ) »

[0112]  FTHEF A 2 Ei 29S0T B (HEPEEE BLIG R 2 B4k 13578) , MH Bi 952k (R A2
TH& 4 R 500mg - B R AR KR 1. T5g W HEVER 150mg 3 Ml 1. 7g) ;i FH A PE Ak
&R (ATCC BAA-42) ,BM ¥i % (HHZASHEANR 1o .BERE 0. 5g. F%5HE 0. 1g.NaCl
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lg- KH,PO, 100mg Biflg 1g) ;Mf J7 ik B Z ek Ed (ATCC 700802) , MH KFFREE ;i i 58 XUBK Tl
(P E AP ORAT A0 29332) , B L [ SE 5] 2 ( 59 naHe L i 3R AR &4tk 3. 9¢)

01131 554l 6 fros, A B4 M 28 XK B, (1) PMC-AML, MIC = 0. 11nMol, (2) 3k
HERE, MIC = 3.02nMol, (3) & EHH K, MIC = 1. 35nMol ;B Kl 4N J7 i B & Bk H
(1) PMC-AM1, MIC = 0. 23nMol, (2) Ji &%, MIC = 21. 54nMol, (3) HIFHHE, MIC =
10. 78nMo ;C B AT B4, FE MR 478 B, (1) PMC—-AM1, MIC = 0. 06nMol, (2) &IFEHFHEH, MIC
= 21.55nMol, (3) ZEMEPEHRK, MIC = 14. InMol ;D &K 2 E [ 25 4% AT, (1) PMC-AM1, MIC
= 0.91nMol, (2) ZFEMYE, MIC = 43. 2nMol, (3) LHIERE, MIC = 29. 3nMol, (4) KK
722, MIC > 889. 4nMol

[o114]  [szitafsl 51 B AP AE R MARSMUEEYE S PIE R W 2 RN B AT KR & Ta [
b

[0115]  RABE A5 MBEIN B AP AE R BRI E MIC) . BAJC4Hm AT
REFRFE R BT 29 ) B AR A 2900 & b ) S IRV BRIk B2 (MIC{EL) o

[o116] P FHRF b 2 i 25 5R AT i (LR POEE BE IR 2> BS Ak 13578) , iy FF 480 PG AR B il o
(ATCCBAA-42) , i i B 2 B (ATCC 700802) , MH 55753k il 28 XUER T ([ H Fp 4R
A 29332) , BEIE[R) SE R 4.

0117 Rl 7 Fios, A BT T B R Wk, (1) Si& w2 Ik, MIC = 0. 91nMol,
(2) AR KB 2 1a, MIC = 0. 91nMol, (3) PMC-AML, MIC = 0. 23nMol ;B & il F 48 P Ak
LRI, (1) FremE L2, MIC = 0. 06nMol, (2) BFAER K H % Ta,MIC = 0. 23nMol, (3)
PMC—AM1, MIC = 0. 06nMo1 ;C & 4 % Fii 2y ¢ AT 181, (1) Hu& i 22 ik, MIC = 0. 91nMol,
(2) B K E 2 Ta, MIC = 0.91nMol, (3) PMC-AM1, MIC = 0. 23nMol.

[o118]  [Sitify] 61 B R0 Ax 28 Fr o I 8 XUBK T IR G Zh W) 1) Ak P9 AR 4P A

01191  —. SEZEM k)

(01201 (1) Z4%y

[0121] PMC-AMI. K KEBEZ . HHEZ.

[0122]  (2) 4@

[0123] MR WERE (P EEAM L (AERRIEER AR TR ) 29332) .

[0124] . SEBGHV:

[0125]) W] 7 o, SEERA13E 40 HEM/NR, 000 4 MR, /2 10 R RIS
ZEPRE AR (20mg/kg) 1 AN/NHE, FRVEST 0. 5ml B . 1% B 1 40 i R 28 XUBK B 1 %
W (CFU Xy 2. 36X 10%) Eb 1. 5 43 K3E 5% TR RRAM AL . IS5 BOOEHI 2= R4 5 1 /)
5, R ke S 2 DL R TR AE 3R K (B 29 SR BEX 0N 1. bmg/kg) , & 2 /NIRF
BWEER, EEE 8 K, LINRILT- AL R

[0126] 1 [&] 7 Bt 7~ :1PMC-AM1, A % B 87 L 1 A= & :2Gen, JK K 85 % ;3PEN, H &5 %

4Con. , X} Fd o

[0127] =.4R

[0128] Wil 7 i/ BRAEAF Ik, I MG 9 BOE A E IR R XOKE JE, 1), M 4L 2 K
WAL, 2), HERAAL 2 KRNEIIET, 3) , KRKEEH 8 RIFEE N 50%,4) , KK
PP RT 8 RAFIEHEN 90% .
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[0120]  Z5SREIR, Xof Fimi 58 98 XUk B B R e, A & A BB L i AE 2% PMC-AMT SR ELH T
BTkl P A 28 T2 U AU B0 v 1 o

[0130]  ffak -

[0131]  SEQUENCE LISTING

[0132]  <110> &K= (dbm) EURARFRAF

[0133]  <120> —Fh S PUABIYHIFT B GTAER LS BN

[0134] <130>P09326/JJQ

[0135]  <160>20

[0136] <170>PatentIn version 3.3

[0137] <210>1

[0138] <211>81

[0139]  <212>DNA

[0140]  <213> HLiARIIY AM1 L HIRFPS

[0141]  <400>1

[0142] tcttattgge tgcattggat taaacagaga cctggtcagg gactgtggat cggatctcag 60
[0143] tccacgcatg tgccgagaac c 81
[0144] <210>2

[0145]  <211>27

[0146] <212>PRT

[0147] <2135 HLAKLI M1 FOE SR FFS]

[0148]  <400>2

[0149] Ser Tyr Trp Leu His Trp Ile Lys Gln Arg Pro Gly Gln Gly Leu Trp
[0150] Ile Gly Ser Gln Ser Thr His Val Pro Arg Thr

[0151] <210>3

[0152] <211>81

[0153] <212>DNA

[0154]  <213> FUAKLIUY) AM2 % H RIT5

[0155]  <400>3

[0156] tcttattggc tgcattggat taaacagaga cctggtcagg gactgtggat cggaaccaga 60
[0157] ccggtgcata cgtcccagte t 81
[0158] <210>4

[0159]  <211>27

[0160] <212>PRT

[o161]  <213> HLAABAUY) AM2 R IEIR 5

[0162]  <400>4

[0163] Ser Tyr Trp Leu His Trp Ile Gls Gln Arg Pro Gly Gln Gly Leu Trp
[0164] Ile Gly Thr Arg Pro Val His Thr Ser Gln Ser

[0165] <210>5

[0166] <211>1959

11
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CN 101633699 B iZ B B 10/16 70
[0167]  <212>DNA

[0168]  <213> HiAEZ& PMC-AM1 FZEEI 751

[0169]  <400>5

[0170] atgtctgacc ctgtacgtat tacaaatccc ggtgcagaat cgctggggta tgattcagat 60
[0171] ggccatgaaa ttatggecgt tgatatttat gtaaaccctc cacgtgtcga tgtctttecat 120
[0172]  ggtacccecge ctgecatggag ttcctteggg aacaaaacca tctggggegg aaacgagtgg 180
[0173] gttgatgatt ccccaacccg aagtgatatc gaaaaaaggg acaaggaaat cacagcgtac 240
[0174] aaaaacacgc tcagcgegea gcagaaagag aatgagaata agcgtactga agccggaaaa 300
[0175] cgectetetg cggegattge tgcaagggaa aaagatgaaa acacactgaa aacactcegt 360
[0176] gceggaaacg cagatgecge tgatattaca cgacaggagt tcagactcct gcaggcagag 420
[0177] ctgagagaat acggattccg tactgaaatc gccggatatg acgcecteeg getgeataca 480
[0178] gagagccgga tgetgtttge tgatgetgat tctcttegta tatctceceg ggaggecagg 540
[0179] tcgttaatcg aacaggctga aaaacggcag aaggatgcge agaacgcaga caagaaggcc 600
[0180] gctgatatge ttgctgaata cgagegcaga aaaggtattc tggacacccg gttgtcagag 660
[0181] ctggaaaaaa atggegggge ageccttgee gttettgatg cacaacagge ccgtetgete 720
[0182] gggcageaga cacggaatga cagggecatt tcagaggecce ggaataaact cagttcagtg 780
[0183] acggaatcgc ttaacacggc ccgtaatgca ttaaccagag ctgaacaaca gctgacgcaa 840
[0184] cagaaaaaca cgcctgacgg caaaacgata gtttcccctg aaaaattcce ggggegttea 900
[0185] tcaacaaatc attctattgt tgtgageggt gatccgagat ttgecggtac gataaaaatce 960
[0186] acaaccagcg cagtcatcga taaccgtgca aacctgaatt atcttctgag ccattceggt 1020
[0187] ctggactata aacgcaatat tctgaatgac cggaatccgg tggtgacaga ggatgtggaa 1080
[0188] ggtgacaaga aaatttataa tgctgaagtt gctgaatggg ataagttacg gcaaagattg 1140
[0189] cttgatgeca gaaataaaat cacctctget gaatctgegg taaattcgge gagaaataac 1200
[0190] ctcagtgeca gaacaaatga gcaaaagcat gcaaatgacg ctcttaatge cctgttgaag 1260
[0191] gaaaaagaga atatacgtaa ccagctttcc ggcatcaatc agaagatagc ggaagagaaa 1320
[0192] agaaaacagg atgaactgaa ggcaacgaaa gacgcaatta atttcacaac agagttcctg 1380
[0193] aaatcagttt cagaaaaata tggtgcaaaa gctgagcagt tagccagaga gatggeeggg 1440
[0194] caggctaaag ggaagaaaat acgtaatgtt gaagaggcat taaaaacgta tgaaaagtac 1500
[0195] cgggctgaca ttaacaaaaa aattaatgca aaagatcgtg cagcgattge cgeagecectt 1560
[0196] gagtctgtga agctgtctga tatatcgtct aatctgaaca gattcagtcg gggactggga 1620
[0197] tatgcaggaa aatttacaag tcttgctgac tggatcactg agtttggtaa ggctgteegg 1680
[0198] acagagaact ggcgtectet ttttgttaaa acagaaacca tcatagcagg caatgcecgcea 1740
[0199] acggetettg tggecactggt cttcagtatt cttaccggaa gegetttagg cattatceggg 1800
[0200] tatggtttac tgatggctgt caccggtgeg ctgattgatg aatcgettgt ggaaaaageg 1860
[0201] aataagttct ggggtatttc ttattggetg cattggatta aacagagacc tggtcaggga 1920
[0202] ctgtggatcg gatctcagte cacgecatgtg ccgagaacc ' 1959
[0203]  <210>6

[0204] <211>651

[0205]  <212>PRT

12
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[0206]  <213> HiAE K PMC-AM1 R LR P S

[0207]  <400>6

[0208] Ser Asp Pro Val Arg Ile Thr Asn Pro Gly Ala Glu Ser Leu Gly Tyr
[0209] Asp Ser Asp Gly His Glu Ile Met Ala Val Asp Ile Tyr Val Asn Pro
[0210] Pro Arg Val Asp Val Phe His Gly Thr Pro Pro Ala Trp Ser Ser Phe
[0211]  Gly Asn Lys Thr Ile Trp Gly Gly Asn Glu Trp Val Asp Asp Ser Pro
[0212] Thr Arg Ser Asp Ile Glu Lys Arg Asp Lys Glu Ile Thr Ala Tyr Lys
[0213] Asn Thr Leu Ser Ala Gln Gln Lys Glu Asn Glu Asn Lys Arg Thr Glu
[0214] Ala Gly Lys Arg Leu Ser Ala Ala Ile Ala Ala Arg Glu Lys Asp Glu
[0215]  Asn Thr Leu Lys Thr Leu Arg Ala Gly Asn Ala Asp Ala Ala Asp Ile
[0216] Thr Arg Gln Glu Phe Arg Leu Leu Gln Ala Glu Leu Arg Glu Tyr Gly
[0217]  Phe Arg Thr Glu Ile Ala Gly Tyr Asp Ala Leu Arg Leu His Thr Glu
[0218] Ser Arg Met Leu Phe Ala Asp Ala Asp Ser Leu Arg Ile Ser Pro Arg
[0219] Glu Ala Arg Ser Leu Ile Glu Gln Ala Glu Lys Arg Gln Lys Asp Ala
[0220]1 Gln Asn Ala Asp Lys Lys Ala Ala Asp Met Leu Ala Glu Tyr Glu Arg
[0221] Arg Lys Gly Ile Leu Asp Thr Arg Leu Ser Glu Leu Glu Lys Asn Gly
[0222] Gly Ala Ala Leu Ala Val Leu Asp Ala Gln Gln Ala Arg Leu Leu Gly
[0223] Gln Gln Thr Arg Asn Asp Arg Ala Ile Ser Glu Ala Arg Asn Lys Leu
[0224] Ser Ser Val Thr Glu Ser Leu Asn Thr Ala Arg Asn Ala Leu Thr Arg
[0225] Ala Glu Gln Gln Leu Thr Gln Gln Lys Asn Thr Pro Asp Gly Lys Thr
[0226] Ile Val Ser Pro Glu Lys Phe Pro Gly Arg Ser Ser Thr Asn His Ser
[0227] Ile Val Val Ser Gly Asp Pro Arg Phe Ala Gly Thr Ile Lys Ile Thr
[0228] Thr Ser Ala Val Ile Asp Asn Arg Ala Asn Leu Asn Tyr Leu Leu Ser
[0229] His Ser Gly Leu Asp Tyr Lys Arg Asn Ile Leu Asn Asp Arg Asn Pro
[0230] Val Val Thr Glu Asp Val Glu Gly Asp Lys Lys Ile Tyr Asn Ala Glu
[0231] Val Ala Glu Trp Asp Lys Leu Arg Gln Arg Leu Leu Asp Ala Arg Asn
[0232] Lys Ile Thr Ser Ala Glu Ser Ala Val Asn Ser Ala Arg Asn Asn Leu
[0233] Ser Ala Arg Thr Asn Glu Gln Lys His Ala Asn Asp Ala Leu Asn Ala
[0234] Leu Leu Lys Glu Lys Glu Asn Ile Arg Asn Gln Leu Ser Gly Ile Asn
[0235] Gln Lys Ile Ala Glu Glu Lys Arg Lys Gln Asp Glu Leu Lys Ala Thr
[0236] Lys Asp Ala Ile Asn Phe Thr Thr Glu Phe Leu Lys Ser Val Ser Glu
[0237] Lys Tyr Gly Ala Lys Ala Glu Gln Leu Ala Arg Glu Met Ala Gly Gln
[0238] Ala Lys Gly Lys Lys Ile Arg Asn Val Glu Glu Ala Leu Lys Thr Tyr
[0239] Glu Lys Tyr Arg Ala Asp Ile Asn Lys Lys Ile Asn Ala Lys Asp Arg
[0240] Ala Ala Ile Ala Ala Ala Leu Glu Ser Val Lys Leu Ser Asp Ile Ser
[0241] Ser Asn Leu Asn Arg Phe Ser Arg Gly Leu Gly Tyr Ala Gly Lys Phe
[0242] Thr Ser Leu Ala Asp Trp Ile Thr Glu Phe Gly Lys Ala Val Arg Thr
[0243]  Glu Asn Trp Arg Pro Leu Phe Val Lys Thr Glu Thr Ile Ile Ala Gly
[0244] Asn Ala Ala Thr Ala Leu Val Ala Leu Val Phe Ser Ile Leu Thr Gly
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[0245]
[0246]
[0247]
[0248]
[0249]
[0250]
[0251]
[0252]
[0253]
[0254]
[0255]
[0256]
[0257]
[0258]
[0259]
[0260]
[0261]
[0262]
[0263]
[0264]
[0265]
[0266]
[0267]
[0268]
[0269]
[0270]
[0271]
[0272]
[0273]
[0274]
[0275]
[0276]
[0277]
[0278]
[0279]
[0280]
[0281]
[0282]
[0283]

Ser Ala Leu Gly Ile Ile Gly Tyr Gly Leu Leu Met Ala Val Thr Gly
Ala Leu Ile Asp Glu Ser Leu Val Glu Lys Ala Asn Lys Phe Trp Gly
Ile Ser Tyr Trp Leu His Trp Ile Lys Gln Arg Pro Gly Gln Gly Leu

