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LI STADO DE SECUENCI AS

<110> DOW AGROSCI ENCES LLC

<120>
<130>

<140>
<141>

<150>
<151>

<160> 19
<170>

<210> 1

<211> 1993
<212> ADN
<213>

<400> 1

gtgcagegtg
60

t aaaaaatta
120

at acat at at
180

gtgttttaga
240

tt gacaacag
300

caaat agctt
360

gggtt aat gg
420

ct aaat t aag
480

t agaat aaaa
540

DAS- 75666

61/ 922, 534
2013-12-31

Zea mays

acccggt cgt

ccacatattt

ttaaacttta

gaat cat at a

gact ct acag

cacctatata

tttttataga

aaaact aaaa

t aaagt gact

Pat ente en versién 3.5

gcccctctct

tttttgtcac

ctct acgaat

aat gaacagt

ttttatcttt

atacttcatc

Ctaatttttt

ctctatttta

daaaatt aaa

PROMOTORES DE UBI QUI TI NA DE MAI Z NOVEDOSOS

agagat aat g

acttgtttga

aat at aat ct

t agacat ggt

ttagtgtgca

cattttatta

t agt acat ct

gtttttttat

caaat accct

agcat t gcat

agtgcagttt

at agt act ac

ct aaaggaca

tgtgttctce

gt acat ccat

attttattct

ttaatagttt

ttaagaaatt

133

gtctaagtta

atctatcttt

aat aat at ca

attgagtatt

tttttttttg

ttagggttta

attttagect

agat at aaaa

aaaaaaact a
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aggaaacat t
600

ct aacggaca
660

cggcat ct ct
720

ctccgetgtc
780

gcggcct cct
840

ttcgctttce
900

caacctcgtg
960

cggcacctcc
1020

t ct agat cgg
1080

tttgtgttag
1140

cctgtacgtc
1200

ggat ggct ct
1260

tagggtttgg
1320

catcttttca
1380

ct agat cgga
1440

atgtgtgtgc
1500

t aggat aggt
1560

tttcttottt

ccaaccagcg

gt cgct gect

ggcat ccaga

cctcctctca

cttcctcgcece

ttgttcggag

gctt caaggt

cgttccggtc

atccgtgttt

agacacgttc

agccgttccg

tttgcccttt

tgettttttt

gt agaatt ct

catacatatt

atacatgttg

cgagt agat a

aaccagcagc

ct ggacccct

aattgcgt gg

cggcaccggc

cgccgt aat a

cgcacacaca

acgccgct cg

cat gcat ggt

gtgttagatc

tgattgctaa

cagacgggat

tcctttattt

tgtcttggtt

gttt caaact

catagttacg

atgcgggttt

at gccagcct

gt cgcgt cgg

ct cgagagt t

cggagcggca

agct acgggg

aat agacacc

cacaaccaga

tcctccececcce

t agggcccgg

cgtgctgcta

cttgccagtg

cgatttcatg

caat at at gc

gt gat gat gt

acct ggt gga

aat t gaagat

tact gat gca

gt t aaacgcc

gccaagcgaa

ccgctccacc

gacgt gagcc

gattcctttc

ccctccacac

tctcccccaa

cccccecccect

tagttctact

gcgttcgtac

tttctetttg

attttttttg

cgtgcacttg

ggtctggttg

fttattaatt

gat ggat gga

t at acagaga

134

gt cgacgagt

gcagacggca

gttggacttg

ggcacggcag

ccaccgctcc

cctectttccce

at ccacccgt

ctctaccttc

tctgttcatg

acggat gcga

gggaat cct g

tttcgttgca

tttgtcgggt

ggcggt cgt t

ttggat ct gt

aat at cgatc

tgctttttgt
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tcgettggtt
1620

agaat act gt
1680

tacatcttca
1740

