<110>

1338255ENSP-Sequence listing

LISTA DE SECUENCIAS

SELLERS, Holly S.

<120>
<130>

<150>
<151>

<160> 8
<170>
<210> 1

<211> 931
<212> ADN
<213>

<400> 1
atggacggat

tcgagcgtga
gaatctgcga
ttgtctgcat
tcattggttt
gcttctctat
gtaagtgtct
actatcacta
tcatttgctg
ttctgctctg
cagtggtctg
cactctcatg
acgtctcccg
tctcgcectaa
cagcgagatg
ttcaagatta
<210> 2

<211> 310
<212> PRT
<213>
<400> 2

02410201

Reovirus aviar

taactcaaca
gtacaagttc
ctgcgtcgtt
cgcttgacaa
ccgacgttca
cttcgttggt
tatcgggtga
gccttgagaa
atcctcttaa
taaatcgtaa
tgaaagggga
gttcacgcac
ctactctcgt
ttccatgtta
gcgtctcgca

cgttctcgec

Reovirus aviar

PatentIn version 3.5

gcagcgaaga
tggcgatttg
gaacgaatct
cgtggcggec
gggtttgcga
gcgtgatcac
ggtaggcaac
acgagtggaa
gttagaggct
tctgacgtcg
agatggcgcg
tgattatctg
ctttgaactg
tggttttcag
tacgtatcaa

tggctcctcg

VACUNAS CONTRA EL REOVIRUS AVIAR
235.

usS 61/932,995
20-01-2014

gaagtcgtgg
acgcaaattc
attaatacag
tcgttagcgg
acttctcttg
ggctcttcga
cttaaaacct
gctttggaag
gggaccgtgt
tattctgcta
gccaactcta
atgtcaacca
gataggattg
caagctactt

gtctatggga
9

ggttgatact
gtgaacgtct
ctttgtctaa
agacgaaagt
attcttctge
ttgctagecct
cggtatcatc
gtggttctag
cactcgaggt
atgctcagtt
ttgatatgga
agcaatcatt
ctgctcttcc
ttcctgttga

cgtacacatc

gtcgttgact
ttccgetttg
gttagtggat
ggaagtgaac
ttcagagctg
acagaaagaa
gcagggcctt
tacgactctg
agatccatat
gatgcaattt
cgtgaatgct
gactgttaca
ctctgacctt
tatctccttc

