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Frey, Meghan
<120>
<130> 74683- US- PSP
<160> 134
<170> Patentln version 3.5
<210> 1
<211> 4816
<212> ADN
<213> Diabrotica virgifera
<400> 1

cggatttcac
aggtcaattt
gt cact gaat
at cat gaat g
caagcccat g
t cagcat gct
at gaagaaaa
aagtcagttc
cacgtgtttt
gt agcaaagt
caggtgttct
gct gct agaa
ct aggggaat
caactaattc
ccggaaaagg

cttcttcacg

ggattctgcg
tttatatcgg

taggacttaa
aagt cat caa
gggt agaat g
gt aaaat gca
gggaaccgct
atgctcttat
tt acagaagc
ttattaaaac
cattggattc
acgccaacat
acccacacgt
agcagaaat t
cgagat caca

aacttacttt

cgtttgagac ctttcattca tctttttgtt

aagacaattt
gt ggaacacc
gcacaagccc
gaggat cctt
t gat at at ca
tggtaccatg
gaatgacttt
gt gt ccagac
cct aaaagaa
accagacacg
ggaaagaat g
cagat at aga
ggacgcct at
attaattatc

ccaagcaat g

t at ccaaat t
atggcgttaa
accaagaaga
gt ggt ggacc
gcagaaggca
gaagct gt gt
gaaccaccaa
caattattta
at caacat ag
ttccagtgta
gcagaacaaa
act gat t ggg
aaagccgacg
ct cgaccgag

gcct at gact

ttt gaaaaat
agaaccaagt
at gggccaac
agcttgccat
ttacattggt
act t gat aac
gacagat gt a
gtaccttgtg
cattcattcc
gct acgat cc
tt gcgacact
aaagaaat gt
aacct accat
gtttcgactg

tactacccat

Pagi na 1

attgttgcgg
ctccaattct
t ggt caaaaa
t ccaggacag
gaggat ggtt
t gaagat at t
accttcagaa
cagaggggca
ccaccacccc
gact gagt ca
atcattttcc
ct gt gcgact
t gagct ggct
gggagagggg
tgtatctccc

agaaaat gat

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960



gt at at aagt
gagctttggg
aat ct gaaga
gatctctcaa
acgcatcttc
t gt aaagttg
cacat gcgca
atgcgtatta
aaattggct a
ggagt caacg
gaaagaatta
at ggaggatt
gcacagtcta
gacagaggt c
atcagttttt
gt cat cat cg
ttggccggct
cagt cgt agt
agaat gact t
attatcttga
gt gcaat aaa
tat aaatt ga
tgtatttttc
tttatttaca
aattaatttc
ttcttaacat
attgtcttct
acatttggct
taattttgog
gccacact gt

ctttctctgg

acgaagcat c
t cgat ct acg
aattcaccga
ccat gat caa
atctcgct ga
agcaggattt
acat cgtccc
tagcattgta
cccatgccca
ttattaatga
cagaacaaac
gcat agacga
cgggat acca
aacaagccgt
cagagat cag
gctcgtcgceca
agaat cagat
t t aaaat aat
t cgat cagt a
aatttgtgca
agaaaatgtc
gaat aaaaag
caat agcaga
aaattgtgta
aat agt caga
att at aaaat
t gaactgctg
ttttgttgta
t cacact agt
tctgtgtttt

tttttgaaaa

Spani sh Seq Li sting_REVI SADO

ggctggtgtt
ccaccaacac
ct ccaaacgc
aaagat gccg
agactgcatg
ggcaat ggga
catcttgcta
cgccat gacg
aat caaggac
t ggaggacca
gt accaaat g
caaact ggat
t gcagcgccc
gaagaacgt t
gt gcgcect ac
cat act cact
gaaaaaggt t
gt aat gagt c
t cgaaccgtt
gaatt gtcat
t aaggt gctc
actcattgag
gttttttatt
aaaggt at aa
gatttaccaa
acatcgtttt
t ggcgacccc
attatctttt
ttttecgtttt
cggcat gaag

cgt at at aag

at gaaagaag
at cgcggt gg
at gacccaga
caat at caga
aaggcctatc
act gat gccg
gat cccaaaa
aaaaacggca
aaacagacca
agaaaaaaac
t caagat gga
cagaaacact
tctagtgccc
cctcgactgce
gaagt gacca
cccgaggact
acttttaatg
tttttaatcc
ttctttgtta
acattaaatt
aaaact caaa
ctt aaaaagt
caatttttgc
aaat gacgtt
aaaaatattt
ttttgtttta
at cat t gaaa
t gggaagat a
tcattctacc
gcat acaaac

ttttctttca

tccttctaga
t gt ct cagag
gcgacaagca
aagaattgtc
aggggt at at
aaggcgagaa
t caccaat ga
t cacagat ga
t cgccaacct
aat at acagt
cacct at cat
acccgtattt
gttatggcca
tcgtcttcgt
acgcgcagaa
t cct aagcaa
tacccgagt a
caatttaaac
cgagagttaa
gttgcgcettc
gccttcgatg
attatttcct
ggttattggg
tttgaggagt
ttttttottt
tttactgtta
acacttccaa
tatttgagga
cattttttgg
aaaaaat gtt

at agt at gaa

Pagi na 2

cgaaaacgac
cgt caccaag
gt cgat gaag
caagt at gct
agacaagttg
aat caaggat
at acgat aag
aaatctctcc
tcagttactt
accgcgcaaa
t aaggat at a
gagcggacga
gt ggcacaaa
cgt gggt gga
gaact gggaa
t ct ggcaacg
aacagtttcg
atatttatat
agctgttcaa
tgaaattgtt
agt tt at gat
accctttttt
atattatcgc
cttcctgtaa
agattttagt
aagcttctat
gaacaagaac
aacagctttg
ttgattgttg
ccaggt gt aa

ctatcattca

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820



t aaat at aca
aacaagt aca
at ct gt ggct
at gcaacct a
ataat gcatt
aaattatgta
gtattcgttg
t aagacgat g
gcgagt aat t
tt agaat agg
agaacgt gac
aaaat t agat
acagccaat a
gaat aat gga
ct acacct at
cagtagttta
aaaaaaaaaa
attatttagt
cgagt at caa
aat aacacaa
tcggccaat c
aact ggact a
agtttgattt
tttatattcc
tttctaggaa
atacatcatt
gtttcttttc
gttggtttac
cat agacat a
cgccaatatc
t accaagagg

gagagagaaa

tatttttgcet
tttagtttat
ggattttagt
acctcacat a
ggt gt ggt at
tatttatgca
act agt ct gc
cttttaaatg
aagaatctta
aaaat gtatt
aaagaat agc
aat ccttaaa
gaaaagaagc
aaact ggt cg
tttcaaatca
tcgt gaccta
cttctatttg
tgttattatt
aat cat aat a
aat acaacaa
agagcgccat
tt acaggagc
tttatagtag
ctactactcg
tataagtgta
ttcgt agagg
gt caccct ag
agcggt gt gt
ttat cgat ag
aagt acggt g
t gggagt aat

gct aagcgcee

Spani sh Seq Li sting_REVI SADO

at cagagcat
ttgttcagtt
gt gt caactc
acct caaat a
gaacgattcg
aaaatcttca
gt ccagttgc
ctttttgtgt
tctttaaata
tttcaact gt
at aaagaagg
tt aaact aga
t gaggaaggt
t gagccat ct
cagctttgta
ttttttatat
at agaaaaat
cagcatttac
cgagcaaaac
tttcttagat
attgtagtca
gat aaagcat
tcacgatgtt
ttttgccact
aaattgactg
gct ggat cat
t caat aaagt
acat gacaag
accaagct ag
gt ct agct at

ggaacgacac

ggt agagaga

accaaat gaa
atatgtttcc
cagttttata
at at aacaaa
gaatttgttt
ttttttettg
acaaacgaca
gact ggt aca
tccagttgta
acct aaccaa
acct gagctt
t at gt gt gct
ct cagat cac
aaatcttctc
ttcatgctag
at ct act aaa
aaaaat ttat
aacggt acaa
tt aacggagc
ct ggggaaaa
cgt gacct aa
t aat agcgt t
tttggtcgat
gaat gaagca
acaaattaca
gcgt gggt ga
ccttatttat
ggcgatttaa
gaat at gcca
ctttgtctgt
agacacagag

gat agat aga

gtagttctgt
atttctagta
acct aaccaa
atctctcgta
t aat t aaaga
tttacactgc
cccct aaage
tatattataa
catcttacat
acgcgt at ag
gttttagtta
aaaaaat cat
cgt gat caat
tat gct at ag
ctaactttgt
agacaccgat
cgtttacaaa
cgctttcettt
cccaacat at
t cgt cgaaga
aattttccta
atttgtgttg
gaaagacttt
ttttccacat
tgttttcgtt
tt aaaat aca
gt gct agt gt
acggat ct gc
ct caat gcat
cgtgcgagtg
gcagcggcca

ccaccgaccc

Pagi na 3

atttatttca
gtcttctggt
acctcaccta
gact aacct a
aatttttcaa
tattgatatt
tacttaacag
attaagctta
agt gtacctc
caaaaggt gt
ttcttccttc
ct ct ggcggt
tatttaagca
tttaaacgta
at cat at cct
agtttttcca
tt at ggt aaa
cagt gcagaa
accaaccttg
tttgacaatt
gattccagta
gctatcccga
agacaat gat
tcctgttcgt
act at cat cg
gttgttgtac
ttctattatc
gggt aaat ac
cggggt gt aa
t gagcgt atc
tcatatgcta

gaact gct cc

2880
2940
3000
3060
3120
3180
3240
3300
3360
3420
3480
3540
3600
3660
3720
3780
3840
3900
3960
4020
4080
4140
4200
4260
4320
4380
4440
4500
4560
4620
4680
4740
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gcgttacgct atttttcgga cctggcctaa tctattgtgt tattatatct atggttcaac 4800
tccagtttaa ccaatg 4816
<210> 2

<211> 593

<212> PRT

<213> Diabrotica virgifera

<400> 2

Met Ala Leu Lys Asn A n Val Ay @n Lys Ile Met Asn Au Val Ile

Lys His Lys Pro Thr Lys Lys Asn Ay Pro Thr Pro Ay Gn G@n Al a
20 25 30

Hs dy Val du Trp Arg Ile Leu Val Val Asp An Leu Ala Met Arg
35 40 45

Met Val Ser Ala Cys Cys Lys Met His Asp Ile Ser Ala Au Ay Ille
50 55 60

Thr Leu Val GQu Asp Ile Met Lys Lys Arg Au Pro Leu Ay Thr Met
65 70 75 80

Gu Ala Val Tyr Leu Ile Thr Pro Ser Gu Lys Ser Val His Ala Leu
85 90 95

Met Asn Asp Phe Au Pro Pro Arg A n Met Tyr Arg Ay Ala H s Val
100 105 110

Phe Phe Thr Qu Ala Cys Pro Asp G n Leu Phe Ser Thr Leu Cys His
115 120 125

Hs Pro Val Ala Lys Phe Ile Lys Thr Leu Lys Gu Ile Asn Ile Ala
130 135 140

Phe Ile Pro Thr du Ser dn Val Phe Ser Leu Asp Ser Pro Asp Thr
145 150 155 160

Phe @ n Cys Ser Tyr Asp Pro Ser Phe Ser Ala Ala Arg Asn Ala Asn
165 170 175

Met Gu Arg Mt Ala Qu An Ile Ala Thr Leu Cys Ala Thr Leu Ay
180 185 190

Pagi na 4



Spani sh Seq Li sting_REVI SADO
Au Tyr Pro His Val Arg Tyr Arg Thr Asp Trp Qu Arg Asn Val Qu
195 200 205

Leu Ala A n Leu Ile An d@n Lys Leu Asp Ala Tyr Lys Ala Asp Qu
210 215 220

Pro Thr Mt Ay Au Ay Pro u Lys Ala Arg Ser @n Leu lle Ile
225 230 235 240

Leu Asp Arg Ay Phe Asp Cys Val Ser Pro Leu Leu H's Qu Leu Thr
245 250 255

Phe A n Ala Met Ala Tyr Asp Leu Leu Pro Ile A u Asn Asp Val Tyr
260 265 270

Lys Tyr Qu Ala Ser Ala Ay Val Met Lys GQu Val Leu Leu Asp Qu
275 280 285

Asn Asp Qu Leu Trp Val Asp Leu Arg Hs An His Ile Ala Val Val
290 295 300

Ser A n Ser Val Thr Lys Asn Leu Lys Lys Phe Thr Asp Ser Lys Arg
305 310 315 320

Met Thr A n Ser Asp Lys A n Ser Met Lys Asp Leu Ser Thr Met Ile
325 330 335

Lys Lys Met Pro A n Tyr @n Lys GQu Leu Ser Lys Tyr Ala Thr His
340 345 350

Leu Hs Leu Ala Qu Asp Cys Met Lys Ala Tyr An @y Tyr lle Asp
355 360 365

Lys Leu Cys Lys Val Qu d@n Asp Leu Ala Met Ay Thr Asp Ala A u
370 375 380

Ay Qu Lys Ile Lys Asp His Met Arg Asn Ile Val Pro Ile Leu Leu
385 390 395 400

Asp Pro Lys Ile Thr Asn A u Tyr Asp Lys Met Arg Ile Ile Ala Leu
405 410 415

Tyr Ala Met Thr Lys Asn Ay Ile Thr Asp Qu Asn Leu Ser Lys Leu
420 425 430

Ala Thr HHs Ala An Ile Lys Asp Lys dn Thr Ile Ala Asn Leu A n
435 440 445

Pagi na 5
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Leu Leu Ay Val Asn Val Ile Asn Asp Ay Ay Pro Arg Lys Lys dn
450 455 460

Tyr Thr Val Pro Arg Lys Qu Arg Ile Thr u dn Thr Tyr dn Met
465 470 475 480

Ser Arg Trp Thr Pro Ile Ile Lys Asp Ile Met GQu Asp Cys Ile Asp
485 490 495

Asp Lys Leu Asp A n Lys H's Tyr Pro Tyr Leu Ser Ay Arg Ala A n
500 505 510

Ser Thr Gy Tyr His Ala Ala Pro Ser Ser Ala Arg Tyr Ay Gn Trp
515 520 525

His Lys Asp Arg dy dn dn Ala Val Lys Asn Val Pro Arg Leu Leu
530 535 540

Val Phe Val Val Gy Ay Ile Ser Phe Ser Qu Ile Arg Cys Ala Tyr
545 550 555 560

Qu Val Thr Asn Ala @ n Lys Asn Trp GQu Val Ile Ile Ay Ser Ser
565 570 575

Hs Ile Leu Thr Pro A u Asp Phe Leu Ser Asn Leu Ala Thr Leu Ala

580 585 590
Ay
<210> 3
<211> 392
<212> ADN
<213> Diabrotica virgifera
<400> 3
accat ggcgt taaagaacca agttggtcaa aaaatcatga atgaagtcat caagcacaag 60
cccaccaaga agaat gggcc aactccagga cagcaagccc at ggggt aga atggaggatc 120
cttgtggtgg accagcttgc catgaggatg gtttcagcat gctgtaaaat gcatgatata 180
t cagcagaag gcattacatt ggttgaagat attatgaaga aaagggaacc gcttggtacc 240
atggaagctg tgtacttgat aacaccttca gaaaagtcag ttcatgctct tatgaatgac 300
tttgaaccac caagacagat gtacagaggg gcacacgtgt tttttacaga agcgtgtcca 360
gaccaattat ttagtacctt gtgccaccac cc 392
<210> 4

Pagi na 6



<211> 627
<212> ADN
<213>
<400> 4

ct cgaccgag
gcct at gact
at gaaagaag
at cgcggt gg
at gacccaga
caat at caga
aaggcctatc
act gat gccg
gat cccaaaa
aaaaacggca

aaacagacca

<210> 5
<211> 24
<212> ADN
<213>
<220>
<223>
<400> 5

gtttcgactg
tact acccat
tccttctaga
t gt ct cagag
gcgacaagca
aagaattgtc
aggggt at at
aaggcgagaa
t caccaat ga
t cacagat ga

t cgccaacct
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Di abrotica virgifera

tgtatctccc
agaaaat gat
cgaaaacgac
cgt caccaag
gt cgat gaag
caagt at gct
agacaagttg
aat caaggat
at acgat aag
aaatctctcc

tcagtta

Secuencia artificial

A i gonucl e6tido pronotor de

ttaatacgac tcactatagg gaga

<210> 6
<211> 503
<212> ADN
<213>
<220>
<223>
<400> 6
caccat gggc
ggagggcaat
cgt gggcaag

caccctggtg

t ccagcggcg
gt ggat ggcc
gt ggat gccc

accaccctga

Secuencia artificial

ccctgetgtt
acaccttcag
agttcatctg

cctacggcgce

gaaggatttc tacaagagct gcatgcccga

cttcttcacg
gt at at aagt
gagctttggg
aat ct gaaga
gatctctcaa
acgcatcttc
t gt aaagttg
cacat gcgca
atgcgtatta

aaattggcta

fago T7

Porci 6n de I a regi én codificadora de

ccacggcaag
cat ccgcggce
caccaccggc

ccagtgcttc

tggctacgtg

aacttacttt
acgaagcat c
t cgat ct acg
aattcaccga
ccat gat caa
atctcgct ga
agcaggattt
acat cgtccc
tagcattgta

cccat gccca

YFP

at cccct acg
aagggct acg
gat gt gcccg
gccaagt acg

caggagcgca

Pagi na 7

ccaagcaat g
ggctggt gt t
ccaccaacac
ct ccaaacgc
aaagat gccg
agactgcat g
ggcaat ggga
catcttgcta
cgccat gacg

aat caaggac

t ggt ggagat
gcgat gccag
tgccct ggag
gccccgagcet

ccat cacctt

60
120
180
240
300
360
420
480
540
600
627

24

60
120
180
240
300



Spani sh Seq Li sting_REVI SADO

cgagggcgat ggcaatttca agacccgcgc cgaggtgacc ttcgagaatg gcagcgtgta 360
caat cgcgtg aagct gaatg gccagggctt caagaaggat ggccacgtgc tgggcaagaa 420
tctggagttc aatttcaccc cccactgcct gtacatctgg ggcgatcagg ccaat cacgg 480
cctgaagagc gccttcaaga tct 503
<210> 7

<211> 46

<212> ADN

<213> Secuencia artificia

<220>
<223> Cebador de digonucl e6tido PCR

<400> 7
ttaatacgac tcactatagg gagaaccatg gcgttaaaga accaag 46

<210> 8

<211> 44

<212> ADN

<213> Secuencia artificia

<220>
<223> Cebador de digonucl e6tido PCR

<400> 8
ttaatacgac tcactatagg gagagggt gg tggcacaagg tact 44

<210> 9

<211> 42

<212> ADN

<213> Secuencia artificia

<220>
<223> Cebador de A igonucl eétido PCR

<400> 9
ttaatacgac tcactatagg gagactcgac cgaggtttcg ac 42

<210> 10

<211> 46

<212> ADN

<213> Secuencia artificia

<220>
<223> Cebador de digonucl e6tido PCR

<400> 10
ttaat acgac tcactatagg gagataactg aaggttggcg atggtc 46
<210> 11

Pagi na 8



<211>
<212>
<213>

<220>
<223>

<400>

47
ADN

Spani sh Seq Li sting_REVI SADO

Secuencia artificial

Cebador de digonucl e6tido PCR

11

ttaatacgac tcactatagg gagacaccat gggctccagc ggcgccc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

12
47
ADN

Secuencia artificial

Cebador de digonucl e6tido PCR

12

ttaatacgac tcactatagg gagaagatct tgaaggcgct cttcagg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

tcagcat gct gt aaaatgca tgatatatca

13
645
ADN

Secuencia artificial

secuenci a fornmadora de horquilla ROP

13

at gaagaaaa

aagtcagttc

cacgtgtttt

tgcttctacc

aagtattttt

agtgtgtata

gttgatccgc

ctgtcttggt

caagt acaca

tgtaatgcct tctgctgata

<210>
<211>
<212>
<213>

<220>
<223>

14
607
ADN

tt acagaagc
tttgatatat
tt caaaat aa
ttttaattta
ggttagtctg
ggtt caaagt

gcttccat gg

gggaaccgct tggtaccatg

atgctcttat gaatgacttt

gt gt ccagac
at at aat aat
aagaat gt ag
taacttttct
gacacgcttc
cattcat aag
t accaagcgg

t at cat gcat

Secuencia artificial

gcagaaggca
gaagct gt gt
gaaccaccaa
gact agt acc
t at cact aat
tat at agcta
aat at at gac
t gt aaaaaac
agcat gaact
ttccecttttce

tttacagcat

ttacatt ggt
acttgataac
gacagat gt a
ggtt gggaaa
t agt agt aat
ttgcttttct
caaaacat gg
acgt gt gccc
gacttttctg
ttcat aat at

gctga

secuenci a fornmadora de horquilla ROP
Pagi na 9

t gaagat at t
accttcagaa
cagaggggca
ggtatgtttc
atagtatttc
gtagtttata
t gat gt gcag
ctctgtacat
aaggtgtt at

cttcaaccaa

47

47

60
120
180
240
300
360
420
480
540
600
645



<400> 14
caagt at gct

agacaagttg
aat caaggat
at acgat aag
t at at aat aa
aaagaat gt a
ataacttttc
atcgtattca
cttgattttc

cttgtctata

atacttg
<210> 15
<211> 471
<212> ADN
<213>
<220>
<223>
<400> 15

atgtcatctg
aatgttgatg
aaggact agt
aatt at cact
t agt at at ag
tct aat at at
ggcat ctccg
ct ccacaacg
<210> 16

<211> 225
<212> ADN
<213> Sol

<400> 16
gact agt acc

t at cact aat

tat at agcta

acgcatcttc
tgtaaagttg
cacat gcgca
agact agt ac
ttatcactaa
gt at at agct
t aat at at ga
ttggtgattt
tcgecttcgg

tacccct gat

gagcacttct
gccacacctt
accggt t ggg
aat t agt agt
ctattgcttt
gaccaaaaca
tagcctttce

t aaggaat ct

Spani sh Seq Li sting_REVI SADO

atctcgct ga
agcaggattt
acat cgt ccc
cggt t gggaa
ttagtagtaa
attgcttttc
ccaaaacat g
t gggat ct ag
catcagttcc

aggcct t cat

Secuencia artificial

ctttcatggg
t agcat acgt
aaaggt at gt
aat at agt at
tctgtagttt
tggtgatgtg
cacgt at gct

t cccat gaaa

anum t uber osum

ggtt gggaaa

ggtatgtttc

tagtagtaat atagtatttc

ttgcttttct gtagtttata

agact gcat g
ggcaat ggga
catcttgcta
aggtatgttt
tatagtattt
tgtagtttat
gt gat gt gca
caagat gggg
cattgccaaa

gcagtcttca

aagattcctt
gggaaaggct
ttctgcttct
ttcaagtatt
at aagt gt gt
caggttgatc
aaaggt gt gg
gagaagt gct

tgcttctacc
aagtattttt
agtgtgtata

Pagi na

aaggcctatc
act gat gccg
gat cccaaaa
ctgcttctac
caagtatttt
aagt gt gt at
ggt t gat ccg
acgatgttgc
tcctgctcaa

gcgagat gaa

secuenci a formadora de horquilla YFP

acgttgtgga
acggagat gc
acctttgata
tttttcaaaa
atattttaat
cgcggt t act
ccat caacat

ccagat gaca

tttgatatat
tt caaaat aa

ttttaattta

10

aggggt at at
aaggcgagaa
t caccaat ga
ctttgatata
tttcaaaata
attttaattt
cggttatctt
gcatgtgatc
ctttacacaa

gat gcgt agc

gat ggaaggg
ct cagt ggga
t at at at aat
t aaaagaat g
ttataacttt
ttcccactga
tcccttccat

t

at at aat aat
aagaat gt ag

taacttttct

60
120
180
240
300
360
420
480
540
600
607

60
120
180
240
300
360
420
471

60
120
180



Spani sh Seq Li sting_REVI SADO
aat at at gac caaaacatgg tgatgtgcag gttgatccgc ggtta

<210> 17

<211> 702

<212> ADN

<213>  Secuencia artificial

<220>

<223>  Secuencia optim zada de planta codificadora de
<400> 17

atgtcatctg gagcacttct ctttcatggg aagattcctt acgttgtgga

aatgttgatg
aaggttgatg
gt caccactc
ttctacaagt
gat ggcaact
gt caaact ca
ttcaacttca
tcagccttca
cacacccaga
atgtcttacc
aaagaaact g
<210> 18