tgttgatgtg
1800

ctctaacctt
1860

ttgat at act
1920

tcatacgcta
1980

tgttacttct
1993

<210> 2

<211> 1951
<212> ADN
<213>

<400> 2
gacccggt cg
60

atcacatatt
120

tttaaactcc
180

at gat cat at
240

ggact ct aca
300

ctt gacct at
360

gt gat gat gt

ttcaaact ac

tagttacgag

gottttactg

gagt acct at

t ggat gat gg

tttatttgct

Zea | uxuri ans

tgcccctctce

ttttttgtca

actttat aaa

aagt gaact g

gttttacctt

ataatacttc

ggtgtggttg

ctggtgtatt

tttaagat gg

atgcat at ac

ctattat aat

cat at gcagc

tggtact gt t

t agagat aaa

cacttgttta

taat at agtc

ct agacat ga

tttagtgtgc

atccatttta

ggcggt cgt t

tattaatttt

at ggaaat at

at gat ggcat

aaacaagt at

agct at at gt

tcttttgtcg

gagcattgca

aagt gcagt t

tat aat acta

t ct aaaggac

atgtgttctc

ttagtacatc

cattcgttct

ggaact gt at

cgat ct agga

at gcagcat c

gttttataat

ggattttttt

at gct caccc

t gt ct aaggt

tatctatctc

aaataatatc

aaccgagt at

tectotttttt

cat ttaggat

135

agat cggagt

gtgtgtgtca

t aggt at aca

tattcatatg

tatttcgatc

agccct gect

tgttgtttgg

gca

at caaaaat t

tatatacata

agtgttttag

tttgacaaca

tttcaaatag

ttagggttga
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tggtttctat
420

gaaaact gaa
480

ataaatttac
540

ttttcttgtt
600

accaaccagc
660

t gacgct gcc
720

cggcat ccag
780

ggcaccggca
840

gccgt aat aa
900

cacacacaca
960

acgccgct ca
1020

cat ggttagg
1080

cgttcgtaca
1140

ttctctttgg
1200

ttttttttot
1260

ctgtgcactt
1320

tgctctggtt
1380

agactaat tt

actctatttt

tacaaattaa

t cgagt agat

gaaccagcag

t ct ggacccc

aaattgcgtg

gctacggggg

at agacaccc

cacaaccaga

tcctcctcect

gcccggt agt

cggat gcgac

cgaat ccagg

ttcgtttcac

tttgtcgggt

gggcggt cgt

tttagtacat

agttttttta

acaaat accc

t at gacagcc

cgt cgcgt cg

t ct cgagagt

gcggagcggce

attcctttcc

cctccacacc

tctcccccaa

ccctcccecct

tctacttctg

ctgtacatca

gatggctcta

atagggtttg

catcttgtca

t ct agat cgg

ctattttatt

tttaataatt

ttt aaggaat

t gtt caacgc

ggccaagcga

tccgctccac

agacgt gagc

caccgctcct

ctctttcccc

at ccacccgt

ctctacctta

ttcatgtttg

gacacgtt ct

gcegttccge

gtttgecctt

tgettttttt

agt agaat ac

atttttaatt

t agat at aaa

t aaaaaaact

cgt cgacgag

agcagacggc

cgttggactt

cggcctcctc

tcgcttcccce

aacctgtgtt

cggcacctcc

t ct agat cgg

tgttagatcc

gatt gct aac

agacgggttc

ttcctttatt

aaat ctt ggt

tgtttcaaac

136

tttaaattaa

at gaaat aaa

aaggaaacat

t ct aacggac

acggcatctc

gct ccgcet gt

ctcctatcac

ttcctcgecce

gt taggagcg

gct t caaggt

cgat ccggt ¢

gt gct gct ag

ttgccagt gt

gatttcatga

tccttatatg

tgtgatgatg

tacct ggt gg
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atttattaat
1440

