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Analisis FACS de BAPO50
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Clon No. ug/mL Secuencia
HC LC
FW1 | FW2 | FW3 | FW1 | Fw2 | FW3
Quimera 31.7 6 HC uUnicas 12 LC tinicas
1 354 a a a a a a
2 25.2 a a a a a b
3 3.2 a a a b b a
4 26 a a a a C C
5 16.9 a a a C a a
6 9.1 a a a d b d
7 35.8 a a a a d d
8 24.7 a a a e b e
9 19.9 b b a a a b
10 7.7 b b a b b a
11 349 b b a a d d
12 17.9 b b a e b e
13 249 b a a a a b
14 7.5 a C a b b a
15 21.9 a C a e b e
16 17.7 C d b e b e
17 21.2 d a C a a f
18 8.1 a a a f b e
19 7.5 a a a e b a
20 3.2 b b a d b g

FIGURA 4
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Experimento 1
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Clon | Conc. Secuencia Clasificacion  |Estructura
No. | ug/mL HC LC Datos deDatos de
union |compe-
FW1|FW2| FW3|FW1 FW2|FW3 tencia
6 HC danicas |12 LC dnicas *

1 354 a a a a a a 1 2 D
2 25.2 a a a a a b 5 1 B
3 3.2 a | a a b | b | a 7 1 E
4 26 a a a a C C 8 2 E
5 16.9 a a a C a a 6 E
6 9.1 a a a d b d 9 1 E
7 35.8 a a a a d d 8 C
8 24.7 a | a a e | b | e 4 E
9 19.9 b b a a a b 8 2 B
10 7.7 b b a b b a 9 2 E
11 349 b b a a d d 2 2 C
12 17.9 b b a e b e 3 2 E
13 24.9 b | a a a a b 9 3 A
14 75 a c a b b a 9 F
15 219 a C a e b e 20 20 F
16 17.7 C d b e b e 20 20 D
17 21.2 d a C a a f 9 E
18 8.1 a | a a f b | e 8 C
19 7.5 a a a e b a 9 D
20 3.2 b b a d b g 9 3 C

*|as casillas en blanco significan peor gue 3.

FIGURA 6
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10 20 30 40 50 60

BAP050-chi-HC QIQL$QSGP%LKHP£ET?KlSCKEéGFTL%HYGHAW?HQ%PGEG£KWHG$IHTD%GEPTl
BAP(50-hum01-HC EVQLVQSGAEVEKPGATVKISCKVSGFTLTNYGMNWVROAPGOGLEWMGHWINTDTGEPTY
BAP(50-hum02-HC EVQLVQSGAEVEKPGATVKISCKVSGFTLTNYGMNWVROAPGOGLEWMGWINTDTGEPTY
BAP(50-hum03-HC EVQLVQSGAEVEKPGATVKISCKVSGFTLTNYGMNWVROAPGOGLEWMGWINTDTGEPTY
BAP(050-hum04-HC EVQLVQSGAEVEKPGATVKISCKVSGFTLTNYGMNWVROAPGOGLEWMGHINTDTGEPTY
BAP(50-hum05-HC EVQLVOSGAEVEKPGATVKISCKVSGFTLTNYGMNWVROAPGOGLEWMGHWINTDTGEPTY
BAP(50-hum06-HC EVQLVQSGAEVEKPGATVKISCKVSGFTLTNYGMNWVRQAPGOGLEWMGWINTDTGEPTY
BAP(050-hum07-HC EVQLVQSGAEVEKPGATVKISCKVSGFTLTNYGMNWVROAPGOGLEWMGWINTDTGEPTY
BAP(050-hum08-HC EVQLVQSGAEVEKPGATVKISCKVSGFTLTNYGMNWVROAPGOGLEWMGHINTDTGEPTY
BAP(50-huml8-HC EVOLVQSGAEVEKPGATVKISCKVSGFTLTNYGUNWVROAPGOGLEWMGHINTDTGERTY
BAP(50-hum19-HC EVQLVQSGAEVEKPGATVKISCKVSGFTLTNYGMNWVROAPGOGLEWMGHWINTDTGEPTY
BAP(50-hum09-HC QVQLVQSGAEVEKPGASVKVSCKASGFTLTNYGMNWVROARGORLEWIGWINTDTGEPTY
BAP(050-hum10-HC QVQLVQSGAEVEKPGASVKVSCKASGFTLTNYGMNWVROARGORLEWIGWINTDTGEPTY
BAP(50-huml 1-HC QVOLVQSGAEVKKPGASVKVSCKASGFTLTNYGHNWVROARGORLEWI GHINTDTGERTY
BAP(50-hum12-HC QVQLVQSGAEVEKPGASVEVSCKASGFTLTNYGMNWVROARGORLEWIGWINTDTGEPTY
BAP(50-hum20-HC QVOLVOSGAEVEKPGASVKVSCKASGFTLTNYGMNWVROARGORLEWIGWINTDTGEPTY
BAP(50-huml3-HC QVQLVQSGAEVEKPGASVKVSCKASGFTLTNYGMNWVROAPGOGLEWMGWINTDTGEPTY
BAP(50-huml4-HC EVQLVQSGAEVEKPGATVKISCKVSGFTLTNYGHNWIRQSPSRGLEWLGHINTDTGERTY
BAP(50-huml5-HC EVOLVQSGAEVEKPGATVKISCKVSGFTLTNYGUNWIRQSPSRGLEWLGHINTDTGERTY
BAP(50-huml6-HC EVQLVQSGAEVKKPGESLRISCKGSGFTLTNYGMNWVROATGOGLEWMGHWINTDTGEPTY
BAP(050-hum17-HC QVQLVQSGSELKKPGASVKVSCKASGFTLTNYGMNWVROAPGOGLEWMGWINTDTGEPTY