<211> 218
<212> ADN
<213>
<400> 18

gccacacctt
cacagt t cat
t cacct at gg
cctgtatgce
t caagact ag
at ggt caagg
ctccccactg
agatctgtca
t gaacact cc
at gt gaaact

t cagagct gt

t agcat acgt
ct gcacaact
agcacagt gc
agat ggct at
ggct gaagt ¢
ctt caagaaa
cctctacatc
t gagatt act
cat t ggt gga
tt ccaaagat

t gact gt cgc

Di abrotica virgifera

tagctct gat gacagagccc atcgagtttc

gat t gggaac tgat gaaagt acaat ngt ng

ttataagaat ttcccaggcc tatgaaggat

aaggagat ac ctcaggaaca ttaaaaaaga

<210> 19

<211> 424
<212> ADN
<213>

<220>
<221>
<222>
<223>

Di abrotica virgifera

ot

gggaaaggct
ggtgatgttc
tttgccaagt
gt gcaagagc
acctttgaga
gatggtcatg
t ggggt gacc

ggcagcaaag
ggtccagttc
gt gacagacc

aagacct acc

aagccaaaca
aaattttaag
t gt accaacg

attattag

caracteristicas m scel aneas
(393)..(393)
nea c¢, @

Pagi na

acggagat gc
ctgtgecttg
at ggt ccaga
gcacaat cac
at gggt ct gt
t gt t gggaaa
aagccaacca
gcgacttcat
at gt t ccaga
acagagacaa

tt

gttgcat aaa

t gt ntacaac

YFP

gat ggaaggg
ct cagt ggga

gagcacactt
gt t gaaggac
ctttgaagga
ct acaat agg
gaact t ggag
cggt ct caag
agt ggct gac
gt at cat cac

catgtccttg

gct at cagcg

aacgat gaga

mt cattggaa tctgatatca

11

225

60
120
180
240
300
360
420
480
540
600
660
702

60
120
180
218



<220>
<221>
<222>
<223>
<220>
<221>
<222>
<223>

<400> 19
ttgttacaag

ttctgtcaaa
gggcat ccca
ttacacctta
t caat ggcag
gaaat cgat c
gat aggat ag
t aag

<210> 20
<211> 397
<212>
<213>

<400> 20

agat gt t ggc tgcatctaga

gcagaat agt

tcaat gccct tcaacgcaaa

acgt ccaaca aat ccaagaa

ct aaagaaat

cttgcgat ca gagacacgga

t ggt acgaac

<210> 21
<211> 490
<212>
<213>

<400> 21

ADN
Di abrotica virgifera

ADN
Di abrotica virgifera

ct ggagaact
gaaat aaacc
tt gaaaaagc
t ccagagcgt
gcgt cggt ac
t agaggaaat

cggat gacac

ggaaaaacag

caccaacagg

gt t gat gcag

Spani sh Seq Li sting_REVI SADO

carcateristicas m scel aneas
(394)..(394)
nea c¢, @

ot

ot

tctctttget
acaat t gaat
cat t gaaaac
aagagat caa
t gacgat aga
caaacaat gc

at ct ggcgac

gaat t acaca
gt at ccat gt
caccagaact
gaat cagct a
gagcaggaag
aaat t gagcg

t ggat ggacg

gcagat gaac accagcgaga aaccaagaga

ccat cagaca ctcaaggctg agat cgaagc

tttaggaaag gaattgttga gccgtaatca

ggt cgcgtt g acgaat caaa ggaat gct gt

carcateristicas m scel aneas
(395)..(395)
nesa c, (¢,

ggaaccgaag
ttgatattcg
gagttttcag
gttgcatatt
actttaatca
t at gaagaaa

t annnaaaag

agttcttcca
ctgat gaatt
tcct ccaaga
aactt caagc
t ggt agcagc
at act ggt ga

aat ggac

tgttagt ggt
cagagaagac
ctatgct agt

act acagagg

Pagi na

agtcagtatt
acaaat at ga
gaaat gct aa
t ggt aaccag
gaattgttgt
tctacagt aa

ccttattagc

tgatt gcaag
gggaagggac
cctacaaaca
tagctatgcc
ct gggcagcc

tctattcaaa

gttgaattgt
aactttacgg
gctgatatta

t gggaagaaa

12

taatgctgta
agaaattgtt
acaagccatg
gct gcat gat
ttcgagat ct

aaccttggcet

cogttgttggt

gat gt act ga
gcaggagct g
ct ccaat cga
ggt gat agag
ttgcagat cg

ttctttaact

t gat gaacaa
cttgtatttc

aggat aaat t

gat gggagaa

60
120
180
240
300
360
420
424

60
120
180
240
300
360
397

60
120
180
240



cttgcaactc
gttgatcgca
t gaaaacttg
att cagt gct
agct gcccag
<210> 22

<211> 330
<212> ADN
<213>

<400> 22
agt gaaat gt

tattctgtag
gcctttcctce
gacgacaaaa
atagatatta
cat acaaagt
<210> 23

<211> 320
<212> ADN
<213>

<400> 23
caaagt caag

gacgt gct cg
gaccaaaat ¢
t gact agcgce
at ct gccaac

ccttettgtt

<210> 24
<211> 46
<212> ADN
<213>
<220>
<223>:
<400> 24

Spani sh Seq Li sting_REVI SADO

atcctcgagg tataccaatt
caagaacctt acttgatgag
at aaagaaac acgaagcgtt

tt ggagagac tgacgacgtt

Di abrotica virgifera

t agcaaat at aacat ccaag
tttcactatc ttcaaccgaa
caaaat at ca agaacct cga
aattgggtat tcttgagctg
tacat caaaa tgttagatgg

caagatttga agtgagaggt

Di abrotica virgifera

atttgaagtg agaggt ggag
acatggttca attagaagtc
tccaacccct catttttaca
actttcagta aaatttgccc
t gacgaacaa agttat at ag

ttatttgtag

Secuencia artificial

cgccagagat
ccaagaact a
cgaaaaat cg

cgaatt gaga

tttcgtaatt
aat agaat aa
caagtttggt
catcctgatg

caaagtttat

gt cgaaaacc
cactttggag
tgattccatt
aagat gact t

aagagct ggt

Cebador de digonucl edtido PCR

gcggecgtcg
ggacacacca
gcagcggcgce

gaaat aaaga

gtacttgctc
at gt agaacc
tggagagttt
tttttgctac

at agat at gt

gt ggccgcaa
aggt ggagga
ctacacccgt
gcacgttgtg

caaaagccgc

ttaatacgac tcactatagg gagagctcca acagtggttc cttatc

<210> 25
<211> 29

Pagi na 13

ccgaagcat g
tt gacgacgt
aagaagagag

ggaaacaaga

agt t agaaaa
tcgcgaactt
agat acgat a
t aat ccaaga

aagct at gct

aagggat t gg
gttgttcatg

ttgctgggtt
gat agt ct ag

ttttgggggt

300
360
420
480
490

60
120
180
240
300
330

60
120
180
240
300
320

46



Spani sh Seq Li sting_REVI SADO
<212> ADN
<213> Secuencia artificia

<220>
<223> Cebador de digonucl e6tido PCR

<400> 25
ctaataattc ttttttaatg ttcctgagg

<210> 26

<211> 22

<212> ADN

<213> Secuencia artificia

<220>
<223> Cebador de digonucl e6tido PCR

<400> 26
gctccaacag tggttcctta tc

<210> 27

<211> 53

<212> ADN

<213> Secuencia artificia

<220>
<223> Cebador de digonucl e6tido PCR

<400> 27
ttaatacgac tcactatagg gagactaata attctttttt aatgttcctg agg

<210> 28

<211> 48

<212> ADN

<213> Secuencia artificia

<220>
<223> Cebador de digonucl e6tido PCR

<400> 28
ttaatacgac tcactatagg gagattgtta caagctggag aacttctc

<210> 29

<211> 24

<212> ADN

<213> Secuencia artificial

<220>
<223> Cebador de digonucl e6tido PCR

<400> 29
cttaaccaac aacggctaat aagg

<210> 30

<211> 24

<212> ADN

<213> Secuencia artificia

Pagi na 14

29

22

53

48

24



Spani sh Seq Li sting_REVI SADO

<220>
<223> Cebador de digonucl edtido PCR

<400> 30
ttgttacaag ctggagaact tctc

<210> 31

<211> 48

<212> ADN

<213> Secuencia artificia

<220>
<223> Cebador de digonucl edtido PCR

<400> 31

ttaatacgac tcactatagg gagacttaac caacaacggc taataagg

<210> 32

<211> 47

<212> ADN

<213> Secuencia artificial

<220>
<223> Cebador de digonucl edtido PCR

<400> 32

ttaatacgac tcactatagg gagaagat gt tggctgcatc tagagaa

<210> 33

<211> 22

<212> ADN

<213> Secuencia artificia

<220>
<223> Cebador de digonucl edtido PCR

<400> 33
gtccattcgt ccatccactg ca

<210> 34

<211> 23

<212> ADN

<213> Secuencia artificia

<220>
<223> Cebador de digonucl edtido PCR

<400> 34
agat gtt ggc tgcatctaga gaa

<210> 35

<211> 46

<212> ADN

<213> Secuencia artificia

<220>
<223> Cebador de digonucl edtido PCR

Pagi na 15

24

48

47

22

23



<400>

Spani sh Seq Li sting_REVI SADO
35

ttaatacgac tcactatagg gagagtccat tcgtccatcc actgca

<210>
<211>
<212>
<213>

<220>
<223>

<400>

36

46

ADN

Secuencia artificial

Cebador de digonucl e6tido PCR
36

ttaatacgac tcactatagg gagagcagat gaacaccagc gagaaa

<210>
<211>
<212>
<213>

<220>
<223>

<400>

37

22

ADN

Secuencia artificial

Cebador de digonucl e6tido PCR
37

ctgggcagct tcttgtttcec tc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

38

22

ADN

Secuencia artificial

Cebador de digonucl e6tido PCR
38

gcagat gaac accagcgaga aa

<210>
<211>
<212>
<213>

<220>
<223>

<400>

39

46

ADN

Secuencia artificial

Cebador de digonucl e6tido PCR
39

ttaatacgac tcactatagg gagactgggc agcttcttgt ttcctc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

40

51

ADN

Secuencia artificial

Cebador de digonucl e6tido PCR
40

ttaatacgac tcactatagg gagaagtgaa atgttagcaa atataacatc c

Pagi na 16

46

46

22

22

46

51



Spani sh Seq Li sting_REVI SADO

<210> 41

<211> 26

<212> ADN

<213> Secuencia artificial

<220>
<223> Cebador de digonucl edtido PCR

<400> 41
acctctcact tcaaatcttg actttg

<210> 42

<211> 27

<212> ADN

<213> Secuencia artificial

<220>
<223> Cebador de digonucl edtido PCR

<400> 42
agt gaaat gt tagcaaatat aacatcc

<210> 43

<211> 50

<212> ADN

<213> Secuencia artificia

<220>
<223> Cebador de digonucl edtido PCR

<400> 43
ttaatacgac tcactatagg gagaacctct cacttcaaat cttgactttg

<210> 44

<211> 50

<212> ADN

<213> Secuencia artificial

<220>
<223> Cebador de digonucl e6tido PCR

<400> 44
ttaatacgac tcactatagg gagacaaagt caagatttga agtgagaggt

<210> 45

<211> 25

<212> ADN

<213> Secuencia artificia

<220>
<223> Cebador de digonucl e6tido PCR

<400> 45
ct acaaat aa aacaagaagg acccc

<210> 46
<211> 26

Pagi na 17

26

27

50

50

25



<212> ADN
<213>
<220>
<223>
<400> 46

Spani sh Seq Li sting_REVI SADO

Secuencia artificial

caaagt caag atttgaagtg agaggt

<210> 47
<211> 49
<212> ADN
<213>
<220>
<223>
<400> 47

Secuencia artificial

Cebador de digonucl e6tido PCR

Cebador de digonucl e6tido PCR

ttaat acgac tcactatagg gagact acaa at aaaacaag

<210>
<211>
<212>
<213>

48
1150
ADN
Zea

<400> 48
caacggggca

agcgccct gc
ccgcggaget
gggt cat cca
at gaacttca
aacat acaca
agaaagaggc
agccttctga
gt gat gct gt
tgtgttggga
ttcttttcta
ttcttactgt
ttagagttga
acggcgacgg
ctactttgtc
ttgcccat aa
t gacacaaag

gtgtttgcca

mays

gcact gcact
gaagcaaact
gaagacagcg
gt cccacaaa
aacaacacat
aact ggcatc
actgccacct
ccaggttata
ggtt gt gaac
ggat act aat
cgacgaggtt
gcgagt gagg
tggtgtactg
agccaagcca
t gcgaaagga
gcttcctatt

gcgecct ace

cat gttgtgg

gcact gcaac
acgccgat gg
ggggcggagg
ggccctat cc
ttacct gaga
aaatttcatt
gttgaggttc
cttgactacg
tctggcactc
gatcggattg
atcttgtatg
gt aat gccaa
at gaggt t ga
gtggtacttc
tatccttcgg
gt gacgcaga
gcgt gt acat

atgtacgttt

tgcgaatttc
cttcggcggce
tgattcccgg
t caacgccgce
tggtttttgg
ttaat gcgct
ct gct gcagc
actatacatt
cacaaacaag
acattgttgc
aagat gagtt
ctggttggtt
gagacact cg
gtgagtgctg
act ct gcagc
agacccaaaa
catgactgtc

ct at gacgaa
Pagi na

aaggacccc

cgtcagcttg
ggcgt gggag
cggcgt gcga
ctctctgcaa
agagagtttc
tgatgcactc
aaaat ggaag
tacgacacca
tttagatgga
cctttcagca
agct gacaat
tctgcttttg
gttacattgc
ct ggagggaa
gt acgcggac
gct gaaaaat
ctgtcctatc

acaccat agt
18

gagcggt cca
ggt ccgacgg
gt gaaggggt
cgctttgaag
ttgtcacttc
aaggcat gga
ttcagaagta
tattgtggga
tgcggcact t
aaagaaccca
ggt at ct cat
cgtttttgge
ctgtttggaa
gcaacatttg
ccgaacctta
cctacct gac
gttgcctttt

ccatttcgcc

26

49

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080



Spani sh Seq Li sting_REVI SADO

t gggccgaac agagatagct gattgtcatg tcacgtttga attagaccat tccttageccc 1140
tttttccecce 1150
<210> 49

<211> 22

<212> ADN

<213> Secuencia artificial

<220>
<223> A i gonucl e6ti do T20NV

<220>

<221> caracteristicas m scel aneas
<222> (22)..(22)

<223> nea°¢c g, ot

<400> 49
tttttttttt tttttttttt vn 22

<210> 50

<211> 20

<212> ADN

<213> Secuencia artificia

<220>
<223> P5U76S (F) Cebador de A igonucl eétido PCR

<400> 50
ttgtgatgtt ggtggcgt at 20

<210> 51

<211> 24

<212> ADN

<213> Secuencia artificia

<220>
<223> P5U76A (R) Cebador de A igonucl eétido PCR

<400> 51
tgtt aaat aa aaccccaaag atcg 24

<210> 52

<211> 21

<212> ADN

<213> Secuencia artificia

<220>
<223> Tl PnxF Cebador de Qi gonucl e6tido PCR

<400> 52
t gagggt aat gccaactggt t 21

<210> 53
<211> 24
<212> ADN

Pagi na 19



Spani sh Seq Li sting_REVI SADO
<213> Secuencia artificia

<220>
<223> Tl PnxR Cebador de digonucl e6tido PCR

<400> 53
gcaat gt aac cgagtgtctc tcaa

<210> 54

<211> 32

<212> ADN

<213> Secuencia artificia

<220>
<223> Pr obeHXTI P A i gonucl e6ti do de sonda

<400> 54
tttttggctt agagttgatg gtgtactgat ga

<210> 55

<211> 151

<212> ADN

<213> Secuencia artificial

<220>
<223> Por ci 6n regi 6n codifi cadora de SpecR

<400> 55
gaccgt aagg cttgatgaaa caacgcggcg agctttgatc aacgaccttt tggaaacttc

ggcttcccct ggagagagcg agattctccg cgetgtagaa gtcaccattg ttgtgcacga

cgacatcatt ccgtggcgtt atccagctaa g

<210> 56

<211> 69

<212> ADN

<213> Secuencia artificia

<220>
<223> Porci 6n de regi 6n codificadora de AADL

<400> 56
tgttcggttc cctctaccaa gcacagaacc gtcgcttcag caacacctca gtcaaggtga

tggatgttg

<210> 57

<211> 4233
<212> ADN
<213> Zea mays

<400> 57
agcctggt gt ttccggagga gacagacatg atccctgccg ttgctgatcc gacgacgetg

gacggcgggg gcgcgegecag geccgttgetc ccggagacgg accctcgggg gegt get gec

gccggcgecg agcagaagcg gccgccgget acgccgaccg ttctcaccge cgtcgtctcce

Pagi na 20

24

32

60
120
151

60
69

60
120
180



gccgtget cc
caggct gggg
ggcgt ggct g
caggact tct
ccccccaaga
tecgttttttt
acgcctcgtg
ggcttctcca
cggcatgctg
acat caat gc
tcgecgtattg
acctcttcta
ccgtctcgeg
cgtacgacgc
tcatgctcta
cggccgacgce
tggt gccgec
cgccggeegg
cggggct gge
t gat gcacgc
cgggat cagg
ccggggt gaa
t cggcaccta
ggat cggcct
tccttcgeeg
t cct caaggg
atcttgctgg
gtgtgtggtg
agt aat gggg
ggagacaaca
ttttgttgtg

cccgt aaaac

tgctcgtcct
gcgttccege
agggcegtgtc
cctggaccaa
act ggat gaa
cttttttcct
cacat ggcga
gat ccgaacg
cttttctgeg
acgat at aat
at gt cgt gac
ccagt ggaac
cgacctcctc
caacggcgtc
cacgggct cc
gt ccgacccg
gccgggeatc
caacgacacg
gctggt gt ac
cgt gccgggce
cgccgeggeg
gcacgtgctc
cgacccggcg
ccggt acgac
gcgggtgetc
ct gggcat cc
cat cgaat ca
gggat ggt ga
ttgcgtataa
gt aggggt ag
gat cgt ccaa

atttctcaag

Spani sh Seq Li sting_REVI SADO

cgtggeggtc
gggcgaagat
ggagaagt cc
cgcgatgctg
cggttagttg
ctcgttctgg
tacccgatcc
gtaagttgtt
cgtgcat gcg
cgtatcggta
attttgcacg
ccggact ccg
cact ggct gc
t ggt ccgggt
acggcggagt
ct gct gcggg
gggccgacgg
gcgtggcggg
cggacggagg
accggcat gt
ggcagcgggg
aaggct agcc
acggacacct
t at ggcaagt
tgggggt ggg
gt gcaggt ac
tt aat gggca
cacacgcgcg
acgacagctc
ccggt agggt
cacaaggaaa

gaaccat cta

acagt cctcg
gccgtcgtcg
acggccccgce
gcgt ggcagce
gacccgt cgc
ctctaacttg
gccggecgeg
ggct ccgat a
gctcctagca
cagagat att
caggt ccgct
cggt at gggg
acct accgct
cggcgacgcg
cgt cggcgcea
agt gggt caa
acttccgcga
tcgccat cgg
acttcgtgcg
gggagt gcgt
acgggctgga
t cgacgacga
ggacccccga
actacgcgtc
t cggcgagac
gt ct cagggt
gatattataa
gt aat aat gt
tgctaccatt
tcgtcgactt
at aggat cat

gct agacgag
Pagi na

cgtcgcagca
t cgaggt ggc
tcctcggctc
gcacggcgtt
cat cggt gac
gttccgegtt
tatatctatc
cgat cgat ca
ttccacgtcc
gt cccat cag
gt at cacaag
caacat cacc
ggccat ggt g
cctgcccgac
ggt gcagaac
gt cggacgcc
cccgacgacg
gt ccaaggac
gt acgacccg
ggacttctac
gacgt ccgcg
caagcacgac
cagcgcggag
gaagaccttc
cgacagcgag
tt gaggct ag
cttgataatc
agct aagct g
acttctgaca
gecttttctt
ccaacaaaca

cgt ggcat ga
21

cgt cgacggg
cgcct ccegt
cggcgcegcetc
ccacttccag
gacgcgcgga
tct gt cacgg
tacct cgacc
cat gt gagct
acgggtcgtg
ctgctagcett
ggct ggt acc
t ggggccacg
cccgat cacc
ggccggat cg
ct cgcggagce
aacccggt gc
gcgtgtcgga
cgggaccacg
gcgccggege
ccggtggeceg
gcgcegggac
tactacgcga
gacgacgt cg
tacgaccccg
cgcgcggaca
catggcttca
tgggttggtt
gt t aaggat g
cccgattgaa
ttttcectttg
t ggaagt aat

tccatgcatg

240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100



cacaaacact
ct gaat ccgg
ccctgtacgce
ctgctgcagce
tagttagacg
gtgacttgtc
ttgtgtcttg
at gagct agg
cttgcat agg
atcgt gaatt
ttattttcca
gt aggcaagg
ctgtcgttac
tagcgt acag
ttttttttta
agacgggcag
gcaagagctt
aggcgacgca
cccgceggceca
t ggacat cga
acgt gacgtt
tcggcecttct
t gct caaggg
tatgttatga
tgttgagttg
aaggcgaacg
aat ctctcgg
ccagctgctg
ggat gcacta
ggacgt gcat

tcctcttcaa

agat aggt ct
tct gaaaatt
gccgtcgtgg
gctctgtaca
ggaaaacgag
tccggttggce
tcttgcct at
aaacgggttg
gggcgcagt a
attattatta
gact caaact
cgtgtgagtg
cagcgcgatg
tt gaccaagt
ccatgccgtg
caacctgctc
cgacggcgtc
ggt gacgccg
gctgacttag
ggctgtgttc
caact gcagc
cgtgct ggcg
cacggacggc
cttatgacca
tttcacagat
atctggttaa
t cagaat act
gtactttgga
caaatt gaag
cacgt cgcga

caacgccaca

Spani sh Seq Li sting_REVI SADO

ctgcagct gt
gttcaagcag
tctccecgtga
agcgt gcacc
aggaagcgca
t gagggcgceg
acaccgt agt
gagagct ggg
tgtagctttg
tatatatatc
tttcaaaagg
t gaccaacgc
cttgtatatg
cgacgt ggag
cacgt gcagt
cagt ggccgg
gcgcet ggacc
cacgcagcct
tttctctgge
gaggt ggacg
accagcgcag
gacgacgact
agcct ccaaa
tgcatgcatg
gcttaccgtc
gagagt at ac
ggtaagtttt
cactcgttct
gt t gaccact
gt gtacccca

cat gct cacg

gatgttcctt tacatatacc accgtccaaa

agaggccccg
tcctgecccg
acgt gagaat
cggt ccaagc
cgacagagat
cagagact gt
ttcttgectt
cgttttactt
gaat at cgat
cctgtgtttt
at gcat ggat
tttgcagtat
ggcgcacaac
caat ccccag
t ggt ggaggt
gcggat ccgt
gct gcagcga
t gat cgaccg
cgt cggacgc
gcgcggeggag
t gt ccgagca
ctttcttctg
cgcatttctt
tgctttgttt
gggagcttgg
tacagcgcca
tctcgcactg
ccat cgtgga
cacgagccat

t caaagcaaa

Pagi na

at cct cacac
tcccctccac
ttccgtctac
acaacacttt
gt at ggcgcc
gt caaagccg
gcctcctgtg
cacgccaaag
ttcgtcgcetc
agttcttttc
at cgt ggt ag
tttcaaat ga
agacctctga
gacggtcctc
ggagaacctc
cgtgcccctc
acgaact cgc
tgtgcctgceg
ggcgggcegtc
ccggggcectg
gaccgccgtg
ccaagacgag
agctaggctg
cgtatttcga
tccct gt gct
gccatgcatg
ctcattattg
gagctttgcet
ctacgactcc

at ccgt caag

22

ct gt acacgt
gcggceccacgce
t cgagcct ag
gcgcgggecc
gcggegtgtc
t ccaacgaca
atgtctttge
gatactgctg
tcgtggogtt
ttccaattga
act ggt agag
at gt ct cagc
cattattcac
ct ggacacga
cggat gagcg
gacgt cggca
gcgttgecegg
t gcgt gcagt
acggaggcecg
ct cggccecegt
tacttctacc
ctcaggtatg
t gaagcttct
ctaggcatcc
agat ggggag
tgttggccag
cttctgatct
caaggcggga
gcccgegt ct

at ct ggcagc

2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360
3420
3480
3540
3600
3660
3720
3780
3840
3900
3960