Trp Ile Gly Ser Gln Ser Thr His Val Pro Arg

<210>7
<211>1959
<212>DNA

<213> YuhHr BB AE F PMC-SA2 ML H IR F 5

<400>7

atgtctgacc
ggccatgaaa
ggtaccccege
gttgatgatt
aaaaacacgc
cgectetetg
gceggaaacg
ctgagagaat
gagagcecgga
tcgttaatceg
gctgatatge
ctggaaaaaa
gggcagcaga
acggaatcgce
cagaaaaaca
tcaacaaatc
acaaccagcg
ctggactata
ggtgacaaga
cttgatgceca
ctcagtgcca
gaaaaagaga
agaaaacagg
aaatcagttt
caggctaaag
cgggetgaca
gagtctgtga
tatgcaggaa
acagagaact

acggctettg

ctgtacgtat
ttatggeegt
ctgcatggag
cceccaacceg
tcagcgegea
cggegattge
cagatgccge
acggattccg
tgetgtttge
aacaggctga
ttgctgaata
atggegegse
cacggaatga
ttaacacggce
cgectgacgg
attctattgt
cagtcatcga
aacgcaatat
aaatttataa
gaaataaaat
gaacaaatga
atatacgtaa
atgaactgaa
cagaaaaata
ggaagaaaat
ttaacaaaaa
agcetgtctga
aatttacaag
ggegtectet
tggecactggt

tacaaatccce
tgatatttat
tteetteggg
aagtgatatc
gcagaaagag
tgcaagggaa
tgatattaca
tactgaaatc
tgatgctgat
aaaacggeag
cgagegeaga
agccecettgee
cagggccatt
ccgtaatgca
caaaacgata
tgtgageggt
taaccgtgcea
tctgaatgac
tgctgaagtt
cacctctget
gcaaaagcat
ccagectttee
ggcaacgaaa
tggtgcaaaa
acgtaatgtt
aattaatgca
tatatcgtcet
tcttgetgac
ttttgttaaa
cttcagtatt

ggtgcagaat
gtaaaccctce
aacaaaacca
gaaaaaaggg
aatgagaata
aaagatgaaa
cgacaggagt
gceggatatg
tctettegta
aaggatgcgce
aaaggtattc
gttcttgatg
tcagaggccce
ttaaccagag
gtttceeetg
gatccgagat
aacctgaatt
cggaatccegg
gctgaatggg
gaatctgegg
gcaaatgacg
ggcatcaatc
gacgcaatta
gctgagecagt
gaagaggcat
aaagatcgtg
aatctgaaca
tggatcactg
acagaaacca

cttaccggaa

14

cgetggggta
cacgtgtcga
tctggggcees
acaaggaaat
agcgtactga
acacactgaa
tcagactcet
acgccecteeg
tatctceeeg
agaacgcaga
tggacacccg
cacaacaggc
ggaataaact
ctgaacaaca
aaaaattccc
ttgeeggtac
atcttctgag
tggtgacaga
ataagttacg
taaattcggce
ctcttaatge
agaagatagc
atttcacaac
tagccagaga
taaaaacgta
cagcgattge
gattcagtcg
agtttggtaa
tcatagcagg
gegetttagg

tgattcagat
tgtctttcat
aaacgagtgg
cacagcgtac
agccggaaaa
aacactccgt
gcaggcagag
gctgeataca
ggaggcecagg
caagaaggcc
gttgtcagag
ccgtetgete
cagttcagtg
gctgacgcaa
ggggegttica
gataaaaatc
ccattceggt
ggatgtggaa
gcaaagattg
gagaaataac
cctgttgaag
ggaagagaaa
agagttcctg
gatggeegeg
tgaaaagtac
cgecageectt
gggactggga
ggctgteegg
caatgccgca

cattatcggg

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
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[0284]
[0285]
[0286]
[0287]
[0288]
[0289]
[0290]
[0291]
[0292]
[0293]
[0294]
[0295]
[0296]
[0297]
[0298]
[0299]
[0300]
[0301]
[0302]
[0303]
[0304]
[0305]
[0306]
[0307]
[0308]
[0309]
[0310]
[0311]
[0312]
[0313]
[0314]
[0315]
[0316]
[0317]
[0318]
[0319]
[0320]
[0321]
[0322]

tatggtttac tgatggetgt caccggtgeg ctgattgatg aatcgettgt ggaaaaagceg

aataagttct ggggtatttc ttattggctg cattggatta aacagagacc tggtcaggga

ctgtggatcg gaaccagacc ggtgcatacg tcccagtet

<210>8
<211>651
<212>PRT

<213> PLAE K PMC-SA2 R IR 751

<400>8

Ser Asp Pro
Asp Ser Asp
Pro Arg Val
Gly Asn Lys
Thr Arg Ser
Asn Thr Leu
Ala Gly Lys
Asn Thr Leu
Thr Arg Gln
Phe Arg Thr
Ser Arg Met
Glu Ala Arg
Gln Asn Ala
Arg Lys Gly
Gly Ala Ala
Gln Gln Thr
Ser Ser Val
Ala Glu Gln
Ile Val Ser
Ile Val Val
Thr Ser Ala
His Ser Gly
Val Val Thr
Val Ala Glu
Lys Ile Thr
Ser Ala Arg
Leu Leu Lys
Gln Lys Ile
Lys Asp Ala
Lys Tyr Gly
Ala Lys Gly

Val
Gly
Asp
Thr
Asp
Ser
Arg
Lys
Glu
Glu
Leu
Ser
Asp
Ile
Leu
Arg
Thr
Gln
Pro
Ser
Val
Leu
Glu
Trp
Ser
Thr
Glu
Ala
Ile
Ala
Lys

Arg
His
Val
Ile
Ile
Ala
Leu
Thr
Phe
Ile
Phe
Leu
Lys
Leu
Ala
Asn
Glu
Leu
Glu
Gly
Ile
Asp
Asp
Asp
Ala
Asn
Lys
Glu
Asn
Lys
Lys

Ile
Glu
Phe
Trp
Glu
Gln
Ser
Leu
Arg
Ala
Ala
Ile
Lys
Asp
Val
Asp
Ser
Thr

Thr
Ile
His
Gly
Lys
Gln
Ala
Arg
Leu
Gly
Asp
Glu
Ala
Thr
Leu
Arg
Leu
Gln
Phe
Pro
Asn
Lys
Glu
Leu
Ser
Gln
Asn
Lys
Thr
Glu
Arg

Asn
Met
Gly
Gly
Arg
Lys
Ala
Ala
Leu
Tyr
Ala
Gln
Ala
Arg
Asp
Ala
Asn
Gln
Pro
Arg
Arg
Arg
Gly
Arg
Ala
Lys
Ile
Arg
Thr
Gln

Asn

15

Pro
Ala
Thr
Asn
Asp
Glu
Ile
Gly
Gln
Asp
Asp
Ala
Asp
Leu
Ala
Ile
Thr
Lys
Gly
Phe
Ala
Asn
Asp
Gln
Val
His
Arg
Lys
Glu
Leu
Val

Gly
Val
Pro
Glu
Lys
Asn
Ala
Asn
Ala
Ala
Ser
Glu
Met
Ser
Gln
Ser
Ala
Asn
Arg
Ala
Asn
Ile
Lys
Arg
Asn
Ala
Asn
Gln
Phe
Ala
Glu

Ala
Asp
Pro
Trp
Glu
Glu
Ala
Ala
Glu
Leu
Leu
Lys
Leu
Glu
Gln
Glu
Arg
Thr
Ser
Gly
Leu
Leu
Lys
Leu
Ser
Asn
Gln
Asp
Leu
Arg
Glu

Glu

Ser
Tyr
Trp
Asp
Thr
Lys
Glu
Ala
Arg
Leu
Ile
Gln
Glu
Glu
Arg
Arg
Ala
Asp
Thr
Ile
Tyr
Asp
Tyr
Asp
Arg
Ala
Ser
Leu
Ser
Met

Leu

Leu
Val
Ser
Asp
Ala
Arg
Lys
Ala
Glu
His
Ser
Lys
Tyr
Lys
Leu
Asn
Leu
Gly
Asn
Lys
Leu
Arg
Asn
Ala
Asn
Leu
Gly
Lys
Val
Ala
Lys

Gly
Asn
Ser
Ser
Tyr
Thr
Asp
Asp
Tyr
Thr
Pro
Asp
Glu
Asn
Leu
Lys
Thr
Lys
His
Ile
Leu
Asn
Ala
Arg
Asn
Asn
Ile
Ala
Ser
Gly
Thr

Pro
Phe
Pro
Lys
Glu
Glu
Ile
Gly
Glu
Arg
Ala

Gly
Gly
Leu
Arg
Thr
Ser
Thr
Ser
Pro
Glu
Asn
Leu
Ala
Asn
Thr
Glu
Gln
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[0323] Glu Lys Tyr Arg Ala Asp Ile Asn Lys Lys Ile Asn Ala Lys Asp Arg
[0324] Ala Ala Ile Ala Ala Ala Leu Glu Ser Val Lys Leu Ser Asp Ile Ser
[0325] Ser Asn Leu Asn Arg Phe Ser Arg Gly Leu Gly Tyr Ala Gly Lys Phe
[0326] Thr Ser Leu Ala Asp Trp Ile Thr Glu Phe Gly Lys Ala Val Arg Thr
[0327]  Glu Asn Trp Arg Pro Leu Phe Val Lys Thr Glu Thr Ile Ile Ala Gly
[0328] Asn Ala Ala Thr Ala Leu Val Ala Leu Val Phe Ser Ile Leu Thr Gly
[0329] Ser Ala Leu Gly Ile Ile Gly Tyr Gly Leu Leu Met Ala Val Thr Gly
[0330] Ala Leu Ile Asp Glu Ser Leu Val Glu Lys Ala Asn Lys Phe Trp Gly
[0331] Ile Ser Tyr Trp Leu His Trp Ile Lys Gln Arg Pro Gly Gln Gly Leu
[0332] Trp Ile Gly Thr Arg Pro Val His Thr Ser Gln

[0333] <210>9

[0334] <211>69

[0335] <212>DNA

[0336]  <213> MJESEA Tkl pBHC-PorAl A T/F515" -3/

[0337]  <400>9

[0338] gcgaataagt tctggggtat ttcttattgg ctgcattgga ttaaacagta aataaattat 60
[0339] aagacaggc <210>10
[0340] <211>69

[0341]  <212>DNA

[0342]  <213> #ESAL ki pBHC-PorAl A TP 3" -5

[0343]  <400>10

[0344] geetgtetta tattttattt actgtttaat ccaatgcage caataagaaa taccccagaa 60
[0345] cttattcge 69
[0346] <210>11

[0347] <211>69

[0348]  <212>DNA

[0349]  <213> MJEAL ki pBHC-PorAl I A TP 5’ -3’

[0350]  <400>11

[0351] tggetgeatt ggattaaaca gagacctggt cagggactgt ggatcggata aataaaatat 60
[0352] aagacaggc 69
[0353] <210>12

[0354] <211>69

[0355]  <212>DNA

[0356]  <213> M54 FUkL pBHC-PorAl I A T3 3’ -5

[0357]  <400>12

[0358] gcctgtetta tattttattt atccgatcca cagtccctga ccaggtctet gtttaatcca 60
[0359] atgcagcca 69
[0360] <210>13

[0361] <211>69

16
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[0362] <212>DNA
[0363]  <213> MJEESEA FUkL pBHC-PorAl I A L/F51 5’
[0364] <400>13
[0365] ggtcagggac tgtggatcgg atctcagtcc acgcatgtge cgagaaccta aataaaatat 60

3/

[0366] aagacaggc 69
[0367] <210>14

[0368] <211>69

[0369] <212>DNA

[0370]  <213> MJEEZEAE FUkL pBHC-PorAl M AL/F51 3’ -5

[0371]  <400>14

[0372] geetgtetta tattttattt aggttctegg cacatgegtg gactgagatc cgatccacag 60
[0373]  tccctgace 69
[0374] <210>15

[0375]  <211>69

[0376] <212>DNA

[0377]  <213> MJEER A FkL pBHC-PorA2 KA TF%1 5 -3

[0378]  <400>15

[0379] gcgaataagt tctggggtat ttcttattgg ctgcattgga ttaaacagta aataaaatat 60
[0380] aagacaggc 69
[0381] <210>16

[0382] <211>69

[0383]  <212>DNA

[0384]  <213> AL ki pBHC-PorA2 I A /551 3" -5’

[0385]  <400>16

[0386] gcctgtctta tattttattt actgtttaat ccaatgcage caataagaaa taccccagaa 60
[0387]  cttattege 69
[0388]  <210>17

[0389] <211>69

[0390] <212>DNA

[0391]  <213> MJEZRAE kL pBHC-PorA2 M A T/F%1 5’ -3

[0392]  <400>17

[0393] tggctgeatt ggattaaaca gagacctggt cagggactgt ggatcggata aataaaatat 60
[0394] aagacaggc 69
[0395] <210>18

[0396] <211>69

[0397]  <212>DNA

[0398]  <213> #JEAR kL pBHC-PorA2 M A TFP41 3" -5

[0399]  <400>18

[0400] gcctgtetta tatttt attt atccgatcca cagtccctga ccaggtctet gtttaatcca 60

17
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[0401] atgcagcca 69
[0402] <210>19

[0403] <211>69

[0404] <212>DNA

[0405]  <213> #JE5AF FkL pBHC-PorA2 FI AT #5315’ -3’

[0406]  <400>19

[0407] ggtcagggac tgtggatcgg aaccagaccg gtgcatacgt cccagtctta aataaaatat 60
[0408] aagacaggc 69
[0409]  <210>20

[0410] <211>69

[0411]  <212>DNA

[0412]  <213> #JE A iUkL pBHC-PorA2 U A7) 3’ -5

[0413]  <400>20

[0414] gcctgtctta tattttattt aagactggga cgtatgcacc ggtctggttc cgatccacag 60
[0415]  tccctgacce 69,

18
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L. —Fh KHE RN LK, HEF AR KA R Ta R T R AEMRIREE GL1A, H22R,
A26G. V31L 1 HAOK 1fj 3k 75, H LR F 540 Seq ID NO. 36 7K.

2. YRREBURE K 1 TR K H R 2 2 I E R P51 .

3. ARIEBRESK 2 Frid iz EHRRF%), W Seq ID NO. 11 Bi7R.

4. BUFIESR 1 BTid K W B 2 2844 22 IKAE & Bl 299 o I

5. —FErRIPTAE R, HAURIEEK 1 BT K v 2 A0 40 22 KRN 4 B (0 R A 3K A R R &R
AgrD I.AgrD II.AgrD III.AgrD IV i3 5% EKM1F B 2= FI IR BELR M3 1 hld

6. MRABRBRESK 5 Frid B B P A, ik & s (R 4 BRI {5 5 3% AgrD 1. AgrD II.
AgrD TI1. AgrD TV X3R5 HI 45 BR 15 B 2 10 & 2R b e B2 7 ik KW B 238 A8 4 22 ik ) 92
e, KR LB FE 5451 Seq ID NO. 13, Seq ID NO. 15. Seq ID NO. 17. Seq ID
NO. 19. Seq ID NO. 21 Fi7R.

7. WRYEAURIESK 5 Frid BT R PLAER, TR & I A BB (5 B2 AgrD T BRI
Bt K 22 M2 IR & 2, HRERR 7510 Seq 1D NO. 23 ffron.

8. YRR K 5 B 7 AE— TR Bt AE R R P51

9. ARHEAFIZE K 8 BTk AL AFBRFF51), i Seq ID NO. 12.Seq ID NO. 14.Seq ID NO. 16.
Seq ID NO. 18, Seqg ID NO.20 & Seq ID NO. 22 ffi7R.

10. AL EAURIESK 8 8% 9 BT il (A% H R Fr 21 I 40 BT o

11. BUFJESR 5 & 7T —Frid#i iy #AEH &I 2y b N H .

12, —FhBr B HLAE Z RISk SRAREAURZEKR 10 Frid A SR AR R G
Tk, BEAMRIEMNZ KRS T TR

13. ARFEACFIE K 12 Fridk (o645 751k, Frid RIE RS8R AT i CAZ R RIFK E. coli
BL-21.
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— M RE R R ERERF S &TES A

R s
[0001] A< BIW K A= e 24 U, e o2 i B — R B AR R O R Py 81 1l % 7
BN .

BRREA

[0002] [ 1944 5% FEPUAE TN LR, 405, JCH 2 Bk A dr ) 20w =, W
SRR TR il R BEER TR SR PRAT B G5 A% AT R 55 OO B AR T 2t e 408 56 BB S ) A 0
(CDC) J4E KRR IAE AR T, T3 10 2 20 4, XL AL ZOR T e T8 2 K 3K

[0003] kiR 38 3 BEE i 40 o 40 AU RE A Rl PRI B0 A0 B AR R A R A B B A
IR RIEBIPUR H 1. RMIXLGIE T A5 F SR AERZM LM 2. Flt
M= BAEBUL T IR FBL P 2, 87 R R R 40 8 2 18) AR 35 1) AR 5 2CRIT A
PR PUAE R R RARNEN T Mz —, BAF DA AR R B AN R R LR
B RIER AR . B AR AL KA E I — M EH R - KpER. T
KIB# 2 Ta B 1952 4 Jacob KILZ )G, B HARA KBS J7,1996 FA TR T Kw
% Ta 7EN T8RS T B b B A 28— 20 ORI 5K F I PR S SZ A 45K (Qiu et all,
Major transmemebrane movementsoociated with colicin Ia channel gating. J.Gen.
Physiology, 107 :313-328 (1996) ) , h7E 4> T 7K~F LB v Al &8 BL K P 22 580 T # i
Kt

[0004] B, ATRIVAN G 0 UME 545 5 2 IKBMASL, X L8 2 KRB A zh T $R R P 40 i
MR AR B2 4K, 52 R4 A TE R B R, XEAREZRE HEN 2 HEAR
FERRA R, Lt &3 A A BRE 115 B & AgrD, B2 — A 8 ik (Ji et al, Cell density
control ofstaphyliccocal virulence mediated by an octapeptide pheromone. Proc.
Natl. Acad. Sci. USA, 92 :12055-12059(1995) ) .

[0005] tn ERriR, KW & & —FEENE FEERAR R, BEFEMKHERA
BEAE T R S5 o 10 I AT BT, AT b 0 200 50 2 R 38 1) P, 4 B A8 K T 25 T i 80 L
BRI B R, BT AE R K B R IR TR AR 5 5 R U N R R IR AR B
S F S 1R o R B R R . N BB B0 B A R R R A SR S K
BT 2 I [ P, 122 — R ERAR RO B AE 2 F R D7 IA), H A4S & B B R W N3R5 K AT
Ffs B RER S ARG B REREREREE AR Z IR ERMBL, TH 5 H
71.200510020219. 9, 15 i K i A 22 KB - A7 71 S L0 m] e 5 | B U B () S A 3, A b

XERAE

[0006] AR BHETR LR B BIBR K 5 A GUSAIARAFAE RO H, RO BB R LA R A
AR T 51 il 7 VE S N 2R R KRR S A K 2 B R KOS A RS
T 45 1A 09 BT T AN 2 0 5 A AR IE 8 0 D, S R 7 KM 28 5 AU I [ SR P

3
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[0007]  —FR KM R Z K, HEEIE KB 100 45 s 0 B A B K TR 3 EL. Ta. b,
ALBIN BH K P FLIE S5 I IR FE R AR T R AR IRk FE GL1AL H22R A26G. V31L 1 H40K TMizk
5.