| ?IDI TUI Tﬂl }ml }ml }ml
BAP050-chi-HC  ADDFKGRFAFSLETSASTASLOINNLKNADTATYFCARNPPYYYGTNNAEAMDYWGOGTTVIVSS
BAP(50-hum01-HC ADDFEGRFVFSLDTSVSTAYLOICSLKAEDTAVYYCARNPPYYYGTNNAEAMDYWGOGTTVIVSS
BAP(50-hum02-HC ADDFEKGRFVFSLDTSVSTAYLOICSLKAEDTAVYYCARNEPYYYCTHNAEAMDYRGOGTTVIVSS
BAP(50-hum03-HC ADDFEGRFVFSLDTSVSTAYLOICSLKAEDTAVYYCARNPPYYYGTNNAEAMDYWGOGTTVIVSS
BAP(50-hum04-HC ADDFEGRFVFSLDTSVSTAYLOICSLKAEDTAVYYCARNPPYYYGTNNAEAMDYWGOGTTVIVSS
BAP(50-hum05-HC ADDFEGRFVFSLDTSVSTAYLOICSLKAEDTAVYYCARNPPYYYGTNNAEAMDYWGOGTTVIVSS
BAP(50-hum06-HC ADDFEGRFVFSLDTSVSTAYLOICSLKAEDTAVYYCARNPPYYYGTNNAEAMDYWGOGTTVIVSS
BAP(50-hum07-HC ADDFEGRFVFSLDTSVSTAYLOICSLKAEDTAVYYCARNEPYYYCTHNAEAMDYRGOGTTVIVSS
BAP(50-hum08-HC ADDFEGRFVFSLDTSVSTAYLOICSLKAEDTAVYYCARNPPYYYGTNNAEAMDYWGOGTTVIVSS
BAP(50-hum18-HC ADDFEGRFVFSLDTSVSTAYLOICSLKAEDTAVYYCARNPPYYYGTNNAEAMDYWGOGTTVIVSS
BAP(50-hum19-HC ADDFEGRFVFSLDTSVSTAYLOICSLKAEDTAVYYCARNPPYYYGTNNAEAMDYWGOGTTVIVSS
BAP(50-hum09-HC ADDFKGRFVFSLDTSVSTAYLOICSLKAEDTAVYYCARNEPYYYCTHNAEAMDYRGOGTTVIVSS
BAP(50-hum10-HC ADDFEGRFVFSLDTSVSTAYLOICSLKAEDTAVYYCARNPPYYYGTNNAEAMDYWGOGTTVIVSS
BAP(50-huml11-HC ADDFEGRFVFSLDTSVSTAYLOICSLKAEDTAVYYCARNPPYYYGTNNAEAMDYWGOGTTVIVSS
BAP(50-hum12-HC ADDFEGRFVFSLDTSVSTAYLOICSLKAEDTAVYYCARNPPYYYGTNNAEAMDYWGOGTTVIVSS
BAP(50-hum20-HC ADDFEGRFVFSLDTSVSTAYLOICSLKAEDTAVYYCARNPPYYYGTHNAEAMDYWGOGTTVIVSS
BAP(50-huml3-HC ADDFEKGRFVFSLDTSVSTAYLOICSLKAEDTAVYYCARNPPYYYCTHNAEAMDYRGOGTTVIVSS
BAP(50-hum14-HC ADDFEGRFVFSLDTSVSTAYLOICSLKAEDTAVYYCARNPPYYYGTNNAEAMDYWGOGTTVIVSS
BAP(50-hum15-HC ADDFEGRFVFSLDTSVSTAYLOICSLKAEDTAVYYCARNPPYYYGTNNAEAMDYWGOGTTVIVSS
BAP(50-hum16-HC ADDFEGRVIISADKSISTAYLOWSSLKASDTAMYYCARNPPYYYGTNNAEAMDYWGOGTTVIVSS
BAP(50-huml7-HC ADDFEGRFVESLDTSVSTAYLOISTLKAEDTATYFCARNEPYYYCTHNAEAMDYRGOGTTVIVSS