Spani sh Seq Li sting_REVI SADO
tcaactccgc ctacatccgg ccatatccgg caacgacgac ttctctatga ctaaattaag 4020

t gacggacag ataggcgata ttgcatactt gcatcatgaa ctcatttgta caacagtgat 4080
tgtttaattt atttgctgcc ttccttatcc ttcttgtgaa actatatggt acacacat gt 4140
atcattaggt ctagtagtgt tgttgcaaag acacttagac accagaggtt ccaggagt at 4200

cagagat aag gt at aagagg gagcagggag cag 4233

<210> 58

<211> 25

<212> ADN

<213> Secuencia artificial

<220>
<223> ST-LS1- F Cebador de digonucl e6tido PCR

<400> 58
gtatgtttct gcttctacct ttgat 25

<210> 59

<211> 29

<212> ADN

<213> Secuencia artificia

<220>
<223> ST-LS1- R Cebador de digonucl e6tido PCR

<400> 59
ccatgttttg gtcatatatt agaaaagtt 29

<210> 60

<211> 34

<212> ADN

<213> Secuencia artificia

<220>
<223> ST-LS1-P digonucl eétido de Sonda

<400> 60
agtaatatag tatttcaagt atttttttca aaat 34

<210> 61

<211> 20

<212> ADN

<213> Secuencia artificia

<220>
<223> GAADL- F Cebador de digonucl eétido PCR

<400> 61
tgttcggttc cctctaccaa 20

<210> 62

<211> 22

<212> ADN

<213> Secuencia artificia

Pagi na 23



<220>
<223>

<400>

Spani sh Seq Li sting_REVI SADO

GAADL- R Cebador de digonucl eétido PCR

62

caacat ccat caccttgact ga

<210>
<211>
<212>
<213>

<220>
<223>

<400>

63

24

ADN

Secuencia artificial

GAADL- P d i gonucl e6ti do de Sonda
63

cacagaaccg tcgcttcagc aaca

<210>
<211>
<212>
<213>

<220>
<223>

<400>

64

18

ADN

Secuencia artificial

| VR1- F Cebador de digonucl eétido PCR
64

t ggcggacga cgactt gt

<210>
<211>
<212>
<213>

<220>
<223>

<400>

65

19

ADN

Secuencia artificial

| VR1- R Cebador de digonucl eétido PCR
65

aaagtttgga ggctgccgt

<210>
<211>
<212>
<213>

<220>
<223>

<400>

66

26

ADN

Secuencia artificial

| VR1- P digonucl e6ti do de Sonda
66

cgagcagacc gccgtgtact tctacc

<210>
<211>
<212>
<213>

<220>
<223>

67

19

ADN

Secuencia artificial

SPC1A Cebador de digonucl eétido PCR
Pagi na 24

22

24

18

19

26



Spani sh Seq Li sting_REVI SADO

<400> 67
cttagctgga taacgccac 19

<210> 68

<211> 19

<212> ADN

<213> Secuencia artificia

<220>
<223> SPC1S Cebador de digonucl eétido PCR

<400> 68

gaccgt aagg cttgatgaa 19

<210> 69

<211> 21

<212> ADN

<213> Secuencia artificia

<220>
<223> TQSPEC digonucl e6tido de Sonda

<400> 69

cgagattctc cgcgctgtag a 21

<210> 70

<211> 393

<212> ADN

<213> Diabrotica virgifera

<400> 70

catcgattgc
agttacttgt
gttttcgtcc
atcgttgacg
cggcgt gaca
tccttcgcecc

ggccaattca

ttgtcgcctt ggctcatgcg

gt cgaaacga
agcagcacct
at gggcaaca
cagt caaagc
attgttggct

acatttcgat

cggcgatatg
ccttgtcott
gat cgt aggc
ctcgatccaa
catccgcettt

cccaat cgct

<210> 71

<211> 240

<212> ADN

<213> Diabrotica virgifera

<400> 71
t aaagcgt cg cgact cagt g gcgacgcaaa

ggcgcagt cg gcgacgat gc gctcaatgtt
agggacgt ct gggat cgcgt cgcgcet cgge
gcgccggage tcgtggaget tgaggat cgg

tttcgattcg
ct gat gacgc
ggcatt cggt
catcgcttgt
aat t aacagt
at aagcat cc

tcg

gttcaaat gc
cgcagctgtc
gt caat gagc

cgagat gatg
Pagi na

gtgaatttct
aattccaccc
gccggcacaa
agt gt cagct
t gagaacggg
aatttctgtt

acggcgct gt
ggttcgacaa
at gt ggagcg

t cgcggcaga
25

ttaagttctg
acaattcgtc
actt gt aaac
cgt gt agcag
ccttttcggg

gaatcaattg

agagct ct gc
agt agat cgc
t cacgccct t

acttgtcgta

60
120
180
240
300
360
393

60
120
180
240



<210> 72

<211> 287
<212> ADN
<213>

<400> 72

Spani sh Seq Li sting_REVI SADO

Di abrotica virgifera

gcgcgactct ctatcgccga gcaggat gcc

at cact cgt g gaccgaat ga cagggacatc

gacgaagaat atgacctgtc gcgat at aag

gt gt ct ggca aact cgacga aacactcttt

gcgtctgett cccccaaggt ggccgccccg

<210> 73

<211> 216
<212> ADN
<213>

<400> 73

Di abrotica virgifera

gttttctcgg agtcaatatc gtatcagatg

gaaaggagcg catcaccgaa cacacttatc

acat aat gga agattgcatt gaagacaaac

gacgcgccca aagtactgcc tatcacgcac

<210> 74

<211> 215
<212> ADN
<213>

<400> 74
t ct ccaggac

ttttacctgt
ct acaacaaa
cgcccgcacce
<210> 75

<211> 292
<212> ADN
<213>

<400> 75

gtt cacaaat
acgcttcgee
cact gt cgac

ggaat agccc

Di abrotica virgifera

cct gacggat
cattcctcca
t ct ccgaacg

gcattt ggat

Di abrotica virgifera

cccggtactc ctcgtaatct cagcagcatc

gtcctcggca acctctggga acggattcgce

at caaggtcg taccccttct tcttgccatc

caacgt gagg cagt cggaaa cgagggactg

gt caacgcac tcgtttacct cggcgtacgt
aagcgt aaga tcaagcaaaa gcccgctcag
ccgttgttge gtacaatggt cgaggaacat
ccctat gt ga aggactctcc tctcgcagga

cccccaacga cctctct

gcaacagaaa gaagacatac accgtaccac
aaat gt ccag at ggactccg gtcat caaag
tggatgctcg acatttcccg ttcttggctg

cgacaa

cgaagatctc cgttccgccg tatgatactc
agttgccata ttcaacatat cctgcgcctc
ccatacgccg tggtcgecct tgecgegectg

t gcgt

ggccttgtat ttgttgagct cggcat cgat
actgttcttt gcccaaaaga agtcttttgc
aggaccagct actgttacgc ggttaagctt

at aggt ccag ccat gagaga tcat gggt ac

Pagi na 26

60
120
180
240
287

60
120
180
216

60
120
180
215

60
120
180
240



<210>
<211>
<212>
<213>

76
2105
ADN

<400> 76
ttttettttt
cctgacccaa
cat aagat at
tttgatattc
atcgatttct
ccatttctga
tatgtctctt
ccaacttgga
cacttgccat
agccagcctc
t acaaat aaa
ctgct aat at
ctaattcaaa
cagaagtat g
ccgacgtt at
cgattcccat
actcctcctg
atttatcttt
ccgactcttc
gat aagt cca
at agaggcct
t agt at caaa
cgtttccttt
agct gt ccac
ttatactgta
ccaat gaaat

cagctattgc

taaatttaaa
t aaagcaagc
cctcetttgeg
aatataattt
gggaatttca
actattttta
aattactaaa
aaacatatta
tttagtatag
ggttaaggcg
atatattata
atccattagc
gaacgt gt ct
catgtcaatc
cttagctgta
tgaacttttt
aattgcctcg
agaat ccaac
aat agt aacg
t gt gt gat gt
ctggaaatta
aatattttct
aggacttcga
tatgttgttc
at at gacat a
gaagtttatg

t gct gaagct

Spani sh Seq Li sting_REVI SADO
aaggt caccg ttgcgatcga caagtaggag aagaggacgt tgtaggttag at

Di abrotica virgifera

taaatattta
tgtt gt agaa
ttacccgccg
ccacctccaa
gttaatttca
aattccatga
tttttaactc
acagttttgg
ctcttccatc
ttttcatatt
aat agccgca
agtttttcca
aattttctag
aggcgtttct
ttat cagaca
agtttcttca
gccacggt gg
t cacaagat c
cggtttagag
agcgatgttg
aaat t gccgg
cgaagcttct
attattggca
at aat agcct
at at cact gt
tattgatcat

agatcctcta

tttat aaaaa
attgtttagc
ttgtctttac
caacaaaaac
gttgttttgg
gat t at caac
cttccattac
ttccggcacc
ttttgatata
tgtgtaaatc
atttatcttc
ggccttgtgce
atttaatgca
tttctaataa
ccat cgt caa
cttccccctc
gaaaaggaga
gactcttggc
ccaaat ct aa
ccatatctac
actgtgcgtc
tgtccagttt
cagttcctaa
ccatttctga
tttggtgttt
aaaccttatg

atttatctct

Pagi na

t aat aat at a
gttgttaaat
tttcgcat aa
t at agcct ct
at ct aaat aa
tattttcgtt
aaagtttgaa
ttcatattga
cagcagt ggt
gt gat ccgag
aggt gtcccc
tttgctcatt
gtt aagcaaa
tt gt ggcaag
agcgat at ca
tgacgatttg
acctttgtgt
tcttgctcct
cagat cat ga
gtttctatct
cgaaacaaac
tttggctacc
agtt acaaag
atcttttata
t aggacaaat
aatatttgct

agat at cgga

27

tact at aact
gttgttgaac
t caact agat
t ggaat gccg
aaat act cct
acgggaagat
ccttgtgata
ttccctatcc
gat aaat cac
at at gagggg
gct gt aggat
attttctcct
gat gt agct a
gaat t gacag
ttttcottat
tactgttcta
gt agaccaaa
ccagttggca
gcaagt gcct
aaaat aat ca
aaattgtttc
atttcggctg
act gaaaaca
tcacctttgt
aaat catctt
acgctgtttg

gaaat aaaat

292

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620



ttaagtggta

cttctgtgge

gt aact gaac

atataatgtc

at aact t agt

gt ctt aaaga

atgtttaata

gt caccgctc

tttgg

<210>
<211>
<212>
<213>

<400>

77
315
ADN

t at gt cat at
agcacaaaaa
aaacaat gt a
ttgccctatt
ct ggggt t ga
cgt cat agt t
tttaatatta

ttcttaatgt

Spani sh Seq Li sting_REVI SADO
gttcctcttt ggaaatcttg acttatccta tctaaattat

tatattgcag
acgeccttgtt
ct gt cgt aaa
tttaaattta
gaat t aaagt
aaat acgt gg

caat gacgtt

Di abrotica virgifera

77

ctgcacggta tagtggacga ttcggatgtt

cct ccgacgg

ggatgtcttc

at accat acg

t gccagt agc

ttttgaccga

<210>
<211>
<212>
<213>

<400>

78
212
ADN

agt gat caaa taaacggcat
gaccaaagtt atgccctcgg
cat agccagc ttatccacta

tggcttcttc gtagctggac

Di abrotica virgifera

78

cggagagacg aaat agaccg ccggtacgtc

t acat ggagc gtcgcaccag catctcgcaa

atcctgagtt tgcgcatcga ggacgaggac

cgtgctgect ccecgettgeg cgectgettt

<210>
<211>
<212>
<213>

<400>

79
267
ADN

Di abrotica virgifera

79

cgccgeccacc ggagagcgcc gcccggt gga

gcgagt acga gagcgcggag agcgattatg tgagcaggca ccttgetttt gctgtgcaaa

ctctcaattc
ttaatacttt
acatttgctt
ttct ggaaaa
act t agaaac

ctgtttcgac

cgaaatcttt
ccat ggt cgg
cgctgatgtc
caagaat acg

ccttgtagcg

gaacctctgg tattggatct

tttcacagaa
ccat acaggt
tatagcattg
agt t aaaaca

ccattcgaaa

tt gt ggaagt

cat caacgct
caagggttca
atgcatttta
ccattcaaca

gat caattaa

Pagi na 28

ct at ccgaat
att aagggcg
t cagaggct g
atttgtttct
aattaattat
t ct gt gagct
cttgttttgt

cgaacagact
cgttttttgt
cagcacgcgg
gttggcgcett

ttcataattt

ttgcagt ggt gggcgattcg aatgtagttg
gtcttgcacg cggagaactg ttgcaagtac

cttccacaca agcggccctg tctgtactgg

gaaccaat ct tgcgagggga gaggt ggcac

1680
1740
1800
1860
1920
1980
2040
2100
2105

60
120
180
240
300
315

60
120
180
212

60
120



Spani sh Seq Li sting_REVI SADO
aggt att gga agattacaaa cggaataact ccgacttccc taaaaaatca gaccgtggtc

gggctact ct aat catcacg gaccgggcct tcgacatgtt cgctcctttg cttcacgaat

tcacgtacca agcgat gt gc aat gacc

<210> 80

<211> 259
<212> ADN
<213>

<400> 80
gtgtaattaa

aagccct acc
agggggt gaa
gt aaccct gc
ct gct agaga
<210> 81

<211> 317
<212> ADN
<213>

<400> 81
tgtcctcaac

gttcgacgtt
ccat at t aag
gcatgtcctt
ct aagaactt
gaact t cggt
<210> 82

<211> 867
<212> ADN
<213>

<400> 82
caaaact cgg

at cagt ggag
ccatatattt
ttgctccccce
gttt gagagt
aaat gt gaag

tatcaccatg

ggactttgac
tgaacaatta
agaactattc

catgtttttc

caggct gga

aagatgcttc
tgcaacggt a
at gaagagag
catatcgttc
gt t gaagt ct

CCaaacg

caacccctgc
cagcttatac
t ggt cgacga
ctcttgactc
cgagtgttcc
ct agacgaga

ggt gagacac

Di abrotica virgifera

ttccgacagc
ct t gagaagc
ct gaact act

agcatgtatg

Di abrotica virgifera

ggagtctttc
ggaagct t gt
aacttttcgce
aaacttgccg

gccat aagct

Di abrotica virgifera

ccgagct cga
aggatttcaa
gcat agct gc
gcat caaat c
atttggat ct
gtttactcag

ct agcat acg

agtat gctgc
tattttcgtc
gggcaattga

cgcct ccaaa

cct cggcagt
ccttctcaaa
gcatctcctg
caccctctcc

t gt cgat cgc

ttgtatatac
at ct gagaag
cgcccccgaa
gtttgtcgat
ccccttggeg
act gat cgcg
attcctcggce

Pagi na

ggcacacct g
gt ccgcagag
ggcacaagca

gacagagaat

taggcctgtce
tatgctcatg
at att gcggt
cttgaatcca

ctctcgcata

tttctcacac
aagcccactt
tt aat ggagt
ttcaatcttc
t t aaggcaac
gccagact cg

gacggaccac

29

ttcttcatcg
ccatacttga
ttcactctcc

gagttccgtt

gcgcaacatt
cact gct ccg
agatttgcga
gcattttctt

tgcat gt gcc

cgaagaaaga
acagat cagt
tgattggatc
actttcgagc
t gct gacaaa
ccacagtctg

acgccgcetct

180
240
267

60
120
180
240
259

60
120
180
240
300
317

60
120
180
240
300
360
420



caat cgt aag
caat cgaagc
agt gcat gag
gccacccggce
cgtcgat ccg
t agat acagg

attct caaaa

t ggt gt ggat

<210> 83
<211> 944
<212>
<213>

<400> 83
ccagctttga

cggaggt ggg
t gaat agcgg
t agcgcaaaa
t agagaaacg
cctcgt cgag
aagat aagca
t caat agt ct
taaaatttct
gt ct aaagat
cagggggcac
aaggat ggt't
tcagtttggt
accccttggg
tgctgggtgg
gcaaaaacct
<210> 84

<211>

<212>
<213>

ADN

<400> 84

ADN
Di abrotica virgifera

2274

gt t gcacagt
aaat cagagc
tatacttatc
caaaaact ct
aagaagggga
cacaagcat a

gacaacgct g

gt ggct cagg

attcagcgcg
cgcagacaca
ct cagcgact
gaaggcact c
atcgattcct
gggggttaac
gcgtttgata
ctgccacctt
gaggt accaa
agagagtctt
ttcgggt aac
gt at cagt ca
t gaaggact a
agttcctggg
cgcgagttac

gattgttggg

Spani sh Seq Li sting_REVI SADO

acgtt caaga
t gatt at aat
aagccct gge
t gt caaacgg
acaagat gtt
ttgcct cagt
ctgcgcagt a

ccattcg

gat gacgaat
act agact ag
gacact gt ga
gat at gcaca
gaatactgtc
tttcaggccg
tgct gcgt gt
ct caaagt aa
gat agt ct ag
gtgtcgtcta
caaagtgctc
ct caagcaat
t ct caacaag
gatgttcggc
at agaagccg

tctaccgctc

Di abrotica virgifera

tgacccggca tcatagatgt tacgtagagg

atactttgac
cgaccgttcc
ttacgacgtc
agaacagcga
tcttttgtct
aat caccggc

caacaccaag

t ct ggcgaag
t caacgaat t
gaaacgcgct
caataattgc
at at t gaaag
ttcgagat at
acaccgtgtg
at gt cgccga
ctctcagatc
aat cagcagc
cgaactttgg
t gat caat ct
gcaaaat cag
aaaccagt gt
aggct gct ag

ttctgagacc

aaaaactgta
Pagi na

agcgt caaag
at cgat gt at
ct cgaaat ac
at ggaagaca
gaacaagacg
gt caat gacg

ggggccact a

ccat caaggg
t cgt ggt aaa
ggagat ggct
t caagcgttg
cgacttgtta
gct agat aaa
t aaagat caa
tcctactata
gacacaacct
cggatt aagc
cgagtttggg
gaaacagaga
t gagcagt ac
gaatagtatt

cagat gggct
gtgc

atttgcat gt
30

t caccggact
gcgt cat gct
cgat ct gt gt
cgtattcttt
agct gt at gt
aact gaaaaa

aggcagaagg

gcactttatc
cttgaattct
ccgcacgt gc
t acgacgaat
gacaat gt cg
ggttcacttg
gacgcaaaga
at cccggcegt
acttacgaca
agt ggt caag
aacaaagcga
ccaaagat cg
gacactctcg
attcttttct

actgacaatg

tcacgaatta

480
540
600
660
720
780
840
867

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
944

60



t at acgaaaa
aaattatttc
cgtactccga
aact aaaaat
ggcatcttgt
tggtattttt
ggaat t caaa
tgaatcttct
aat aaagaat
ggtttcatct
tccagttctg
gtaactaatg
t ct cagaact
tttcgatatt
ttccaaaatt
cactttcacc
tacttctatg
atccgtgatt
tgccaaaat t
tgtattttcc
attgaaattc
cttcttatct
t gggaaat ag
taactgtgta
aat acat gac
aaccacaaga
tccatacatt
gttttcaatt
gtcagattca
gactccttta

atggtattgc

aat agattga
at aaaat at t
aggtt aat aa
atcgattatg
ctttgagacc
cgcat aaaag
aat gtcgtcc
tgcgtggata
acaagaactg
aaagt t ggac
gttacatgtt
t ct gt aggat
gtgtattgtc
gccagaaggg
ttgggcttta
attggtttge
cagtttaaaa
tccttaatac
t gaggaagt c
at ct gggcac
ttgtcccgga
t ct gat aacg
gcagt t gaat
gct aaaggt g
tgttgattat
tcccaaactt
ttttgaaggt
gtgtactccc
aat ggaaaaa
tgtttcaatc

ttcttactgc

Spani sh Seq Li sting_REVI SADO

aacaaat aag
aagaaat aag
gat aacgt at
gcat aaat ac
aaccaagaac
at t aaaagag
cattaatcaa
aaaat ct cag
tttgtggtga
ct ggt agt aa
ccact aat ct
taatttcgga
t agt act aga
cctccaggcec
at ccagaact
t ct gagcgat
actcctgttc
att ccgcaat
tttgaacata
taattgettt
t gt cagcaaa
attct gt agt
tatttatacc
t gat caaat c
ttttcatatc
gcttagctgce
atattatagc
t aaaaat act
gctggcattt
tttccatgca

cacttttcgt

gagaacttac
tgaatttcgg
cacagt acaa
cacat at aca
att aat aaag
cgt aggaat g
cttggtagta
agcagat at c
atctgaattt
gcct aacaca
gatactcatc
agtgttttcc
ttgaagtttc
gt aaacct gt
t gcgat acat
catttcttca
agcct gt aac
t gct gt at gt
aagcttcatc
agcctctttt
aattttgtca
tctttcttca
gaaaatttca
tacagaccta
ttcactgtta
atttcctttg
ttgtgctgtt
aaaaacct ca
gaattcatca
caat aagct t

tttactgtca

Pagi na

gat caat cgg
gtcacgcttg
aat agat aga
aagaaaacaa
cttttatttc
taat att agt
cctattacaa
tctgcaaatg
att at agt gt
tcctgcaatt
ggtgcgtata
at ggt t aaac
aat agt ccaa
act agat ccc
t gt aaacaca
at gt aagcac
gt at ccaaaa
gttgccagtt
t cct ggacag
gagagat aac
gttgaatcta
gtgcttaaaa
t caat caat c
tcgattaata
ttcttttctc
ccccaaactt
t ggt at aaat
gatatttcca
attaacatta
ttctttggta

gcat gt acat

31

atttgtaaaa
acccagtctt
aat at aacat
aatctttaat
tcaatttagc
tttcaat aat
attcaacatt
tacat ccacc
t aact gat ct
gtttagttcc
t act at gaac
ttaatgcttt
ctttttccaa
ttttatagct
ttaaccttaa
tgggtttgtc
aat cataccc
getttttett
acttttcctg
cgcct acagce
gaat cagttg
aatt at cgat
cttcat aagt
tgatttgatc
tttgcaatct
t aggaat agt
acgt agggt c
ttgatactaa
cgcttccata
caaaaaacaa

tttgtgcaat

120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920



gtagtccatc
aggt aaaggc
atatttggct
accaggacat
tat at ct act
t aact gat ca
<210> 85

<211> 575
<212> ADN
<213>

<400> 85

tgggtatcga ctccggetta gectcttgga

tggct caaat cgact gagct catattgcgce

taactcttca
ctcctccgat
aat ct ccagg
gtccatcatt
tttgtcagaa
gtgcttatct
ttgattgaga
catttccgag
<210> 86

<211> 276
<212> ADN
<213>

<400> 86
gaggat t aag

gcat gt cagt
cgt cct gaag
cat cct caac
gaagttcgcc
<210> 87

<211> 260
<212> ADN
<213>

<400> 87

Spani sh Seq Li sting_REVI SADO
agat acaatt tgggccttga gatgaagata atatgatcga

atatttcgaa gtgggaacat cttaggagcc tggtgctcct

acaagt ccaa ctggtccagc

tgttctaaaa ggtttatcag

tttccacttt

aaagaggt gg

ttcttatgta

ttggcgt cat

gacat gcct g

gaaaaat at a

acaagcttag
acccctgtcg

gt act aaagc

t act gaggaa

t t gaagt gac
cat gggcgt g
tattatggtc

t gggct ccgt

gactttcacc

gcat gt gagc catatttcac

atttaaat gt

Di abrotica virgifera

agccgcagt t
tgatttggct
ttttgtggac atgtttgagc
t ggacaagt c
ctgcgcgaat cattttcttc
gcagcagcaa tctaaccttc
caagctcctc cagaatcttc
ctagatcctg ctctaatacg
agct ct caga

gagcccgaat ggcct

Di abrotica virgifera

t gaat cagct gcgagcactt
acgaact gt a agt cat aagc
aggttctttt cagtcgectc
t cagaggct a t at gcaacat

accggggcga tgatca

Di abrotica virgifera

taagctgtta

gtttgcccta

ttatatttta

t aaagaaccg

catattgata

t cccaaacaa
gctgetgett
tttagecttt

ttctgtcact

t ct aat aact
cgctttttat
gagct cgcac
aat gt at caa
ttatcttcag
tcggtcatta
aacacct gaa
ccagctctga

tgattcatga

ggt cgt caga
catgtatttt
t acgaagt ac

t agagt aacg

Pagi na 32

catcagtttc
t gaggat t gc
tgactttctt
gaat t aagga

aacttaacta

gtcg

ctttgatcac
agtagtttag
caggcccatt
ttatctgctc
cttgtactcc
t cacaccact
cagacttgcc
aaat ccct gt

acttctcgag

tttgcgaatt
cgt gaagcct
acagcacaca

ccttgcetgge

1980
2040
2100
2160
2220
2274

60
120
180
240
300
360
420
480
540
575

60
120
180
240
276



Spani sh Seq Li sting_REVI SADO
ggaagctgtt gaatctgtgg tcaatggttt

gcccct gat ¢ aagat ccct a aaaat gaagce

agat gaagaa ttgcgaaaac tacaagtgcg

ct caggcaat aggagaccga tactagttct

cctatcccac

<210>
<211>
<212>
<213>

88

<400> 88
tt gt aat aga

tatttaatta
ggatatttct
cct ccaaaaa
gatagtttct
t aaaaacaat
actgttcctt
gttgggtgta
cagcattttc
t att aacaat
at cct gt aat
t gacagcgt c
gagcat agt a
aatgatactt
t accagacag
tttctatttt
ttgtaccgat
ct gat aaaac
tgttgttgta
aaggt gt gat
t gaaagcaaa
t acaaacat t

cagaaat aat

1929
ADN
Di abrotica virgifera

agct ccacat

ttttaattct
cacatctttg
tatgtttctt
gct cgt agag
gtttatggaa
gatgtcttgt
aagcctgccce
aacgttgtcc
tacat t gaat
attcctcagc
gtcattattg
agtatttcta
atcgttattt
gttcaccatt
tttcttaaac
ctggtgactt
ttcaccat ag
cacttctgac
tattgttaat
aggat cat ct
cagcgaagat
tgagtttgct
gcct t ggacg

aaat t aacag
gat agt at at
gtatgtcttc
ttgtggat ag
tgcactgtta
ggt ct accat
tt aact agat
actccactta
aaatcgcettt
aacttgtcag
ttgtgatttt
attttatcgt
t gcgaagat a
gagct cagtt
tgtggatatg
ttagcttttg
ttcat aaata
agttcttttg
aattcgtgca
ctacgatcta
tccttattta
tgat acct aa

cttatttgta

gatttcgttc
gt cgceccgeg
ttttggcgat

cact gat cga

t aaat at act
at at aaagga
t aggacagt t
tagtacctcc
atgactcctc
tgcttccatg
cttccaat gt
agcctttgat
gtctagcatg
gcacatttct
ggtatcttaa
t agt caat aa
tttcttgttc
ct ccaacaac
attctacaaa
cctggaattg
catttttggc
caacacct gg
ccattgcttg
aaat aagt aa
taacctcgtc
t cact ggaca

aagcact t gg

Pagi na

t gcgcagcga
cgactggttg
aaatttgttt

acact agact

tagt at aat t
atgtaaattt
tttagtagct
cagt agcaca
gt aagt agca
act gccaaga
ttcat gt agg
aaacctttta
tgatcctgca
ctttttgagt
ggcat acatc
ttttttaata
gatttcagaa
tgttacat gt
gtttttcatg
at ccat caac
gt aaaaagt g
cacat t ggac
at aagt ccac
t aaagagct a
tattcttgag
tttcttaaga