[0008]  FTid KMpa =AM 2K, HEF AR KB 2 Ta LMK, BF Seq ID NO. 36 fizw
NRIERRITH . dhS TR BRI =250 2 IR AL IR )7 41 o

[0009]  JIT AR (1) K W B 25 20 A 22 IR AE il 8 Bu e 259 R N

[0010]  —FPBrTAUHTAE 2R, HH ok K B 36 AR A 22 IORN 4 35 €0 9 49 BR A4 S &% AerD T
AgrD T1.AgrD III.AgrD IV BR3R R MIZEKEE (5 B2 M BFEL 8 1m ik

[0011]  Frid KM w40 2 Ikt B AR R R W 1R 3 Ta A5 R0 2K, Pk 4 38 (0 31 2 B3R A5
S Z AgrD T.AgrD I1.AgrD I1T1.AgrD IVEZRKZHIZEKEE B 7= N EumiE A s K
B A 22 IR MR s , SRR 7 B 40 Seq 1D NO. 134 Seq ID NO. 15. Seq ID NO. 17.
Seq ID NO.19.Seq ID NO. 21 Fi7rEIERR T4

[0012]  Frk 4: i (I 2 BRRME B K AgrD T BRI i He /e KW ve 2 20 4 2 IR Bk v
AF Seq 1D NO. 23 iR B IER TS .

[0013]  gwfd BB M PiE R TTR T B W Seq 1D NO. 12.Seq ID NO. 14.Seq 1D
NO. 16. Seq ID NO. 18.Seq ID NO. 20 8% Seq ID NO. 22 7R

[0014] A7 R EIR T FI B4 Bk

[0015]  RIEI AP R R R PIR 2P RN

[0016]  —FPHIAPLAE R MHI& 77 SEFGBORIZEK 9 Frid B E 4 Fohi ARIE R g
KIK, B A RIS 2 IR B LA =

[0017] PR ERIE RGFR K IaHT i TEE R B E. coli BL-21,

[0018] A BH g T i PAC f5 P b O W 1 2% 2 2 i 1) SR 8 e v B mT e 5 R 18 T PR
SN, HR SRR BRI SRAR T I L B R R IR R AL :G11A\H22R A26G. V31L A H40K,
BRAR AT RE R EUBUR P, W TTSRAS T 4 5 K M 181 3 2044 22 IR AR T IR P B R AR 4 22 IR R 2
KRR 741, Aok 22 BRATAR AR BE 1 KW B 25 3 1 T V5 1, BB N [R) b S Bk (1) K A 181 R
XS EF A HY KR B 2 ] LUk B BB RS T E S5 M K B 2 ELL Ta, Ib ALVBIN BHK
P FLIE 25 45k

[0019]  AKRHILIERD KHEE la, K Ta KNBKZ K 1o’ 5HALER EE B R ILEE
AR VR ERE, & 7 i, EREIRTT LLECAR Ta’ FORE A1, fd920% 2 IR B ok o AE A5 1R )
) FL A B0 TR B AR, AT RIS S PP T i bu A 2, SEPLIER < ] b5 SIS0 TR I 52 A4 &5 5 1
&R EME N T SWFE T A 2 IR EX B0 B MR, 4R 5 2844 22 IKAE 3B B00 IR L
T EEAE P 2 A TE , A5 B 0 B M P 5 At s 1 S 008 TR AE T, AT B AR B A H Y .
[0020] AKBILENR la' SE&OMAEKREEZ AgrD 1. AgrD II. AgrD. AgrD IV L
KR A HERE G BRI SR, ME MO A PR E S 5% AgrD I.AgrD II.AgrD.
AgrD IV DA KR B M A BRI 5 B R M IKBEE ARG R LML IK Ta' BRI, W&
1 ~ 5 ffias, 3545 5 R BdHi A 25, B SEitif) 4.5.6.7 3K 1.8 2 R T LG B, AR B
AT 5 TR PUAE R ORBERCR s WA B RS R RGN R RERWZ Ik Ta" 1
% 1 SRIEMRALE R L ST T g S 1K AT 2R < 5 3R A5 1 b PR IREE T, 25250 K
I AgrD 15 Ta' KIERREEWNE 6 FiR, STa AT BE DUEER , HZH Ry ZIin Seq 1D

4
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NO 23 Fi7R.

[0021]  FTiRgmiSA K BRGNP RZETRTA . BT 285K RIFE, wmigA
K BAIRAS I M B R A A 22 IR A BR PR T B AR 2R R A B R B AE R = R )
(FIAZEF Ry 51 & ] CATRHE (1), RIS 22 R gn i A R BB b AR R R H IR e 2R 8 145 % B
IR .

[0022] g5 A & BH 03T AL P A 2 AL IR e A1 BN B 2R B0k A T SRS REAE 18 £
RIEA R AP ZWEA TR .. A K, #4238 5 4 ORI JR 45 FURL A Promega 22
) ) pSELECT™-1 JFUAE, 1) 3L p 2 8 K B R A0 2 IR ZE LA immuni ty 28 AR 3% R
Strategene A & 2 BAVEM S A B 5 B RN H R PSR RZH R R
FA (QuickChang™Kit, Strategene /A ) ) A B4 2 I PR () 8 Fk oy BROR FE 0 49 B A
ROAME L TR AR BRIER 5 M AR R BRI FIIHFA R Ta” FEHIK) 626 52
FFR (RPN ) AL E Z R 1 SRIERALE R IGH M7 2 S5 TR A K B 1 ~
6 Fon 7S FhRERIAPLAE = E LA TR,

[0023] A& B FTHR A Hr BL AL 2 046 7 v 2 48 B IR IR 2 TORLAR e N K I i AR
BT 3RAS 0] P A B R P A R A FE DR K AT 1, o 3 Al i BRI P B R i H &R A
BRI 5 3IA K& BT BY B AE R . AR BRPLIE K AT v T2 B 1T Bk BL-21.

[0024] A< B SRA5 8T BY B AR 22 R A6 ) & V8 97 B0 TR K Wi v 4 (R 4 3K el 3R
B A R SR AT B R Ge  2 R N o R DU DK A I A R A5 KB B AR 2 1 22 ik
P BRI S K A = RNl i 1 VA v s o 8= M s i 1 1) 4 7Y Z N B G E AT 7/ A R
[0025] AR IAEZHBETUHNAEZNNSET, KASH AW~ E1E5 0
2t Bk T LK E R A A R B U W EA T AE R S5 BB N KGR £ a0
SEHER] 10 FSER 45 R BN, S AR KHERERXAT AR K GERWENEHAREM
bl 2 % B ) K 7 T 2% A8 F 22 JHk R T T i A 2R A i /0 I LS A 22 B T I P AN B E
% T AN Al B RA A B - A BERLER . D RN U A AL A T AR
2 JHo BE 5 LR BN R A &5 SR R AR R A T 24 1, {8 A B N R HE DA I R
A5 S A 5 A S WY BY 0 AR 2 BT A P B 5 T P SR, AT kg 3K o SR AR AT A AR o0 b
N EIA] SEA LT, A K A F A B T 20 B A e hr A = DL R R
KA SEa R o, AR B 3R1S BT B P AE RN B AR EF KR AR, B PMC-SAL,
PMC—SA PFh A= 20 T35 50 AR tH R & A AR VE AL

R 135t AR

[o026] & 1. 4 iUkl pBHC-SAL 4544 ;

[0027] EHLHEHEHRESEE AgrD I MERMABEEZH LIk Ia’ K.
[0028]  [&] 2. FEHLJFiki pBHC-SA2 [H45H4

[0029] A4 HAOHAERERRBE AgrD 1T FERMKHEELHEZIK Ta’ FEEH.
[0030]  [&] 3. FEZH sk pBHC-SA3 HI45HY

[0031] EHEHOBERERBE AgrD 111 MEEREMKHEELHWLZIE 1o’ 2R,
[0032] P&l 4. EE4H ik pBHC-SA4 [FI45H

[0033] B4 EEBARESDBE AgrD IVIERMAKHEEZZHLHK Ia' KER.

5
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[0034] & 5 FEA Tk pBHC-SE I45H ;

[0035] &R B WA B B R NERM KL RH R ZIE Ta” AIEH,

[0036] [ 6 FLJFikE pBHC-PA [RI45H4) -

[0037] & A PKEE B3 AgrD 1 IMEFEF KR ZEZMZIK Ta” R, Hf
AgrD 1 JEPFNEAERNGHERZWEZIK Ta” M5 1 A& IR ES AL E

[0038] P& 7 FBIPLAE ML

[0039] T, R, 7352 KIGHE ALK Ta” A0 T2 A PG 5 IRB 4k, Hrp T 45
R38R 2 B FE PR IR L O RAE ;channel-forming, &2 KB 2 LK Ta” £7 T8 i
[ RE R S T IE M G5 A, 15 B FERE R R R LK Ta” R I .

[0040] &I 8 Jg A< BT A H AR 3 PMC—SAL X 75 5 2R A0 < AT BT AR 40l s 3 45 2R

[0041]  [E " Con : XJ 8 ;PEN : F # 3 ;COL By AR KB sBL21 TS Fki ) BL-21 TLFE
BT A PP K R Ta RILmERILE 8 IR EA HE H ;PMC :PMC-SAL. &SERZH M
2y R 100ng/ml .

[0042] [ 9 2 PMC-SAL XJifif A PG AR G #IB (ATCC BAA-42) % BRI R I ST F B 42
(K 25, 000 6% )

[0043]  Con, Xf A, BIEKFIEF ;

[0044]  Oxa, ZAMFEAR 500ug/ml AbIE—AN /NI, BB AAL, (B RARA 56 %

[0045]  PMC :PMC-SA1 10ug/ml AbEE/Ni, AR, AP -

[0046] &I 10 A% BIF BIPTAE 35 PMC-SAL F PMC-SE X 3 B 1% BRE&T B4 k4 i
[0047] 3% 57 12 BR VA 1 A8 KA PMC-SAT #4391, A1 4 PMC-SE 58 4231l Con : X
#8 ;PEN :75 % % ;PMC :PMC-SA1 ;PMC-SE :PMC-SE B B! E 3, 259K & 2ug/ml.

[0048] 11 AR B R A AP0 AE Z T AR IR T8 (ATCC BAA-42) BYAEK I
e .

[0049] 3 A iR FFY 480 PG b 40 A1 1) 2B A LTS REAR R e K 4061, PMC—PA O3 R0 R e
2=, 3R SR B L 2 PMC-SAT, FL YK /& PMC-SE I PMC-SA4, PMC-SA2 FI PMC—SA3 FHRZ
[0050] &9 Con : X} ;0xa : ZXMEPEAK ;SAL :PMC-SA1 ;SA2 :PMC-SA2 ;SA3 :PMC—-SA3 ;SA4 :
PMC—SA4 ;SE :PMC-SE FfI PA :PMC-PA, Z54)¥K £ 5ug/ml ;

[0051]  [&] 12 A% BB B4 A 2 PMC-SAT 1 PMC—PA X 4R MOA 11 I 4M i 4 FH

[0052]  ZRMRAT BRI K A KA A PMC-PA 522414

[0053]  Con :XtHE4H ;COL HFAE K Ji7 R 2 sPMCL :PMC-SAT H 241 4= 3K ;PMC2 :PMC-PA, 2
YR FE Sug/ml.

[0054] [ 13 A BHTAE 3R 10 2 T 2 SR MR T R G sh 4 N DR 36 25 SR 2/ BRAE AR
it £k .

[0055] 1) XfMdZH,2) WRd: PuAk 50mg/ke 21, 3) Pk 15mg/kg 41,4) kHUfhIE 50mg/kg
41,5) AR 2 Smg/ke 41, 6) PMC-PABmg/kg 4.

BAEEEAN
(00561  Zfi¢r MY 1], 3tk o A A W Ao S Tt ) F) -4tk ELAA DL B AR A o
[0057]  [sEifafsl 11 ek ALPTAE 2R A BORL A AL AT B BU P A 22 46

6
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[0058)  JEUUH TR b 264k T KW M £k Ta” A immunity 2 (5 F #9 pSELECT™-1
JkL (8. 3kb) (T Promega A ) . ZXHBEREFTER M RAEHA (QuickChange™ Kit,
Strategene A H] ) ¥ 4mhE M PR F B R AR P40 :SEQ ID NO 1.3.5.7.9 7w, 73 A4
ANBI KRB ZIE Ta’ FEEF) 626 SRERLE )5, SRAH&HETERK— R
4 ik, pBHC-SA1. pBHC-SA2. pBHC-SA3pBHC-SA4 . pBHC-SE, tn & 1 ~P 5 fizn, LA &35
B BRI 5 R 2 AgrDI (OEER 3140 SEQ 1D NO 1 RSB AE AL Ik Ta’ LS 1
SR LR E A RS EALTURL pBHC-PA 41 6 fros. AR YA E. coli BL-21 T
FEEH B PR,

[0059] ¥ A £ F % Strategene QuickChange SiteDirected Mutagenesis
Kit (catalog#200518) 2548 FMidt4T

[oo60] 1. #E& KA RN

[0061]  b5ul 10Xbuffer

[0062] 2ul(10ng) % # T KW % LM £ KA immunity & 8 3 B8 JR 28 Jit kL
pSELECT™-1,

[0063] 1.25ul (125ng) it 5’ 3’%%&%%%% ( 7. SEQ ID N024 ~ 34 {8%4 %% )
[0064]  1.25ul (125ng) #itHI 3'-5" HERZEER S|4 (W SEQ ID N025 ~ 35 A #F%1 )

[0065] 1ul dNTP

[0066]  XWZ%7/K 50ul

[0067]  1ul pfu

[0068]  ( BRJFUHRL. 51 YIFIXNZEIK SN, ¥ A 2548 P 4 50) )

[0069] 2. HE4T PCR 438, ¥ 444 A8 95°C, 35 b, Bk 53°C, 70 b, #EfH 68°C, 17 47,
3£ 20 MEFF

[0070] 3. B Dpn 1 PYIHEG lul AL BE4A DNA B /5 (37°C, 1 /NI ), B 1ul RN 5
XL1-Blue /522400 50ul YK§F 30 4344, #his 42°C, 45 7, FEEAIKH 2 735k 5

[0071] 4. QA NZY 353 0. 5ml, 220rpm, 37°CHERE 1 /M, X 50-100ul S N4)4AR (LB 35
Fn 1%3 08, In 50ug/ml B RFHE,3TCHERK) ;

[0072] 5. 18 /NS S B B » SRR Wl 3 40 5 SR AR BRLE)

[0073] 6. K545 ik 100ng 5414 19 BL-21 T F2 B BT A i 40ul vk 5 2044, furh
42°C,30 ¥, HEAKT 2 9%, in A SOC 154 160ul, 220rpm, 37 CHE B 1 /MY 544k (LB
e 1% 308, I 50ug/ml B RHHE R, 3TCIIW ) PR o BE i v NI

[0074] 7. K & 3% #,8-10 Ft FB ¥ 3, 250rpm, 37 °C, 3-4 /NI in A IPTG  , 250rpm,
28 C 4= K 4 /NI 54°C, 6000, 20 438 3500 T TE B 44, HX 4°C, 50mM Bl B 22 ¥ (pHI. 0,
2mMEDTA) 80-100m1 75 B A, N PMSF 50ug J& #8 A8 g4 (4°C, 400W, 1 7344, R 4-5
YR, ) B 2-3 43 B R ENBGRLE ) » il B L TVE B B 44 (4°C, 75, 000,90 7041 ) , BR L
EIABRIREE S 25 500 J7 37 PTTE DNA (4°CHERE 1 /AT ) , 10000g,4°C, 10 80 B O PTE S
HY 534> T8 15, 000 iBH7 48 T 4°C, 50mM BER 22 vyl 10 FHEHTIE ™ 5, FFIK 10, 000g,
4°C, 10 3Bl E O YTTE, BBV AT OM B F AT #eAT, 7840 Mt /a, 0. 3M NaCl+50mM i BR 2%
R BE R RN AT BT R O LA F . SN TR B 6 FhERALTTRL, W] ) 5l 3k45 PMC-SAL,
PMC—SA2. PMC-SA3. PMC-SA4. PMC-SE LA &z PMC—PA sNFEi YA % .