ttat ggat gg
1500

at at acagag
1560

t ct agat cgg
1620

tatgtgtgtg
1680

ct aggat agg
1740

agcat ct att
1800

tataattatt
1860

ttttttagce
1920

ctcaccct gt
1951

<210> 3

<211> 896
<212> ADN
<213>

<400> 3

gtgcagcgtg
60

t aaaaaatta
120

at acat at at
180

gtgttttaga
240

tt gacaacag
300

tctggatctg

aaat at cgat

atgetttttt

agt agaat ac

ccat acat ct

tatacatgtc

cat at gct ct

ttgaccttga

ttgccttcat

Zea mays

acccggt cgt

ccacatattt

ttaaacttta

gaat cat ata

gact ct acag

tatgtgtgtg

ct aggat agg

ttcgettggt

tgtttcaaac

tgatagttac

gatgtgggtt

aacctt gagt

tatacttgga

acgctattta

tgtttggtgt

gcccctctct

tttttgtcac

ctctacgaat

aat gaacagt

ttttatcttt

ccat acat ct

tatacatgtt

tgtgatgatg

tacct ggt gg

gagtttaaga

ttactgatgc

acctatct at

t gat ggcat a

tttgcttggg

tcatagttac

gatgcgggt t

cggtctggtt

atttattaat

t gat ggat gg

at at acat ga

t at aat aaac

t gcagcagct

getgtttctt

tacttctgca

agagat aat g

acttgtttga

aat at aat ct

t agacat ggt

ttagtgtgca

agcattgcat

agtgcagttt

at agt act ac

ct aaaggaca

tgtgttctcc

137

gagtttaaga

ttactgatgc

gggcggt cgt

tctggatctg

aaat at cgat

t ggcat at gc

aagtatgttt

at at gt ggat

tttgttgacg

gtctaagtta

atctatcttt

aat aat at ca

attgagtatt

tttttttttg
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caaat agctt
360

gggtt aat gg
420

ctaaattaag
480

t agaat aaaa
540

aggaaacat t
600

ct aacggaca
660

cggcat ct ct
720

ctccgetgtc
780

gcggcect cct
840

ttcgetttce
896

<210> 4
<211> 875
<212> ADN

cacctatata

tttttataga

aaaact aaaa

t aaagt gact

tttcttgttt

ccaaccagcg

gt cgct gect

ggcat ccaga

cctcctctca

cttcctcgcec

<213> Zea | uxuri ans

<400> 4
gacccggt cg
60

atcacatatt
120

tttaaactcc
180

at gat cat at
240

tgcccctctce

ttttttgtca

actttataaa

aagt gaact g

atacttcatc

Ctaatttttt

ctctatttta

daaaatt aaa

cgagt agat a

aaccagcagc

ct ggacccct

aattgcgtgg

cggcaccggc

cgccgt aat a

t agagat aaa

cacttgttta

taat atagtc

ct agacat ga

cattttatta

t agt acat ct

gtttttttat

caaat accct

at gccagcct

gtcgcegtcgg

ct cgagagt t

cggagcggca

agct acgggg

aat agacacc

gagcattgca

aagt gcagt t

t at aat acta

t ct aaaggac

gt acat ccat

attttattct

ttaatagttt

ttaagaaatt

gt t aaacgcc

gccaagcgaa

ccgctccacc

gacgt gagcc

gattcctttc

t gt ct aaggt

tatctatctc

aaat aatatc

aaccgagt at

ccctccacac

138

ttagggttta

attttagect

agat at aaaa

aaaaaaact a

gt cgacgagt

gcagacggca

gttggacttg

ggcacggcag

ccaccgctcc

cctctt

at caaaaatt

tatatacata

agtgttttag

tttgacaaca
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ggact ct aca
300

ctt gacct at
360

tggtttctat
420

gaaaact gaa
480

ataaatttac
540

ttttettgtt
600

accaaccagc
660

t gacgct gcc
720

cggcat ccag
780

ggcaccggca
840

gccgt aat aa
875

<210> 5
<211> 82
<212> ADN
<213>

<400> 5
tccccaacct
60

ccgt cggcac
82

<210> 6
<211> 83
<212> ADN
<213>

gttttacctt

ataatacttc

agact aattt

actctatttt

tacaaatt aa

t cgagt agat

gaaccagcag

t ct ggacccc

aaattgcgtg

gctacggggg

tttagtgtgc

atccatttta