attccaactg

33

tgcaacttcg
gaacaagat t
ccttatccaa

ttttcacgce

t aacaat aaa
tat t caaaat
tgttcgactt
ttaaaatttg
ccacctacaa
t aaggat aca
agt ggttt gt
gtgattttaa
tattctataa
aaat ctacta
atcact aatt
ct ct gt aaat
acat ccaaca
ttagt gacat
tcggct at ac
tgttttatat
tcttgttcaa
aaattaactc
tggtttagta
tt gat ct ggt
cccaaatctt
gacagt aat a

agt gaagt ca

60
120
180
240
260

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380



aagcagcgtt
gctcttggac
ctttagctat
ct gcacat ag
aacgaagacc
ctttttgttg
ccattagcag
taattgccga

ctgtttacaa

gt ggt cgat

<210>
<211>
<212>
<213>

89

<400> 89
tagcgcgcetc

aggccacaac
aagagccatg
cctgtgctag
cttgttgtca
aatgttatct
tgaaatttct
aat gaaagt a
t aagat at at
cagctgcettt
gtcatgtttg
gatggagtta
gtacacaat a
tattcaat ga
tctgtgtaaa
ttcat gccag
gact aatt at

aaaatttcac

2881
ADN
Di abrotica virgifera

t aaaccaagt
ttctttaacc
tatattacta
agcact gat a
tgtcgagttt
aatttct gat
cactttcatg
tatgacgttc
ttttgttgta

at cact gt at
at agt aat aa
caagacat at
acaaaagat t
acat agcaaa
attttgtgta
aagcgaaat a
gt at ct aaaa
gccat gcagg
t aaaat at ca
aaaaaattta
t cat gt gaat
ccgat cacag
aat aat cat a
gtttagatgg
gagct at agt
agtttat gat

aaaacaaat c

Spani sh Seq Li sting_REVI SADO

gaaaacagat
acctcgtgtt
aagt agacat
ttctgttgag
gcgaagct gg
tgcccat aga
cccggttcge
attttggatg

ttaagttttc

gt acat acat
cattaagatg
tat acaactg
agaatgtgtt
attttttagt
ataatttctg
tctaaaatta
ttgcat agaa
acagacttgc
aagaaaaact
aagagaagac
aaat cacaat
acat at acaa
cagctaccca
gtgtacaata
cacgt gaaga
at gat acctt

atcatttggg

gt ggat t gac
cgtcatgctc
agt aagcacc
tcggtct cag
gagagt ct at
ccat act gat
t ct cgct ggt
cttattaaaa

attttgcaag

tagt gcaat a
gttttatgtt
cgcatgccca
ctattttcca
gt agaat aaa
atttatattt
at gat t caat
atagctttgg
at agcat gaa
ttgtattaaa
t t caaat aac
attttttcaa
ctttattgaa
agcaaaccat
cat agat aaa
tcatgcattt
cttagagatt

at aat ct aaa

Pagi na

agccaaat aa
ggcaagaat t
at act t aggg
gaaggct aag
t cgct ct agt
aacacttgtt
cattttgact
ttgttttaca

caaact gagc

t ct caaaagt
atgtaatttt
catgctattt
tgcaagtt gt
acttttttct
gaatatattt
atatttcttt
t gt aaacaaa
atttacat gt
tctatattaa
tataattcat
aat ccttaac
gt aagt aaat
ggct gat gag
ggggttgtca
ttttctccgt
caaat agct a

atgccttgeca

34

t ccat gt aaa
tt gat at cag
tttcgaagtt
cactt caagt
aaaaat acct
gtgtctttgt
at at aggcct
ct aaatt aaa

gaacttcaca

tatcaaatta
catgctatgc
t caagcaat t
t gt caaaatt
tgtaagttta
aat gct ggac
tgttgccaac
ttaggct agg
cctagatgta
aat aggaagt
ctaccgaaca
gcactccctt
caactgttgg
agagaccctg
ct ggccat gg
ctcttcagta
t ggt gaaacc

ttaaataatt

1440
1500
1560
1620
1680
1740
1800
1860
1920
1929

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080



cccagt aaca
att gcaggca
attct gaaga
agttctaatc
aggaat gt ag
agt aggat ca
aaat at t gga
t ggaat aaaa
at gcaagaat
t aacagacag
caaatagttt
ctgattttcg
tgttat aaac
ttcatctaat
actt aaaaca
aacattacta
atcaaatttt
ct cagccagt
tctatccatt
ttcgcagcat
aaacct t ggt
at aagt t aag
taaacttgtg
aacacct aat
gtgaaattta
tacctgttta
atat ggattt
aacaccacat
gttt gaaacc
caattttgtt
t

act ct at cac
gctatttcag
ggat at cctc
t cat ct aaag
ttgcctccaa
ggtgggattt
atcttcaatt
cctatattca
tttagccaga
aat aaccgca
aagtttaagg
tat ct at ggc
ttcttcttgg
gccatttcce
gat aat actt
tct aaact aa
tctagtttct
agggct gcat
attattaagg
t gat caaat t
ttacctatta
tttttatata
tccagatgta
gcttctagtt
ttctttactg
aatactattg
acgggttcta
actctttcca
acgtttaata

gt aat at cca

Spani sh Seq Li sting_REVI SADO

tt aaaat aac
cgt aagt gac
tttcatttct
gaatt gaatt
at acat aact
gttttaaatt
ttccttgtat
gtagattatg
atgttctaat
atgttatgta
ctctatcatt
ct aagat gtt
atttagttgc
t ggaact cat
ct gt aaaat a
agttaattga
cttcettttt
at gt acct gg
ct ccaaaatc
gagct agaac
caaaat t gag
caaagagaga
aaggcat cca
cattttcaaa
gttgttcaat
t at caaaat a
atttaaat at
gt ggcct aat
t ctt ggagag

taatattatt

aatttgtgtc
tcctccaatc
t aacgat aga
aagaat catt
ggt acat gt a
tttagaattg
atttaaacta
aaaagcaaaa
ttcgetttca
tttgtcattt
gtttcttact
gattatactt
gtgtagttgt
cttttctgtt
tctattttta
ttogtttttct
ttcacaaatc
agt t aat aat
agattct agt
tgctttagaa
ttgccacaag
act gt at aga
ct ggaagt ga
tgcacaattg
gttctcaatc
tatcatgtaa
tttctctatg
t aat gat ggt
ttgtgctttg
atgtttgttg

Pagi na

cct gt t agag
at at at at aa
t gaccaaaca
ccagctattt
ggaaacttta
atttggctat
ttgcttgttt
ccat agct aa
ctcattggct
tctgtgttta
atattatgtt
t ct gcagcct
gtttgtacat
tttaactctt
at gt cat agt
ggt aaaggat
cctgcact aa
gcactt gt gt
ctatcagttt
tactcaccta
cacttggaca
ttcggtattt
tgtattctta
t aacaaggt a
tgtgatctga
aat acaacat
ccatttcctt
tctattatta
gatatttctt

ctttttaaat

35

tttccagtaa
gcaccat cct
cttccaattt
gggtt at aag
gatt cact gc
tact t gaact
ctactgactc
agccaaact g
gat acagt at
aaacctcttc
ccaccatctt
gt aaat ggt t
attgtttaat
ttgttaaatt
aaat actatc
tacatttcgt
cgttgtatat
agtctatgtt
ctcctetgte
gacat aaaat
aaacaggt ag
cgagact cag
ttgtaccata
ct acaat aat
tctgatctac
ttgatcctgce
tt aaccat gt
aat actt cgg
gt aaacct ga

tt gacaaaag

1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2881



<210>
<211>
<212>
<213>

90
1042
ADN

<400> 90
gaat acaat g
ctcccttgee
gct gt t gagt
agaccgat ct
t caagaat at
taatctatca
act t gcaaat
acacgagttt
t cacgagat a
agat gt acta
gct gact agt
aat caagt gc
gcct gaccce
cact caccgc
taccttgett
gt cgcccaag
aaaaat gt gg
tt gaacat gc
<210>
<211>

<212>
<213>

91
810
ADN

<400> 91
ctttgacagc
ccgttccatc
cgacgtcctc
acagcgaatg
tttgtctgaa
caccggcgtc

caccaagggg

tgttgctcta
ggcaaaactt
gacggcaaga
gacgat ccca
cttaaact gg
tttagaagcg
ctactttcca
gaaacggcca
aaagat gt ga
aaagcaacga
aat ggcattg
cggt at at ac
ctagatgctc
tttggtctac
aaaggt cagc
cacattgttg

accacgtctc

gcttcgtgtg

gt caaagt ca
gat gt at gcg
gaaat accga
gaagacacgt
caagacgagc
aat gacgaac

gccact aagg

Spani sh Seq Li sting_REVI SADO

Di abrotica virgifera

gcgaagat gg
ccgacgt cac
aggt gcccag
tagtcccgtg
at cagt gcgg
actctttttt
agccgecagce
agaaagactt
tt gagaggga
caat cacgcg
t gaaaacttc
tt ggagagga
ccttaatcca
agaat agcga
tgcct ccaaa
tactgattgt
aggt gggcgg
a9

Di abrotica virgifera

ccggact caa
t cat gct agt
tctgtgtgcce
attctttcgt
tgtatgttag
t gaaaaaat t

cagaaggt gg

t ggt cagct t
ggccaacct g
tcct accaac
tctcttgece
cattctaacc
t cgagagaac
t gagacaaaa
gagcgaat ac
Ccaaattttt
caacgacgcc
ggcgat acat
ttat ccggat
ggcattctac
ttatagtcca
gat gat cagc
gggct cggeg

tctccaccct

t cgaagcaaa
gcat gagt at
acccggccaa
cgat ccgaag
at acaggcac
ct caaaagac
tgtggatgtg

Pagi na

ggt accct ga
gt caaggacg
aactgctgtg
tggacat at t
ttgaccgatg
t acaat aaaa
gcagatttta
gaact acact
gcggtttgga
gtcatattag
agact gat ca
gcagcgt gga
caaaacat ga
ctcacccatc
agcat gccac
tacgccgetg

cttttgatcg

t cagagct ga
acttat caag
aaactcttgt
aaggggaaca
aagcatattg
aacgctgctg
gct caggcca

36

atttagtcac
cct ggaacga
tggt cattct
t gggcat gat
ggact caagc
atttcggtga
ccact agcct
caaaaat act
aagt cgagca
gcat t gacca
aact gat caa
tt aact ggac
ctt at aaagt
gaat aat at ¢
t gaacggagt
aggcaccaca

attagaattt

ttataatcga
ccctggctta
caaacggaga
agatgtttct
cct cagt aat
cgcagt acaa

ttcgggcet ct

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1042

60
120
180
240
300
360
420



tcct cagt ac
ctttagtact
gacaggggt a
taagcttgtt
atatttttca
aggcat gt cc
t gacgccaaa
<210>
<211>

<212>
<213>

92

<400> 92
ctttattaaa

agct ct at aa
aaaacttttc
tggaaaattt
tgtagtttca
gcgcgtttga
cggaagacaa
t aagt ggaac
caagcacaag
at ggaggat c
gcat gat at a
gcttggtacc
t at gaat gac
agcgtgtcca
aaccct aaaa
ttcaccagac
cat ggaaaga
cgt cagat at
at t ggacgcc
acaattaatt

tttccaagca

2866
ADN
Di abrotica virgifera

t cggaaat gc
ct caat caaa
gat aagcacg
t ct gacaaaa
at gat ggacg
ctggagattg
t cggaggaga

atcttttaaa
aagcacaaga
ttcatttaat
gtgttat gga
gcagtgattc
gacctttcat
ttttatccaa
accat ggcgt
cccaccaaga
cttgtggtgg
t cagcagaag
at ggaagct g
tttgaaccac
gaccaatt at
gaaat caaca
acgttccagt
at ggcagaac
agaact gatt
t at aaagccg
at cct cgacc

atggcctatg

Spani sh Seq Li sting_REVI SADO

t cgagaagt t
cagggatttt
gcaagt ct gt
gt ggt gt gat
gagt acaagc
agcagat aat

at gggcct gg

atattatttt
atatttatca
atatttatca
ttat cacaaa
at acgggt cg
tcatcttttt
atttttgaaa
t aaagaacca
agaat gggcc
accagcttgc
gcattacatt
t gt act t gat
caagacagat
ttagtacctt
tagcatt cat
gt agct acga
aaat t gcgac
gggaaagaaa
acgaacct ac
gaggtttcga

acttactacc

cat gaat cat
cagagct ggc
tcaggtgttg
aat gacagag
t gaagat aag

tgatacattc

tgaatttgaa
aaaaaaacag
tatttatcta
gggggt t aat
cact ataccg
gttattgttg
aat ct ccaat
agttggt caa
aact ccagga
cat gaggat g
ggt t gaagat
aacaccttca
gt acagaggg
gt gccaccac
t ccgact gag
tccatcattt
actctgtgcg
tgttgagctg
cat gggagag
ct gt gt at ct

cat agaaaat

Pagi na

at caat at gt
gt at t agagc
aagat t ct gg
aaggt t agat
aagaaaat ga

ggttctttag

attgtgcaag
ccat aggaaa
ccaaattcta
gat ggaaagt
tcacggattt
cggaggt caa
tctgtcactg
aaaat cat ga
cagcaagccc
gtttcagcat
att at gaaga
gaaaagt cag
gcacacgt gt
cccgt agcaa
t cacaggt gt
tccgetgecta
act ct agggg
gct caact aa
gggccggaaa
ccccecttcettce

gatgtatata

37

ct gagagct g
aggat ct agc
aggagcttgc
tgctgctgcet
ttcgcgcagce

acttgtccaa

ttat gaacgt
acaaagaaga
gat ggcacaa
cct t gaaaat
cacggattct
ttttttatat
aat t aggact
at gaagt cat
at ggggt aga
gct gt aaaat
aaagggaacc
ttcatgctct
tttttacaga
agtttattaa
tctcattgga
gaaacgccaa
aat acccaca
tt cagcagaa
aggcgagat c
acgaacttac

agt acgaagc

480
540
600
660
720
780
810

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260



at cggct ggt

acgccaccaa
cgact ccaaa
caaaaagat g
t gaagact gc
tttggcaatg
ccccatcttg
gt acgccatg
ccaaat caag
t gat ggagga
aacgtaccaa
cgacaaact g
ccat gcagcg
cgt gaagaac
caggt gcgce
gcacat actc
gat gaaaaag
aat gt aat ga
gt at cgaacc
gcagaat t gt
gt ct aaggt g
aagact catt
agagtttttt
gt aaaaggt a
agagatttac

aat acat cgt

ct gt ggcgac

<210>
<211>
<212>
<213>

93
265
ADN

<400> 93

gtt at gaaag
cacat cgcgg
cgcat gaccc
ccgcaatatc
at gaaggcct
ggaact gat g
ct agat ccca
acgaaaaacg
gacaaacaga
ccaagaaaaa
at gt caagat
gat cagaaac
ccctctagtg
gttcctcgac
t acgaagt ga
act cccgagg
gttactttta
gtctttttaa
gttttctttg
catacattaa
ct caaaactc
gagctt aaaa
attcaatttt
t aaaaat gac
caaaaaaat a
tttttttgtt

cccatcattg

Spani sh Seq Li sting_REVI SADO

aagtccttct
tggtgtctca
agagcgacaa
agaaagaat t
at caggggt a
ccgaaggcga
aaat caccaa
gcat cacaga
ccat cgccaa
aacaat at ac
ggacacct at
actacccgta
cccgttatgg
tgctcgtctt
ccaacgcgca
acttcct aag
at gt acccga
tcccaattta
tt acgagagt
attgttgecge
aaagccttcg
agtattattt
tgcggttatt
gtttttgagg
tttttttggg
ttatttactg

aaaacacttc

Di abrotica virgifera

at caagat cc ctaagaat ga agcgtcgccc

agacgaaaac
gagcgt cacc
gcagt cgat g
gt ccaagt at
t at agacaag
gaaaat caag
t gaat acgat
t gaaaat ctc
ccttcagtta
agt accgcgce
cat t aaggat
tttgagcgga
ccagt ggcac
cgt cgt gggt
gaagaact gg
caat ct ggca
gt aaacagtt
aacatattta
t aaagct gt t
ttctgaaatt
atgagtttat
cctacccttt
gggat at t at
agtcttcctg
ttaagatttt
ttaaagcttc

caagaacaag

gcgcgact gg

Pagi na

gacgagcttt
aagaat ct ga
aaggat ct ct
gctacgcatc
tt gt gt aaag
gat cacat gc
aagat gcgt a
tccaaattgg
cttggagt ca
aaagaaagaa
at aat ggagg
cgagcacagt
aaagacagag
ggaat cagt t
gaagt cat ca
acgttggccg
t cgcagt cgt
t at agaat ga
caaattat ct
gtt gt gcaat
gat t at aaat
ttttgtattt
cgctttattt
t aaaat t aat
agtttcttaa
tatattgtct

aacaca

tt ggaacaag

38

gggt cgat ct

agaaat t cac
caaccat gat
ttcatctcge
tt gagcagga
gcaacat cgt
ttatagcatt
ctacccat gc
acgttattaa
tt acagaaca
att gcat aga
ctacgggat a
gt caacaagc
ttt cagagat
tcggctcgte
gct agaat ca
agt tt aaaat
ctttcgatca
tgaaatttgt
aaaagaaaat
t gagaat aaa
tt ccaat agc
acaaaat t gt
ttcaatagtc
catattataa

tcttgaactg

at t agat gaa

1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2866

60



aat aggagac
cacagct cca
caaat aaat g
<210> 94

<211> 258
<212> ADN
<213>

<400> 94
cagatttgcg

ttttcgtgaa
gt acacagca
aacgccttgc
gt cgt cat at
<210> 95

<211> 423
<212> ADN
<213>

<400> 95
gccgaacgga

tccgttgtat
tctgaacttt
ttttgagtag
cttagcctct
agctcatatt
tgtattttgt
tca

<210> 96

<211> 209
<212> ADN
<213>

<400> 96

ctcctcatct tttgtttttg cgctgttcaa

aagact aaaa

Spani sh Seq Li sting_REVI SADO
gaattgcgaa aactacaagt gcgttttggc gataaatttg tttccttatc caactcaggc

cgat act agt tctcact gat
cat acgaggc tctactacac

aaagcaaat a tgaac

Di abrotica virgifera

aattgcat gt cagtcatggg
gccacgtcct gaagtatt at
cacacat cct caact gggct
tggcgaagtt cgccgacttt

at gagaat

Di abrotica virgifera

tttcgctgaa gctgatgecg

tcgcgtttcg agctagattt
cccagtccca
cgacgt agcc tccgaaatcg
t ggaagccgc agtttct aat
gcgctgattt ggctcgettt

ggacatgttt gagcgagctc

Di abrotica virgifera

agat cgggct ccgt gacgat

at caaattga

cgaacact ag

gattgcttcg

cgt gacgaac
ggt caggttc
ccgttcagag

caccaccggg

ccgaggcaga
gctaaatttt
gttgcgcgaa
ggatcttgta
aactctttga
ttat agt agt

gcaccaggcc

t gcccaat ag

gaagt t gagg

aatttgttcc gaggtgcctg cagcagctgt ttgcgcggca

gggt at cgag

gagaggaagt tgagatggg

Pagi na

actttttcac

gt at aaaat t

t gt aagt cat
ttttcagtcg
gctat at gca

gcgat gat ca

aaagaat aac
gat cgt ct ac
tgcgtcctce
gat at gggga
tcactggctc
ttagtaactc

cattctcctc

gtatgctcct
tattggtcgt

aagtcctcca

39

gcccctatcc

gaattggatt

aagccgtgta
cctctacgaa
acatt agagt

tttgcgaacg

cttgggcttg
gggcgaaacg
gt gagaattg
t cgact ccgg
aaat cgact g

ttcattctta

cgatttggcg

tctgcatccc
aaacttgtgc

gaaggggt cg

120
180
240
265

60
120
180
240
258

60
120
180
240
300
360
420
423

60
120
180
209



<210> 97
<211> 4816
<212> ADN
<213>

<400> 97

cggatttcac
aggtcaattt
gt cact gaat
at cat gaat g
caagcccatg
t cagcat gct
at gaagaaaa
aagtcagttc
cacgtgtttt
gt agcaaagt
caggtgttct
gct gct agaa
ct aggggaat
caactaattc
ccggaaaagg
cttcttcacg
gt at at aagt
gagctttggg
aat ct gaaga
gatctctcaa
acgcatcttc
t gt aaagttg
cacat gcgca
atgcgtatta
aaatt ggct a
ggagt caacg
gaaagaatta

at ggaggat t

ggattctgcg
tttatatcgg

taggacttaa
aagt cat caa
gggt agaat g
gt aaaat gca
gggaaccgct
atgctcttat
tt acagaagc
ttattaaaac
cattggattc
acgccaacat
acccacacgt
agcagaaat t
cgagat caca
aacttacttt
acgaagcat c
t cgat ct acg
aattcaccga
ccat gat caa
atctcgct ga
agcaggattt
acat cgtccc
tagcattgta
cccat gccca
ttattaatga
cagaacaaac

gcat agacga

Spani sh Seq Li sting_REVI SADO

Di abrotica virgifera

cgtttgagac
aagacaattt
gt ggaacacc
gcacaagccc
gaggat cctt
tgatatatca
tggtaccatg
gaat gacttt
gt gt ccagac
cct aaaagaa
accagacacg
ggaaagaat g
cagat at aga
ggacgcct at
attaattatc
ccaagcaat g
ggctggtgtt
ccaccaacac
ct ccaaacgc
aaagat gccg
agact gcat g
ggcaat ggga
catcttgcta
cgccat gacg
aat caaggac
t ggaggacca
gt accaaat g

caaact ggat

ctttcattca
tat ccaaatt
atggcgttaa
accaagaaga
gt ggt ggacc
gcagaaggca
gaagct gt gt
gaaccaccaa
caattattta
at caacat ag
ttccagtgta
gcagaacaaa
act gat tggg
aaagccgacg
ct cgaccgag
gcct at gact
at gaaagaag
atcgcggt gg
at gacccaga
caat at caga
aaggcctatc
act gat gccg
gat cccaaaa
aaaaacggca
aaacagacca
agaaaaaaac
t caagat gga

cagaaacact

Pagi na

tectttttgtt
ttt gaaaaat
agaaccaagt
at gggccaac
agcttgccat
ttacatt ggt
acttgataac
gacagat gt a
gtaccttgtg
cattcattcc
gctacgat cc
tt gcgacact
aaagaaat gt
aacct accat
gtttcgactg
tact acccat
tccttctaga
t gt ct cagag
gcgacaagca
aagaattgtc
aggggt at at
aaggcgagaa
t caccaat ga
t cacagat ga
t cgccaacct
aat at acagt
cacct at cat

acccgtattt

40

attgttgcgg
ctccaattct
t ggt caaaaa
t ccaggacag
gaggat ggt t
t gaagat at t
accttcagaa
cagaggggca
ccaccacccc
gact gagt ca
atcattttcc
ct gt gcgact
t gagct ggct
gggagagggg
tgtatctccc
agaaaat gat
cgaaaacgac
cgt caccaag
gt cgat gaag
caagt at gct
agacaagttg
aat caaggat
at acgat aag
aaatctctcc
tcagttactt
accgcgcaaa

t aaggat at a

gagcggacga

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680



gcacagtcta
gacagaggt ¢
atcagttttt
gt cat cat cg
ttggccggcet
cagt cgt agt
agaat gactt
attatcttga
gt gcaat aaa
tat aaattga
tgtatttttc
tttatttaca
aattaatttc
ttcttaacat
attgtcttct
acatttggct
taattttggg
gccacact gt
ctttctctgg
t aaat at aca
aacaagt aca
at ct gt ggct
at gcaacct a
ataat gcatt
aaattatgta
gtattcgttg
t aagacgat g
gcgagt aat t
tt agaat agg
agaacgt gac
aaaat t agat

acagccaat a

cgggat acca
aacaagccgt
cagagat cag
gct cgt cgca
agaat cagat
tt aaaat aat
t cgat cagt a
aatttgtgca
agaaaat gt c
gaat aaaaag
caat agcaga
aaattgtgta
aat agt caga
att at aaaat
tgaactgctg
ttttgttgta
t cacact agt
tctgtgtttt
tttttgaaaa
tatttttgcet
tttagtttat
ggattttagt
acct cacat a
ggt gt ggt at
tatttatgca
act agt ct gc
cttttaaatg
aagaatctta
aaaat gtatt
aaagaat agc
aat ccttaaa

gaaaagaagc

Spani sh Seq Li sting_REVI SADO

t gcagcgccc
gaagaacgt t
gt gcgect ac
cat act cact
gaaaaaggt t
gt aat gagt c
t cgaaccgt t
gaatt gt cat
t aaggt gctc
act cat t gag
gttttttatt
aaaggt at aa
gatttaccaa
acatcgtttt
t ggcgaccce
attatctttt
ttttegtttt
cggcat gaag
cgt at at aag
at cagagcat
ttgttcagtt
gt gt caactc
acct caaat a
gaacgattcg
aaaatcttca
gt ccagttgc
ctttttgtgt
tctttaaata
tttcaact gt
at aaagaagg

tt aaact aga

t gaggaaggt

t ct agt gcce
cct cgact gc
gaagt gacca
cccgaggact
acttttaatg
tttttaatcc
ttctttgtta
acattaaatt
aaaact caaa
ctt aaaaagt
caatttttgc
aaat gacgtt
aaaaatattt
ttttgtttta
at catt gaaa
t gggaagat a
tcattctacc
gcat acaaac
ttttctttca
accaaat gaa
atatgtttcc
cagttttata
at at aacaaa
gaatttgttt
ttttttettg
acaaacgaca
gact ggt aca
tccagttgta
acct aaccaa
acct gagctt
t at gt gt gct

ct cagat cac
Pagi na

gttatggcca
tcgtcttegt
acgcgcagaa
tcct aagcaa
tacccgagt a
caattt aaac
cgagagttaa
gttgcgecttce
gccttcgatg
attatttcct
ggt t at t ggg
ttt gaggagt
ttttttgttt
tttactgtta
acacttccaa
tatttgagga
cattttttgg
aaaaaat gt't
at agt at gaa
gtagttctgt
atttctagta
acct aaccaa
atctctcgta
t aat t aaaga
tttacactgc
cccct aaage
tatattataa
catcttacat
acgcgt at ag
gttttagtta
aaaaaat cat

cgt gat caat
41

gt ggcacaaa
cgt gggt gga
gaact gggaa
t ct ggcaacg
aacagtttcg
atatttatat
agctgttcaa
tgaaattgtt
agtttat gat
accctttttt
atattatcgc
cttcctgtaa
agattttagt
aagcttct at
gaacaagaac
aacagctttg
ttgattgttg
ccaggt gt aa
ctatcattca
atttatttca
gtcttctggt
acctcaccta
gact aacct a
aatttttcaa
tattgatatt
tacttaacag
attaagctta
agt gtacctc
caaaaggt gt
ttcttccttc

ct ct ggcggt

tatttaagca

1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360
3420
3480
3540
3600



gaat aat gga
ctacacct at
cagtagttta
aaaaaaaaaa
attatttagt
cgagt at caa
aat aacacaa
t cggccaat c
aact ggact a
agtttgattt
tttatattcc
tttctaggaa
atacat catt
gtttcttttc
gttggtttac
cat agacat a
cgccaat atc
t accaagagg
gagagagaaa
gcgttacgct
tccagtttaa
<210>
<211>