7
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[0075] il % L3k 6 FhRAR FURLME BB E KT vt KRR R 75 70 3 h -

[0076]  pBHC-SA1

[0077] 5’ -3’ (SEQ ID NO.24)

[0078] gcg aat aag ttc tgg ggt att TAT TCC ACC TGT GAT TTT ATA ATG taa ata aaa
tat aag aca ggc

[0079] 3’ -5” (SEQ ID NO.25)

[0080] gcc tgt ctt ata ttt tat tta CAT TAT AAA ATC ACA GGT GGA ATA aat acc cca
gaa ctt att cgc

[0081]  pBHC-SAZ2

[0082] 5’ -3 (SEQ ID NO. 26)

[0083] gcg aat aag ttc tgg ggt att GGA GTT AAC GCA TGT TCT TCC CTG TTT taa ata
aaa tat aagaca ggc

[oog4] 3’ -5’ (SEQ ID NO.27)

[0085] gcc tgt ctt ata ttt tat tta AAA CAG GGA AGA ACA TGC GTT AAC TCC aat acc
cca gaa ctt attcge

[0086]  pBHC-SA3

[0087] 5’ -3’ (SEQ ID NO. 28)

[0088] gcg aat aag ttc tgg ggt att TAT ATA AAC TGT GAT TTT CTT CTG taa ata aaa
tat aag aca ggc

[0089] 3’ -5’ (SEQ ID NO.29)

[0090] gcc tgt ctt ata ttt tat tta CAG AAG AAA ATC ACA GTT TAT ATA aat acc cca
gaa ctt att cgc

[0091]  pBHC-SA4

[0092] 5" -3” (SEQ ID NO. 30)

[0093] gcg aat aag ttc tgg ggt att TAT TCC ACC TGT TAC TTT ATA ATG taa ata aaa
tat aag aca ggc

[0094] 3’ -5” (SEQ ID NO.31)

[0095] gcc tgt ctt ata ttt tat tta CAT TAT AAA GTA ACA GGT GGA ATA aat acc cca
gaa ctt att cgc

[0096]  pBHC-PA

[0097] 5" -3 (SEQ ID NO. 32)

[0098] gga tga agg aga tac cga atg TAT TCC ACC TGT GAT TTT ATA ATG tct gac cct
gta cgt att aca

[0099] 3’ -5’ (SEQ ID NO. 33)

[0100] gtg aat acg tac agg gtc aga CAT TAT AAA ATC ACA GGT GGA ATA cat tcg gta
tet cct tea tece

[0101]  pBHC-SE

[0102] 5’ -3’ (SEQ ID NO. 34)

[0103] gcg aat aag ttc tgg ggt att GAT TCC GTT TGT GCA TCC TAT TTT taa ata aaa

8
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tat aag aca ggc

[0104] 3’ -5’ (SEQ IDNO. 35)

[0105] gcc tgt ctt ata ttt tat tta AAA ATA GGA TGC ACA AAC GGA ATC aat acc cca
gaa ctt att cgc

[o106]  [SEjfafs 2 ) B A Ak 250 T 5 2= sk & w1 A a4

[0107] 40435 EARUERFR, ATCC 25923 755 F UK &M B8, BV 2 79 F+ (10°CFU/ml)
AN 1% R A, 1% NaCl, 0. 5% B BE, 0. 5 % H 28, 0. 1% KHPO, I35 IR 10 ZF 4, 3
% 6 41, S —4nA 0. 3M NaCl+50mM BRRZZ il (BRI B I AE T KR &R Ta M0
oKL BL-21 TR AT =5 H 2 BRI, 85 SEI0 A P in AN BB B g4 R i E A
7)) VEA 5T B, 58 — 41N\ 100ng/ml HEZE G4, 5 =41 A 100ng/ml 4R K H &
Ta, S VUZH N 100ng/ml JC Bk BL-21 LRER BT P~ A, 5 LA 100ng/ml K e 2
Ta BRIEMERILE 8 JRMEH E A, FH/S4UNA 100ng/ml PMC-SAL FrAHiEZ.

[0108] _ERFAHWALHIE T 100 ZF+ =ML+, 200rpm, 37°C A, &/NRFRFE 100
BTN 96 FLEE AR 2466 BT (A 595nm) BV (M 4 T A= 8, 1) H A 2B K
R BRI AR E R, R E 8 iR, BArEHERBUREH W RN EER
1 PMC-SA1 T4l

[o109]  [shtaf] 3 14k 2 PMC-SAL X FE AU PE AR5 e (ATCC BAA-42) RERCRIN
%SRBSR (1 %R ER Y (5, JBUK 25, 000 % )

[0110]  FEFRWR 1% BEEE R, 1% NaCl, 0. 5% R}, 0. 5% #i%74E, 0. 1% KHPO,.

[0111]  Con : X HRZH, BN RTREE 2 TP A& & 0. 3M NaCl+50mM Al EE 22 »h i 200rpm,
3TCHK 2 /MR, WESTMRIER ;

[0112]  Oxa : A BIIREE FRBFI R MEFE AR 500ug/ml H 200rpm, 37 CAEK 1. 5 /M Ja, B
BRI A 224k, (B R AT 5B 2E

[0113]  PMC : T IN AT IR L FE9 A0 PMC—-SAL 10ug/ml Ab3H /N5, BERESE, ) A9t
[0114] 1 9 FoR, BiAPAE R 5HHF RN R BN S 2 A E, 500ug/ml 2K M FE A AT 45
A5 PR AR VS ARG BT BT, 110 10ug/ml PMC—SAT R A5 250403 T HP 420 VG AR 46 6 8T, 2R MR DG 4K 3 1
(4378 450 /247 ) F1 PMC-SAL 43 F (4 F& 70,000 A4 ) 4 FEAZE 160 %, AL
5] P A A AR R PMC—SATL P56 FH 94 FE AH 22 50 3%, A1tk PMC—SAL 7E AR SE it f51) mh 22 30 H R g4t
g A ls o N Ty N AN v S

[0115]  [sEiEf) 4 1A HiE 2 PMC-SA1 ARSI BTG

[0116]  —. SEZEGA R}

01171 (1) Z4%

[0118] @ PMC-SAL :#i4% :1. 5mg/ml

[0119] @IS FH LA Mkl A% -0. 5g/ i, A2y B PR A 7l 7=

[0120]  @yF 5T B RN A :80 JT AL / M, HRALHIZS 7 FR 2 7 A= 7=

[0121]  @UESHHEETEME JUME 1/ M, BALHIZI B PR A 7 A 7=

[0122]  @yE M ZRMETERREN JHE 0. 5g/ I, HEALHI 2 I B PR A7

[0123] @J7HEZ A :2. bmg/ml,
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[0124] @ LALLM A HEK S AR RE, 294k EE D 128mg/L64mg/L32mg/L. 16mg/L.
8mg/L4mg/L.2mg/L. 1mg/L.0. bmg/L.0. 25mg/L.0. 125mg/L~0. 06mg/L~0. 03mg/L.0. 015mg/
-

[0125]  (2) 4

[0126]  IfGPK 2 B BAAK T A EWUE > BB (SEPEERI R AR RE % ) WA
YE

[0127] & BEEEZT P 28 Bk (MRSA BEAK 10 Bk, MSSA B b 18 ¥k ) 3R f W49 3K B 10 £k (MRSA
BIAK 5 K, MSSE Tk 5 ¥k ) HERTE 5 ¥k KT 10 #K. 8 8 AFhH B 10 4%, 3L 63 Bk,
[0128]  FRUESRAEBIME 5 & R URE ORI A ERE ATCC 25923, Y 55 3 4 31 10 ] 2 BK
B ATCC29213, T FR AR PO Ak 4 36 0. 3 49 BK B ATCC BAA-42, Tif J7 i B Z BRI ATCC 700802
[0129]  (3) HEFAL

[0130] @ MH RIVZEEFRAE FREN 25g 0 100ml Z&487K, ISR, 03, B s KE, 116°C, 20
Syh, MH [EAEE 355 FRER 36g, 0 1000m 248K, & K #, 116°C, 20 4040, A T4 2= KGR
| B 75 48 PR Y 2 AR

[0131] @ fEREE I M bs 772k, BRAE MH 35 77 0 hn 5-10 % M 41 4 4 M e & 1 A%, 5% CO,
37°CHEFE 24 /TS

[0132] . iRE ¥k

[0133] 1. B fRIMEEHR AL MIC (il €

[0134] 3K FH 350 MG — 3% %% B v U 52 PMC-SAL I B R M BEIRE MIC) . F 2 mi B Fl X
(Deneley A400) ¥ 40 WiHF0 T8 N RIZ5 vk B (03 Mg 7 L3R 11D, &9 AU BT &0 10°CFU/ml,
3T°CHEE 18-24 /NI RS S, LUJCA B AR A IS 57 256 A B 2 29400 1R B IR R B2 A 25 5%
P AR R E MICAH ) »

[0135] =.45%

[0136] SEXGE R WK 1

[0137] 3¢ 1PMC-SA fRIARAMIL B S T EL A

10
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Bk (BRED A MICs (mg/L)  MICs(mg/L) MIC & [
(mg/L)
EHEFEE PMC-SAL 8—16 >16 <0. 25-64
3] SN >128 >128 1-128
MRSA B #k HER 128 >128 1-128
FORTM 16 32 0. 06-64
M T K >128 >128 0.5~128
HE&HER 0. 25 1 0. 004~2
SEBHEETR PMC-SAL 0.5 16 0. 06~>32
B MSSA Bk kMR 0.125 0.25 <0.015~0. 5
HFER 8 64 0.125~>128
HETH 0.25 1 <0.015  ~
0. 025
(o138] AW PG 0.125 0.125 <0.015~0. 25
NEER 0.5 1 0.03~1
FEHEERE  PMC-SAl >64 >64 1~>128
MRSE Bk S i bk 32 >128 0. 06~>128
HER >128 >128 8~>128
FRTIA 16 64 0. 06~64
2T HK 64 >128 0.5~>128
THER 0.5 1 0.25~2
R FHEEIRE  PMC-SAL 1 32 0. 25~64
MSSE Bk DS N 0.03 0.5 <0.125~0. 5
HEX 4 32 0.125~128
SRRk 0.03 0.25 <0. 125~0. 25
FEDTEBR 0.03 0.125 <0. 125~0. 25
THER 0.5 0.5 0.06~0. 5

[0139]

11
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i7E285] PMC-SA1 >64 >64 8~>128
SKF AR 32 >128 32~>128
HER 32 64 32~>128
ZRTIAR 0.5 16 0.25~16
ZE M T AR 16 >128 8~>128
TEEE 1 2 0. 5~50

KIGFFe PMC-SA1 16 >32 4~>16
Sk Fh PR >128 >128 128~>128
FER >128 >128 >128
HAETEHK >128 >128 16~>128
FITE AR >128 >128 >128
THER >128 >128 >128

8 REhFFE  PMC-SAL 32 >64 0.5~>64
>S5 77N >128 >128 >128
HFEER >128 >128 >128
FURTEMA >128 >128 16~>128
A TR >128 >128 >128
NEEER >128 >128 128~>128

[0140]  [SEZHER] 5) AL HUA: 38 K0S 480 W Bk B R0 K A B B e sh A 3 AR 371U 56

[0141]  — . SEIGAFEL

(01421  (1). 4%y

[0143] 259 [R) [SEiifs) 4]1.

(01441 DL EFE S TSR /KRR, 290 ST 5 10mg/kg . 5mg/kg+ 2. Smg/kg.

[0145]  (2) 48

(0146] i FRAEC P AR 6] 18 ATCC BAA-42. i 75 25 25 & 1R ATCC 292131t 7 15 %2 R 3K e

ATCC700802 KT B (IR 43 B 2 15 75 = Uk, 32033) «

(01471 . LR HVE

[0148]  EEPA/NRR 340 H, MEMER-, AT 15 ~ 20 55, BEKL 220 20 I8 e 43 3 5 4 35 6,78

ZERE ATCC BAA-42.ATCC29213. JHERE ATCC 700802 A KATH (K2 B & 5 R M

JFR, 32033) PUAN KA, Horp PMC-SAL & 3 2R PO SRR 7 1 55 R e 50 40 90 il

NN 5 R, xRN, 10 R IR AS BRI E R A B, & 2541/ K

535 E B K 5 10mg 5mg 2. 5mg/kg FIE IZGH)—IX, & 24 /NITILELE IR, LM EE 7-14
12
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K, LLNRAE T 8 FE M 45
[0149] =. &R

[0150]  5mg.3mg A Img ZyWFIE A 45 R B, PMC-SAL A/ RAFTEHRAE 3 M ELAT S
T B RN RAATE R AARE: TEE M ZERE, BIEAE A P50 - PMC-SAL XHTiid 48 78
PG T (0 A BRI IR T RCR A T 7 B E . X T BB A2 PMC—SAT B B S 30 40 1
R WA XU R R AT R 12 25 75 I PR N FH B AT B R A Fo AP AR 3 Gk LU IR T 2%
B, HAh R P AR NRIET-E > 80%, AR AT HutE: s AL T 48 /NI N2 FAET
[o151] &5 R W3k 2

[0152] 3K 2PMC-SAL AN LRI G R (Fibkeazy )

[0153]

EERC O REE MIC EDso 95% T 15 M
T (Hg/mi) mg/kg (mg/kg)
(cfw/ml)

TRk PMC-SAl 16 18.2 8.90-19.62
ATCC 3o i PAL >128 >10 >10
700802 EEE 4 416 3.27-4.86
(7.0X10°) eI 25 3.00 2.87-6.77
T BE >16 3.66 3.54-5. 41
SHRE PMC-SAI 0.5 412 3. 82-6.61
MRSA SLF 6 9.04 6.84-12.16
BAA-42 EEE 8 14.71 12.29-21.52
(6.5X10°) S 16 2541 19.43-42.70
FhER 0.5 3.54 2.75-6.16
] PMC-SA1 0.5 10.35 8.74-15.28
ATCC 29213 | Sk MERbK 7 29.11 18.42-59.64
(4.6X10%) HEE 16 10.75 8.12-17.79
eI 15 14.05 9.00-46.51
FhER 0.5 2.42 2.71-3.79
K7 el | PMC-SAL 1 3.78 3.48-6.08
02-1-65 S B >128 >30 >35

[0154]

13
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(3.8X10%) HFEE >128 >34.5 >36
=l S >128 >32 >40.11
hTaEE 128 >40.12 >44 .31

[0155] P SCHEf 4 F1 5 (R 1 AR 2 G5 R T LUEH

[0156] 1. 4FBRE (MRSA) AAHMyT B WG PE LRAE - 2K M P Ak MIC9O 9 52 {8tk PMC-SA1 I &
{HK 8 fi5. PMC-SA1 43F & (70, 0000) £ HERDT & (1,400) 1) 49 fF, KMPIA DT
i (450) f9) 1565 fi% o 4% AL AFR WA R 2590 97 50hr € » W) PMC—-SAL X3 BKTE (MRSA) 44
ANPUETE PEAH 24T 7 B 25 MRSA PRAMIUBE T PE IR 3 £, AH 24 T 2K MEPE AR MRSA 445041
BEVEPEM 1, 240 £i%,

[0157] 2. PMC-SAL J&H/NRAAN LRI LI, J/MflZhE (2. bmg/keg) 4544 K PMC-SAL 4
FITET-H AR (40% ), HAD K HIET RS AT HERA 60%, Z FIUARA 100%, I HER
60%, XTI 100% . %45 R BoR PMC-SAL (ERY H & m (60% ) sHHE RN B HER AR
PERZ (40% ) .

[0158]  [SEiEf] 61 BT B b Al 2 0 3 57 7 26 BR T A KR 2 i)

[0159]  40FE A H H EE AR PO (B KEZEHRAEDHMRER, R RIz) 1
2 12 17 BR A KR AE B RE, 05 26069, B 3 40 (10°CFU/ml K& ) A 1% % Ak,
1% NaCl,0. 5% E#HE, 0.5% HZ58E,0. 1% KHPO, MBS IR 10ml b, LR 4 4, 56— A
B 0. 3MNaC1+50mM H R 2% vyl ( f 55236 4 R e 2 BRI AR R ) A A R, 28 — 4
A 2ug/ml HEEGCH, RELHAIMA 21 g/ml PMC-SA1 F1 PMC-SE (£ /7 4 0. 3M
NaC1+50mM R ZE M ) o

[0160] _FiRBLHWAAE T 100ml =MAEMH, 200rpm, 37°CHAA, F/NEKAE 100w 1 IIA
96 FLEEFRIR P L EETE (A 595nm) Hr a0 e 40 T AR 4 RS, 1) H A B AE K it Bk LU
FUH 22 BRI E R, S5 K LI 10, H B A mT DL, 3% 57 1 26 35K BT 1 A6 A AT AR e w22 IR
), AT PR 2 KA )3

lot61]  [SZifl 71 JLARE AP A AR AOR B LR

[0162] DL NiREG ELi T A & B4 1Y) 6 TPt b 22 IR ) 40V 81 V75 1, 40 181 A 3 R AR 7R BT PR
T} FF 480 PG AR 4 B (R B A9 BR T4 ATCC BAA-42, BI¥ 5 7+ (10°CFU/ml K& ) A 1% & H
MR, 1% NaCl,0. 5% Rk, 0. 5% %5 KE, 1% KHPO, FBEIRM 10ml o, JLes 8 4, 56 —4
B 0. 3MnaCl+50mM AR 25 il (25530 PP 2 IR = AR R ) FE AN, 28 — A
TN 5o g/ml 5% 2 G4, 4 & 40 A\ PMC-SA1. PMC-SA2. PMC-SA3. PMC-SA4. PMC-SE F
PMC—PA ( {473 4 0. 3M NaCl+50mM B EE 22 R ) -

[0163] _ERZAWAAE T 100ml =K, 200rpm, 37 CHA, FE/NKAE 100w 1 IIA
96 FLEFARIR P25 YL BETE (A 595nm) Ll EAR 40 B A= Ky B2, 18] HE A0 B AR A i AR EL AR
P Z IRFEERE ST, R WKl 11,

[0164] 455 GIR, M FF 48 G AR 4380 11 A A5 K LT REAE 2K e PR AR, PMC—PA fR41 BRI 2K
SRR 5, A% SR I B 1 A& PMC—SAT, HL YK & PMC-SE i PMC-SA4, PMC-SA2 11 PMC-SA3 F¥X
Zos

14
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[o165] sty 8 B Al fn A 30 SR AT of1 AE K 1 3 i

[o166] 4B R0 B BT 0 wR A DR ek B 2 7 o 5 30 ok A2 40 0 R S IHORT TRT B AE TR
Bk (ATCC27853) , B 5 i Ft (10°CFU/ml 2L & ) I MH K59 10ml o, A% 7 41, 28
—ZH N 0. 3MNaCl+50mM AR ZE vl ( 5 SEI A PP 2 KA EAR R ) /E X, 28
A 5ug/ml AR KBHEE la, E=4HNA 5ug/ml PMC-SAL, SEYZH A 51 g/
mlPMC-PA.