tttagtacat

agttttttta

acaaat accc

t at gacagcc

cgt cgcgt cg

t ct cgagagt

gcggagcggce

attcctttcc

at agacaccc

Zea mays

cgtgttgttc

Zea | uxuri ans

ggagcgcaca

atgtgttctc

ttagtacatc

ctattttatt

tttaataatt

ttt aaggaat

t gtt caacgc

ggccaagcga

tccgct ccac

agacgt gagc

caccgctcct

tctogtttttt

cat tt aggat

atttttaatt

t agat at aaa

t aaaaaaact

cgt cgacgag

agcagacggc

cgttggactt

cggcctcctc

tcgcttcccc

cctccacacc

cacacacaac

ctccgcttca

cagat ctccc

139

tttcaaatag

ttagggttga

tttaaattaa

at gaaat aaa

aaggaaacat

t ct aacggac

acggcatctc

gct ccgct gt

ctcctatcac

ttcctcgecce

ctctt

ccaaat ccac

ag
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<400> 6
tccccaacct
60

cccgt cggca
83

<210> 7

<211> 1015
<212> ADN
<213>

<400> 7
gt acgccgct
60

tccatgcatg
120

ttgtgttaga
180

tctgattgct
240

cgcagacggg
300

tttcctttat
360

tttgtcttgg
420

ctgtttcaaa
480

ttcatagtta
540

t gat gcgggt
600

gt ggt gt ggt
660

acctggtgta
720

gtgttgttag

Zea mays

cgtcctcccc

gt t agggccc

tccgtgectgce

aact t gccag

atcgatttca

tt caat at at

tt gt gat gat

ctacctggtg

cgaat t gaag

tttactgatg

tgggcggt cg

tttattaatt

gagcgcacac

acacacacaa

cctccgcettce

cccccceccececce

ggtagttcta

tagcgttcgt

tgtttctcett

tgattttttt

gccgt gcact

gt ggt ct ggt

gatttattaa

at gat ggat g

cat at acaga

ttcattcgtt

tt ggaact gt

ctctctacct

cttctgttca

acacggat gc

t ggggaat cc

tgtttcgttg

tgtttgtcgg

tgggcggt cg

ttttggatct

gaaat at cga

gatgettttt

ct agat cgga

at gt gt gt gt

ccagatctcc

tctctagatc

tgtttgtgtt

gacct gt acg

t gggat ggct

cat agggt tt

gtcatctttt

ttctagatcg

gt at gt gt gt

t ct aggat ag

gttcgcttgg

gt agaat act

catacatctt

140

cccaaatcca

aag

ggcgt t ccgg

agat ccgt gt

t cagacacgt

ctagccgttc

ggtttgccct

catgcttttt

gagt agaat t

gccat acat a

gt at acat gt

tt gt gat gat

gttt caaact

catagttacg
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agtttaagat
780

t gat gcat at
840

atctattata
900

ggcat at gca
960

cttggtactg
1015

<210> 8

<211> 993
<212> ADN
<213>

<400> 8
gt acgccgct
60

tccatggtta
120

agcgttcgta
180

gtttctcttt
240

gatttttttt
300

tgct gt gcac
360

tgtgctctgg
420

ggatttatta
480

gat t at ggat
540

gcat at acag
600

ggat ggaaat

acat gat ggc

at aaacaagt

gcagct at at

tttecttttot

Zea | uxuri ans

catcctcctc

gggcccggta

cacggat gcg

ggcgaat cca

gtttcgtttc

tttttgtcgg

ttgggcggt c

attctggatc

ggaaat at cg

agatgctttt

at cgat ct ag

at at gcagca

atgttttata

gtggattttt

cgat gct cac

ctccctcccc

gttctacttc

acct gt acat

gggat ggctc

acat agggt t

gtcatcttgt

gttctagatc

tgtatgtgtg

at ct aggat a

ttttcgettg

gat aggt at a

tctattcata

attatttcga

ttagccctge

cctgttgttt

ctctctacct

tgttcatgtt

cagacacgt t

tagccgttcc

tggtttgccce

catgettttt

ggagt agaat

tgccat acat

ggt at acat g

gttgtgatga

catgttgatg

tgctctaacc

tcttgatata

cttcatacgc

tatctagatc

t gt gt t agat

ctgattgcta

gcagacgggt

ftttccttta

ttaaatcttg

actgtttcaa

cttcatagtt

ttgat gcggg

t gcggt ct gg