FIGURA 9A



9/11

10 20 30 40 50 60
BAP(50-chi-HC QIQL?QSGPELKKPéET?KISCKESGFTLTHYGHHW?RQTPGHGLKWMGWIHTDTGEPTY
BAP()50-hum01-HC EV...... AV....A..o.i, Vevnsnananananss B O E e
BAPQS0-hum02-HC EV...... AV, ... Ao Vevnvnananananss T
BAP(050-hum03-HC EV...... AV....A....... Vevvnnenananans B0 E e
BAPQS0-hum(4-HC EV...... AV....hooais Vevnvnananananss T
BAP(Q50-hum05-HC EV...... AV....A....... Vevvnnenananans B0 B
BAPQS0-hum06-HC EV...... AV....A.ouu Vevnvnananananss T
BAP(050-hum07-HC EV...... AV....A....... Veriinananananss B0 E e
BAPQS0-hum08-HC EV...... AV....A.ouu Vevnvnananananss T
BAPQS0-huml18-HC EV...... AV, ... Ao Vevnvnananananss T
BAP(050-huml19-HC EV...... AV....A . Vevnvnananananss B OB
BAPOSO-hum09-HC V... AV A Vi s i an i a e BRORLE T ouivvnvanas
BAPQS0-huml0-HC V... AV, A5 Vi ininen s BRLORLE.T.oivvvvanas
BAPOSO-huml1-HC V... AV A Vi n i an i a e BRLORLE. T ouivvivanas
BAPQS0-huml2-HC V... AV, A5 Vi i i e BRLORLE.T.oivvvvanas
BAPQS0-hum20-HC V..w. BV A5 Vi i i s i anas BRLORLE. T ouivvivanas
BAPOS0-huml3-HC V..u. ' AV, A5 Vi iiiinini e L
BAP()50-huml4-HC EV...... AV....A..o.i, Vevrvnnnanans I 1 P
BAPQS0-huml5-HC EV...... AV....hooais Vevnvnnnanans I..5.5R.E.Livsvunnnanas
BAP()50-humle-HC EV...... AV..... I AT O..E i iivenanns
BAPQS0-huml7-HC .V...... Sovaian 2 T P T
10 a0 90 100 110 120
BAP(50-chi-HC HDDFKGRFAFSLETéESTAéLQIHHLKNBDTHTYFCERH£PYYYGTHHEEEMDYWEQGTTFTHS5
BAPQS0-hum01-HC ........ L L L T |
BAP(O50-hum02-HC ........ L L L O
BAPQS0-hum03-HC ........ L L L A |
BAP(Q50-hum04-HC ........ L L e
BAPQS0-hum05-HC ........ L L L A |
BAP050-hum06-HC ........ L e
BAPOS0-hum07-HC ........ E I L L T
BAP050-hum08-HC ........ L e e
BAP(Q50-humlg-HC ........ L U
BAPOS0-huml19-HC ........ L L L T |
BAP(Q50-hum09-HC ........ L U
BAPQS0-huml1Q-HC ........ L L L A |
BAPQ50-huml1-HC ........ L L
BAPOSO0-huml2-HC ........ E I L L T
BAPQS0-hum0-HC ........ L L L T |
BAP(Q50-huml3-HC ........ L L L A |
BAPOS0-huml4-HC ........ L L L T |
BAPQ50-huml5-HC ........ T e
BAPQS0-huml6-HC ....... VIT.ADKE.I... Y. W55, A5, . M. Y ss s iiiiininin s s nan s annns
BAPQS0-huml7-HC ........ L L
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BAP050-chi-LC