[0167] _LIRBHWAAE T 100ml =MAEMH, 200rpm, 37°C A, B/ NEERFE 100w 1 IIA
96 FLEGARAR H &6 EETE (A 595nm) Eb (AN 52 40 B A K i BT, oo 40 R AE K i 2R ok U AR
YU 2 IRRI RO, a5 R W 12,

(o168] PP AT I, S50 HP AR FRAT R I A AN A PMC-PA 52240, M BT AT KB EE a
F1 PMC-SAT AR AW dlar AT B A .

lo169]  [sZiafy) 9 Hr B HLA: F 1K 2 Fi 24 5% AT B R AL sh )4 A OR3P A G

01701  — . SEEGH R

(01711 (1) 244

[0172]  PMC-PAWRHZ PR PR A Sk ffth e o U A2

[0173]  (2) 4

[0174]  ZEMNZYEMATE (IR BRE 13280, EPGERRFRBFIAHHEE ) .

(0175] — . SEEyvE

[(0176]  EIA/NE 60 F, MERES 2, 4T 15 ~ 20 55, BN 40, 18 s vE 5 22 F i 245 SR kAT
B, HorP PMC-PA R 7 7 K B K 5 A2 Skl fth e R0 2 4800000 22 52 36 4 23 70l DA AR 4 /N B 10
R RARADNR 10 R. fEREESBIERIE KA B G, & 29954/ R4l B &bk
5§ BRI — IR, B 24 /NBT ISR EE R, 4L 10 K, BUNRRZE T FIMESE R

(01771 =. &%

(0178] WPl 13 Fian/N SRAEAF ph 2k, I I vE 5 3OO0 & 2 B 25 x ikAT i e, (1), X IR
7 2 RINAHRIETS, (2), URFLPEAK 50mg/kg FE 3 KN AHBILT:, (3), KK A 15mg/kg A
1 4 RNNAFIET:, (4) , LAhig 50mg/kg 411 10 RAFIER K 20%, (5) , LA D Smg/
kg 201 10 RAEVEZ R 40%, (6) PMC-PA 5mg/kg 201 10 RAFTER N 100% .

[0179] 453 BIR, X % T 25 SR ARAT B B0 I B, A R BB B i AR 3% PMC-PA SR L HY
T TR ILH b A Rk L PR v 1

lo180]  [SEHEM] 101 KM 22 2044 22 IR 1) S e SR WL 3¢

(01811  HUKMHIE Ta 22 Bk S2Mf) 1 Fh PMC-SAL REFAERIKIHHE Ta KA AGTH
RIS E LK (ZL01128836. 1) & — /M : ER&EASERR GG, FlE
AE A IR A R 50 1w g (0. 5ml) 1 IR [AIFRPR &, S 5 £ o ELTSA [RJEe2A U/ B
MFER (M B, LA B 2 IR s P il & S A5 5E , Bevh Be 2k, 35 (1) :6-T7,
32(2006)) . FFAEM KHE R la U ABIEHH 2L (ZL01128836. 1) B de e/ FILiE R b
%107 F 107, TR E 2 Ta 28K 2 kAR A & B PMC-SAL Ff e /I BRI & R4 107 &
107,

[0182] KL KIAEE & Ta ZH 2 K LK A K B IR 3T B B A 25 PMC—SAL & it 3= U B
(O] REME S EL B A R KA T 2R Ta DL DT B 22 G A 30U N ) AT RE AR — 2 0

15
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MIER .

[0183] LR & BH B0 40 Fiiak T AN BRAIAC A B, A< Gt RN 53 RT AR 98 A B AR H 2%
PP AN T , AN B AR W RRG #4359 Y J& A% B B B AR 22 5K A e

[o184]  fffx -

lo185]  J¥5IEK -

[0186] SEQ ID NO. 1

[0187]  Zhd< 3 (o 2 BRI (5 3% AgrDI MZER B

[0188] tattccacct gtgattttat aatg 24
[0189]  SEQ ID NO.2

[0190] & AHAEREE B R AerDI FIA TSI

[0191] Tyr Ser Thr Cys Asp Phe Ile Met

[0192]  SEQ ID NO.3

[0193] <213 Zifith<p o (O HI % BRI 15 B 3 AgrDIT MUFEIA A B

[0194] ggagttaacg catgttcttc cctgttt o7
[0195]  SEQ ID NO. 4

[0196] SO EAIKEE EE AgrDIT KA LF5

[0197] Gly Val Asn Ala Cys Ser Ser Leu Phe

[0198] SEQ ID NO.5

[0199]  ZfiTh < 3h (A A A BRI 15 L3R AgrD TTT AUBEER A Br

[0200] tatataaact gtgattttct tctg 24
[0201]  SEQ ID NO. 6

[0202] & AEARREE R R AgrD 111 A T)F5

[0203] Tyr Ile Asn Cys Asp Phe Leu Leu

[0204] SEQ ID NO.7

[0205]  %filh < 8 (AR 2 K BRI 15 L 3% AgrDIV OZE AL A B

[0206] tattccacct gttactttat aatg 24
[0207]  SEQ ID NO.8

[0208] 43 (A AT KR (5 B 3 AgrDIV AN L%

[0209] Tyr Ser Thr Cys Tyr Phe Ile Met

[0210]  SEQ ID NO 9

[0211] g3k B 1 4 BRI R B 2R 2R Fr B

[0212] gattccgttt gtgcatccta tttt 24
[0213]  SEQ ID NO 10

[0214] R EZHAEIREE R RBANTLRI

[0215] Asp Ser Val Cys Ala Ser Tyr Phe

[0216] SEQ ID NO 11

[0217] KGR la L 2 REERE TS

[0218] atgtctgacc ctgtacgtat tacaaatccc gcagcagaat cgctggggta tgattcagat 60
[0219] ggcaaagaaa ttatgggtgt tgatatttat ctcaaccctc cacgtgtcga tgtctttaaa 120
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[0220] ggtacccecege ctgeatggag ttecttcggg aacaaaacca tctggggegg aaacgagtgg 180
[0221] gttgatgatt ccccaacceg aagtgatatc gaaaaaaggg acaaggaaat cacagcgtac 240
[0222] aaaaacacgc tcagcgcegcea gcagaaagag aatgagaata agecgtactga agccggaaaa 300
[0223] cgecctetetg cggegattge tgcaagggaa aaagatgaaa acacactgaa aacactcegt 360
[0224] gcecggaaacg cagatgecge tgatattaca cgacaggagt tcagactcct gcaggcagag 420
[0225] ctgagagaat acggattccg tactgaaatc gccggatatg acgceccteeg getgeataca 480
[0226] gagagcegga tgetgtttge tgatgetgat tetettegta tatctccceg ggaggecagg 540
[0227] tcgttaatcg aacaggctga aaaacggcag aaggatgcge agaacgcaga caagaaggee 600
[0228] gctgatatge ttgctgaata cgagegcaga aaaggtattc tggacacccg gttgtcagag 660
[0229] ctggaaaaaa atggecgggge ageccettgee gttettgatg cacaacagge cegtetgete 720
[0230] gggecageaga cacggaatga cagggecatt tcagaggcece ggaataaact cagttcagtg 780
[0231] acggaatcge ttaacacggc ccgtaatgca ttaaccagag ctgaacaaca gctgacgcaa 840
[0232] cagaaaaaca cgcctgacgg caaaacgata gtttcccctg aaaaattccc ggggegttea 900
[0233] tcaacaaatc attctattgt tgtgagcggt gatccgagat ttgecggtac gataaaaatc 960
[0234] acaaccagcg cagtcatcga taaccgtgca aacctgaatt atcttctgag ccattceggt 1020
[0235] ctggactata aacgcaatat tctgaatgac cggaatccgg tggtgacaga ggatgtggaa 1080
[0236] ggtgacaaga aaatttataa tgctgaagtt getgaatggg ataagttacg gcaaagattg 1140
[0237] cttgatgcca gaaataaaat cacctctget gaatctgegg taaattcggce gagaaataac 1200
[0238] ctcagtgcca gaacaaatga gcaaaagcat gcaaatgacg ctcttaatge cctgttgaag 1260
[0239] gaaaaagaga atatacgtaa ccagctttcc ggecatcaatc agaagatage ggaagagaaa 1320
[0240] agaaaacagg atgaactgaa ggcaacgaaa gacgcaatta atttcacaac agagttcctg 1380
[0241] aaatcagttt cagaaaaata tggtgcaaaa gctgagcagt tagccagaga gatggecggg 1440
[0242] caggctaaag ggaagaaaat acgtaatgtt gaagaggcat taaaaacgta tgaaaagtac 1500
[0243] cgggctgaca ttaacaaaaa aattaatgca aaagatcgtg cagegattge cgeagecctt 1560
[0244] gagtctgtga agctgtctga tatatcgtct aatctgaaca gattcagtcg gggactggga 1620
[0245] tatgcaggaa aatttacaag tcttgctgac tggatcactg agtttggtaa ggetgtcecgg 1680
[0246] acagagaact ggcgtectet ttttgttaaa acagaaacca tcatagcagg caatgecgea 1740
[0247] acggctcttg tggcactggt cttcagtatt cttaccggaa gegetttagg cattatcggg 1800
[0248] tatggtttac tgatggetgt caccggtgeg ctgattgatg aatcgettgt ggaaaaageg 1860
[0249] aataagttct ggggtatt 1878
[0250] SEQ ID NO 12

[0251]  #RiLHT BT AE R PMC-SAT (ZEKI PPl

[0252] atgtctgacc ctgtacgtat tacaaatccc gcagcagaat cgetggggta tgattcagat 60
[0253] ggcaaagaaa ttatgggtgt tgatatttat ctcaaccctc cacgtgtcga tgtctttaaa 120
[0254] ggtacccecge ctgeatggag ttcctteggg aacaaaacca tctggggegg aaacgagtgg 180
[0255] gttgatgatt ccccaacceg aagtgatatc gaaaaaaggg acaaggaaat cacagcgtac 240
[0256] aaaaacacgc tcagcgcegcea gcagaaagag aatgagaata agegtactga agccggaaaa 300
[0257] cgcctetetg cggegattge tgcaagggaa aaagatgaaa acacactgaa aacactccgt 360
[0258] gccggaaacg cagatgecge tgatattaca cgacaggagt tcagactcct gcaggcagag 420
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[0259] ctgagagaat acggattccg tactgaaatc gccggatatg acgccctceg getgecataca 480
[0260] gagagcegga tgetgtttge tgatgetgat tctcttcgta tatctececeg ggaggecagg 540
[0261] tcgttaatcg aacaggctga aaaacggcag aaggatgege agaacgcaga caagaaggec 600
[0262] gctgatatge ttgctgaata cgagegecaga aaaggtattc tggacacceg gttgtcagag 660
[0263] ctggaaaaaa atggegggge ageccttgee gttettgatg cacaacagge cegtetgete 720
[0264] gggcageaga cacggaatga cagggecatt tcagaggcecc ggaataaact cagttcagtg 780
[0265] acggaatcge ttaacacgge ccgtaatgeca ttaaccagag ctgaacaaca gctgacgcaa 840
[0266] cagaaaaaca cgcctgacgg caaaacgata gtttcccetg aaaaattccce ggggegttcea 900
[0267] tcaacaaatc attctattgt tgtgagcggt gatccgagat ttgecggtac gataaaaatc 960
[0268] acaaccagcg cagtcatcga taaccgtgeca aacctgaatt atcttctgag ccattceggt 1020
[0269] ctggactata aacgcaatat tctgaatgac cggaatccgg tggtgacaga ggatgtggaa 1080
[0270] getgacaaga aaatttataa tgctgaagtt gctgaatggg ataagttacg gcaaagattg 1140
[0271] cttgatgcca gaaataaaat cacctctget gaatctgegg taaattcgge gagaaataac 1200
[0272] ctcagtgcca gaacaaatga gcaaaagcat gcaaatgacg ctcttaatge cctgttgaag 1260
[0273] gaaaaagaga atatacgtaa ccagctttcc ggcatcaatc agaagatage ggaagagaaa 1320
[0274] agaaaacagg atgaactgaa ggcaacgaaa gacgcaatta atttcacaac agagttcctg 1380
[0275] aaatcagttt cagaaaaata tggtgcaaaa gctgagcagt tagccagaga gatggeeggg 1440
[0276] caggctaaag ggaagaaaat acgtaatgtt gaagaggcat taaaaacgta tgaaaagtac 1500
[0277] cgggctgaca ttaacaaaaa aattaatgca aaagatcgtg cagcgattge cgeagecctt 1560
[0278] gagtctgtga agctgtctga tatatcgtct aatctgaaca gattcagtcg gggactggga 1620
[0279] tatgcaggaa aatttacaag tcttgctgac tggatcactg agtttggtaa ggctgtccgg 1680
[0280] acagagaact ggcgtcctet ttttgttaaa acagaaacca tcatagcagg caatgccgea 1740
[0281] acggctcttg tggcactggt cttcagtatt cttaccggaa gegetttagg cattatcggg 1800
[0282] tatggtttac tgatggctgt caccggtgeg ctgattgatg aatcgettgt ggaaaaageg 1860
[0283] aataagttct ggggttattc cacctgtgat tttataatga tt 1902
[0284]  SEQ ID NO. 13

[0285]  FiAIPiA: 2 PMC-SAL YA L5

[0286] Ser Asp Pro Val Arg Ile Thr Asn Pro Ala Ala Glu Ser Leu Gly Tyr

[0287] Asp Ser Asp Gly Arg Glu Ile Met Gly Val Asp Ile Tyr Leu Asn Pro

[0288] Pro Arg Val Asp Val Phe Lys Gly Thr Pro Pro Ala Trp Ser Ser Phe

[0289] Gly Asn Lys Thr Ile Trp Gly Gly Asn Glu Trp Val Asp Asp Ser Pro

[0290] Thr Arg Ser Asp Ile Glu Lys Arg Asp Lys Glu Ile Thr Ala Tyr Lys

[0291] Asn Thr Leu Ser Ala Gln Gln Lys Glu Asn Glu Asn Lys Arg Thr Glu

[0292] Ala Gly Lys Arg Leu Ser Ala Ala Ile Ala Ala Arg Glu Lys Asp Glu

[0293] Asn Thr Leu Lys Thr Leu Arg Ala Gly Asn Ala Asp Ala Ala Asp Ile

[0294] Thr Arg Gln Glu Phe Arg Leu Leu Gln Ala Glu Leu Arg Glu Tyr Gly

[0295] Phe Arg Thr Glu Ile Ala Gly Tyr Asp Ala Leu Arg Leu His Thr Glu

[0296] Ser Arg Met Leu Phe Ala Asp Ala Asp Ser Leu Arg Ile Ser Pro Arg

[0297] Glu Ala Arg Ser Leu Ile Glu Gln Ala Glu Lys Arg Gln Lys Asp Ala
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[0298] Gln Asn Ala Asp Lys Lys Ala Ala Asp Met Leu Ala Glu Tyr Glu Arg