ttctcgegtc

Met Asp Gly Leu Thr GIn Gln GIn Arg Arg Glu val val Gly Leu Ile
1 5 10 15

Leu Ser Leu Thr Ser Ser val Ser Thr Ser Ser Gly Asp Leu Thr Gln
30

25
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Ile

Glu

Leu

65

Ser

Ala

Ser

Gly

Leu

145

Ser

val

Ala

Gly

Ser

225

Thr

Pro

Thr

Tyr

Arg

Ser

50

Asp

Leu

Ser

Ile

Asn

130

Glu

Phe

Asp

Asn

Ala

210

Arg

Ser

Ser

Phe

Gln
290

Glu

35

Ile

Asn

val

Glu

Ala

115

Leu

Lys

Ala

Pro

Ala

195

Ala

Thr

Pro

Asp

Pro

275

val

Arg

Asn

val

Ser

Leu

100

Ser

Lys

Arg

Asp

Tyr

180

Gln

Asn

Asp

Ala

Leu

260

val

Tyr

Leu

Thr

Ala

Asp

85

Ala

Leu

Thr

val

Pro

165

Phe

Leu

Ser

Tyr

Thr

245

Ser

Asp

Gly

Ser

Ala

Ala

70

val

Ser

Gln

Ser

Glu

150

Leu

Cys

Met

Ile

Leu

230

Leu

Arg

Ile

Thr

1338255ENSP-Sequence listing

Ala Leu Glu Ser Ala Thr

Leu

55

Ser

Gln

Leu

Lys

val

135

Ala

Lys

Ser

Gln

Asp

Met

val

Leu

Ser

Tyr
295

Ser

Leu

Gly

Ser

Glu

120

Ser

Leu

Leu

val

Phe

200

Met

Ser

Phe

Ile

Phe

280

Thr

Lys

Ala

Leu

Ser

105

val

Ser

Glu

Glu

Asn

185

Gln

Asp

Thr

Glu

Pro

265

Gln

Ser

Leu

Glu

Arg

90

Leu

Ser

Gln

Gly

Ala

170

Arg

Trp

val

Lys

Leu

250

Cys

Arg

Ser

val

Thr

75

Thr

val

val

Gly

Asn

Ser

Asn

Gln

235

Asp

Tyr

Asp

Arg

Asp

60

Lys

Ser

Arg

Leu

Leu

140

Ser

Thr

Leu

val

Ala

220

Ser

Arg

Gly

Gly

val
300
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Ala

45

Leu

val

Leu

Asp

Ser

125

Thr

Ser

val

Thr

Leu

Ile

Phe

val

285

Phe

Ser

Ser

Glu

Asp

His

110

Gly

Ile

Thr

Ser

Ser

190

Gly

Ser

Thr

Ala

Gln

270

Ser

Lys

Leu

Ala

val

Ser

95

Gly

Glu

Thr

Thr

Leu

175

Tyr

Glu

His

val

Ala

255

Gln

His

Ile

Asn

Ser

Asn

80

Ser

Ser

val

Ser

Leu

160

Ser

Asp

Gly

Thr

240

Leu

Thr

Thr



1338255ENSP-Sequence listing

Phe Ser Pro Gly Ser Ser
310

305

<210>
<211>
<212>
<213>

<400> 3
atggacggat

3
931
ADN

tcgagcgtga
gaatctgcga
ttgtctgcat
tcattggttt
gcttctctat
gtaagtgtct
actatcacta
tcatttgctg
ttctgctctg
cagtggtctg
cactctcatg
acgtctcccg
tctcgcectaa
cagcgagatg
ttcaagatta
<210> 4

<211> 310
<212> PRT
<213>
<400> 4

Met Asp Gly Leu Thr GIn Gln GIn Arg

1 5

Leu Ser Leu Thr Ser Ser val Ser Thr

Ile Arg Glu Arg Leu Ser Ala
35

Glu Ser Ile Asn Thr Ala Leu Ser Lys

50

Reovirus aviar

taactcaaca
gtacaagttc
ctgcgtcgtt
cgcttgacaa
ccgacgttca
cttcgttggt
tatcgggtga
gccttgagaa
atcctcttaa
taaatcgtaa
tgaaagggga
gttcacgcac
ctactctcgt
ttccatgtta
gcgtctcgca

cgttctcgec

Reovirus aviar

gcagcgaaga
tggcgatttg
gaacgaatct
cgtggcggcec
gggtttgcga
gcgtgatcac
ggtaggcaac
acgagtggaa
gttagaggct
tctgacgtcg
agatggcgcg
tgattatctg
ctttgaactg
tggttttcag
tacgtatcaa

tggctcctca

gaagtcgtgg
acgcaaattc
attaatacag
tcgttagcgg
acttctcttg
ggctcttcga
cttaaaacct
gctttggaag
gggaccgtgt
tattctgcta
gccaactcta
atgtcaacca
gataggattg
caagctactt

gtctatggga
g

Arg Glu
10
Ser Ser
25
Leu Glu Ser Ala
40
Leu val

55

ggttgatact
gtgaacgtct
ctttatctaa
agacgaaagt
attcttctge
ttgctagcct
cggtatcatc
gtggttctag
cactcgaggt
atgctcagtt
ttgatatgga
agcaatcatt
ctgctcttcc
ttcctgttga

cgtacacatc

gtcgttgact
ttccgctttg
gttagtggat
ggaagtgaac
ttcagagctg
acagaaagaa
gcagggcctt
tacgactctg
agatccatat
gatgcaattt
cgtgaatgct
gactgttaca
ctctgacctt
tatctccttc