<212>
<213>

98

ADN
<400> 98
ttttogttatt
gaaaaat ctc
accaagt t gg
ggccaact cc
ttgccat gag
cattggttga

t gat aacacc

2664

aaact ggt cg
tttcaaatca
tcgtgaccta
cttctatttg
tgttattatt
aat cat aat a
aat acaacaa
agagcgccat
tt acaggagc
tttatagtag
ctactactcg
tataagtgta
tt cgt agagg
gt caccct ag
agcggt gt gt
ttat cgat ag
aagt acggtg
t gggagt aat
gct aagcgcec
atttttcgga

ccaatg

gt t gcggagg
caattctgtc
t caaaaaat c
aggacagcaa
gatggtttca
agatattatg

tt cagaaaag

Spani sh Seq Li sting_REVI SADO

tgagccatct aaatcttctc tatgctatag

cagctttgta
ttttttatat
at agaaaaat
cagcatttac
cgagcaaaac
tttcttagat
attgtagtca
gat aaagcat
tcacgatgtt
ttttgccact
aaattgactg
gct ggat cat
t caat aaagt
acat gacaag
accaagct ag
gtctagct at
ggaacgacac
ggt agagaga

cctggcct aa

Di abrotica virgifera

tcaatttttt
actgaattag
at gaat gaag
gcccat gggg
gcatgctgta
aagaaaaggg

tcagttcatg

ttcatgctag
atct act aaa
aaaaattt at
aacggt acaa
tt aacggagc
ct ggggaaaa
cgt gacct aa
taat agcgtt
tttggtcgat
gaat gaagca
acaaattaca
gcgtgggt ga
ccttatttat
ggcgatttaa
gaat at gcca
ctttgtctgt
agacacagag
gat agat aga

tctattgtgt

at at cggaag
gacttaagtg
t cat caagca
t agaat ggag
aaat gcat ga
aaccgcttgg

ctcttatgaa
Pagi na

ctaactttgt
agacaccgat
cgtttacaaa
cgctttettt
cccaacat at
t cgt cgaaga
aattttccta
atttgtgttg
gaaagacttt
ttttccacat
tgttttcgtt
tt aaaat aca
gt gct agt gt
acggat ct gc
ct caat gcat
cgtgcgagtg
gcagcggcca
ccaccgaccc

tattatatct

acaattttat
gaacaccat g
caagcccacc
gatccttgtg
t at at cagca
taccat ggaa

tgactttgaa
42

tttaaacgta
at cat at cct
agtttttcca
ttat ggt aaa
cagt gcagaa
accaaccttg
tttgacaatt
gattccagta
gctatcccga
agacaat gat
tcctgttcgt
actatcatcg
gttgttgtac
ttctattatc
gggt aaat ac
cggggt gt aa
t gagcgtatc
tcatatgcta
gaact gctcc

atggttcaac

ccaaattttt
gcgt t aaaga
aagaagaat g
gt ggaccagc
gaaggcatta
gct gt gt act

ccaccaagac

3660
3720
3780
3840
3900
3960
4020
4080
4140
4200
4260
4320
4380
4440
4500
4560
4620
4680
4740
4800
4816

60
120
180
240
300
360
420



agat gt acag
ccttgtgcca
tcattccgac
tgtttttcac
ccttttccta
tgaattgttg
ttgtgcggcce
gtctcaggtg
ttccgct gct
gact ct aggg
ggct caacta
ggggccggaa
tcceccttcett
t gat gt at at
cgacgagctt
caagaatctg
gaaggatctc
t gct acgcat
gttgtgtaaa
ggat cacatg
t aagat gcgt
ctccaaattg
acttggagtc
caaagaaaga
t at aat ggag
acgagcacag
caaagacaga
t ggaat cagt
ggaagtcatc
aacgttggcc

ttcgcagtcg

aggggcacac
ccaccccgta
t gagt cacag
gtt caaat ac
ctaacatt at
ttttgtctaa
agaaaaatta
ttctcattgg
agaaacgcca
gaat acccac
att cagcaga
aaggcgagat
cacgaactta
aagt acgaag
tgggt cgatc
aagaaattca
t caaccat ga
cttcatctcg
gt t gagcagg
cgcaacat cg
att at agcat
gctacccatg
aacgttatta
at t acagaac
gattgcatag
t ct acgggat
ggt caacaag
ttttcagaga
at cggct cgt
ggct agaat c

tagtttaaaa

Spani sh Seq Li sting_REVI SADO

gtgtttttta cagaagcgtg tccagaccaa

gcaaagttta ttaaaaccct aaaagaaatc

gtattgacaa
taacctacta
gaaaaat gt a
cagt at gccc
agact ct caa
attcaccaga
acat ggaaag
acgt cagat a
aatt ggacgc
cacaat t aat
ctttccaagc
cat cggctgg
tacgccacca
ccgact ccaa
t caaaaagat
ct gaagact g
atttggcaat
tccccatctt
t gt acgccat
cccaaat caa
at gat ggagg
aaacgt acca
acgacaaact
accat gcagc
ccgt gaagaa
t caggt gcgc
cgcacat act
agat gaaaaa

taatgtaatg

ttgcttaaaa
actcagtctt
atatctgtgc
ggaggaact g
ggaaat caac
cacgttccag
aat ggcagaa
t agaact gat
ct at aaagcc
tatcctcgac
aat ggcct at
tgttat gaaa
acacat cgcg
acgcat gacc
gccgcaat at
cat gaaggcc
gggaact gat
gctagat ccc
gacgaaaaac
ggacaaacag
accaagaaaa
aat gt caaga
ggat cagaaa
gccct ct agt
cgttcctcga
ctacgaagtg
cactcccgag
gottactttt

agtcttttta

Pagi na

t cacct aaag
tgtctgctct
gattttgttt
tt caat gagc
attgcgttct
t gt agct acg
caaattgcga
t gggaaagaa
gacgaaccta
cgaggtttcg
gacttactac
gaagtccttc
gtggtgtctc
cagagcgaca
cagaaagaat
t at caggggt
gccgaaggcg
aaaat cacca
ggcat cacag
accat cgcca
aaacaat at a
t ggacacct a
cactacccgt
gcccgttatg
ctgctcgtct
accaacgcgc
gacttcctaa
aat gt acccg

atcccaattt

43

ttatttagta
aacat agcat
gtatgcttgt
tgtatattcg
aaatgtggtc
tctgcaagtc
tgccgt at ga
atccatcatt
cactctgtgc
at gtt gagct
ccat gggaga
actgtgtatc
ccat agaaaa
t agacgaaaa
agagcgt cac
agcagt cgat
t gt ccaagta
at at agacaa
agaaaat caa
at gaat acga
at gaaaat ct
accttcagtt
cagt accgcg
t catt aagga
atttgagcgg
gccagt ggca
t cgt cgt ggg
agaagaact g
gcaat ct ggc
agt aaacagt

aaacatattt

480

540

600

660

720

780

840

900

960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280



atatagaatg actttcgatc
tcaaattatc ttgaaatttg
tgttgtgcaa t aaaagaaaa
tgattat aaa ttgagaataa
tttttgtatt tttccaatag
tcgctttatt tacaaaattg
gt aaaattaa tttcaatagt
<210> 99

<211> 275

<212> ADN

<213>

<400> 99
ctcaaggttc atcgtttgtt

ttcctgttac caaaattacc
attatttgta tttggatccc
ctccatttca ggatgcagtt
atttggtgga ctttataaag
<210>
<211>

<212>
<213>

100
254
ADN

<400> 100

at gct gaggg t gagaagat a
cgtcgatctc caact acgat
gaat at ccga agagaatttg
aggat at ggt gcgaaatctt
agaagacata cacg

<210>
<211>

<212>
<213>

101
342
ADN

<400> 101

cacaaaggat aaattttgga
tatt caagaa gagct ggaat
ttcgatggga attgacggcg

gaaatt aacg aat gcagtga

Spani sh Seq Li sting_REVI SADO

agt at cgaac
tgcagaattg
t gt ct aaggt
aaagact cat
cagagttttt
t gt aaaaggt

caga

Di abrotica virgifera

at ggaaggtg
gaacaattga
aaattgttga

gtgtttatgg

caaaaacaat

Di abrotica virgifera

aaagat cat a
aaagttcgaa
at gaaat t gt

agttttctcg

Di abrotica virgifera

aaacacacaa
cgt at cgcag
aaacggagat

actcgttgcc

cgttttcttt
tcatacatta
gct caaaact
tgagctt aaa
tattcaattt

at aaaaat ga

t gaagaattt
t ggaat gccg
aaggt ggcga
ttggaggtgg

catca

t gcgcaacat
t cat cgccct
t cacccacgc

gagt caat at

aggaagt ccg
ct cagaagat
agcctattcg
acagctgatg

Pagi na

gt t acgagag
aattgttgcg
caaagcct tc
aagtattatt
ttgcggttat
cgtttttgag

agt ggt gaaa
gact ggt ggc
cattgtcccg

taattacatt

tgtgcccatt
ctacgtgatg
t cagat cggc

cgt at cagat

tttccaacgg
gagat aaaga
at ggt aaat g

gaaaagaaac

44

tt aaagct gt
cttct gaaat
gatgagttta
tcctaccctt
tgggatatta

gagtcttcct

cgacacaat c
gat at agacg
aaaaatcgtg

gaat at caga

ct act agaag
at caaaaacg
ccgaaggaac

ggcaacagaa

tt gccgaggce
aat t gaaaac
acaacacaga

gact gat cga

2340
2400
2460
2520
2580
2640
2664

60
120
180
240
275

60
120
180
240
254

60
120
180
240



Spani sh Seq Li sting_REVI SADO
catgcat acg aaaatagcga cgtccatttt gaattacatt aagtcgagac gtttggactc

gttttttgaa ctagaggaaa aaattatgtc gaaactggcg ct

<210>
<211>
<212>
<213>

102
2124
ADN

<400> 102
tctacaactt
cagttat agt
gat at at cct
cct ggt aaga
aaat at gcaa
ttacct gaaa
gactacattg
taccatttgt
ggagtctatg
tctgacttag
cctacgtatt
attcctaaag
tt gcaaagag
caaat cat at
t at gaaggat
gataattttt
ctgattctag
gtaggcggtt
gaaaagtctg
aaaaagcaac
tatgattttt
aaacccagtg
aggtt aat gt
t at aaaaggg
gaaaaagttg

gcattaagtt

gacgacagtg
t aagtt aaag
t aatt caagc
aagtcattgt
t cct caagga
ctgat gtcga
cacaaaat gt
tttttgtacc
gaagcgt aat
t at caat gga
t at accaaac
tttggggcaa
aaaagaat aa
t aat cgat ag
tgattgatga
t aagcact ga
attcaactga
atctctcaaa
t ccaggagat
t ggcaacaca
tggat acgtt
cttacattga
gtttacaatg
at ct agt aca
gact att gaa

t aaccat gga

Di abrotica virgifera

acagaat aaa
gct aaagt ga
agcagct agg
tt gggat aac
gcaccaggct
tcatattatc
acat gct gac
aaagaaaagc
gttaatt gat
aat at ct gag
agcacaagct
aggaaat gca
cagt gaagat
gt ct gt agat
aattttcggt
agaaagaact
caaaattttt
agaggct aaa
gaagcttt at
tacagcaat t
acaggct gaa
agaaat gat c
t at cgcaagt
ggtttacggc
acttcaat ct

aaacacttcc

at at aaacat
aat at ggctc
gcaaacct ga
agcttagctg
cct aagat gt
ttcatctcaa
agt aaaacga
ttattgtgca
gaat t caaat
gtttttaggg
at aat at acc
gct aagcaag
at gaaaaat a
ttgat cacac
at aaat aat t
acagaat cgt
gctgacat cc
gcaattagtg
gtt caaagac
gcggaat gt a
caggagtttt
gct cagagca
tctggattaa
ct ggaggccc
agt act agac

gaaattaatc

Pagi na

ttaaat ccac
acat gcaaag
taaacctttt
gaccagttgg
tcccacttcg
ggcccaaat t
aaagt ggcag
t ggaaagat t
gccagcetttt
agt acacaat
tt caaaaaat
tttgggatct
at caacagt c
ctttagctac
caactgccta
t at cagaaga
gggacaagaa
cccagat gga
ttcctcaaat
t t aaggaaat
t aaact gcat
aaccaat ggt
agcccaaaat
ttctggcaat
aat acacagt

ct acagacat

45

ctcttttgat
t ggaaaagt a
agaacaat gt
acttgtagcc
aaat at gcct
gtatctgatg
t aagaagcaa
gaaacat aaa
tccatttgaa
t gaaaacgac
gt at ggaact
tgtggttaga
at gt at t gat
acagtt aact
tttcccaatc
t aagaagcaa
tttcaat gct
aaat acacag
tttggcaaag
cacggat ggg
agaagt agac
gaaagtgtta
ttt ggaaagc
atcgaaattg
t ct gagaaaa

tagttacgtt

300
342

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560



Spani sh Seq Li sting_REVI SADO
cat agt atat acgcaccgat gagtatcaga ttagtggaac atgtaaccag

aact ggagga

act aaacaat tgcaggatgt gttaggctta ctaccaggtc caactttaga tgaaaccaga

tcagttaaca
ggat gt acat
cttcgtttca
tt gt aat agg
actaatatta
gaaat aaaag
ttattttctt
tctatctatt
<210>
<211>

<212>
<213>

103
478
ADN

<400> 103
aagacgagaa
aagaat accc
tgtttcaagc
accgagggac
agagcacttt
at ccagct ga
agttttggat
gaat ggcgca
<210>
<211>

<212>
<213>

104
288
ADN

<400> 104

ct at aat aaa
tt gcagaagt
gat at ct gct
tact accaag
cattcctacg
ctttattaat
tgtatatgtg
ttgtactgtg

gottttaagg
gtacgttcga
caaaat gaac
gctcttettt
tcaggctatg
aacgaact ca
t gaat at cgt

gttgtcgtca

ttcagattca
aactaacatt
ctgagatttt
ttgattaatg
ctcttttaat
gttcttggtt
gtatttatgc

at ac

Di abrotica virgifera

gctatttgceg
t at aaggct g
gagttcgtcg
attgatcgtg
atttacgact
ggaacagt ga
cat acacata

tcaaatgctg

Di abrotica virgifera

gcttcctatg cagagcttcg tacaatttac

attctaggag cgacctcgtt catcaaaccg

cat gaagcga atcccacctc aaaccctccg

ttaagcagtg cagagattca tgtactggtg

actccctttg agaaaattgg tggcgaaggce

<210>
<211>

105
699

ccacaaacag
gt gcat t act
tat ccacgca
ggacgacat t
cttttatgcg
ggt ct caaag

cat aat cgat

agcgat t ggt
accagcctcg
caaaaaat ga
gtcaggattt
t gat cgacgt
t gaaaacagc
tt gcaaaggt

ggacgt cact

gagttgcgtc
aaggcatttg
ccagttggtc
gagaat caaa

t ccaagacct

Pagi na

ttcttgtatt
tt aacaaaaa
agaagattca
tttgaattcc
aaaaat acca
acaagat gcc

atttttagtt

ctcagt gt gt
t at ggagcaa
tgcatttaca
agttgcacca
caacgaagag
gtttctaaat
t agcgaagag

cgggaaaggc

aat ccgaaaa
t cgacgcact
gt ggt gct ga
ct aaaccagc

cttccttc

46

ctttattggt
ttactaattt
aat gt t gaat
attattgaaa
gct aaattga
att aaagatt

atgttatatt

gcgacct t gg

ct cgct cage
tacgcaacga
atgat gcat g
cagat cacat
gaaaacgaca
at t ggcaaac

aagt caac

acgagatatc
gtctgtgctt
t gt gacgcct
gagt t caggg

1620
1680
1740
1800
1860
1920
1980
2040
2100
2124

60
120
180
240
300
360
420
478

60
120
180
240
288



<212>
<213>

ADN

<400> 105
ggcgcgat gg

gctgggaatc
act gt ggacc
at cct gagca
gagagcagt c
aact cgaacg
acgct ccagc
gacgcgt cga
taccagt cgc
aaggcgttcc
gagcagct cg
t gt ct ccagt
<210>
<211>

<212>
<213>

106
270
ADN

<400> 106
ttgtggectg

gt at aagccg
at ct ggagaa
cagacaccac
tctttttggt
<210>
<211>

<212>
<213>

107
317
ADN

<400> 107
gagcct gggt
aacacacctg
ttctggccge
aaaacaacaa
tt agt aggaa

gaacgt gaaa

caaaggt cgt
cgat cggcgt
t cgcgacgec
t cacgcat gg
ctagctct gg
acaagctgta
agcaagcgca
t cagcgagat
tcatgcagca
gggacct caa
aagagcgcat

cggt cacgag

aaggcgcgtg
gt gct agagt
ggt cat aaat
gacggtgatc
agagcaggtt

at t aaaaaga
agact cat ac
acaagacttg
tt cagaccac
aaggcgaat a

aacaaca

Spani sh Seq Li sting_REVI SADO

Di abrotica virgifera

gt acgacat g
cctcgat ccc
gat gt gt acg
cttcatcaca
tcct agt ggt
cgcggacgtg
cgacat ccgc
ccgcgagttc
catcaacttg
agt cgccgag
tggcttccag
cggcggcatc

Di abrotica virgifera

gagat cgtcc
cttggcagca
gaccct caga
t cgat ggt ga

gacgcgt ccc

Di abrotica virgifera

gaaggaat tt
ggcaagaacg
cagagct cat
atttaaacaa

t acaagagca

at ggcgcact
gagat cgaca
ccact gacgt
gt cgacgccg
ccgagt ggca
cgcgact acc
gcgcgcet acg
gt caagcgca
gct gagct ca
cacgcgat gc
gacccgat cc

aaat ccaag

cgcgtgtatc
caat ggacgt
t cgat ggcat

tgtcgcagtc

cgaattattt
caat gt t gat
t gaacagttc
aat cgcacag

gacaaagact

Pagi na

t caagcgcga
cgct cgt get
acgaaggctt
agctcattgc
agaaagtgtc
acgt cgagcg
acgagttccg
tt ccagggct
t caagaaaac
t cat gggcga

tcagtgtctt

acct ggcccc
gat cgt agca
gaaggct cta

gcatattcta

t gt agacgtt
ttccttgaga
ct ccgggceat
atattacatt

gagtt agt ag

47

gcaagaggtc
cttggaccgg
gt t ggacgag
ggaagacagt
gatcccactc
cttgggcatg
gaagaaccgc
caagcagaac
gacggacaac
aacgatcttc

gcgt cagctc

gaagat t gct
gt gcggcagt
ctgctcgatg
cagcgggaag

ttt aagaaga
gtcttaattt
act gtt agac
tttcataatg

gttagtattt

60
120
180
240
300
360
420
480
540
600
660
699

60
120
180
240
270

60
120
180
240
300
317



<210>
<211>
<212>
<213>

108
258
ADN

<400>
cgcat ggt cg

gtctttageg
gaagacct cg
ct caagat cc
agt gacggca
<210>
<211>

<212>
<213>

109
696
ADN

<400>
cgccgcecaca
gctttcctgg
cat ct aaagc
tcaaagtgtt
t ggaat actc
aactgttgcc
cccagtcata
tcattgtgtc
gcttcggatc
tcccggattc
ttgattttgt

caagcatctc

<210> 110
<211> 1565
<212> ADN
<213>

<400> 110

108

109

cggagcagct
aaggcagcgt
cgt cgagt ct
agat gaaccg

at ggcagc

aacgaagacg
ttttggttge
t gat gccgat
cttcagcgct
aacttgttca
gttctgcgtg
cttctgtgat
ttgcgtcaac
tttgaacagg
gt caacacca
aaat at accc

tctgtattcg

Spani sh Seq Li sting_REVI SADO

Di abrotica virgifera

cagcaacttg
gtcgttccag
ccaccacccg

cgt gaaagt g

Di abrotica virgifera

agcatctttt
actttcttgc
ccgagaggcg
tgcttcagga
gccttcaatg
t aaagt gcag
agatttgcag
gaaaat acca
t cct caagct
gt cgccat gg
atagcatttc

ggcagct ccc

Di abrotica virgifera

cttcagcggt cagagctttt tgtggtcgta

gccgeget cc agt ccatacg cat ccgegat

gaat gt gccg cccaagat ga tgcgttggece

caccttcgtg gcctcctcaa acgtgacacc

at ccgcgage
cgcccagt gc
t cgacgt acc

acagt caaga

cgccaccaaa
ggagt gagat
gcgcaat gat
ct gactt aat
ctgctttctt
caccgccaac
cct ggat aat
tagctact cg
gcttagtcag
tttgctcaat
ctgcgagcca

gtaatg

cttccagttg
ct ct gcgaga
ggagat agca

accacagatg
Pagi na

acttgtcggce
t gat cat cat
aagcgct cgt

cgt ccagt gg

tgtgtctttg
cgggcccctt
at acggat ag
atgtggttca
gatgtcttcc
t gcaaccaga
tttetttttc
aaatttatcc
tattgcgtgc
gttagat gcc

caggt gct ga

gcagct gacg
tatgaggttg
agtttctgat

aacacaat aa
48

gcgcaat ggc
ggaccgcaac
t gacgacatg

t gcgaat ggc

t ccgcat cag
ttcttgetgt
tcgtgttcat
tatctcgcat
gaagat agag
ttactcattg
tcgt ggt cct
gcct cggat a
ttgattttct
t caaggaggc

gaaagttttc

at cgcccatc
agt t gt ggat
t caact cggc

t gt cacgaac

60
120
180
240
258

60
120
180
240
300
360
420
480
540
600
660
696

60
120
180
240



cttcttgatg
gcccttgaca
cggaacacct
gt agagat cg
cacacgct ct
agagctgttg
cttgatctga
accacaagct
acgt gccagc
tgctggat aa
ttgtgtcttg
gttggcgtac
catgtcctta
cagttcatga
t cgacgat cg
gtcttgctca
gceccttttga
ttcgacgcett
gacgact cct
gacagt gcca
gtattcctgg

ct caact ggt

ttcct
<210> 111
<211> 340
<212> ADN
<213>
<400> 111

ccaggtgtgg
at cagct cga
tgcacgcecett
ccagaccgca
gat ggcaaac
gcttcgtacc
gcattcttga
agct cct gct
t cacccatga
ttgtccacga
gcctggtatt
aagtgtttct
cgcactcctg
accat ggctt
aggacgt aga
agct gcat gc
tatct gat ag
cggt t gaaaa
gcagtcgctg
cgcaagttga
atttgat gaa

agaatattcg

Spani sh Seq Li sting_REVI SADO

tcgtaccgtt
ggt ggcgaat
gt gt cat ggc
cgttcgcacc
ccgaggcaga
gcagcacgta
gctttgacac
caagtt gact
gcgtcacatg
aacgct gcat
cgt cgaccat
cgaagaagct
gagcgttttt
gatat gtcca
gcaat ggcat
gt gcggagac
ttggacgctt
ggtgtgtggc
gt gt agat gc
aat gaaacaa
tcacctcctt

t gaagaagat

Di abrotica virgifera

gcgaggaggc gcggcaaagg acaccaggaa

ggt gcggt cg accaagggca aggacagaat

ggtcatcgtg ttcgtcgetg gtggtatcac

cttcgacaag agggaggtga tcatcggagg

ctcgtatttt cattggattc tcctgacact

cacgat acca aactcgttgt cgagcaagtt

gagaggt ggc
acgcat gaac
tccatacttg
caacagat ct
caaaattgca
aaggtctttg
gacgtccatg
cttggacacg
gtcctcaata
cttcttgact
gt cagacgtg
cat gt cgaca
ct gact caag
gacttccgga
ctctcgcgca
cttcaatgcg
cttagctggce
t gaagcaccg
cgtgtcgttc
ctcgtccgct

gtggtattgg

gaaggccacc
cgacggt gac
ccactct gaa
cacgtccatc

tttcaatgtt
Pagi na

acatgctgtg
ttcttgaggc
aggaacgt gt
ttcacaactt
agt cgcaact
aagt gt gaat
agcccatcta
gcaact gact
gacacgat at
gccat gccca
gt cgaaagca
cggttctcat
agcggggt ca
cgacggaaat
agcttttcag
agt agcact g
aaagct gcgc
tgccccttaa
act gcgagga
t cagcaagt c

ccatacttgg

tcgct caaga
gcggaggacc
atccgttccg
ct gaccccac

tttacgatcc
49

cgtatacgtt
cacgat cgcc
ccacaagt gc
tgacttgcac
tgtttagcgg
tgtgatcatc
cttccaccag
gcgagcggaa
tttcgtgtagt
gat caccgaa
cgagct ct gt
ttagctctag
ctgggtcatc
caaat aaacc
caatttcaga
acagcagccc
t agt at t ggt
tgctcat cgc
agtccgcgt a
gct cgagcag
gattcttgag

cccagaccag
t gggt cccag
cct accagct
acaagtt cac

gagctttgee

300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1565

60
120
180
240
300



Spani sh Seq Li sting_REVI SADO

gccgct cgaa atgccaatat ggaacgaatg gct gaacaaa

<210> 112

<211> 47

<212> ADN

<213> Secuencia artificia

<220>

<223> ROPv3FT7 A i gonucl ebti do
<400> 112

ttaatacgac tcactat agg

gagacaagt a

<210> 113

<211> 50

<212> ADN

<213> Secuencia artificia

<220>

<223> ROPv3RT7 A i gonucl ebti do
<400> 113

ttaatacgac tcactat agg

gagat ctt at

<210> 114
<211> 191
<212> ADN
<213> Diabrotica virgifera
<400> 114

caagt at gct acgcatcttc
agacaagttg tgtaaagttg
aat caaggat cacat gcgca
atacgat aag a