[0299] Arg Lys Gly Ile Leu Asp Thr Arg Leu Ser Glu Leu Glu Lys Asn Gly

[0300] Gly Ala Ala Leu Ala Val Leu Asp Ala Gln GIn Ala Arg Leu Leu Gly

[0301] Gln Gln Thr Arg Asn Asp Arg Ala Ile Ser Glu Ala Arg Asn Lys Leu

[0302] Ser Ser Val Thr Glu Ser Leu Asn Thr Ala Arg Asn Ala Leu Thr Arg

[0303] Ala Glu Gln Gln Leu Thr Gln Gln Lys Asn Thr Pro Asp Gly Lys Thr

[0304] Ile Val Ser Pro Glu Lys Phe Pro Gly Arg Ser Ser Thr Asn His Ser

[0305] Ile Val Val Ser Gly Asp Pro Arg Phe Ala Gly Thr Ile Lys Ile Thr

[0306] Thr Ser Ala Val Ile Asp Asn Arg Ala Asn Leu Asn Tyr Leu Leu Ser

[0307] His Ser Gly Leu Asp Tyr Lys Arg Asn Ile Leu Asn Asp Arg Asn Pro

[0308] Val Val Thr Glu Asp Val Glu Gly Asp Lys Lys Ile Tyr Asn Ala Glu

[0309] Val Ala Glu Trp Asp Lys Leu Arg Gln Arg Leu Leu Asp Ala Arg Asn

[0310] Lys Ile Thr Ser Ala Glu Ser Ala Val Asn Ser Ala Arg Asn Asn Leu

[0311] Ser Ala Arg Thr Asn Glu Gln Lys His Ala Asn Asp Ala Leu Asn Ala

[0312] Leu Leu Lys Glu Lys Glu Asn Ile Arg Asn Gln Leu Ser Gly Ile Asn

[0313] Gln Lys Ile Ala Glu Glu Lys Arg Lys Gln Asp Glu Leu Lys Ala Thr

[0314] Lys Asp Ala Ile Asn Phe Thr Thr Glu Phe Leu Lys Ser Val Ser Glu

[0315] Lys Tyr Gly Ala Lys Ala Glu Gln Leu Ala Arg Glu Met Ala Gly Gln

[0316] Ala Lys Gly Lys Lys Ile Arg Asn Val Glu Glu Ala Leu Lys Thr Tyr

[0317] Glu Lys Tyr Arg Ala Asp Ile Asn Lys Lys Ile Asn Ala Lys Asp Arg

[0318] Ala Ala Ile Ala Ala Ala Leu Glu Ser Val Lys Leu Ser Asp Ile Ser

[0319] Ser Asn Leu Asn Arg Phe Ser Arg Gly Leu Gly Tyr Ala Gly Lys Phe

[0320] Thr Ser Leu Ala Asp Trp Ile Thr Glu Phe Gly Lys Ala Val Arg Thr

[0321]  Glu Asn Trp Arg Pro Leu Phe Val Lys Thr Glu Thr Ile Ile Ala Gly

[0322] Asn Ala Ala Thr Ala Leu Val Ala Leu Val Phe Ser Ile Leu Thr Gly

[0323] Ser Ala Leu Gly Ile Ile Gly Tyr Gly Leu Leu Met Ala Val Thr Gly

[0324] Ala Leu Ile Asp Glu Ser Leu Val Glu Lys Ala Asn Lys Phe Trp Gly

[0325] Ile Tyr Ser Thr Cys Asp Phe Ile Met

[0326] SEQ ID NO. 14

[0327] b B4 E 3R PMC-SA2 [IZERI FrPAl

[0328] atgtctgacc ctgtacgtat tacaaatccc gcagcagaat cgetggggta tgattcagat 60

[0329] ggcaaagaaa ttatggccgt tgatatttat ctcaacccte cacgtgtega tgtctttaaa 120
[0330] ggtacccege ctgeatggag ttcctteggg aacaaaacca tctggggegg aaacgagtgg 180
[0331] gttgatgatt ccccaacccg aagtgatatc gaaaaaaggg acaaggaaat cacagcgtac 240
[0332] aaaaacacgc tcagecgegea gcagaaagag aatgagaata agegtactga agccggaaaa 300
[0333] cgeetetetg cggegattge tgcaagggaa aaagatgaaa acacactgaa aacactccegt 360
[0334] gccggaaacg cagatgecge tgatattaca cgacaggagt tcagactcct gcaggcagag 420
[0335] ctgagagaat acggattccg tactgaaatc gccggatatg acgccectecg getgeataca 480
[0336] gagagccgga tgetgtttge tgatgetgat tctcttcgta tatctcecceg ggaggecagg 540
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[0337] tcgttaatcg aacaggetga aaaacggcag aaggatgege agaacgcaga caagaaggcece 600
[0338] gctgatatge ttgetgaata cgagegcaga aaaggtattc tggacacceg gttgtcagag 660
[0339] ctggaaaaaa atggcgggge agcccttgee gttettgatg cacaacagge cecgtetgete 720
[0340] gggcagecaga cacggaatga cagggcecatt tcagaggcecce ggaataaact cagttcagtg 780
[0341] acggaatcgce ttaacacggce ccgtaatgeca ttaaccagag ctgaacaaca gctgacgcaa 840
[0342] cagaaaaaca cgcctgacgg caaaacgata gtttcccctg aaaaattcee ggggegttca 900
[0343] tcaacaaatc attctattgt tgtgagcggt gatccgagat ttgecggtac gataaaaatc 960
[0344] acaaccagcg cagtcatcga taaccgtgeca aacctgaatt atcttctgag ccattceggt 1020
[0345] ctggactata aacgcaatat tctgaatgac cggaatccgg tggtgacaga ggatgtggaa 1080
[0346] ggtgacaaga aaatttataa tgctgaagtt gectgaatggg ataagttacg gcaaagattg 1140
[0347] cttgatgcca gaaataaaat cacctctget gaatctgegg taaattcgge gagaaataac 1200
[0348] ctcagtgcca gaacaaatga gcaaaagcat gcaaatgacg ctcttaatge cctgttgaag 1260
[0349] gaaaaagaga atatacgtaa ccagctttcc ggcatcaatc agaagatagc ggaagagaaa 1320
[0350] agaaaacagg atgaactgaa ggcaacgaaa gacgcaatta atttcacaac agagttcctg 1380
[0351] aaatcagttt cagaaaaata tggtgcaaaa gctgagcagt tagccagaga gatggecggg 1440
[0352] caggctaaag ggaagamaat acgtaatgtt gaagaggcat taaaaacgta tgaaaagtac 1500
[0353] cgggctgaca ttaacaaaaa aattaatgca aaagatcgtg cagcgattge cgecagecctt 1560
[0354] gagtctgtga agctgtctga tatatcgtct aatctgaaca gattcagtcg gggactggga 1620
[0355] tatgcaggaa aatttacaag tcttgctgac tggatcactg agtttggtaa ggetgtcegg 1680
[0356] acagagaact ggcgtcctet ttttgttaaa acagaaacca tcatagcagg caatgecgeca 1740
[0357] acggctcttg tggcactggt cttcagtatt cttaccggaa gegetttagg cattatcggg 1800
[0358] tatggtttac tgatggctgt caccggtgeg ctgattgatg aatcgettgt ggaaaaagecg 1860
[0359] aataagttct ggggtggagt taacgecatgt tcttcectgt tttaa 1905
[0360] SEQ ID NO. 15

[0361]  FrAdHiA= 3 PMC-SA2 ) N T)F71

[0362] Ser Asp Pro Val Arg Ile Thr Asn Pro Ala Ala Glu Ser Leu Gly Tyr

[0363] Asp Ser Asp Gly Arg Glu Ile Met Ala Val Asp Ile Tyr Leu Asn Pro

[0364] Pro Arg Val Asp Val Phe Lys Gly Thr Pro Pro Ala Trp Ser Ser Phe

[0365] Gly Asn Lys Thr Ile Trp Gly Gly Asn Glu Trp Val Asp Asp Ser Pro

[0366] Thr Arg Ser Asp Ile Glu Lys Arg Asp Lys Glu Ile Thr Ala Tyr Lys

[0367] Asn Thr Leu Ser Ala Gln Gln Lys Glu Asn Glu Asn Lys Arg Thr Glu

[0368] Ala Gly Lys Arg Leu Ser Ala Ala Ile Ala Ala Arg Glu Lys Asp Glu

[0369] Asn Thr Leu Lys Thr Leu Arg Ala Gly Asn Ala Asp Ala Ala Asp Ile

[0370] Thr Arg Gln Glu Phe Arg Leu Leu Gln Ala Glu Leu Arg Glu Tyr Gly

[0371] Phe Arg Thr Glu Ile Ala Gly Tyr Asp Ala Leu Arg Leu His Thr Glu

[0372] Ser Arg Met Leu Phe Ala Asp Ala Asp Ser Leu Arg Ile Ser Pro Arg

[0373] Glu Ala Arg Ser Leu Ile Glu Gln Ala Glu Lys Arg Gln Lys Asp Ala

[0374] Gln Asn Ala Asp Lys Lys Ala Ala Asp Met Leu Ala Glu Tyr Glu Arg

[0375] Arg Lys Gly Ile Leu Asp Thr Arg Leu Ser Glu Leu Glu Lys Asn Gly
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[0376] Gly Ala Ala Leu Ala Val Leu Asp Ala Gln Gln Ala Arg Leu Leu Gly

[0377] Gln Gln Thr Arg Asn Asp Arg Ala Ile Ser Glu Ala Arg Asn Lys Leu

[0378] Ser Ser Val Thr Glu Ser Leu Asn Thr Ala Arg Asn Ala Leu Thr Arg

[0379] Ala Glu Gln Gln Leu Thr GIn GIn Lys Asn Thr Pro Asp Gly Lys Thr

[0380] Ile Val Ser Pro Glu Lys Phe Pro Gly Arg Ser Ser Thr Asn His Ser

[0381] Ile Val Val Ser Gly Asp Pro Arg Phe Ala Gly Thr Ile Lys Ile Thr

[0382] Thr Ser Ala Val Ile Asp Asn Arg Ala Asn Leu Asn Tyr Leu Leu Ser

[0383] His Ser Gly Leu Asp Tyr Lys Arg Asn Ile Leu Asn Asp Arg Asn Pro

[0384] Val Val Thr Glu Asp Val Glu Gly Asp Lys Lys Ile Tyr Asn Ala Glu

[0385] Val Ala Glu Trp Asp Lys Leu Arg Gln Arg Leu Leu Asp Ala Arg Asn

[0386] Lys Ile Thr Ser Ala Glu Ser Ala Val Asn Ser Ala Arg Asn Asn Leu

[0387] Ser Ala Arg Thr Asn Glu Gln Lys His Ala Asn Asp Ala Leu Asn Ala

[0388] Leu Leu Lys Glu Lys Glu Asn Ile Arg Asn Gln Leu Ser Gly Ile Asn

[0389] Gln Lys Ile Ala Glu Glu Lys Arg Lys Gln Asp Glu Leu Lys Ala Thr

[0390] Lys Asp Ala Ile Asn Phe Thr Thr Glu Phe Leu Lys Ser Val Ser Glu

(03911 Lys Tyr Gly Ala Lys Ala Glu Gln Leu Ala Arg Glu Met Ala Gly Gln

[0392] Ala Lys Gly Lys Lys Ile Arg Asn Val Glu Glu Ala Leu Lys Thr Tyr

[0393] Glu Lys Tyr Arg Ala Asp Ile Asn Lys Lys Ile Asn Ala Lys Asp Arg

[0394] Ala Ala Ile Ala Ala Ala Leu Glu Ser Val Lys Leu Ser Asp Ile Ser

[0395] Ser Asn Leu Asn Arg Phe Ser Arg Gly Leu Gly Tyr Ala Gly Lys Phe

[0396] Thr Ser Leu Ala Asp Trp Ile Thr Glu Phe Gly Lys Ala Val Arg Thr

[0397] Glu Asn Trp Arg Pro Leu Phe Val Lys Thr Glu Thr Ile Ile Ala Gly

[0398] Asn Ala Ala Thr Ala Leu Val Ala Leu Val Phe Ser Ile Leu Thr Gly

[0399] Ser Ala Leu Gly Ile Ile Gly Tyr Gly Leu Leu Met Ala Val Thr Gly

[0400] Ala Leu Ile Asp Glu Ser Leu Val Glu Lys Ala Asn Lys Phe Trp Gly

[0401] Ile Gly Val Asn Ala Cys Ser Ser Leu Phe

[0402] SEQ ID NO. 16

[0403] il B 3 PMC-SA3 fEER %)

[0404] atgtctgacc ctgtacgtat tacaaatccc gcagcagaat cgctggggta tgattcagat 60

[0405] ggcaaagaaa ttatggccgt tgatatttat ctcaaccctce cacgtgtcga tgtctttaaa 120
[0406] ggtacccege ctgecatggag ttcectteggg aacaaaacca tctggggegg aaacgagtgg 180
[0407] gttgatgatt ccccaacccg aagtgatatc gaaaaaaggg acaaggaaat cacagcgtac 240
[0408] aaaaacacgc tcagcgcegceca gcagaaagag aatgagaata agcgtactga agccggaaaa 300
[0409] cgeetetetg cggegattge tgcaagggaa aaagatgaaa acacactgaa aacactcegt 360
[0410] gccggaaacg cagatgecge tgatattaca cgacaggagt tcagactcct gcaggcagag 420
[0411] ctgagagaat acggattccg tactgaaatc geccggatatg acgecectceg getgeataca 480
[0412] gagagccgga tgetgtttge tgatgetgat tctettegta tatctccceg ggaggecagg 540
[0413] tcgttaatcg aacaggctga aaaacggcag aaggatgege agaacgcaga caagaaggece 600
[0414] gctgatatge ttgctgaata cgagecgcaga aaaggtattc tggacacceg gttgtcagag 660
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[0415] ctggaaaaaa atggcegggge agceccttgee gttecttgatg cacaacagge ccgtetgete 720
[0416] gggcagcaga cacggaatga cagggccatt tcagaggcece ggaataaact cagttcagtg 780
[0417] acggaatcge ttaacacgge ccgtaatgca ttaaccagag ctgaacaaca gctgacgcaa 840
[0418] cagaaaaaca cgcctgacgg caaaacgata gtttccectg aaaaattccc ggggegttea 900
[0419] tcaacaaatc attctattgt tgtgagcggt gatccgagat ttgecggtac gataaaaatc 960
[0420] acaaccagcg cagtcatcga taaccgtgea aacctgaatt atcttctgag ccattceggt 1020
[0421] ctggactata aacgcaatat tctgaatgac cggaatccgg tggtgacaga ggatgtggaa 1080
[0422] ggtgacaaga aaatttataa tgctgaagtt getgaatggg ataagttacg gcaaagattg 1140
[0423] cttgatgcca gaaataaaat cacctctget gaatctgegg taaattcgge gagaaataac 1200
[0424] ctcagtgcca gaacaaatga gcaaaagcat gecaaatgacg ctcttaatge cctgttgaag 1260
[0425] gaaaaagaga atatacgtaa ccagctttcc ggecatcaatc agaagatage ggaagagaaa 1320
[0426] agaaaacagg atgaactgaa ggcaacgaaa gacgcaatta atttcacaac agagttcctg 1380
[0427] aaatcagttt cagaaaaata tggtgcaaaa gctgagcagt tagccagaga gatggecggg 1440
[0428] caggctaaag ggaagaaaat acgtaatgtt gaagaggcat taaaaacgta tgaaaagtac 1500
[0429] cgggctgaca ttaacaaaaa aattaatgca aaagatcgtg cagegattge cgeagecctt 1560
[0430] gagtctgtga agctgtctga tatatcgtct aatctgaaca gattcagtcg gggactggga 1620
[0431] tatgcaggaa aatttacaag tcttgctgac tggatcactg agtttggtaa ggetgtccgg 1680
[0432] acagagaact ggcgtcetet ttttgttaaa acagaaacca tcatagcagg caatgccgcea 1740
[0433] acggctcttg tggcactggt cttcagtatt cttaccggaa gegetttagg cattatcggg 1800
[0434] tatggtttac tgatggctgt caccggtgeg ctgattgatg aatcgettgt ggaaaaageg 1860
[0435] aataagttct ggggtattta tataaactgt gattttcttc tgtaa 1905
[0436] SEQ ID NO 17

[0437]  HiAPLA 3 PMC-SA3 I N LF5)

[0438] Ser Asp Pro Val Arg Ile Thr Asn Pro Ala Ala Glu Ser Leu Gly Tyr

[0439] Asp Ser Asp Gly Arg Glu Ile Met Gly Val Asp Ile Tyr Leu Asn Pro

[0440] Pro Arg Val Asp Val Phe Lys Gly Thr Pro Pro Ala Trp Ser Ser Phe

[0441] Gly Asn Lys Thr Ile Trp Gly Gly Asn Glu Trp Val Asp Asp Ser Pro

[0442] Thr Arg Ser Asp Ile Glu Lys Arg Asp Lys Glu Ile Thr Ala Tyr Lys

[0443] Asn Thr Leu Ser Ala Gln Gln Lys Glu Asn Glu Asn Lys Arg Thr Glu

[0444] Ala Gly Lys Arg Leu Ser Ala Ala Ile Ala Ala Arg Glu Lys Asp Glu

[0445] Asn Thr Leu Lys Thr Leu Arg Ala Gly Asn Ala Asp Ala Ala Asp Ile

[0446] Thr Arg Gln Glu Phe Arg Leu Leu Gln Ala Glu Leu Arg Glu Tyr Gly

[0447] Phe Arg Thr Glu Ile Ala Gly Tyr Asp Ala Leu Arg Leu His Thr Glu

[0448] Ser Arg Met Leu Phe Ala Asp Ala Asp Ser Leu Arg Ile Ser Pro Arg

[0449] Glu Ala Arg Ser Leu Ile Glu Gln Ala Glu Lys Arg GIn Lys Asp Ala

[0450] Gln Asn Ala Asp Lys Lys Ala Ala Asp Met Leu Ala Glu Tyr Glu Arg

[0451] Arg Lys Gly Ile Leu Asp Thr Arg Leu Ser Glu Leu Glu Lys Asn Gly

[0452] Gly Ala Ala Leu Ala Val Leu Asp Ala Gln GIn Ala Arg Leu Leu Gly

[0453] Gln Gln Thr Arg Asn Asp Arg Ala Ile Ser Glu Ala Arg Asn Lys Leu
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[0454] Ser Ser Val Thr Glu Ser Leu Asn Thr Ala Arg Asn Ala Leu Thr Arg