ttctcgegtc

val val Gly Leu Ile

15

Gly Asp Leu Thr Gln
30

Thr Ala Ser Leu Asn

45

Asp Leu Ser Ala Ser

60

Pagina 3

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
931



Leu

65

Ser

Ala

Ser

Gly

Leu

145

Ser

val

Ala

Gly

Ser

225

Thr

Pro

Thr

Tyr

Phe
305

Asp

Leu

Ser

Ile

Asn

130

Glu

Phe

Asp

Asn

Ala

210

Arg

Ser

Ser

Phe

Gln

290

Ser

<210>
<211>
<212>
<213>

Asn

val

Glu

Ala

115

Leu

Lys

Ala

Pro

Ala

195

Ala

Thr

Pro

Asp

Pro

275

val

Pro

5
931
ADN

val

Ser

Leu

100

Ser

Lys

Arg

Asp

Tyr

180

Gln

Asn

Asp

Ala

Leu

260

val

Tyr

Gly

Reovirus

Ala

Asp

85

Ala

Leu

Thr

val

Pro

165

Phe

Leu

Ser

Tyr

Thr

245

Ser

Asp

Gly

Ser

Ala

70

val

Ser

Gln

Ser

Glu

150

Leu

Cys

Met

Ile

Leu

230

Leu

Arg

Ile

Thr

ser
310

aviar

1338255ENSP-Sequence listin
Ser Leu Ala Glu Thr Lys val Glu

Gln

Leu

Lys

val

135

Ala

Lys

Ser

Gln

Asp

Met

val

Leu

Ser

Tyr
295

Gly

Ser

Glu

120

Ser

Leu

Leu

val

Phe

200

Met

Ser

Phe

Ile

Phe

280

Thr

Leu

Ser

105

val

Ser

Glu

Glu

Asn

185

Gln

Asp

Thr

Glu

Pro

265

Gln

Ser

Arg

90

Leu

Ser

Gln

Gly

Ala

170

Arg

Trp

val

Lys

Leu

250

Cys

Arg

Ser

75

Thr

val

val

Gly

Asn

Ser

Asn

Gln

235

Asp

Tyr

Asp

Arg

Ser

Arg

Leu

Leu

140

Ser

Thr

Leu

val

Ala

220

Ser

Arg

Gly

Gly

val
300
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Leu

Asp

Ser

125

Thr

Ser

val

Thr

Leu

Ile

Phe

val

285

Phe

Asp

His

110

Gly

Ile

Thr

Ser

Ser

190

Gly

Ser

Thr

Ala

Gln

270

Ser

Lys

val

Ser

95

Gly

Glu

Thr

Thr

Leu

175

Tyr

Glu

His

val

Ala

255

Gln

His

Ile

Asn

80

Ser

Ser

val

Ser

Leu

160

Ser

Asp

Gly

Thr

240

Leu

Thr

Thr



<400> 5
atggcgggtc

tcgaacgcga
gaagcgtcta
gtttctacag
ggtatgagag
accgacttat
gttaatggga
gctatcacag
tccttttctc
ttttgctctc
caatggatgg
cactgtcatg
cgtaatgccg
tcacgtctta
accagagatt
tttactatta
<210> 6
<211> 310
<212> PRT
<213> Reov
<400> 6
Tet Ala Gly

Leu Ser Leu

Glu
35

Ile His

Ser Ile

50

Arg

Leu GIn Asn

65

Gly Met Arg

Ser Thr Thr

tcagtccatc
ctataagtcc
cagaatcact
atttgcagaa
ccaccattac
caagcacttc
actccactac
acctgcagag
ctcctcttag
agcgagtttc
ccagaggttc
ggagacgcac
tgtccttaac
tccccagtgce
ccacaaccca

ctttcccgac

irus aviar

Ser Pr
5

Leu

Thr
20

Ser As

Arg Leu Th

Ser Ser Me

val Thr Ar

70

Thr 11

85

Ala

val Thr

100

As

1338255ENSP-Sequence listing

acagcgaaga
tggcgatttg
ataccgctcc
cgtgactcgc
tgcacttcaa
ttctgcgecat
cattggtaat
tcgcgttaaa
tgtcgctgac
cttgacatct
taacggatca
tgactatata
cttcgatttg
gggatttcaa