<210>
<211>

<212>
<213>

115
2238
ADN

<400> 115

tacctctcct ggctatattc
gt gt aacaag tgcttaccgc
cagaccagtt tgacacttga
aaaaaattat gaacgatgcg
tccttgtcgt ggatcagcta
tttctgccga gggcttaacg

caatggaagc tgtttatcta

atctcgct ga
agcaggattt

acatcgtccc

Euschi st us heros

aacaaagtta
aatt gagt ag
cacaaacgag
at caggcaaa
gcgat gcgga
attgttgaag

at aaccccga

de cebador

t gct acgcat

de cebador

cgtattcatt

agact gcat g

ggcaat ggga

catcttgcta

ct caaacaat
tgttctgata
t gaaaat ggc
agaaaaaagg
tgatctctgc
acat t aat aa

gt gaaaaat c

Pagi na

cttcatc

ggtgattttg

aaggcctatc
act gat gccg

gat cccaaaa

gagt t at ggt
caggagt gat
gct gaaagct
gaaagaggt a
ttgctgtaaa
aaagagggag

cgt acat gcc

50

aggggt at at
aaggcgagaa

t caccaat ga

at ct ggagaa
agggt t agac
ctcgttggtc
gagt ggagag
at gcat gaaa
ccacttccat

tt gat gaacg

340

47

50

60
120
180
191

60
120
180
240
300
360
420



attttgectc
gt caggagga
t gaaagagat
cagaaacatt
agcgtattgce
gat at aggag
at gcct acaa
tgttgatcct
aggcaat ggc
ct ggagct cc
gccat cagca
agt ct aagag
aaaagat gcc
aagat t gt at
t ggcaat ggg
cgat act cct
cattgtcaaa
t ccagccaca
tt gat ggt ac
aaacttacca
at gacaagct
at catgctcc
t gaagaat gt
gat gtgccta
at at cct gac
actgattgtt
at gt aaaat t
tttgttatagt
act gaggcat
gaaagat t ag

tatatttaag

accgaat cgt
actatttaac
caacat t gct
ccagtgcttc
agaacagat a
tgattttgat
agct gat gaa
t gat cgaggt
ctatgatctt
ggagaaagaa
tattgctgtt
aat gccacaa
acaat at cag
gaat gct t at
t accgacgct
t gaccaat cc
gaat ggt att
cgagaagcag
t cgt at aaag
gat gt ct cgt
cgacct caaa
tgccagcgtg
gcctcgaat ¢
t gaagtt acc
acct gaagac
agt cagcgt a
atgtagcttc
gtatcgtgta
actttaagga
aattactttt

tattgttt

Spani sh Seq Li sting_REVI SADO

at cat gt aca
gagct gt gca
tttttgccat
t acaacccat
gccacat t gt
aaaaat gt ag
cct acaat gg
tttgatgcag
cttccaattg
gtattgttag
gt ct cacaga
ggagacaaac
aaagaactta
cagggccat g
gaaggagaac
gtatctaatt
t ct gaggaaa
gccatcgtca
aagccat acg
tggactcctg
cacttcccct
cgat at ggac
atcgtcttca
aat gct gt ca
ttcctaagta
gt cactctcg
atttaaactt
gagaaaaaca
t aggt at cct

gt agtt aaca

aagct gccca
aat cgt at gc
acgagagcca
cattggct aa
gcgccacgct
aattagct ca
gt gaagggcc
tttctcctcet
agaat gat gt
at gaaaat ga
at gt cacaaa
agt caat gag
gcaagtattc
tt gat aagct
gt at aaagga
at gacaaaat
actt gaacaa
acct aggaaa
taccccctcg
t cat aaagga
ttctcgcegg
act ggcacaa
t cat cggt gg
aaaatt ggga
acctcgccaa
ttcttatttg
aggaacggca
cattacttct

agat at cagt

gtttagcggt

Pagi na

tgtctatttc
at cgagaaag
ggtgttttcc
cagccgactt
t ggt gaat ac
gat agt gcag
t gaaaaat ct
tcttcacgaa
at at aagt at
tgaatt at gg
gaacct gaag
ggat ct cagt
cactcattta
ct gcaaggtt
ccacat gaga
gaggat cat ¢
actcgttcaa
tcttggecta
t aaagagcgt
tcttatggag
t agggct gce
agat aagggc
tat gagcttc
ggt gat aatt
ctt gagcaac
gt acacactc
cgctcttaaa
tt cat aaaat
tattatttgt

gttcattgca

51

acagaagt at
at t aaaacgc
cttgatgctc
gct aat at gg
ccatctgtca
cagaaat t gg
cgttcccaat
ctcactcttc
gaagct act g
gt agaact ac
aaattcaccg
caaatgatta
caccttgcgg
gagcaggat t
aatattgttc
cttctgtata
cacgct caga
aatgttgttg
at cacagaac
gact gt at ag
tcttctggat
cagcagaccg
t cagagat cc
ggttcttcac
t agagaat gg
aaat gt gat a
agtttacttc
gt gt at at ct
ttttatctgt

tgtaatatta

480
540
600
660
720
780
840
900
960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160

2220

2238



Spani sh Seq Li sting_REVI SADO
<210> 116
<211> 585
<212> PRT
<213> Euschi st us heros
<400> 116

Met Ala Leu Lys Ala Leu Val Ay @n Lys Ile Met Asn Asp Ala lle
5 10 15

Arg An Lys Lys Lys Ay Lys Qu Val Qu Trp Arg Val Leu Val Val
20 25 30

Asp G n Leu Ala Met Arg Met Ile Ser Ala Cys Cys Lys Met His Qu
35 40 45

Ile Ser Ala u dy Leu Thr Ile Val du Asp Ile Asn Lys Lys Arg
50 55 60

Qu Pro Leu Pro Ser Met du Ala Val Tyr Leu Ile Thr Pro Ser Qu
65 70 75 80

Lys Ser Val His Ala Leu Met Asn Asp Phe Ala Ser Pro Asn Arg Ile
Met Tyr Lys Ala Ala His Val Tyr Phe Thr Qu Val Cys An Gu Qu
100 105 110

Leu Phe Asn Ju Leu Cys Lys Ser Tyr Ala Ser Arg Lys Ile Lys Thr
115 120 125

Leu Lys Qu Ile Asn Ile Ala Phe Leu Pro Tyr Au Ser dn Val Phe
130 135 140

Ser Leu Asp Ala Pro Au Thr Phe A n Cys Phe Tyr Asn Pro Ser Leu
145 150 155 160

Ala Asn Ser Arg Leu Ala Asn Met Qu Arg lle Ala Au dn lle Ala
165 170 175

Thr Leu Cys Ala Thr Leu Ay GQu Tyr Pro Ser Val Arg Tyr Arg Ser
180 185 190

Asp Phe Asp Lys Asn Val Qu Leu Ala dn lle Val An dn Lys Leu
195 200 205

Asp Ala Tyr Lys Ala Asp Gu Pro Thr Mt Ay u dy Pro Au Lys
210 215 220

Ser Arg Ser An Leu Leu Ile Leu Asp Arg Ay Phe Asp Ala Val Ser
225 230 235 240

Pro Leu Leu His Qu Leu Thr Leu dn Ala Met Ala Tyr Asp Leu Leu
245 250 255

Pro lle Au Asn Asp Val Tyr Lys Tyr Au Ala Thr Ala Ay Ala Pro
260 265 270

GQu Lys Qu Val Leu Leu Asp Au Asn Asp Ju Leu Trp Val GQu Leu
275 280 285

Arg Hs An Hs Ile Ala Val Val Ser A n Asn Val Thr Lys Asn Leu
290 295 300

Pagi na 52



Lys
305

Met

Leu
Arg
385

Lys

Val

Arg
465
Lys

Phe

Val

Phe
545
Trp

Leu

Lys

Arg

Leu

Lys
Asp
450
Asp
Pro
Ser
Lys
530
Ser

du

Ser

<210>
<211>
<212>
<213>

<220>
<223>

Phe

Asp

Ser

dn
435
Ay
Thr

Leu

Phe

Thr
Leu
Lys
340
dn

Ay

Val

Leu
420
Al a

Thr

Met
Leu
500
Arg

Val

Leu
580

du
Ser
325
Tyr
Ay

Thr

Pro

Ile
Arg
dn
du
485
Al a

Tyr

Pro

Arg Gy

Ile
565

Al a

Ser
310
dn
Ser
H s
Asp
Ile
Leu

Lys

Val

Thr
470
Asp
Gy

Ay

Spani sh Seq Li sting_REVI SADO
Lys Arg Met Pro A n Ay Asp Lys d@n

Met |le

Thr Hi's

Val Asp
360

Ala du
375

Leu Leu

Leu Tyr

Leu Val

Asn Leu
440

Lys Lys
455

Tyr dn
Cys Ile
Arg Ala
Hs Trp

520
e lle
535
Ala Tyr

Ser Ser

Leu Ser

Secuencia artificial

Lys
Leu
345
Lys
Gy
Asp
Thr
dn
425

Ay

Pro

Asp
Al a
505
H s

Val

H s

Asn
585

Lys
330
Hi s

Leu

Leu
410

H s

Tyr
Ser
Asp
490
Ser
Lys
Phe

Val

Ile

315
Met

Leu
Cys
Arg
Ser
395
Ser
Al a
Leu
Val
Arg
475
Lys

Ser

Asp

Thr
555

Leu

Pro
Al a
Lys
Ile
Val
Lys
Gn
Gy
Pro
460
Trp
Leu
Gy
Lys
Ile
5

Asn

Thr

dn
du
Val

365

Lys

Ser

Leu
445
Pro
Thr
Asp
Tyr

Ay

Ay

Pro

Tyr dn
335

Asp Cys
350

du dn
Asp Hi s
Asn Tyr
dy lle

415

Adn Pro
430

Asn Va
Arg Lys
Pro Va
Leu Lys

495
Hs Al a

510
Adn dn
dy Mt

Val Lys

du Asp
575

BSB_Rop- 1- Para Cebador de digonucl eétido PCR

Pagi na 53

Ser
320
Lys
Met
Asp
Met
Asp
400
Ser
H s

Val

Ile
H s
Pro
Thr
Ser
Asn

560
Phe



<400> 117

Spani sh Seq Li sting_REVI SADO

ttaatacgac tcactatagg gagagaagat tgtatgaatg cttatcaggg

<210> 118
<211> 45
<212> ADN
<213>

<220>

<223>

<400> 118

Secuencia artificial

BSB_Rop- 1- Rev Cebador de

ttaatacgac tcactatagg gagacgctgg

<210>
<211>
<212>
<213>

119
499
ADN

<400> 119
gaagattgta
ttggcaat gg
ccgatactcc
acattgtcaa
at ccagccac
gttgatggta
caaacttacc
gat gacaagc
tatcatgctc
<210>
<211>

<212>
<213>

120
2550
ADN

<400> 120

tgaatgctta
gt accgacgc
ttgaccaatc
agaat ggt at
acgagaagca
ct cgt at aaa
agat gt ctcg
t cgacct caa

ct gccagceg

Euschi st us heros

t cagggccat
t gaaggagaa
cgt at ct aat
ttctgaggaa
ggccatcgtc
gaagccat ac
ttggactcct

acacttcccc

Mel i get hes aeneus

tttgacattt aatgataatt gtgcagtggg

tagttaaaat attataaaat attgttagag

tt aaaaggac
aat ggacccg
atggtttcag
gat at aaaca

t ct gaaaaat

ggggcacat g

aagttgggca
ct cat ggagt
cctgttgtaa
agaaaagaga
ctgttcactc

tattttttac

aaaaattatg
ggaat ggaga
aat gcacgat
acccttaaac
act gat gaac

t gaagt ct gt

a i gonucl e6ti do PCR

caggagcat g

gt t gat aagc
cgt at aaagg
t at gacaaaa
aact t gaaca
aacct aggaa
gtaccccctc
gt cat aaagg

tttctcgeeg

tgctattaaa
tgttcatcac
aacgaggt aa
gttttggttg
atttcagctg
accat ggaag
gattttgaat

cccgaagaac

Pagi na

atatc

t ct gcaaggt
accacat gag
t gaggat cat
aactcgttca
at cttggect
gt aaagagcg
atcttatgga

gt agggct gc

aattatattg
aaattatatg
t aaagcat aa
t ggat caact
agggcat cac
caat at at ct
cgccaagact

tcttcaatga

54

t gagcaggat
aaatattgtt
ccttctgtat
acacgct cag
aaatgttgtt
t at cacagaa
ggactgtata

ctcttctgga

tttaaat agg
caat at ggcg
accaaagaaa
t gccat gaga
attggttgaa
aat aacacca
t at gt acaaa

gttgtgtaaa

50

45

60
120
180
240
300
360
420
480
499

60
120
180
240
300
360
420
480



tcttgtgetg
gaat cacagg
at ggaagcag
gcaact ct gg
ct agcgcaga
gaggggcctg
t cacccat gc
aacgacgt gt
aacgacgagt
acgaaaaact
at gaaagat ¢
t at gct acac
aaattatgta
aaagaccat a
gacaaaat ga
tt at caaaac
ttcttgggag
agaaaagagc
gat att at gg
ggccgagcgce
aaagacaagg
ggcat gagt t
gaggtcatta
actcttacag
tgctttcgtc
attgtagttg
caagatatta
atttttaata
ctgattattt
cgccagcgca
tact aacgga

aaatgttgtt

caaggaaaat
tgttttettt
ccagaaat gc
gagaat accc
tgattcagca
aaaaagcgag
t gcacgaact
acaaat at ga
t at gggt aga
t gaagaaat t
t gt cacaaat
acttgcat ct
aagt t gaaca
t gcgt aacat
gaat aat t gc
ttgctactca
ttaatgttat
gtattactga
aagacgct at
aaaccagt gc
cccagcagac
ttt cagaaat
ttggatcctc
tctaggattc
atgtgaattt
acattttgag
caat at aat ¢
attataattc
tttttatttt
cttcatagac
acattt aaat

agaaat aaag

Spani sh Seq Li sting_REVI SADO

t aaaacgct a
ggact gccca
aaacat ggag
tt cagt aaga
aaagt t ggat
at cgcaactt
tacattccag
agcttcagcg
att acgacat
taccgattca
gat t aagaaa
t gct gaagac
agacct agca
cgtaccgatt
tctatatgca
tgcccaaat a
caat gat ggt
acaaacgt at
t gaagat aaa
ttaccacgcc
agt gaaaaat
cagat gt gcg
caacattttg
aggaaaaaaa
gattgcttaa
atatttgtac
ttggatgcta
t ggat t gaaa
ttaagttgag
ttct aaaaaa
ttattttaag

taagttttca

aaggaaat ca
gaaacattcc
agaat ggcag
taccgaagtg
gcct at aaag
ttgattcttg
gcaat ggcct
ggagtattta
cagcat at cg
aaacgaat ga
at gccccaat
t gcat gaaat
at gggt acag
ttacttgatc
at gatt aaaa
aaagacaaac
gggaaccgga
caaatgtcta
tt agat caaa
ccaacaagt g
gt gcccagaa
t at gaggt aa
act ccccaaa
gttactttta
gat aaat ggt
ct act aacgt
gtctatcttc
aat aaaat gt
cagt ct caca
aacat t gggt
cccct aagcet

aaggcgtt at
Pagi na

acattgcctt
aatgcagtta
aacaaatt gc
at t gggaacg
cggat gagcc
accgcggcett
acgatttgct
aggaagt gt t
ctgtagtgtc
cccaaagt ga
at caaaagga
cttaccaagg
at gcagaagg
caaaaat aac
at ggcat aac
aaactattgc
aaaaaccgt a
gat ggacgcc
aacactttcc
ct cgat at gg
taattgtctt
caaacgccca
gttttcttaa
at at acct ga
tagttttact
t aaaaat gtg
cctttctaaa
at gt aaagt a
caaacaat ac
at aaaaaact
ttaattatta

ataaatgttt
55

cttgccct at
t gat cct gct
tacattgtgt
caacgt ggaa
cacaat ggga
cgactgcgta
gccaat cgaa
gct cgacgaa
gcagagtgtg
t aaacaat ca
gttatctaaa
at at gt t gac
agaaaaaat t
aaacgaat at
cgacgaaaat
taatttgcaa
ttcggtgcca
tgt aatt aag
atttttagct
t cat t ggcat
cattgttgga
aaaaaat t gg
ggat tt aaac
t aat t aaaaa
ggaattttta
cagacct aag
aataactttt
ctt aagggaa
attactcgtg
gttctcaatt
aaaat t gt at

agcgt gt t at

540
600
660
720
780
840
900
960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160

2220

2280

2340

2400



ggcgtttaac accataattc aaaaatatca aatatttaaa gttatttatc acgtttttat

tgttatttct tgttataagt agttttttag atacttaaac ttgtattgta ttcagtattt

cttttca

<210>
<211>
<212>
<213>

<400>
Met Ala
1

Lys H s

Val Leu

Lys Met

50

Asn Lys

65

Thr Pro

Pro Arg

Pro Qu

130

dn Vval

Pro Al a

Spani sh Seq Li sting_REVI SADO

ata gttatacatg tattatattc

121

586

PRT

Mel i get hes aeneus
121

Leu Lys Ay @n Val dy
5

Lys Pro Lys Lys Asn dvy
20

Val Val Asp A n Leu Ala
35 40

Hs Asp Ile Ser Ala du

Lys Arg A u Pro Leu Asn
70

Ser Au Lys Ser Val His
85

Leu Met Tyr Lys Ay Al a
100

Adu Leu Phe Asn Qu Leu
115 120

Thr Leu Lys u Ile Asn
Phe Ser Leu Asp Cys Pro

150

Ala Thr Leu Cys Ala Thr
180

dn

Pro

25

Met

Ay

Thr

Ser

H s
105

Leu
185

Lys Ile
10

Ala His

Arg Met

Ile Thr

Met Qu
75

Leu Met
90

Val Phe

Lys Ser

Al a Phe

Thr Phe

155

Asn Met
170

Ay du

Pagi na

Ay

Val

Leu

60

Al a

Asn

Phe

Leu
140

Tyr

56

Val

Ser

45

Val

Ile

Asp

Thr

Arg

Pro

du
30

Tyr

Phe

Tyr

Ser

Met

Ser
190

Val
15

Trp

Cys

Asp

Leu

du

95

Val

Arg

Ile

Arg

Ser

Lys

Ser

ASp
160

2460
2520
2550



Spani sh Seq Li sting_REVI SADO
Tyr Arg Ser Asp Trp Qu Arg Asn Val Qu Leu Ala @n Met Ile dn
195 200 205

Adn Lys Leu Asp Ala Tyr Lys Ala Asp Qu Pro Thr Mt Ay Gu dy
210 215 220

Pro Qu Lys Ala Arg Ser Adn Leu Leu Ile Leu Asp Arg Ay Phe Asp
225 230 235 240

Cys Val Ser Pro Met Leu H's Qu Leu Thr Phe A n Ala Met Ala Tyr
245 250 255

Asp Leu Leu Pro Ile @Qu Asn Asp Val Tyr Lys Tyr Au Ala Ser Al a
260 265 270

Ay Val Phe Lys Qu Val Leu Leu Asp Qu Asn Asp Ju Leu Trp Val
275 280 285

Qu Leu Arg HHs An His Ile Ala Val Val Ser @n Ser Val Thr Lys
290 295 300

Asn Leu Lys Lys Phe Thr Asp Ser Lys Arg Met Thr A n Ser Asp Lys
305 310 315 320

Adn Ser Met Lys Asp Leu Ser G n Met Ile Lys Lys Met Pro A n Tyr
325 330 335

Adn Lys Qu Leu Ser Lys Tyr Ala Thr H's Leu H's Leu Ala A u Asp
340 345 350

Cys Met Lys Ser Tyr An Ay Tyr Val Asp Lys Leu Cys Lys Val Qu
355 360 365

Adn Asp Leu Ala Met Ay Thr Asp Ala Qu Ay Qu Lys Ile Lys Asp
370 375 380

Hs Mt Arg Asn Ile Val Pro Ile Leu Leu Asp Pro Lys Ile Thr Asn
385 390 395 400

Au Tyr Asp Lys Met Arg lle Ile Ala Leu Tyr Ala Met Ile Lys Asn
405 410 415

Ay Ile Thr Asp Au Asn Leu Ser Lys Leu Ala Thr Hs Ala @n lle
420 425 430

Lys Asp Lys An Thr Ile Ala Asn Leu A n Phe Leu Ay Val Asn Val
435 440 445

Pagi na 57



Asn
450

Asp

Arg

Lys Asp

H s Phe Pro

Thr Ser

515

Pro

Thr Va

530

Lys

Ser
545

Phe Ser

Trp

Phe Leu Lys

<210>
<211>
<212>
<213>

122
2550
ADN

<400> 122
tttgacattt
t agtt aaaat
t t aaaaggac
aat ggacccg
atggtttcag
gat at aaaca
t ct gaaaaat
ggggcacat g
cat ccagt ag

gaat cacagg

Gy Ay

Thr

Met
485

Phe
500

Leu

Arg

Val

Val

Asp Leu

580

aat gat aatt
att at aaaat
aagtt gggca
ct cat ggagt
cctgttgtaa
agaaaagaga
ctgttcactc
tattttttac
t gaaat at at

tgttttettt

Spani sh Seq Li sting_REVI SADO

Arg Lys Lys
455

Pro Tyr

Tyr

Pro

Thr Tyr
Asp
Ay Arg

H s
520

Ay
Arg

535

Ay Ser

Thr Leu

Mel i get hes aeneus

gtgcagt ggg
attgttagag
aaaaattatg
ggaat ggaga
aat gcacgat
acccttaaac
act gat gaac
t gaagcat gc
t aaaactt gt

ggact gccca

Adn Met Ser

475
Asp
Thr
Hs Lys
Val

Phe

Val
555

Tyr

Ser Asn

570

Ile

Thr
585

Val

tgctattaaa
tgttcatcac
aacgaggt aa
gttttggttg
atttcagctg
accat ggaag
gattttgaat
cctgataatt
aaagaaat ca

gaaacattcc

Pagi na

Ser
460

Val Pro

Arg Trp Thr

Lys Leu Asp

Ser Ala Tyr

510

Asp Lys

525

Il e Val

Thr

Leu Thr Pro

aattatattg
aaattatatg
t aaagcat aa
t ggat caact
agggcat cac
caat at at ct
cgccaagact
tatttcaaaa
acattgcatt

aatgcagtta

58

Arg Lys

Val
480

Pro

Lys

Hs Al a

dn dn

Ay Mt

Lys
560

Ser

tttaaat agg
caat at ggcg
accaaagaaa
t gccat gaga
attggttgaa
aat aacacca
t at gt acaaa
attgtctcaa
t at accaaat

t gat cct gct

60
120
180
240
300
360
420
480
540
600



at ggaagcag
gcaact ct gg
ct agcgcaga
gaggggcctg
t cacccat gc
aacgacgt gt
aacgacgagt
acgaaaaact
at gaaagat ¢
t at gct acac
aaattatgta
aaagaccat a
gacaaaat ga
tt at caaaac
ttcttgggag
agaaaagagc
gat att at gg
ggccgagege
aaagacaagg
ggcat gagt t
gaggtcatta
actcttacag
tgctttcgtc
attgtagttg
caagatatta
atttttaata
ctgattattt
cgccagcgca
tact aacgga
aaatgttgtt
ggcgtttaac

tgttatttct

ccagaaat gc
gagaat accc
tgattcagca
aaaaagcgag
t gcacgaact
acaaat at ga
t at gggt aga
t gaagaaat t
t gt cacaaat
acttgcat ct
aagt t gaaca
t gcgt aacat
gaat aat t gc
ttgctactca
ttaatgttat
gtattactga
aagacgct at
aaaccagt gc
cccagcagac
ttt cagaaat
ttggatcctc
tctaggattc
atgtgaattt
acattttgag
caat at aat ¢
attataattc
tttttatttt
cttcatagac
acattt aaat
agaaat aaag
accataattc

t gtt at aagt

Spani sh Seq Li sting_REVI SADO

aaacat ggag
tt cagt aaga
aaagt t ggat
at cgcaactt
tacattccag
agcttcagcg
att acgacat
taccgattca
gat t aagaaa
t gct gaagac
agacct agca
cgtaccgatt
tctatatgca
tgcccaaat a
caat gat ggt
acaaacgt at
t gaagat aaa
ttaccacgcc
agt gaaaaat
cagat gt gcg
caacattttg
aggaaaaaaa
gattgcttaa
atatttgtac
ttggatgcta
t ggat t gaaa
ttaagttgag
ttct aaaaaa
ttattttaag
taagttttca
aaaaat at ca