gotgttactt

141

tgggttttac

tt gagt acct

ct t ggat gat

tatttatttg

ctgca

ggcgat ccgg

ccgt gct get

act t gccagt

tcgatttcat

tttccttata

gttgtgatga

act acct ggt

acgagtttaa

ttttactgat

ttgggcggt c
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gttctagatc
660

tgtatgtgtg
720

at ct aggat a
780

gcagcatcta
840

tttataatta
900

atttttttag
960

cgct caccct
993

<210> 9
<211> 40
<212> ADN
<213>

<220>
<223>

<400> 9
gct accgcegg
40

<210> 10
<211> 36
<212> ADN
<213>

<220>
<223>

<400> 10
agt caggt ac
36

ggagt agaat

tgccat acat

ggt at acat g

ttcat at gct

ttttgacctt

ccttgecttce

actgtttcaa

cttgatagtt

t cgat gt ggg

ctaaccttga

gatatacttg

atacgct att

gttgtttggt

Secuencia artificial

acccggt cgt

Secuencia artificial

cct gcagaag

act acct ggt

acgagtttaa

ttttactgat

gt acct at ct

gat gat ggca

tatttgcttg

ggatttatta

gat gat ggat

gcat at acat

att at aat aa

t at gcagcag

gggctgtttc

gttacttctg

Descri pci 6n de |l a secuencia artificial:

cebador

gcccctct ct

Descri pci 6n de |la secuencia artificial:

t aacaccaaa

142

attctggatc

ggaaat at cg

gat ggcat at

acaagt at gt

ctatatgtgg

tttttgttga

cag

sintético

agagat aat g

cebador sintético

caacag
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143

<210> 11

<211> 21

<212> ADN

<213> Secuencia artificial

<220>
<223> Descripci 6n de |la secuencia artificial: cebador sintético

<400> 11
cgtgttggga aagaactt gg a
21

<210> 12

<211> 18

<212> ADN

<213> Secuencia artificial

<220>
<223> Descripci 6n de |la secuencia artificial: cebador sintético

<400> 12

ccgt ggttgg cttggtct
18

<210> 13

<211> 15

<212> ADN

<213> Secuencia artificial

<220>
<223> Descripci 6n de |l a secuencia artificial: sonda sintética

<220>
<223> 5' FAM

<400> 13
cactccccac tgcct
15

<210> 14

<211> 18

<212> ADN

<213> Secuencia artificial
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144

<220>
<223> Descripci 6n de |a secuencia artificial: cebador sintético

<400> 14
t ggcggacga cgactt gt
18

<210> 15

<211> 19

<212> ADN

<213> Secuencia artificial

<220>
<223> Descripci 6n de |a secuencia artificial: cebador sintético

<400> 15
aaagtttgga ggct gccgt
19

<210> 16

<211> 21

<212> ADN

<213> Secuencia artificial

<220>
<223> Descripci 6n de |la secuencia artificial: sonda sintética

<220>
<223> 5' HEX

<400> 16
cgagcagacc gccgt gt act t
21

<210> 17

<211> 29

<212> ADN

<213> Secuencia artificial

<220>
<223> Descripci 6n de |la secuencia artificial: cebador sintético

<400> 17
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acaagagt gg attgatgatc
29

<210> 18

<211> 29

<212> ADN

<213> Secuencia artificial

<220>

<223> Descripci én de |la secuencia artificial:

<400> 18
ctttgatgcce t at gt gacac
29

<210> 19

<211> 29

<212> ADN

<213> Secuencia artificial

<220>

<223> Descripci é6n de |la secuencia artificial:

<220>
<223> 5' FAM

<400> 19

ggt gt t gt gg ctggtattgce
29

145

t agagaggt

cebador sintético

gt aaacagt

sonda sintética

ttacgctgg