tgcgtatcaa

tggtggtgac

o Ser Gln

Thr

n Ala

Leu
40

r Asn

t Ser val

55

g Ala Leu

Ala

e Thr

p Leu Ser

Arg

Ile

25

Glu

Thr

Asp

Leu

ser
105

gaggtcgtca
acgacaatcc
atctccagca
gctctggatg
gattctgttt
tcggaaactc
ttgaaaagtg
tccttggagt
ggcgtggtgt
tactcagcag
tcggacaata
atgtcgtcta
agttatatta
gccgegtegt
gcttatggag
9

Arg Glu

10

Ser Pro

Ala Ser
val

Ser

val
75

Asp

Gln
90

Asp

Thr Ser
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gcttgatact
atgagcggtt
tgtctgttac
atgtgatcac
ccactctctc
tatcttcact
atgtatcatc
ctacttcgag
cgttgaatat
aggctcaact
ttgacatgaa
cgggaggtct
caaagctccc
ttccagcgga

tatattccag

val val ser

Leu
30

Gly Asp

Glu
45

Thr Ser

Asp val Ser

60

Ile Thr Asn

Ser val Ser

His
110

Ser Ala

gtcattgact
gactaatttg
tgtttccgac
caacttaaat
aacaactgtg
ccgaaataca
aaatggccta
tcacggactg
ggacccgtac
aatgcaattc
cgttaacgcc
tacggttact
atcggacctc
tgtatccttc

ctctcgcgta

Leu Ile

15

Thr Thr

Leu Tyr
Thr

Asp

Asn
80

Leu

Thr
95

Leu

Ser Glu
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Thr

Gly

Leu

145

Ser

Met

Ala

Gly

Arg

Arg

Pro

Ser

Tyr

Phe
305

Leu Ser
115

Asn Leu
130

Gln Ser

Phe Sser

Asp Pro

Glu Ala
195

Ser Ser
210

Arg Thr

Asn Ala

ser Asp

Phe Pro
275

Gln Ala
290

Pro Thr

<210> 7
<211> 20
<212> ADN

<213>

<220>

<223>

<400> 7
agtatttgtg agtacgattg

<210> 8
<211> 17

Ser

Lys

Arg

Pro

Tyr

180

Gln

Asp

Asp

val

Leu

260

Ala

Tyr

Gly

Leu

Ser

val

Pro

165

Phe

Leu

Asn

Tyr

Ser

245

Ser

Asp

Gly

Gly

artificial

Arg

Asp

Cys

Met

Ile

Ile

230

Leu

Arg

val

val

Asp
310

1338255ENSP-Sequence listing

Asn Thr val Asn Gly Asn

val

135

Ser

Ser

Ser

Gln

Asp

Met

Thr

Leu

Ser

Tyr
295

120

Ser

Leu

val

Gln

Phe

200

Met

Ser

Phe

Ile

Phe

280

Ser

Ser

Glu

Ala

Arg

Gln

Asn

Ser

Asp

Pro

265

Thr

Ser

Asn

Ser

Asp

170

val

Trp

val

Thr

Leu

250

Ser

Arg

Ser

Gly

Thr

155

Gly

Ser

Met

Asn

Gly

Ser

Ala

Asp

Arg

cebador oligonucleotidico sintético

Leu

140

Ser

val

Leu

Ala

Ala

220

Gly

Tyr

Gly

Ser

val
300
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Ser

125

Ala

Ser

val

Thr

Arg

205

His

Leu

Ile

Phe

Thr

285

Phe

Thr

Ile

His

Ser

Ser

190

Gly

Cys

Thr

Thr

Gln

270

Thr

Thr

Thr

Thr

Gly

Leu

175

Tyr

Ser

His

val

Lys

Ala

His

Ile

Asp

Leu

160

Asn

Ser

Asn

Gly

Thr

240

Leu

Thr

20
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<212> ADN
<213> artificial
<220>

<223> cebador oligonucleotidico sintético

<400> 8
ggcgccacac cttaggt
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