agttttttag

agaat ggcag
taccgaagtg
gcct at aaag
ttgattcttg
gcaat ggcct
ggagtattta
cagcat at cg
aaacgaat ga
at gccccaat
t gcat gaaat
at gggt acag
ttacttgatc
at gatt aaaa
aaagacaaac
gggaaccgga
caaatgtcta
tt agat caaa
ccaacaagt g
gt gcccagaa
t at gaggt aa
act ccccaaa
gttactttta
gat aaat ggt
ct act aacgt
gtctatcttc
aat aaaat gt
cagt ct caca
aacat t gggt
cccct aagcet
aaggcgt t at
aatatttaaa

atacttaaac
Pagi na

aacaaatt gc
at t gggaacg
cggat gagcc
accgcggcett
acgatttgct
aggaagt gt t
ctgtagtgtc
cccaaagt ga
at caaaagga
cttaccaagg
at gcagaagg
caaaaat aac
at ggcat aac
aaactattgc
aaaaaccgt a
gat ggacgcc
aacactttcc
ct cgat at gg
taattgtctt
caaacgccca
gttttcttaa
at at acct ga
tagttttact
t aaaaat gtg
cctttctaaa
at gt aaagt a
caaacaat ac
at aaaaaact
ttaattatta
ataaatgttt
gttatttatc

ttgtattgta
59

tacattgtgt
caacgt ggaa
cacaat ggga
cgactgcgta
gccaat cgaa
gct cgacgaa
gcagagt gt g
t aaacaat ca
gttatctaaa
at at gt t gac
agaaaaaat t
aaacgaat at
cgacgaaaat
taatttgcaa
ttcggtgcca
tgt aatt aag
atttttagct
t cat t ggcat
cattgttgga
aaaaaat t gg
ggat tt aaac
t aat t aaaaa
ggaattttta
cagacct aag
aataactttt
ctt aagggaa
attactcgtg
gttctcaatt
aaaat t gt at
agcgt gt t at
acgtttttat

ttcagtattt

660
720
780
840
900
960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160

2220

2280

2340

2400

2460

2520



Spani sh Seq Li sting_REVI SADO

cttttcaata gttatacatg tattatattc

<210>
<211>
<212>
<213>

<400>

Met

1

Lys

Val

Lys

Asn

65

Thr

Pro

Pro

Tyr

Al a

H s

Leu

Met

50

Lys

Pro

Arg

Asp

Lys

130

Val

Al a

Arg

123

586

PRT

Mel i get hes aeneus
123

Leu Lys Ay @n Val Qy
5

Lys Pro Lys Lys Asn dy
20

Val Val Asp A n Leu Ala
35 40

Hs Asp Ile Ser Ala du
55

Lys Arg A u Pro Leu Asn

Ser Au Lys Ser Val His
85

Leu Met Tyr Lys Ay Al a
100

Asn Leu Phe @ n Lys Leu
115 120

Thr Cys Lys @u Ile Asn

Phe Ser Leu Asp Cys Pro

Ala Thr Leu Cys Ala Thr
180

Ser Asp Trp A u Arg Asn
195 200

dn

Pro

Met

Ay

Thr

Ser

H s

105

Ser

Leu
185

Val

Lys Ile
10

Ala His

Arg Met

Ile Thr

Met Qu

75

Leu Met
90

Val Phe

Adn Hs

Al a Phe

Thr Phe

155

Asn Met
170
Ay du

du Leu

Pagi na

Ay

Val

Leu

60

Al a

Asn

Phe

Pro

Ile

dn

du

Tyr

Al a

Val

Ser

45

Val

Ile

Asp

Thr

Val

125

Pro

Arg

Pro

du
30

Tyr

Phe

Ser

Ser
190

Met

Val

15

Trp

Cys

Asp

Leu

du
95

Val

Ile

Ile

Arg

Ile

Ser

Cys

Tyr

Ser

Asp

du

Arg

dn

2550



Spani sh Seq Li sti ng_REVI SADO
Adn Lys Leu Asp Ala Tyr Lys Ala Asp Qu Pro Thr Mt Ay Gu Ay
210 215 220

Pro Qu Lys Ala Arg Ser Adn Leu Leu Ile Leu Asp Arg Ay Phe Asp
225 230 235 240

Cys Val Ser Pro Met Leu H's Qu Leu Thr Phe A n Ala Met Ala Tyr
245 250 255

Asp Leu Leu Pro Ile @Qu Asn Asp Val Tyr Lys Tyr Au Ala Ser Al a
260 265 270

Ay Val Phe Lys Qu Val Leu Leu Asp Qu Asn Asp Ju Leu Trp Val
275 280 285

Qu Leu Arg HHs An His Ile Ala vVal Val Ser @n Ser Val Thr Lys
290 295 300

Asn Leu Lys Lys Phe Thr Asp Ser Lys Arg Met Thr A n Ser Asp Lys
305 310 315 320

Adn Ser Met Lys Asp Leu Ser G n Met Ile Lys Lys Met Pro A n Tyr
325 330 335

An Lys Qu Leu Ser Lys Tyr Ala Thr H's Leu H's Leu Ala A u Asp
340 345 350

Cys Met Lys Ser Tyr Adn @y Tyr Val Asp Lys Leu Cys Lys Val Qu
355 360 365

An Asp Leu Ala Met Ay Thr Asp Ala Qu Ay Qu Lys Ile Lys Asp
370 375 380

Hs Mt Arg Asn Ile Val Pro Ile Leu Leu Asp Pro Lys Ile Thr Asn
385 390 395 400

Au Tyr Asp Lys Met Arg lle Ile Ala Leu Tyr Ala Met Ile Lys Asn
405 410 415

Ay Ile Thr Asp Au Asn Leu Ser Lys Leu Ala Thr Hs Ala @n lle
420 425 430

Lys Asp Lys An Thr Ile Ala Asn Leu A n Phe Leu Ay Val Asn Val
435 440 445

Ile Asn Asp Ay Ay Asn Arg Lys Lys Pro Tyr Ser Val Pro Arg Lys
450 455 460

Pagi na 61



Arg lle

Lys Asp

H s Phe Pro

Thr Ser

515

Pro

Thr Va

530

Lys

Ser
545

Phe Ser

Trp

Phe Leu Lys

<210>
<211>
<212>
<213>

124
3746
ADN

<400> 124
gttgatattg
caacttgcca
atcacattgg
t at ct aat aa
agactt at gt
aat gagtt gt
gccttcttgce
agttatgatc
attgctacat
gaacgcaacg
gagcccacaa

ggctt cgact

Thr

Met
485

Phe
500

Leu

Arg

Asn Va

Val

Asp Leu

ttgttgaggg
t gagaat ggt
tt gaagat at
caccatctga
acaaaggggc
gtaaatcttg
cctatgaatc
ctgctatgga
t gt gt gcaac
t ggaact agc
t gggagaggg

gcgt at cacc

du

Al a

Tyr

Pro

Asn

Spani sh Seq Li sting_REVI SADO

Thr Tyr
Asp
Ay Arg

H s
520

Ay

Arg

Cys

Ser

Ay

Thr Leu

Mel i get hes aeneus

gottgatatt
ttcagcct gt
aaacaagaaa
aaaatctgtt
acatgtattt
t gct gcaagg
acaggtgttt
agcagccaga
t ct gggagaa
gcagat gatt
gcct gaaaaa

cat gct gcac

Adn Met Ser

475
Asp
Thr
Hs Lys
Val

Phe

Val
555

Tyr

Ser Asn

570

Ile

Thr
585

Val

gttgttgagg
t gt aaaat gc
agagaaccct
cact cact ga
tttact gaag
aaaat t aaaa
tctttggact
aat gcaaaca
tacccttcag
cagcaaaagt
gcgagat cgc

gaactt acat

Pagi na

Arg Trp Thr
Leu

Lys

Ser Ala Tyr

510

Asp Lys

525

Il e Val

Thr

Leu Thr

gggt t gat at

acgatatttc
t aaacaccat
tgaacgattt
tctgtcccga
cgct aaagga
gcccagaaac
t ggagagaat
t aagat accg
tggat gccta
aacttttgat

t ccaggcaat

62

Asp

Pro

Val
480

Pro

Lys

Al a

dn

Met

Lys
560

Ser

t gt t gt ggat
agct gagggce
ggaagcaat a
t gaat cgcca
agaactcttc
aat caacatt
attccaatgc
ggcagaacaa
aagt gattgg
t aaagcggat
tcttgaccgce

ggcct acgat

60
120
180
240
300
360
420
480
540
600
660
720



ttgctgccaa
gtgttgctcg
gt gt cgcaga
agt gat aaac
aaggagt t at
caaggat at g
gaaggagaaa
at aacaaacg
at aaccgacg
attgctaatt
ccgt attcgg
acgcct gt aa
tttccatttt
tat ggtcatt
gtcttcattg
gcccaaaaaa
cttaaggatt
cctgataatt
ttact ggaat
at gt gcagac
ct aaaaat aa
aagtacttaa
aat acatt ac
aaactgttct
t at t aaaaat
tgtttagegt
ttatcacgtt
ttgtattcag
aaat t aaaat
t gt aacat aa
gt ggccaagt

at act gt aca

t cgaaaacga
acgaaaacga
gt gt gacgaa
aat caat gaa
ct aaat at gc
tt gacaaat t
aaat t aaaga
aat at gacaa
aaaatttatc
tgcaattctt
t gccaagaaa
tt aaggat at
tagct ggccg
ggcat aaaga
tt ggaggcat
at t gggaggt

t aaacact ct
aaaaat gct't
ttttaattgt
ct aagcaaga
cttttatttt
gggaact gat
tcgt gcgcca
caatttacta
tgtataaatg
gttat ggcgt
tttattgtta
tatttctttt
tgtcaatttt
ttaaatttta
ccagttttat

t aaaat ct ac

Spani sh Seq Li sting_REVI SADO
tat gaagctt cagcgggagt atttaaggaa

cgt gt acaaa
cgagt t at gg
aaact t gaag
agatct gt ca
tacacacttg
at gt aaagt t
ccat at gcgt
aat gagaat a
aaaact t gct
gggagt t aat
agagcgt att
t at ggaagac
agcgcaaacc
caaggcccag
gagtttttca
cattattgga
tacagt ct ag
tcgtcatgtg
agttgacatt
tattacaata
t aat aatt at
tatttttttt
gcgcacttca
acggaacatt
ttgttagaaa
ttaacaccat
tttcttgtta
caat agtt at
att aagat at
tccgaattca
tt aaaaat gt

ct aaaaaat a

gt agaatt ac
aaatttaccg
caaatgatta
catcttgctg
gaacaagacc
aacat cgt ac
attgctctat
act cat gccc
gttatcaatg
act gaacaaa
gct at t gaag
agt gcttacc
cagacagt ga
gaaat cagat
tcct ccaaca
gat t caggaa
aatttgattg
ttgagatatt
taatcttgga
aat t ct ggat
attttttaag
tagacttcta
taaatttatt
t aaagt aagt
aat t caaaaa
taagtagttt
acatgtattt
agt at agt at
t aaaaat at t
aat acaaaat

cagtgtgctt
Pagi na

gacat cagca
att caaaacg
agaaaat gcc
aagact gcat
t agcaat ggg
cgattttact
at gcaat gat
aaat aaaaga
at ggt gggaa
cgt at caaat
at aaat t aga
acgccccaac
aaaat gt gcc
gt gcgt at ga
ttttgactcc
aaaaagttac
ctt aagat aa
t gt acct act
tgctagtcta
t gaaaaat aa
tt gagcagt c
aaaaaaacat
tt aagcccct
tttcaaaggc
t at caaat at
tttagatact
ttettttttt
tttogtectttt
gttgttcctt
at agct gctt

tattgacaac
63

tatcgctgta
aat gacccaa
ccaat at caa
gaaatcttac
t acagat gca
t gat ccaaaa
t aaaaat ggc
caaacaaact
ccggaaaaaa
gt ct agat gg
t caaaaacac
aagt gct cga
cagaat aat t
ggt aacaaac
ccaaagtttt
ttttaatata
atggttagtt
aacgttaaaa
tcttcccettt
aatgtatgta
t cacacaaac
t gggt at aaa
aagctttaat
gttat at aaa
ttaaagtt at
taaacttgta
taatttagca
t aagacaaaa
t cat gacaaa
tt aacacaga

aaat gt aatt

780

840

900

960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640



ttttgtatat
atcttat aag
agagaat aat
t ggcaacaaa
atggt acct a
ctttottttt
gggatttcct
atcctgagtg
tttgcaaaat
tattcctatt
ggttcaatta
cgtcgtgatt
at aaaaat ca
ccggat gt ca
gcgat t gacc
aatcattttt
gcggt t aaat
cgat ggcaca

caacat aatt

<210> 125
<211> 569
<212> PRT
<213>

<400> 125
Val Asp lle
1

Ile Val Val

at gcagacac
attcct at at
aatttttacc
aact at ggat
caaaaaagaa
atattaggtt
ggt gaagt ca
cat acacatg
tttcgcatgc
acaccgtt at
attagtttat
ttcacaaatt
t acgaacgtc
ct gcgt gaga
gat ggcacaa
gcgctgegt t
actttcaaaa
aaaaat cacg

tttctcttag

Val Va
5

Spani sh Seq Li sting_REVI SADO

caccactact ggacttggta atccaattct

atattatgtt aaagtaaggt tgtggttcta

ttgttacacc
acaagttatt
aagcccactt
t gt acagggt
tgatgatatc
cttcatccca
gt at gagccc
aatttataaa
ttcttgaatg
ttattcatac
acgt cgt gat
aat aaaaat c
aaaat cat gt
cgtacact aa
tcatgtcgtg
acatgatttt

t gt acg

Mel i get hes aeneus

Gu Gy Va

Asp G n Leu Ala Mt

20

Met His Asp Ile Ser Ala Ju dy

35

Lys Lys Arg Ju Pro Leu
50

40

Asn Thr
55

Ile Thr

act ccaaaaa
t cagt aactt
accacact ac
gaat cacaac
acaacgt gat
gt gat at cat
t gcgaact gc
acgttgtttg
acaacattcg
tgatatcata
tttcacaaat
at gt cgt gat
cgtgattttt
gagaaaaat t
ttttttaggce

gaaagtattt

Asp Ile Va

10

Arg Met Va
25

Leu

Met Au Ala

Pagi na

aat gcct gat
ataactattg
t at agt aggc
tttcatcccg
tttttttatc
gt agaact ca
gaatttaaaa
cat at cacga
tgatattcat
cggaagt cac
tttattcata
tttttatgcce
t at gccaacg
atgttgaatc
caccggt caa

aaccgCaaaa

Val

Gu Gy Va

cat aaaagga
tctcatcttg
t at acaaaat
taatgctata
tttataaagc
gacaacaat c
acgct gt gat
cggtgtgata
cctagtttgt
atgttgtccg
acgaacat ca
cgcgt gat aa
cggacat cat
atcgctogttt
gt gtttggat
aacagttttt
t cgcaaacag

actgttgatt

Asp
15

Ser Ala Cys Cys Lys
30

Val Gu Asp Ile Asn
45

Ile Tyr Leu Ile Thr

60

64

2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360
3420
3480
3540
3600
3660
3720
3746



Spani sh Seq Li sti ng_REVI SADO
Pro Ser Qu Lys Ser Val His Ser Leu Met Asn Asp Phe Qu Ser Pro
65 70 75 80

Arg Leu Met Tyr Lys Ay Ala His Val Phe Phe Thr Qu Val Cys Pro
85 90 95

GQu Au Leu Phe Asn Qu Leu Cys Lys Ser Cys Ala Ala Arg Lys lle
100 105 110

Lys Thr Leu Lys Qu Ile Asn Ile Ala Phe Leu Pro Tyr Au Ser dn
115 120 125

Val Phe Ser Leu Asp Cys Pro Qu Thr Phe A n Cys Ser Tyr Asp Pro
130 135 140

Ala Met Qu Ala Ala Arg Asn Ala Asn Met Qu Arg Met Ala Gu dn

Ile Ala Thr Leu Cys Ala Thr Leu Ay du Tyr Pro Ser Val Arg Tyr

Arg Ser Asp Trp Gu Arg Asn Val Qu Leu Ala @dn Met Ile @n dn
19

Lys Leu Asp Ala Tyr Lys Ala Asp Qu Pro Thr Mt Ay Au Ay Pro
195 200 205

Qu Lys Ala Arg Ser An Leu Leu Ile Leu Asp Arg Ay Phe Asp Cys
210 215 220

Val Ser Pro Met Leu H's Qu Leu Thr Phe G n Ala Met Ala Tyr Asp
225 230 235 240

Leu Leu Pro Ile Au Asn Asp Val Tyr Lys Tyr Au Ala Ser Ala Ay
245 250 255

Val Phe Lys Qu Val Leu Leu Asp Au Asn Asp Qu Leu Trp Val Qu

Leu Arg HHs An His Ile Ala Val Val Ser An Ser Val Thr Lys Asn
275 280 285

Leu Lys Lys Phe Thr Asp Ser Lys Arg Met Thr A n Ser Asp Lys dn
290 295 300

Ser Met Lys Asp Leu Ser A n Met Ile Lys Lys Met Pro @ n Tyr dn
305 310 315 320

Pagi na 65



Lys

Met

Asp

Met

Tyr
385

Arg

Lys

465

Phe

Thr

Val

Phe

Trp

Leu

Lys

Leu

Arg

Asp

Thr

Lys

Asp

Asp

Pro

Ser

Lys

Ser

530

du

Lys

Leu

Ser

Lys

Asp

Phe

Asn
515

Val

Asp

Ser
Tyr

340

Met

Met

Thr
420

Ay

Met

Leu

Arg

500

Val

Leu

Lys

325

Ay

Val

Arg

Asn

405

Ile

Asn

dn

du

Tyr

Pro

Arg

Ile

Asn
565

Spani sh Seq Li sting_REVI SADO

Tyr Ala Thr

Ay

Thr

Pro

Arg

Thr

Asp

Ay

Ay

Arg

Ay

Thr

Tyr

Asp

Ser

Lys

Tyr
455

Arg

H s

Leu

Val

Al a

Leu

Al a

Lys

Leu

Lys

440

dn

Ile

Al a

Trp

Tyr

Ser

Thr

H s

Asp

345

du

Leu

Leu

Leu

Pro

Met

dn
H s
505

Val

Val

Leu Hs Leu Ala A u Asp
330 335

Lys Leu Cys Lys Val du
350

Gy Gu Lys Ile Lys Asp

Asp Pro Lys Ile Thr Asn
380

Tyr Ala Met Ile Lys Asn
Ala Thr Hs Ala dn lle
41

Phe Leu Ay Val Asn Val
430

Tyr Ser Val Pro Arg Lys
445

Ser Arg Trp Thr Pro Val
4

Asp Lys Leu Asp A n Lys
475

Thr Ser Ala Tyr His Ala
490 495

Lys Asp Lys Ala @ n dn

Phe Ile Val Ay Ay Mt

Val Thr Asn Ala A n Lys
540

Ile Leu Thr Pro A n Ser
555

Pagi na 66

H s

H s

480

Pro

Thr

Ser

Phe
560



<210>
<211>
<212>
<213>

126
3504
ADN

<400> 126
gttgatattg
caacttgcca
at cacattgg
tatctaataa
agacttat gt
caaaaatt gt
gcatttatac
agttatgatc
attgctacat
gaacgcaacg
gagcccacaa
ggctt cgact
ttgctgccaa
gtgttgctcg
gt gt cgcaga
agt gat aaac
aaggagt t at
caaggatatg
gaaggagaaa
at aacaaacg
at aaccgacg
attgctaatt
ccgtattcgg
acgcct gt aa
tttccatttt
tatggtcatt
gtcttcattg

gCccCaaaaaa

ttgttgaggg
t gagaat ggt
tt gaagat at
caccat ct ga
acaaaggggc
ct caacat cc
caaat gaat c
ctgct at gga
t gt gt gcaac
t ggaact agc
t gggagaggg
gcgt at cacc
t cgaaaacga
acgaaaacga
gt gt gacgaa
aat caat gaa
ct aaat at gc
tt gacaaatt
aaat t aaaga
aat at gacaa
aaaatttatc
tgcaattctt
t gccaagaaa
tt aaggat at
tagct ggccg
ggcat aaaga
tt ggaggcat
at t gggaggt

Spani sh Seq Li sting_REVI SADO

Mel i get hes aeneus

ggttgatatt
tt cagcct gt
aaacaagaaa
aaaatctgtt
acatgtattt
agt agt gaaa
acaggtgttt
agcagccaga
t ct gggagaa
gcagat gatt
gcct gaaaaa
cat gct gcac
cgt gt acaaa
cgagt t at gg
aaact t gaag
agatct gt ca
tacacacttg
at gt aaagt t
ccat at gcgt
aat gagaat a
aaaact t gct
gggagt t aat
agagcgt att
t at ggaagac
agcgcaaacc
caaggcccag
gagtttttca

cattattgga

gttgttgagg
t gt aaaat gc
agagaaccct
cact cact ga
tttact gaag
tat attaaaa
tctttggact
aat gcaaaca
tacccttcag
cagcaaaagt
gcgagat cgc
gaactt acat
t at gaagct t
gt agaatt ac
aaatttaccg
caaatgatta
catcttgctg
gaacaagacc
aacat cgt ac
attgctctat
act cat gccc
gttatcaatg
act gaacaaa
gct at t gaag
agt gcttacc
cagacagt ga
gaaat cagat

tcctccaaca
Pagi na

gggt t gat at

acgatatttc
t aaacaccat
t gaacgattt
cat gccct ga
cttgtaaaga
gcccagaaac
t ggagagaat
t aagat accg
tggat gccta
aacttttgat
t ccaggcaat
cagcgggagt
gacat cagca
att caaaacg
agaaaat gcc
aagact gcat
t agcaat ggg
cgattttact
at gcaat gat
aaat aaaaga
at ggt gggaa
cgt at caaat
at aaat t aga
acgccccaac
aaaat gt gcc
gt gcgt at ga

ttttgactcc
67

t gt t gt ggat
agct gagggce
ggaagcaat a
t gaat cgcca
taatttattt
aat caacatt
att ccaat gc
ggcagaacaa
aagt gat t gg
t aaagcggat
tcttgaccge
ggcct acgat
atttaaggaa
tatcgctgta
aat gacccaa
ccaat at caa
gaaatcttac
t acagat gca
t gat ccaaaa
t aaaaat ggc
caaacaaact
ccggaaaaaa
gt ct agat gg
t caaaaacac
aagt gct cga
cagaat aat t
ggt aacaaac

ccaaagtttt

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680



cttaaggatt
cctgataatt
ttact ggaat
at gt gcagac
ct aaaaat aa
aagt acttaa
aat acattac
aaactgttct
t at t aaaaat
tgtttagcgt
ttatcacgtt
ttgtattcag
aaat t aaaat
t gt aacat aa
gt ggccaagt
atactgtaca
ttttgtatat
atcttat aag
agagaat aat
t ggcaacaaa
atggt acct a
ctttottttt
gggatttcct
atcctgagtg
tttgcaaaat
tattcatatt
ggttcaatta
tcatatattc
act gat aaca
attttcacac

ttttatgcca

t aaacact ct
aaaaat gctt
ttttaattgt
ct aagcaaga
cttttatttt
gggaact gat
tcgtgcgcca
caatttacta
tgtataaatg
gttat ggcgt
tttattgtta
tatttctttt
tgtcaatttt
ttaaatttta
ccagttttat
t aaaat ct ac
at gcagacac
attcct at at
aatttttacc
aact at ggat
caaaaaagaa
atattaggtt
ggt gaagt ca
cat acacatg
gttcgcatgc
acaccgtt at
aaaaggat at
ctgatattca
t acggaagt c
ggacatcatc

acagtgtttg

Spani sh Seq Li sting_REVI SADO

tacagtct ag
tcgtcatgtg
agttgacatt
tattacaata
taat aattat
tatttttttt
gcgcacttca
acggaacat t
ttgttagaaa
ttaacaccat
tttcttgtta
caat agtt at
at t aagat at
tccgaattca
t t aaaaat gt
ct aaaaaat a
caccact act
atattatgtt
ttgttacacc
acaagttatt
aagcccactt
t gt acagggt
tgatgatatc
cttcatccca
ct at gagacc
aatttataaa
tt caaaaaaa
t acgaacat c
accgt gt gat
cggat gt cac

gata

gattcaggaa
aatttgattg
tt gagat at t
taatcttgga
aat t ct ggat
attttttaag
tagacttcta
taaatttatt
t aaagt aagt
aatt caaaaa
taagtagttt
acatgtattt
agt at agt at
t aaaaat at t
aat acaaaat
cagtgtgctt
ggacttggta
aaagt aaggt
act ccaaaaa
t cagt aactt
accacact ac
gaat cacaac
acaacgt gat
gt gat at cat
t gcgaact gc
acgttgtttg
aacaaaacgt
at gt cgt gat
aaat gaaaat

t gcgt gagaa

Pagi na

aaaaagttac
cttaagat aa
t gt acct act
tgctagtcta
t gaaaaat aa
ttgagcagtc
aaaaaaacat
ttaagcccct
tttcaaaggc
t at caaat at
tttagat act
ttttettttt
tttgtctttt
gttgttcctt
at agctgctt
tatt gacaac
atccaattct
tgtggttcta
aat gcct gat
ataactattg
t at agt aggc
tttcatcccg
tttttttatc
gt agaact ca
gaatttaaaa
cat at cacga
gaacgttttg
tttttacaaa
aat acgaat g

at gaaaat ca

68

ttttaatata
atggttagtt
aacgtt aaaa
tcttccettt
aatgtatgta
t cacacaaac
t gggt at aaa
aagctttaat
gttat at aaa
tt aaagtt at
taaacttgta
taatttagca
t aagacaaaa
t cat gacaaa
ttaacacaga
aaat gt aatt
cat aaaagga
tctcatcttg
t at acaaaat
taatgctata
tttataaagc
gacaacaat c
acgct gt gaa
cggtgtgata
cctagtttgt
atgttgtccg
aacgcagggc
ttttattcaa
tcacgtcgtg
tgtcgtgatt