[0455] Ala Glu Gln Gln Leu Thr Gln GIn Lys Asn Thr Pro Asp Gly Lys Thr

[0456] Ile Val Ser Pro Glu Lys Phe Pro Gly Arg Ser Ser Thr Asn His Ser

[0457] Ile Val Val Ser Gly Asp Pro Arg Phe Ala Gly Thr Ile Lys Ile Thr

[0458] Thr Ser Ala Val Ile Asp Asn Arg Ala Asn Leu Asn Tyr Leu Leu Ser

[0459] His Ser Gly Leu Asp Tyr Lys Arg Asn Ile Leu Asn Asp Arg Asn Pro

[0460] Val Val Thr Glu Asp Val Glu Gly Asp Lys Lys Ile Tyr Asn Ala Glu

[0461] Val Ala Glu Trp Asp Lys Leu Arg Gln Arg Leu Leu Asp Ala Arg Asn

[0462] Lys Ile Thr Ser Ala Glu Ser Ala Val Asn Ser Ala Arg Asn Asn Leu

[0463] Ser Ala Arg Thr Asn Glu Gln Lys His Ala Asn Asp Ala Leu Asn Ala

[0464] Leu Leu Lys Glu Lys Glu Asn Ile Arg Asn Gln Leu Ser Gly Ile Asn

[0465] Gln Lys Ile Ala Glu Glu Lys Arg Lys Gln Asp Glu Leu Lys Ala Thr

[0466] Lys Asp Ala Ile Asn Phe Thr Thr Glu Phe Leu Lys Ser Val Ser Glu

[0467] Lys Tyr Gly Ala Lys Ala Glu Gln Leu Ala Arg Glu Met Ala Gly Gln

[0468] Ala Lys Gly Lys Lys Ile Arg Asn Val Glu Glu Ala Leu Lys Thr Tyr

[0469] Glu Lys Tyr Arg Ala Asp Ile Asn Lys Lys Ile Asn Ala Lys Asp Arg

[0470] Ala Ala Ile Ala Ala Ala Leu Glu Ser Val Lys Leu Ser Asp Ile Ser

[0471]  Ser Asn Leu Asn Arg Phe Ser Arg Gly Leu Gly Tyr Ala Gly Lys Phe

[0472] Thr Ser Leu Ala Asp Trp Ile Thr Glu Phe Gly Lys Ala Val Arg Thr

[0473] Glu Asn Trp Arg Pro Leu Phe Val Lys Thr Glu Thr Ile Ile Ala Gly

[0474] Asn Ala Ala Thr Ala Leu Val Ala Leu Val Phe Ser Ile Leu Thr Gly

[0475] Ser Ala Leu Gly Ile Ile Gly Tyr Gly Leu Leu Met Ala Val Thr Gly

[0476] Ala Leu Ile Asp Glu Ser Leu Val Glu Lys Ala Asn Lys Phe Trp Gly

[0477] Ile Tyr Ile Asn Cys Asp Phe Leu Leu

[0478]  SEQ ID NO 18

[0479]  Zwfd T AHT EZR PMC-SA4 IIFED 75

[0480] atgtctgacc ctgtacgtat tacaaatccc gcagcagaat cgectggggta tgattcagat 60
[0481] ggcaaagaaa ttatgggtgt tgatatttat ctcaaccctce cacgtgtega tgtctttaaa 120
[0482] ggtacceecge ctgecatggag ttectteggg aacaaaacca tctggggegg aaacgagtgg 180
[0483] gttgatgatt ccccaacccg aagtgatatc gaaaaaaggg acaaggaaat cacagcgtac 240
[0484] aaaaacacgc tcagecgegea gcagaaagag aatgagaata agegtactga agccggaaaa 300
[0485] cgeetetetg cggegattge tgcaagggaa aaagatgaaa acacactgaa aacactcegt 360
[0486] geeggaaacg cagatgecge tgatattaca cgacaggagt tcagactcct gcaggcagag 420
[0487] ctgagagaat acggattccg tactgaaatc gccggatatg acgccctecg getgeataca 480
[0488] gagagccgga tgetgtttge tgatgetgat tctcttegta tatctececcg ggaggecagg 540
[0489] tcgttaatcg aacaggectga aaaacggcag aaggatgege agaacgcaga caagaaggcece 600
[0490] gctgatatge ttgctgaata cgagegecaga aaaggtattc tggacacccg gttgtcagag 660
[0491] ctggaaaaaa atggcgggge agcccttgee gttcttgatg cacaacagge cegtetgete 720
[0492] gggcagecaga cacggaatga cagggcecatt tcagaggcecce ggaataaact cagttcagtg 780
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[0493] acggaatcge ttaacacgge ccgtaatgeca ttaaccagag ctgaacaaca getgacgcaa — 840
[0494] cagaaaaaca cgectgacgg caaaacgata gtttccecetg aaaaattcce ggggegtteca 900
[0495] tcaacaaatc attctattgt tgtgagcggt gatccgagat ttgeccggtac gataaaaatc 960
[0496] acaaccagcg cagtcatcga taaccgtgca aacctgaatt atcttctgag ccattceggt 1020
[0497] ctggactata aacgcaatat tctgaatgac cggaatccgg tggtgacaga ggatgtggaa 1080
[0498] ggtgacaaga aaatttataa tgctgaagtt gectgaatggg ataagttacg gcaaagattg 1140
[0499] cttgatgcca gaaataaaat cacctctget gaatctgegg taaattcgge gagaaataac 1200
[0500] ctcagtgcca gaacaaatga gcaaaagcat geaaatgacg ctcttaatge cctgttgaag 1260
[0501] gaaaaagaga atatacgtaa ccagctttcc ggeatcaatc agaagatage ggaagagaaa 1320
[0502] agaaaacagg atgaactgaa ggcaacgaaa gacgcaatta atttcacaac agagttcctg 1380
[0503] aaatcagttt cagaaaaata tggtgcaaaa gctgagcagt tagccagaga gatggeeggg 1440
[0504] caggctaaag ggaagaaaat acgtaatgtt gaagaggcat taaaaacgta tgaaaagtac 1500
[0505] cgggctgaca ttaacaaaaa aattaatgca aaagatcgtg cagcgattge cgecageectt 1560
[0506] gagtctgtga agctgtctga tatatcgtct aatctgaaca gattcagtcg gggactggga 1620
[0507] tatgcaggaa aatttacaag tcttgctgac tggatcactg agtttggtaa ggctgtcegg 1680
[0508] acagagaact ggcgtcctet ttttgttaaa acagaaacca tcatagcagg caatgccgea 1740
[0509] acggctcttg tggecactggt cttcagtatt cttaccggaa gegetttagg cattatcggg 1800
[0510] tatggtttac tgatggctgt caccggtgeg ctgattgatg aatcgettgt ggaaaaageg 1860
[0511] aataagttct ggggttattc cacctgtgat tttataatga tt 1902
[0512]  SEQ ID NO. 19

[0513]  HAIPIAEF PMC-SA4 I A TIP3

[0514] Ser Asp Pro Val Arg Ile Thr Asn Pro Ala Ala Glu Ser Leu Gly Tyr
[0515] Asp Ser Asp Gly Arg Glu Ile Met Gly Val Asp Ile Tyr Leu Asn Pro
[0516] Pro Arg Val Asp Val Phe Lys Gly Thr Pro Pro Ala Trp Ser Ser Phe
[0517]  Gly Asn Lys Thr Ile Trp Gly Gly Asn Glu Trp Val Asp Asp Ser Pro
[0518] Thr Arg Ser Asp Ile Glu Lys Arg Asp Lys Glu Ile Thr Ala Tyr Lys
[0519] Asn Thr Leu Ser Ala Gln Gln Lys Glu Asn Glu Asn Lys Arg Thr Glu
[0520] Ala Gly Lys Arg Leu Ser Ala Ala Ile Ala Ala Arg Glu Lys Asp Glu
[0521] Asn Thr Leu Lys Thr Leu Arg Ala Gly Asn Ala Asp Ala Ala Asp Ile
[0522] Thr Arg Gln Glu Phe Arg Leu Leu Gln Ala Glu Leu Arg Glu Tyr Gly
[0523] Phe Arg Thr Glu Ile Ala Gly Tyr Asp Ala Leu Arg Leu His Thr Glu
[0524] Ser Arg Met Leu Phe Ala Asp Ala Asp Ser Leu Arg Ile Ser Pro Arg
[0525] Glu Ala Arg Ser Leu Ile Glu Gln Ala Glu Lys Arg Gln Lys Asp Ala
[0526] Gln Asn Ala Asp Lys Lys Ala Ala Asp Met Leu Ala Glu Tyr Glu Arg
[0527] Arg Lys Gly Ile Leu Asp Thr Arg Leu Ser Glu Leu Glu Lys Asn Gly
[0528] Gly Ala Ala Leu Ala Val Leu Asp Ala Gln Gln Ala Arg Leu Leu Gly
[0529] Gln Gln Thr Arg Asn Asp Arg Ala Ile Ser Glu Ala Arg Asn Lys Leu
[0530] Ser Ser Val Thr Glu Ser Leu Asn Thr Ala Arg Asn Ala Leu Thr Arg
[0531] Ala Glu Gln Gln Leu Thr Gln Gln Lys Asn Thr Pro Asp Gly Lys Thr
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[0532] Ile Val Ser Pro Glu Lys Phe Pro Gly Arg Ser Ser Thr Asn His Ser

[0533] Ile Val Val Ser Gly Asp Pro Arg Phe Ala Gly Thr Ile Lys Ile Thr

[0534] Thr Ser Ala Val Ile Asp Asn Arg Ala Asn Leu Asn Tyr Leu Leu Ser

[0535] His Ser Gly Leu Asp Tyr Lys Arg Asn Ile Leu Asn Asp Arg Asn Pro

[0536] Val Val Thr Glu Asp Val Glu Gly Asp Lys Lys Ile Tyr Asn Ala Glu

[0537] Val Ala Glu Trp Asp Lys Leu Arg Gln Arg Leu Leu Asp Ala Arg Asn

[0538] Lys Ile Thr Ser Ala Glu Ser Ala Val Asn Ser Ala Arg Asn Asn Leu

[0539] Ser Ala Arg Thr Asn Glu Gln Lys His Ala Asn Asp Ala Leu Asn Ala

[0540] Leu Leu Lys Glu Lys Glu Asn Ile Arg Asn Gln Leu Ser Gly Ile Asn

[0541] Gln Lys Ile Ala Glu Glu Lys Arg Lys Gln Asp Glu Leu Lys Ala Thr

[0542] Lys Asp Ala Ile Asn Phe Thr Thr Glu Phe Leu Lys Ser Val Ser Glu

[0543] Lys Tyr Gly Ala Lys Ala Glu Gln Leu Ala Arg Glu Met Ala Gly Gln

[0544] Ala Lys Gly Lys Lys Ile Arg Asn Val Glu Glu Ala Leu Lys Thr Tyr

[0545] Glu Lys Tyr Arg Ala Asp Ile Asn Lys Lys Ile Asn Ala Lys Asp Arg

[0546] Ala Ala Ile Ala Ala Ala Leu Glu Ser Val Lys Leu Ser Asp Ile Ser

[0547] Ser Asn Leu Asn Arg Phe Ser Arg Gly Leu Gly Tyr Ala Gly Lys Phe

[0548] Thr Ser Leu Ala Asp Trp Ile Thr Glu Phe Gly Lys Ala Val Arg Thr

[0549] Glu Asn Trp Arg Pro Leu Phe Val Lys Thr Glu Thr Ile Ile Ala Gly

[0550] Asn Ala Ala Thr Ala Leu Val Ala Leu Val Phe Ser Ile Leu Thr Gly

[0551] Ser Ala Leu Gly Ile Ile Gly Tyr Gly Leu Leu Met Ala Val Thr Gly

[0552] Ala Leu Ile Asp Glu Ser Leu Val Glu Lys Ala Asn Lys Phe Trp Gly

[0553] Ile Tyr Ser Thr Cys Tyr Phe Ile Met

[0554]  SEQ ID NO. 20

[0555]  YmidAiHid: & PMC-SE IR 751

[0556] atgtctgacc ctgtacgtat tacaaatccc gcagcagaat cgctggggta tgattcagat 60
[0557] ggcaaagaaa ttatgggtgt tgatatttat ctcaaccctc cacgtgtcga tgtctttaaa 120
[0558] ggtacccege ctgecatggag ttectteggg aacaaaacca tctggggegg aaacgagtgg 180
[0559] gttgatgatt ccccaacccg aagtgatatc gaaaaaaggg acaaggaaat cacagcgtac 240
[0560] aaaaacacgc tcagcgcegcea gcagaaagag aatgagaata agegtactga agccggaaaa 300
[0561] cgeetetetg cggegattge tgcaagggaa aaagatgaaa acacactgaa aacactcegt 360
[0562] gceggaaacg cagatgeege tgatattaca cgacaggagt tcagactcct gcaggceagag 420
[0563] ctgagagaat acggattccg tactgaaatc geccggatatg acgcectceg getgeataca 480
[0564] gagagccgga tgetgtttge tgatgetgat tctcttegta tatctcecceceg ggaggecagg 540
[0565] tcgttaatcg aacaggctga aaaacggcag aaggatgcge agaacgcaga caagaaggcce 600
[0566] gctgatatge ttgctgaata cgagcegcaga aaaggtattc tggacacceg gttgtcagag 660
[0567] ctggaaaaaa atggcggggc ageccttgee gttcttgatg cacaacagge cegtetgete 720
[0568] gggcagecaga cacggaatga cagggccatt tcagaggcecce ggaataaact cagttcagtg 780
[0569] acggaatcge ttaacacggce ccgtaatgca ttaaccagag ctgaacaaca gctgacgcaa 840
[0570] cagaaaaaca cgcctgacgg caaaacgata gtttcccetg aaaaattcce ggggegttea 900
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[0571] tcaacaaatc attctattgt tgtgageggt gatccgagat ttgecggtac gataaaaatc 960
[0572] acaaccagceg cagtcatcga taaccgtgca aacctgaatt atcttctgag ccattceggt 1020
[0573] ctggactata aacgcaatat tctgaatgac cggaatccgg tggtgacaga ggatgtggaa 1080
[0574] ggtgacaaga aaatttataa tgctgaagtt gectgaatggg ataagttacg gcaaagattg 1140
[0575] cttgatgcca gaaataaaat cacctctget gaatctgegg taaattcgge gagaaataac 1200
[0576] ctcagtgcca gaacaaatga gcaaaagcat gcaaatgacg ctcttaatge cctgttgaag 1260
[0577] gaaaaagaga atatacgtaa ccagctttcc ggcatcaatc agaagatagc ggaagagaaa 1320
[0578] agaaaacagg atgaactgaa ggcaacgaaa gacgcaatta atttcacaac agagttcctg 1380
[0579] aaatcagttt cagaaaaata tggtgcaaaa gctgagcagt tagccagaga gatggecggg 1440
[0580] caggctaaag ggaagaaaat acgtaatgtt gaagaggcat taaaaacgta tgaaaagtac 1500
[0581] cgggectgaca ttaacaaaaa aattaatgca aaagatcgtg cagegattge cgcagecctt 1560
[0582] gagtctgtga agetgtctga tatatcgtct aatctgaaca gattcagtcg gggactggga 1620
[0583] tatgcaggaa aatttacaag tcttgctgac tggatcactg agtttggtaa ggetgtcegg 1680
[0584] acagagaact ggcgtcctet ttttgttaaa acagaaacca tcatagcagg caatgecgea 1740
[0585] acggctcttg tggcactggt cttcagtatt cttaccggaa gegetttagg cattatceggg 1800
[0586] tatggtttac tgatggetgt caccggtgeg ctgattgatg aatcgettgt ggaaaaageg 1860
[0587] aataagttct ggggtgattc cgtttgtgea tectatttta tt 1902
[0588]  SEQ ID NO. 21

[0589]  HTAUHLA 2 PMC-SE KA LFP4

[0590] Ser Asp Pro Val Arg Ile Thr Asn Pro Ala Ala Glu Ser Leu Gly Tyr

[0591] Asp Ser Asp Gly Arg Glu Ile Met Gly Val Asp Ile Tyr Leu Asn Pro

[0592] Pro Arg Val Asp Val Phe Lys Gly Thr Pro Pro Ala Trp Ser Ser Phe

[0593] Gly Asn Lys Thr Ile Trp Gly Gly Asn Glu Trp Val Asp Asp Ser Pro

[0594] Thr Arg Ser Asp Ile Glu Lys Arg Asp Lys Glu Ile Thr Ala Tyr Lys

[0595] Asn Thr Leu Ser Ala Gln Gln Lys Glu Asn Glu Asn Lys Arg Thr Glu

[0596] Ala Gly Lys Arg Leu Ser Ala Ala Ile Ala Ala Arg Glu Lys Asp Glu

[0597] Asn Thr Leu Lys Thr Leu Arg Ala Gly Asn Ala Asp Ala Ala Asp Ile

[0598] Thr Arg Gln Glu Phe Arg Leu Leu Gln Ala Glu Leu Arg Glu Tyr Gly

[0599] Phe Arg Thr Glu Ile Ala Gly Tyr Asp Ala Leu Arg Leu His Thr Glu

[0600] Ser Arg Met Leu Phe Ala Asp Ala Asp Ser Leu Arg Ile Ser Pro Arg

[0601] Glu Ala Arg Ser Leu Ile Glu Gln Ala Glu Lys Arg Gln Lys Asp Ala

[0602] Gln Asn Ala Asp Lys Lys Ala Ala Asp Met Leu Ala Glu Tyr Glu Arg

[0603] Arg Lys Gly Ile Leu Asp Thr Arg Leu Ser Glu Leu Glu Lys Asn Gly

[0604] Gly Ala Ala Leu Ala Val Leu Asp Ala Gln Gln Ala Arg Leu Leu Gly

[0605] Gln Gln Thr Arg Asn Asp Arg Ala Ile Ser Glu Ala Arg Asn Lys Leu

[0606] Ser Ser Val Thr Glu Ser Leu Asn Thr Ala Arg Asn Ala Leu Thr Arg

[0607] Ala Glu Gln Gln Leu Thr Gln Gln Lys Asn Thr Pro Asp Gly Lys Thr

[0608] Ile Val Ser Pro Glu Lys Phe Pro Gly Arg Ser Ser Thr Asn His Ser

[0609] Ile Val Val Ser Gly Asp Pro Arg Phe Ala Gly Thr Ile Lys Ile Thr
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[0610] Thr Ser Ala Val Ile Asp Asn Arg Ala Asn Leu Asn Tyr Leu Leu Ser
[0611] His Ser Gly Leu Asp Tyr Lys Arg Asn Ile Leu Asn Asp Arg Asn Pro
[0612] Val Val Thr Glu Asp Val Glu Gly Asp Lys Lys Ile Tyr Asn Ala Glu
[0613] Val Ala Glu Trp Asp Lys Leu Arg Gln Arg Leu Leu Asp Ala Arg Asn
[0614] Lys Ile Thr Ser Ala Glu Ser Ala Val Asn Ser Ala Arg Asn Asn Leu
[0615] Ser Ala Arg Thr Asn Glu Gln Lys His Ala Asn Asp Ala Leu Asn Ala
[0616] Leu Leu Lys Glu Lys Glu Asn Ile Arg Asn GIn Leu Ser Gly Ile Asn
[0617] Gln Lys Ile Ala Glu Glu Lys Arg Lys Gln Asp Glu Leu Lys Ala Thr
[0618] Lys Asp Ala Ile Asn Phe Thr Thr Glu Phe Leu Lys Ser Val Ser Glu
[0619] Lys Tyr Gly Ala Lys Ala Glu Gln Leu Ala Arg Glu Met Ala Gly Gln
[0620] Ala Lys Gly Lys Lys Ile Arg Asn Val Glu Glu Ala Leu Lys Thr Tyr
[0621] Glu Lys Tyr Arg Ala Asp Ile Asn Lys Lys Ile Asn Ala Lys Asp Arg
[0622] Ala Ala Ile Ala Ala Ala Leu Glu Ser Val Lys Leu Ser Asp Ile Ser
[0623] Ser Asn Leu Asn Arg Phe Ser Arg Gly Leu Gly Tyr Ala Gly Lys Phe
[0624] Thr Ser Leu Ala Asp Trp Ile Thr Glu Phe Gly Lys Ala Val Arg Thr
[0625] Glu Asn Trp Arg Pro Leu Phe Val Lys Thr Glu Thr Ile Ile Ala Gly
[0626] Asn Ala Ala Thr Ala Leu Val Ala Leu Val Phe Ser Ile Leu Thr Gly
[0627] Ser Ala Leu Gly Ile Ile Gly Tyr Gly Leu Leu Met Ala Val Thr Gly
[0628] Ala Leu Ile Asp Glu Ser Leu Val Glu Lys Ala Asn Lys Phe Trp Gly
[0629] Ile Asp Ser Val Cys Ala Ser Tyr Phe