1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360
3420
3480
3504



Spani sh Seq Li sting_REVI SADO
<210> 127
<211> 569
<212> PRT
<213> Meli get hes aeneus
<400> 127
Val Asp Ile Val val Qu dy Val Asp Ile Val Val AQu Ay Val Asp
1 5 10 15

Ile Val Val Asp An Leu Ala Met Arg Met Val Ser Ala Cys Cys Lys
20 25 30

Met His Asp Ile Ser Ala Qu Ay Ile Thr Leu Val GQu Asp Ile Asn
35 40 45

Lys Lys Arg Qu Pro Leu Asn Thr Met Ju Ala Ile Tyr Leu Ille Thr
50 55 60

Pro Ser Qu Lys Ser Val His Ser Leu Met Asn Asp Phe A u Ser Pro
65 70 75 80

Arg Leu Met Tyr Lys Ay Ala His Val Phe Phe Thr Qu Ala Cys Pro
85 90 95

Asp Asn Leu Phe @ n Lys Leu Ser An H's Pro Val Val Lys Tyr lle
100 105 110

Lys Thr Cys Lys Qu Ile Asn Ile Ala Phe Ile Pro Asn u Ser dn
115 120 125

Val Phe Ser Leu Asp Cys Pro Qu Thr Phe A n Cys Ser Tyr Asp Pro
130 135 140

Ala Met Qu Ala Ala Arg Asn Ala Asn Met Qu Arg Met Ala Gu dn

Ile Ala Thr Leu Cys Ala Thr Leu Ay du Tyr Pro Ser Val Arg Tyr

Arg Ser Asp Trp Gu Arg Asn Val Qu Leu Ala @dn Met Ile @n dn
19

Lys Leu Asp Ala Tyr Lys Ala Asp Qu Pro Thr Mt Ay Au Ay Pro
195 200 205

Qu Lys Ala Arg Ser Adn Leu Leu Ile Leu Asp Arg Ay Phe Asp Cys
210 215 220

Pagi na 69



Spani sh Seq Li sting_REVI SADO

Val Ser Pro Met Leu H's Au Leu Thr Phe G n Ala Met Ala Tyr Asp
225 230 235 240

Leu Leu Pro Ile Au Asn Asp Val Tyr Lys Tyr Au Ala Ser Ala Ay
245 250 255

Val Phe Lys GQu Val Leu Leu Asp Au Asn Asp Qu Leu Trp Val du

Leu Arg Hhs A n His Ile Ala Val Val Ser dn Ser Val Thr Lys Asn
275 280 285

Leu Lys Lys Phe Thr Asp Ser Lys Arg Met Thr dn Ser Asp Lys dn
290 295 300

Ser Met Lys Asp Leu Ser G n Met Ile Lys Lys Met Pro G n Tyr Gn
305 310 315 320

Lys A u Leu Ser Lys Tyr Ala Thr Hs Leu Hs Leu Ala A u Asp Cys
325 330 335

Met Lys Ser Tyr A n Ay Tyr Val Asp Lys Leu Cys Lys Val Gu dn
340 345 350

Asp Leu Ala Met Ay Thr Asp Ala Au Gy AQu Lys Ile Lys Asp His
365

Met Arg Asn Ile Val Pro Ile Leu Leu Asp Pro Lys Ile Thr Asn du
370 375 380

Tyr Asp Lys Met Arg Ile Ile Ala Leu Tyr Ala Met Ile Lys Asn Ay
385 390 395 400

Ile Thr Asp A u Asn Leu Ser Lys Leu Ala Thr Hs Ala dn Ile Lys
405 410 415

Asp Lys A n Thr Ile Ala Asn Leu A n Phe Leu Ay Val Asn Val Ile
420 425 430

Asn Asp Ay @y Asn Arg Lys Lys Pro Tyr Ser Val Pro Arg Lys du
435 440 445

Arg Ile Thr u An Thr Tyr G n Met Ser Arg Trp Thr Pro Val Ile
450 455 460

Lys Asp Ile Met Au Asp Ala Ile Gu Asp Lys Leu Asp A n Lys His
465 470 475 480

Pagi na 70



Spani sh Seq Li sting_REVI SADO

Phe Pro Phe Leu Ala Ay Arg Ala A n Thr Ser Ala Tyr Hs Ala Pro
485 490 495

Thr Ser Ala Arg Tyr Ay His Trp Hs Lys Asp Lys Ala A n d@n Thr
500 505 510

Val Lys Asn Val Pro Arg Ile lle Val Phe Ile Val Ay Ay Mt Ser
515 520 525

Phe Ser Qu lIle Arg Cys Ala Tyr Au Val Thr Asn Ala A n Lys Asn
530 535 540

Trp Gu Val Ile Ile Ay Ser Ser Asn Ile Leu Thr Pro A n Ser Phe
545 550 555 560

Leu Lys Asp Leu Asn Thr Leu Thr Va

565
<210> 128
<211> 401
<212> ADN
<213> Meliget hes aeneus
<400> 128
ggact gccca gaaacattcc aatgcagtta tgatcctgct atggaagcag ccagaaatgc 60
aaacat ggag agaat ggcag aacaaattgc tacattgtgt gcaactctgg gagaataccc 120
ttcagt aaga taccgaagtg attgggaacg caacgtggaa ctagcgcaga tgattcagca 180
aaagttggat gcctataaag cggatgagcc cacaat ggga gaggggcct g aaaaagcgag 240
atcgcaactt ttgattcttg accgcggctt cgactgcgta tcacccatgc tgcacgaact 300
tacattccag gcaatggcct acgatctgct gccaatcgaa aacgacgtgt acaaat atga 360
agcttcagcg ggagtattta aggaagtgtt gctcgacgaa a 401
<210> 129
<211> 45
<212> ADN
<213> Secuencia artificia
<220>
<223> Cebador delantero para anplificar Rop regl
<400> 129
t aat acgact cactataggg agatttcgtc gagcaacact tcctt 45
<210> 130
<211> 44
<212> ADN

<213> Secuencia artificia
Pagi na 71



Spani sh Seq Li sting_REVI SADO

<220>

<223> Cebador inverso para anplificar Rop
<400> 130

t aat acgact cactataggg agaggact gc ccagaaacat

<210> 131
<211> 2487
<212> ADN
<213>

<400> 131

aggtgttttc
cagccagaaa
t gggagaat a
agat gattca
ct gaaaaagc
tgct gcacga
t gt acaaat a
agt t at gggt
actt gaagaa
at ct gt caca
cacacttgca
gt aaagttga
at at gcgt aa
t gagaat aat
aacttgctac
gagt t aat gt
agcgtattac
t ggaagacgc
cgcaaaccag
aggcccagca
gtttttcaga
ttattggatc
cagt ct agga
gt cat gt gaa

ttgacatttt

tttggactgc
tgcaaacatg
cccttcagta
gcaaaagttg
gagat cgcaa
acttacattc
t gaagcttca
agaattacga
atttaccgat
aat gat t aag
tcttgctgaa
acaagacct a
cat cgt accg
tgct ct at at
t cat gcccaa
t at caat gat
t gaacaaacg
t at t gaagat
tgcttaccac
gacagt gaaa
aat cagat gt
ctccaacatt
tt caggaaaa
tttgattgct

gagatatttg

Mel i get hes aeneus

ccagaaacat
gagagaat gg
agat accgaa
gatgcctata
cttttgattc
caggcaat gg
gcgggagt at
cat cagcat a
t caaaacgaa
aaaat gcccc
gact gcat ga
gcaat gggt a
attttacttg
gcaatgatta
at aaaagaca
ggt gggaacc
t at caaat gt
aaat tagatc
gccccaacaa
aat gt gccca
gcgt at gagg
ttgactcccc
aaagttactt
t aagat aaat

tacct act aa

t ccaat gcag
cagaacaaat
gt gatt ggga
aagcggat ga
tt gaccgcgg
cctacgattt
t t aaggaagt
t cgct gt agt
t gacccaaag
aat at caaaa
aatcttacca
cagat gcaga
at ccaaaaat
aaaat ggcat
aacaaact at
ggaaaaaacc
ct agat ggac
aaaaacactt
gtgctcgata
gaat aat t gt
t aacaaacgc
aaagttttct
tt aat at acc
ggttagtttt

cgtt aaaaat
Pagi na

reg 1

tcca

ttatgatcct
tgctacattg
acgcaacgt g
gcccacaat g
cttcgactgc
gctgccaatc
gttgctcgac
gt cgcagagt
t gat aaacaa
ggagt t at ct
aggat at gt t
aggagaaaaa
aacaaacgaa
aaccgacgaa
tgctaatttg
gtattcggtg
gcctgtaatt
tccattttta
tggtcattgg
cttcattgtt
ccaaaaaaat
taaggattta
tgat aattaa
actggaattt

gt gcagacct
72

gct at ggaag
t gt gcaactc
gaact agcgc
ggagaggggc
gt at caccca
gaaaacgacg
gaaaacgacg
gt gacgaaaa
t caat gaaag
aaat at gct a
gacaaat t at
at t aaagacc
t at gacaaaa
aatttatcaa
caattcttgg
ccaagaaaag
aaggat atta
gct ggccgag
cat aaagaca
ggaggcat ga
t gggaggt ca
aacactctta
aaatgctttc
ttaattgtag

aagcaagat a

44

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020

1080

1140

1200

1260

1320

1380

1440

1500



ttacaatata
ataatt at aa
ttttttttat
gcacttcata
ggaacattta
gttagaaat a
aacaccat aa
tcttgttata
atagttatac
ttaagatata
ccgaatt cat
t aaaaat gt a
t aaaaaat ac
accacact gg
tgtggttcat
atgcctgatt

taactattgt

<210> 132
<211> 441
<212> PRT
<213>
<400> 132
Val Phe Ser
1
Ala Met Qu
Ile Ala Thr
35
Arg Ser Asp
50

Lys Leu Asp
65

atcttggatg
ttctggattg
tttttaagtt
gacttctaaa
aatttatttt
aagtaagttt
ttcaaaaat a
agtagttttt
atgtattata
gtatagtatt
aaaaatattg
at acaaaat a
agtgtgettt
actt ggt aat
ctcatcttga
at acaaaat t

aat gct at aa

Leu Asp Cys
5

Ala Ala Arg

20

Spani sh Seq Li sting_REVI SADO

ctagtctatc ttccctttct aaaaat aact

aaaaat aaaa
gagcagtctc
aaaaacattg
aagcccct aa
t caaaggcgt
tcaaatattt
tagatactta
ttctacaata
ttgtcttttt
ttgttccttt
tagctgettt
att gacaaca
ccaattctca
gagaat aat a
ggcaacaaaa

t ggt acc

Mel i get hes aeneus

Pro Qu

Asn Al a

t gt at gt aaa
acacaaacaa
ggt at aaaaa
gctttaatta
tat at aaatg
aaagttattt
aacttgtatt
aatttagcaa
aagacaaaat
cat gacaaag
t aacacagaa
aatgtaattt
t aaaaggaat
atttttacct

act at ggat a

Thr Phe A n

10

Asn
25

Met Qu

gtacttaagg
tacattactc
actgttctca
ttaaaaattg
tttagcgt gt
atcacgtttt
gtattcagta
aattaaaatt
gt aacat aat
t ggccaagtc
tact gt acat
tttgtatata
cttatatgtt
tgttacacca

caagttattt

tttattttta
gaactgatta
gt gcgccagce
atttactaac
tataaatgtt
tatggegttt
tattgttatt
tttcttttca
gtcaatttta
taaattttat
cagttttatt
aaaat ct acc
t gcagacacc
aaagt aaggt
ct ccaaaaaa

cagtaactta

Cys Ser Tyr Asp Pro
15

Arg Met Ala du
30

Leu Cys Ala
Trp Au Arg

Ala Tyr Lys
70

Thr Leu Qy

40

Asn Va
55

Au

Ala Asp du

Gu Tyr

Leu Al a

Pro Thr
75

Pagi na

Pro Ser Va

45

Adn Mt
60

Mt Ay Au Ay

73

Ile An

Arg

Pro
80

1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2487



Spani sh Seq Li sting_REVI SADO
Qu Lys Ala Arg Ser An Leu Leu Ile Leu Asp Arg Ay Phe Asp Cys
85 90 95

Val Ser Pro Met Leu H's Qu Leu Thr Phe G n Ala Met Ala Tyr Asp
100 105 110

Leu Leu Pro Ile Au Asn Asp Val Tyr Lys Tyr Au Ala Ser Ala Ay
115 120 125

Val Phe Lys Qu Val Leu Leu Asp Au Asn Asp Qu Leu Trp Val Qu
130 135 140

Leu Arg HHs An His Ile Ala Val Val Ser An Ser Val Thr Lys Asn
145 150 155 160

Leu Lys Lys Phe Thr Asp Ser Lys Arg Met Thr A n Ser Asp Lys dn
165 170 175

Ser Met Lys Asp Leu Ser A n Met Ile Lys Lys Met Pro @ n Tyr dn

Lys Qu Leu Ser Lys Tyr Ala Thr H's Leu H's Leu Ala A u Asp Cys
195 200 205

Met Lys Ser Tyr An Ay Tyr Val Asp Lys Leu Cys Lys Val GQu dn
210 215 220

Asp Leu Ala Met Ay Thr Asp Ala Qu Gy Qu Lys Ile Lys Asp His
225 230 235 240

Met Arg Asn Ile Val Pro Ile Leu Leu Asp Pro Lys Ile Thr Asn Qu
245 250 255

Tyr Asp Lys Met Arg lle Ile Ala Leu Tyr Ala Met Ile Lys Asn Ay
260 265 270

Ile Thr Asp A u Asn Leu Ser Lys Leu Ala Thr Hs Ala @n Ile Lys
275 280 285

Asp Lys A n Thr Ile Ala Asn Leu A n Phe Leu Ay Val Asn Val Ile
290 295 300

Asn Asp Ay @y Asn Arg Lys Lys Pro Tyr Ser Val Pro Arg Lys Qu
305 310 315 320

Arg Ile Thr Qu dn Thr Tyr An Met Ser Arg Trp Thr Pro Val Ile
325 330 335

Pagi na 74



Lys Asp Ile

Phe Phe

355

Pro

Thr Ser

370

Val
385

Lys

Phe Ser

Trp Qu Va

Leu Lys Asp

435

<210>
<211>
<212>
<213>

133
2635
ADN

<400> 133
t aaaaaaat a
gcattcct at
tt aaat aggt
aat at ggcgt
ccaaagaaaa
gccat gagaa
tt ggtt gaag
at aacaccat
at gt acaaag
ttgtctcaac
at accaaat g
gatcctgcta
acattgtgtg

aacgt ggaac

Met Qu
340

Leu Al a

Arg Tyr

Val Pro

Arg

Ile

Asn

aaagttttct
ttgacattta
agtt aaaat a
t aaaaggaca
at ggacccgc
tggtttcage
at at aaacaa
ct gaaaaat c
gggcacat gt
at ccagt agt
aat cacaggt
t ggaagcagc
caact ct ggg

t agcgcagat

Ay

Ay

Arg

Cys

Ay

Thr

Spani sh Seq Li sting_REVI SADO

Arg Ala

H s
375

Trp
e lle
Tyr
Ser

Ser

Thr
440

Leu

Mel i get hes aeneus

gt cagt gcat
atgataattg
ttat aaaat a
agtt gggcaa
tcatggagtg
ctgttgtaaa
gaaaagagaa
tgttcactca
attttttact
gaaat at att
gttttctttg
cagaaat gca
agaat accct

gattcagcaa

Asp Ala Ile @u Asp Lys Leu Asp

345

dn Thr Ser

Hs Lys Asp

Val Phe Ile

395

A u Val Thr

410

Asn Il e Leu
425

Val

acttattgac
t gcagt gggt
ttgttagagt
aaaatt at ga
gaat ggagag
at gcacgat a
cccttaaaca
ct gat gaacg
gaagcat gcc
aaaacttgta
gact gcccag
aacat ggaga
t cagt aagat
aagttggatg

Pagi na

dn
350

Ala Tyr His

365

Lys Ala dn
380

Val Ay dy

Asn Ala A n

Thr Pro

tttttaaatg
gct att aaaa
gttcatcaca
acgaggt aat
ttttggttgt
tttcagctga
ccat ggaagc
attttgaatc
ctgataattt
aagaaat caa
aaacattcca
gaat ggcaga
accgaagt ga
cct at aaagc

75

Lys

Ala Pro

dn Thr

Met Ser

400

Lys Asn

415

Ser Phe

tggcatcctt
attatattgt
aattatatgc
aaagcat aaa
ggat caact t
gggcat caca
aatatatcta
gccaagact t
atttcaaaaa
cattgcattt
atgcagtt at
acaaattgct
t t gggaacgc
ggat gagccc

60
120
180
240
300
360
420
480
540
600
660
720
780
840



acaat gggag
gact gcgt at
ccaat cgaaa
ct cgacgaaa
cagagt gt ga
aaacaat caa
ttatctaaat
tatgttgaca
gaaaaaatta
aacgaat at g
gacgaaaat t
aatttgcaat
tcggt gccaa
gt aat t aagg
tttttagetg
cattggcata
attgttggag
aaaaat t ggg
gatttaaaca
aat t aaaaat
gaatttttaa
agacct aagc
ataactttta
tt aagggaac
ttactcgtgce
ttctcaattt
aaattgtata
gcgtgttatg
cgtttttatt
tcagtatttc

<210>
<211>

134
586

aggggcct ga

cacccat gct
acgacgtgta
acgacgagtt
cgaaaaactt
t gaaagat ct
atgctacaca
aattatgtaa
aagaccat at
acaaaat gag
t at caaaact
t ctt gggagt
gaaaagagcg
at att at gga
gccgagcgca
aagacaaggc
gcatgagttt
aggt cat t at
ctcttacagt
gctttcgtca
ttgtagttga
aagat attac
tttttaataa
tgattatttt
gccagcgcac
act aacggaa
aatgttgtta
gcgtttaaca
gttatttctt

ttttcaatag

Spani sh Seq Li sting_REVI SADO
aaaagcgaga tcgcaacttt tgattcttga ccgcggcttc

gcacgaactt acattccagg caatggccta

caaat at gaa
at gggt agaa
gaagaaattt
gt cacaaat g
cttgcatctt
agtt gaacaa
gcgt aacat ¢
aat aat t gct
t gct act cat
taatgttatc
tattact gaa
agacgct att
aaccagt gct
ccagcagaca
tt cagaaat c
t ggat cct cc
ctaggattca
tgtgaatttg
cattttgaga
aat at aat ct
ttataattct
ttttattttt
tt cat agact
catttaaatt
gaaat aaagt
ccataattca
gttataagta

ttatacat gt

gct t cagcgg

ttacgacatc
accgattcaa
at t aagaaaa
gct gaagact
gacct agcaa
gtaccgattt
ct at at gcaa
gcccaaat aa
aat gat ggt g
caaacgtatc
gaagat aaat
taccacgccc
gt gaaaaat g
agat gt gcgt
aacattttga
ggaaaaaaag
attgcttaag
tatttgtacc
t ggat gct ag
ggat t gaaaa
t aagt t gagc
t ct aaaaaaa
tattttaagc
aagttttcaa
aaaat at caa
gttttttaga

attatattct

Pagi na

gagtatttaa
agcat at cgc
aacgaat gac
tgccccaat a
gcat gaaat ¢
t gggt acaga
tacttgatcc
t gatt aaaaa
aagacaaaca
ggaaccggaa
aaat gt ct ag
t agat caaaa
caacaagt gc
t gcccagaat
at gaggt aac
ct ccccaaag
ttacttttaa
at aaat ggt t
tact aacgtt
tctatcttcc
at aaaat gt a
agt ct cacac
acattgggta
ccctaagcett
aggcgttata
atatttaaag
tact t aaact

acaat aaat t

76

cgatttgctg
ggaagtgttg
tgtagt gt cg
ccaaagt gat
t caaaaggag
ttaccaagga
t gcagaagga
aaaaat aaca
t ggcat aacc
aact at t gct
aaaaccgt at
at ggacgcct
acactttcca
t cgat at ggt
aattgtcttc
aaacgcccaa
ttttcttaag
t at acct gat
agttttactg
aaaaat gt gc
ctttctaaaa
t gt aaagt ac
aaacaat aca
t aaaaaact g
taattattaa
taaatgttta
ttatttatca
tgtattgtat

tagca

900

960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2635
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<212> PRT
<213> Meliget hes aeneus

<400> 134
Met Ala Leu Lys Ay Adn Val Ay dn Lys Ile Met Asn Au Val Ile
1 5 10 15

Lys His Lys Pro Lys Lys Asn Ay Pro Ala Hs Ay Val Au Trp Arg
20 25 30

Val Leu Val Val Asp @ n Leu Ala Met Arg Met Val Ser Ala Cys Cys
35 40 45

Lys Met His Asp Ile Ser Ala u dy Ile Thr Leu Val du Asp Ile
50 55 60

Asn Lys Lys Arg Gu Pro Leu Asn Thr Met Qu Ala Ile Tyr Leu lle
65 70 75 80

Thr Pro Ser Qu Lys Ser Val Hi s Ser Leu Met Asn Asp Phe G u Ser
85 90 95

Pro Arg Leu Met Tyr Lys Ay Ala H s Val Phe Phe Thr Au Ala Cys
100 105 110

Pro Asp Asn Leu Phe dn Lys Leu Ser dn Hs Pro Val Val Lys Tyr
115 120 125

Ile Lys Thr Cys Lys u Ile Asn Ile Ala Phe Ile Pro Asn du Ser
130 135 140

G n Val Phe Ser Leu Asp Cys Pro Gu Thr Phe G n Cys Ser Tyr Asp
145 150 155 160

Pro Ala Mt u Ala Ala Arg Asn Ala Asn Met Ju Arg Met Ala Qu
165 170 175

Gnille Ala Thr Leu Cys Ala Thr Leu Gy Gu Tyr Pro Ser Val Arg
180 185 190

Tyr Arg Ser Asp Trp Qu Arg Asn Val Qu Leu Ala An Mt Ile dn
195 200 205

Adn Lys Leu Asp Ala Tyr Lys Ala Asp Gu Pro Thr Mt Ay Gu Ay
210 215 220

Pro Qu Lys Ala Arg Ser An Leu Leu Ile Leu Asp Arg Ay Phe Asp
225 230 235 240

Pagi na 77



Asp

Gy

Asn
305

H s
385

Ay

Lys

Val

Leu

Val

Leu

290

Leu

Ser

Lys

Asp
Asn
450

Arg

Lys

Ser

Leu

Phe

275

Arg

Lys

Lys

355

Leu

Arg

Asp

Thr

Lys

435

Asp

Asp

Pro

Pro

260

Lys

H s

Lys

Lys

Leu

340

Ser

Lys

Ay

Thr

Met

245

Ile

du

dn

Phe

Asp

325

Ser

Tyr

Met

Ile

Met

405

du

Thr

Gy

du

Met

Leu

du

Val

H s

Thr

310

Leu

Lys

Gy

Val
390

Arg

H s

Leu

Asp

Ser

Tyr

Gy

Thr

375

Pro

Leu

Arg

Thr

Asp

Spani sh Seq Li sting_REVI SADO

du

Asp

Leu

280

Al a

Ser

dn

Al a

Tyr

360

Asp

Ile

Ile

Ser

Asn

440

Lys

Tyr

Al a

Leu

Val

265

Asp

Val

Lys

Thr

345

Val

Al a

Leu

Al a

Lys

425

Leu

Lys

Ile

Thr Phe A n Ala Met Al a

250

Tyr Lys

du Asn

Val Ser

Arg Met

315

Ile Lys

H s Leu

Asp Lys

Au dy

Leu Asp

395

Leu Tyr
410

Leu Al a

d n Phe

Pro Tyr

Met Ser

475

du Asp
Pagi na

Tyr

Asp

Lys

H s

Leu Cy

Thr

Leu

Ser

460

Arg

Lys
78

Met

Leu

365

Lys

Lys

H s

Ay

Val

Trp

Leu

Leu

Val

Ser

Pro

Pro

Thr

Asp

255

Ser

Trp

Thr

Asp

du

Val

Lys

Thr

Lys

415

dn

Arg

Pro

dn

Val

Lys

Lys

320

Tyr

Asp

Asp

Asn
400

Val

Lys

Val

480

Lys



H s

Pro

Thr

Ser

545

Phe

Phe

Thr

Val

530

Phe

Trp

Leu

Pro

Ser

515

Lys

Ser

du

Lys

Phe
500

Val

Asp

485

Leu

Arg

Val

Leu

Al a

Tyr

Pro

Asn

Ay

Ay

Arg

Cys

Ay

Thr

Spani sh Seq Li sti ng_REVI SADO

Arg

H s
520

Ser

Leu

Al a

Trp

Ile

Tyr

Ser

Thr
585

490

G n Thr Ser Ala Tyr
510

Hs Lys Asp Lys Ala
525

Val Phe Ile Val Ay
540

A u Val Thr Asn Al a
555

Asn Ile Leu Thr Pro
570

Val

Pagi na 79

495

H s

Al a

dn

Met

Lys

560

Ser