[0630]  SEQ ID NO. 22

[0631]  #whdFT B2 PMC-SA [ZE K 51

[0632] atgtattcca cctgtgattt tataatgtct gaccctgtac gtattacaaa tcccgcagca 60
[0633] gaatcgetgg ggtatgattc agatggcaaa gaaattatgg gtgttgatat ttatctcaac 120
[0634] cctccacgtg tcgatgtctt taamaggtacc ccgectgeat ggagttcctt cgggaacaaa 180
[0635] accatctggg geggaaacga gtgggttgat gattccccaa cccgaagtga tatcgaaaaa 240
[0636] agggacaagg aaatcacagc gtacaaaaac acgctcageg cgeagcagaa agagaatgag 300
[0637] aataagcgta ctgaagccgg aaaacgectc tctgeggega ttgetgeaag ggaaaaagat — 360
[0638] gaaaacacac tgaaaacact ccgtgcecgga aacgcagatg ccgetgatat tacacgacag — 420
[0639] gagttcagac tcctgcagge agagctgaga gaatacggat tccgtactga aatcgeegga 480
[0640] tatgacgcce tceggetgea tacagagage cggatgetgt ttgetgatge tgattctett 540
[0641] cgtatatctc cccgggagge caggtcgtta atcgaacagg ctgaaaaacg gcagaaggat 600
[0642] gcgeagaacg cagacaagaa ggecgetgat atgettgetg aatacgageg cagaaaaggt 660
[0643] attctggaca cccggttgtc agagctggaa aaaaatggeg gggcagecct tgeegttett 720
[0644] gatgcacaac aggccegtcet getcegggeag cagacacgga atgacaggge catttcagag 780
[0645] gceecggaata aactcagttc agtgacggaa tcgettaaca cggeccgtaa tgecattaacce 840
[0646] agagctgaac aacagctgac gcaacagaaa aacacgcctg acggecaaaac gatagtttce 900
[0647] cctgaaaaat tcccggggeg ttcatcaaca aatcattcta ttgttgtgag cggtgatceg 960
[0648] agatttgccg gtacgataaa aatcacaacc agcgcagtca tcgataaccg tgcaaacctg 1020
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[0649] aattatcttc tgagccattc cggtctggac tataaacgca atattctgaa tgaccggaat 1080
[0650] ccggtggtga cagaggatgt ggaaggtgac aagaaaattt ataatgctga agttgetgaa 1140
[0651] tgggataagt tacggcaaag attgcttgat gccagaaata aaatcacctc tgetgaatct 1200
[0652] gcggtaaatt cggcgagaaa taacctcagt gccagaacaa atgagcaaaa gecatgcaaat 1260
[0653] gacgctctta atgecetgtt gaaggaaaaa gagaatatac gtaaccaget ttccggeatc 1320
[0654] aatcagaaga tagcggaaga gaaaagaaaa caggatgaac tgaaggcaac gaaagacgca 1380
[0655] attaatttca caacagagtt cctgaaatca gtttcagaaa aatatggtgc aaaagctgag 1440
[0656] cagttagcca gagagatgge cgggeagget aaagggaaga aaatacgtaa tgttgaagag 1500
[0657] gcattaaaaa cgtatgaaaa gtaccggget gacattaaca aaaaaattaa tgcaaaagat 1560
[0658] cgtgcagcga ttgecgecage ccttgagtet gtgaagetgt ctgatatatc gtctaatcetg 1620
[0659] aacagattca gtcggggact gggatatgca ggaaaattta caagtcttge tgactggatc 1680
[0660] actgagtttg gtaaggctgt ccggacagag aactggegte ctctttttgt taaaacagaa 1740
[0661] accatcatag caggcaatgc cgcaacgget cttgtggeac tggtcttcag tattcttace 1800
[0662] ggaagcgett taggcattat cgggtatggt ttactgatgg ctgtcaccgg tgegetgatt 1860
[0663] gatgaatcgc ttgtggaaaa agcgaataag ttctggggta tt 1902
[0664] SEQ ID NO. 23

[0665] A4 3K PMC-SA [XIfkHE

[0666] Tyr Ser Thr Cys Asp Phe Ile Met Ser Asp Pro Val Arg Ile Thr Asn
[0667] Pro Ala Ala Glu Ser Leu Gly Tyr Asp Ser Asp Gly Arg Glu Ile Met
[0668] Gly Val Asp Ile Tyr Leu Asn Pro Pro Arg Val Asp Val Phe Lys Gly
[0669] Thr Pro Pro Ala Trp Ser Ser Phe Gly Asn Lys Thr Ile Trp Gly Gly
[0670] Asn Glu Trp Val Asp Asp Ser Pro Thr Arg Ser Asp Ile Glu Lys Arg
[0671] Asp Lys Glu Ile Thr Ala Tyr Lys Asn Thr Leu Ser Ala Gln Gln Lys
(06721  Glu Asn Glu Asn Lys Arg Thr Glu Ala Gly Lys Arg Leu Ser Ala Ala
[0673] Ile Ala Ala Arg Glu Lys Asp Glu Asn Thr Leu Lys Thr Leu Arg Ala
[0674] Gly Asn Ala Asp Ala Ala Asp Ile Thr Arg Gln Glu Phe Arg Leu Leu
[0675] Gln Ala Glu Leu Arg Glu Tyr Gly Phe Arg Thr Glu Ile Ala Gly Tyr
[0676] Asp Ala Leu Arg Leu His Thr Glu Ser Arg Met Leu Phe Ala Asp Ala
[0677] Asp Ser Leu Arg Ile Ser Pro Arg Glu Ala Arg Ser Leu Ile Glu Gln
[0678] Ala Glu Lys Arg Gln Lys Asp Ala Gln Asn Ala Asp Lys Lys Ala Ala
[0679] Asp Met Leu Ala Glu Tyr Glu Arg Arg Lys Gly Ile Leu Asp Thr Arg
[0680] Leu Ser Glu Leu Glu Lys Asn Gly Gly Ala Ala Leu Ala Val Leu Asp
[0681] Ala Gln Gln Ala Arg Leu Leu Gly Gln Gln Thr Arg Asn Asp Arg Ala
[0682] Ile Ser Glu Ala Arg Asn Lys Leu Ser Ser Val Thr Glu Ser Leu Asn
[0683] Thr Ala Arg Asn Ala Leu Thr Arg Ala Glu Gln GIn Leu Thr Gln Gln
[0684] Lys Asn Thr Pro Asp Gly Lys Thr Ile Val Ser Pro Glu Lys Phe Pro
[0685] Gly Arg Ser Ser Thr Asn His Ser Ile Val Val Ser Gly Asp Pro Arg
[0686] Phe Ala Gly Thr Ile Lys Ile Thr Thr Ser Ala Val Ile Asp Asn Arg
[0687] Ala Asn Leu Asn Tyr Leu Leu Ser His Ser Gly Leu Asp Tyr Lys Arg
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[0688] Asn Ile Leu Asn Asp Arg Asn Pro Val Val Thr Glu Asp Val Glu Gly
[0689] Asp Lys Lys Ile Tyr Asn Ala Glu Val Ala Glu Trp Asp Lys Leu Arg
[0690] Gln Arg Leu Leu Asp Ala Arg Asn Lys Ile Thr Ser Ala Glu Ser Ala
[0691] Val Asn Ser Ala Arg Asn Asn Leu Ser Ala Arg Thr Asn Glu Gln Lys
[0692] His Ala Asn Asp Ala Leu Asn Ala Leu Leu Lys Glu Lys Glu Asn Ile
[0693] Arg Asn Gln Leu Ser Gly Ile Asn Gln Lys Ile Ala Glu Glu Lys Arg
[0694] Lys Gln Asp Glu Leu Lys Ala Thr Lys Asp Ala Ile Asn Phe Thr Thr
[0695] Glu Phe Leu Lys Ser Val Ser Glu Lys Tyr Gly Ala Lys Ala Glu Gln
[0696] Leu Ala Arg Glu Met Ala Gly GIn Ala Lys Gly Lys Lys Ile Arg Asn
[0697] Val Glu Glu Ala Leu Lys Thr Tyr Glu Lys Tyr Arg Ala Asp Ile Asn
[0698] Lys Lys Ile Asn Ala Lys Asp Arg Ala Ala Ile Ala Ala Ala Leu Glu
[0699] Ser Val Lys Leu Ser Asp Ile Ser Ser Asn Leu Asn Arg Phe Ser Arg
[0700] Gly Leu Gly Tyr Ala Gly Lys Phe Thr Ser Leu Ala Asp Trp Ile Thr
[0701]  Glu Phe Gly Lys Ala Val Arg Thr Glu Asn Trp Arg Pro Leu Phe Val
[0702] Lys Thr Glu Thr Ile Ile Ala Gly Asn Ala Ala Thr Ala Leu Val Ala
[0703] Leu Val Phe Ser Ile Leu Thr Gly Ser Ala Leu Gly Ile Ile Gly Tyr
[0704] Gly Leu Leu Met Ala Val Thr Gly Ala Leu Ile Asp Glu Ser Leu Val
[0705] Glu Lys Ala Asn Lys Phe Trp Gly Ile

[0706]  SEQ ID NO. 24

[0707] &% KRS B AerDI HEK 5" 514

[0708] gcgaataagt tctggggtat ttattccacc tgtgatttta taatgtaaat aaaatataag 60
[0709] acaggc 66
[0710] SEQ ID NO. 25

[0711] & EAMZIREE B AerDI R 3" 514

[0712] gcctgtetta tattttattt acattataaa atcacaggtg gaataaatac cccagaactt 60
[0713] attcge 66
[0714]  SEQ ID NO. 26

[0715] &P EAHZEREE B AerDIT EK 5" 514

[0716] gcgaataagt tctggggtat tggagttaac gcatgttctt ccctgtttta aataaaatat 60
[0717]  aagacaggc 69
[0718]  SEQ ID NO. 27

[0719] &P A BRI B AerDIT ZERIK 3" 514

[0720] geetgtetta tattttattt aaaacaggga agaacatgeg ttaactccaa taccccagaa 60
[0721] cttattcge 69
[0722] SEQ ID NO. 28

[0723] <3 fOHIATBREMS L AgrD TI1 ERM 57 514

[0724] gcgaataagt tctggggtat ttatataaac tgtgattttc ttctgtaaat aaaatataag 60
[0725] acaggc 66
[0726]  SEQ ID NO. 29
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[0727] & R HZABKEE B AgrD I1I ZEREK 3" 514

[0728] gcctgtetta tattttattt acagaagaaa atcacagttt atataaatac cccagaactt 60
[0729] attcge 66
[0730]  SEQ ID NO. 30

[0731] 34 IRE M B K AgrDIV R 5 514

[0732] gcgaataagt tctggggtat ttattccacc tgttacttta taatgtaaat aaaatataag 60
[0733] acaggc 66
[0734]  SEQ ID NO. 31

[0735] 43 (A2 3K ERI(5 B 2% AgrDIV X 37 514

[0736] gcctgtctta tattttattt acattataaa gtaacaggtg gaataaatac cccagaactt 60
[0737] attcgc 66
[0738]  SEQ ID NO. 32

[0739]  FH Tl &SR MRAT B UAE T ) 3 (AR 3K 15 B 3K AgrDI R 57 514
[0740] geatgaagga gataccgaat gtattccacc tgtgatttta taatgtctga ccctgtacgt 60
[0741] attaca 66
[0742]  SEQ ID NO. 33

[0743]  <213> ATl SR IRAT PA DA 22 (0 & 38 (A R 2 BR P15 B R AerDI EIKIfY 37 514
[0744] gtgaatacgt acagggtcag acattataaa atcacaggtg gaatacattc ggtatctcct 60
[0745]  tcatcc 66
[0746] SEQ ID NO. 34

[0747]  RPAIZIRAE R EREEW 57 519

[0748] gcgaataagt tctggggtat tgattcegtt tgtgeatcct atttttaaat aaaatataag 60
[0749] acaggc 66
[0750]  SEQ ID NO. 35

[0751] < REZMIZIREE B RZEREMN 37 519

[0752] gcctgtctta tattttattt aaaaatagga tgcacaaacg gaatcaatac cccagaactt 60
[0753] attcge 66
[0754]  SEQ ID NO. 36

[0755]  K#T i Ta I ZIKFFF)

[0756] Ser Asp Pro Val Arg Ile Thr Asn Pro Ala Ala Glu Ser Leu Gly Tyr
[07571  Asp Ser Asp Gly Arg Glu Ile Met Gly Val Asp Ile Tyr Leu Asn Pro
[0758] Pro Arg Val Asp Val Phe Lys Gly Thr Pro Pro Ala Trp Ser Ser Phe
[0759]  Gly Asn Lys Thr Ile Trp Gly Gly Asn Glu Trp Val Asp Asp Ser Pro
[0760] Thr Arg Ser Asp Ile Glu Lys Arg Asp Lys Glu Ile Thr Ala Tyr Lys
[0761] Asn Thr Leu Ser Ala Gln Gln Lys Glu Asn Glu Asn Lys Arg Thr Glu
[0762] Ala Gly Lys Arg Leu Ser Ala Ala Ile Ala Ala Arg Glu Lys Asp Glu
[0763] Asn Thr Leu Lys Thr Leu Arg Ala Gly Asn Ala Asp Ala Ala Asp Ile
[0764] Thr Arg Gln Glu Phe Arg Leu Leu GIn Ala Glu Leu Arg Glu Tyr Gly
[0765] Phe Arg Thr Glu Ile Ala Gly Tyr Asp Ala Leu Arg Leu His Thr Glu
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[0766] Ser Arg Met Leu Phe Ala Asp Ala Asp Ser Leu Arg Ile Ser Pro Arg
[0767] Glu Ala Arg Ser Leu Ile Glu Gln Ala Glu Lys Arg Gln Lys Asp Ala
[0768] Gln Asn Ala Asp Lys Lys Ala Ala Asp Met Leu Ala Glu Tyr Glu Arg
[0769] Arg Lys Gly Ile Leu Asp Thr Arg Leu Ser Glu Leu Glu Lys Asn Gly
[0770] Gly Ala Ala Leu Ala Val Leu Asp Ala Gln Gln Ala Arg Leu Leu Gly
[0771]  Gln Gln Thr Arg Asn Asp Arg Ala Ile Ser Glu Ala Arg Asn Lys Leu
[0772] Ser Ser Val Thr Glu Ser Leu Asn Thr Ala Arg Asn Ala Leu Thr Arg
[0773] Ala Glu Gln Gln Leu Thr Gln Gln Lys Asn Thr Pro Asp Gly Lys Thr
[0774] Ile Val Ser Pro Glu Lys Phe Pro Gly Arg Ser Ser Thr Asn His Ser
[0775] Ile Val Val Ser Gly Asp Pro Arg Phe Ala Gly Thr Ile Lys Ile Thr
[0776] Thr Ser Ala Val Ile Asp Asn Arg Ala Asn Leu Asn Tyr Leu Leu Ser
[0777] His Ser Gly Leu Asp Tyr Lys Arg Asn Ile Leu Asn Asp Arg Asn Pro
[0778] Val Val Thr Glu Asp Val Glu Gly Asp Lys Lys Ile Tyr Asn Ala Glu
[0779] Val Ala Glu Trp Asp Lys Leu Arg Gln Arg Leu Leu Asp Ala Arg Asn
[0780] Lys Ile Thr Ser Ala Glu Ser Ala Val Asn Ser Ala Arg Asn Asn Leu
[0781] Ser Ala Arg Thr Asn Glu Gln Lys His Ala Asn Asp Ala Leu Asn Ala
[0782] Leu Leu Lys Glu Lys Glu Asn Ile Arg Asn Gln Leu Ser Gly Ile Asn
[0783] Gln Lys Ile Ala Glu Glu Lys Arg Lys Gln Asp Glu Leu Lys Ala Thr
[0784] Lys Asp Ala Ile Asn Phe Thr Thr Glu Phe Leu Lys Ser Val Ser Glu
[0785] Lys Tyr Gly Ala Lys Ala Glu Gln Leu Ala Arg Glu Met Ala Gly Gln
[0786] Ala Lys Gly Lys Lys Ile Arg Asn Val Glu Glu Ala Leu Lys Thr Tyr
[0787] Glu Lys Tyr Arg Ala Asp Ile Asn Lys Lys Ile Asn Ala Lys Asp Arg
[0788] Ala Ala Ile Ala Ala Ala Leu Glu Ser Val Lys Leu Ser Asp Ile Ser
[0789] Ser Asn Leu Asn Arg Phe Ser Arg Gly Leu Gly Tyr Ala Gly Lys Phe
[0790] Thr Ser Leu Ala Asp Trp Ile Thr Glu Phe Gly Lys Ala Val Arg Thr
[0791]  Glu Asn Trp Arg Pro Leu Phe Val Lys Thr Glu Thr Ile Ile Ala Gly
[0792] Asn Ala Ala Thr Ala Leu Val Ala Leu Val Phe Ser Ile Leu Thr Gly
[0793] Ser Ala Leu Gly Ile Ile Gly Tyr Gly Leu Leu Met Ala Val Thr Gly
[0794] Ala Leu Ile Asp Glu Ser Leu Val Glu Lys Ala Asn Lys Phe Trp Gly
[0795] Ile
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