BAPO50-hum01-LC
BAPO50-hum02-LC
BAPO50-huml3-LC
BAPO50-hum09-LC
BAPO50-hum03-LC
BAPO50-huml0-LC
BAPOS0-hum14-LC
BAPOS0-hum04-LC
BAP050-hum05-LC
BAPO50-hum06-LC
BAPO50-hum07-LC
BAPO50-huml1-LC
BAPO50-hum0§-LC
BAPO50-humlZ-LC
BAPO50-hum15-LC
BAPOS0-huml6-LC
BAP050-huml7-LC
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20

DIOMTOTTSSLSASLGDRVTISCSSS50DI SNY LNWY OOKPDGTVREVLIYYTSTLHLGVES
DIOMTOSPSSLSASVEDRVTITCSS 50D IS NY LNWY QOKPGEAPRLLIYY TSTLHLGVPS
DIOMTOSPSSLSASVEDRVTITCSS 50D IS NY LNWY QORPGEAPRLLIYY TSTLHLGIPE
DIOMTOSPSSLSASVGEDRVTITCSS 50D I SNY LNWY QOKPGEAPRLLIYY TSTLHLGIPE
DIOMTOSPSSLSASVEDRVTITCSS50DISNY LNWY Q0K PGEAPRLLIYYTSTLHLGIPE
EIVLTOSPATLPVSLGOTASISCSS50DISNY LNWY Q0K PGORPRLLIYYTSTLHLGVPS
EIVLTOSPATLPVSLGOTASTSCSS50DISNY LNWY Q0K PGORPRLLIYYTSTLHLGVPS
EIVLTQSPATLPVSLGOTASISCSS50DI SNY LNWY OOKPGOAPRLLIYYTSTLHLGVES
DIOMTOSPSSLSASVGDRVTITCSSS50DI SNY LAWY LOKPGOSPOLLIYYTSTLHLGIED
EIVLTQSPATLSLSPGERATLSCSSS50DI SNY LNWY OOKPGRAPRLLIYYTSTLHLGVES
DIVMTOTPLSLEVTPGEPASISCES 50D ISNY LNWY QOORPGORPRLLIYYTSTLHLGVPS
DIOMTOSPSSLSASVGEDRVTITCSS 50D ISNY LNWY LORPGOSPOLLIYY TSTLHLGVPS
DIOMTOSPSSLSASVGEDRVTITCSS 50D SNY LNWY LORPGOSPOLLIYY TSTLHLGVPS
EIVLTOSPDFOSVIPKERVTITCSS50DISNY LNWY Q0K PGORPRLLIYYTSTLHLGVPS
EIVLTOSPDFOSVIPKERVTITCSS50DISNY LNWY Q0K PGORPRLLIYYTSTLHLGVPS
EIVLTOSPDFQSVIFRERVTITCSS50DISNY LNWY Q0K PGORPRLLIYYTSTLHLGVPS
EIVLTQSPDFOSVTPRERVTITCSSS50DI SNY LNWY OOKPGOAPRLLIYYTSTLHLGVES
DIOMTOSPSSLSASVGDRVTITCSSS0DISHY LNWY OOKPGRAPRLLIYYTSTLHLGVES

BAP050-huml3-LC AIQLTQSPSSLSASVGDRVTITCSSSODISNYLNWYQQKPGOAPRLLIYYTSTLHLGVPS

BAPO50-huml9-LC
BAPO50-hum2(-LC

BAPO50-chi-IC

BAPOS0-hum01-LC
BAPO50-hum02-LC
BAPO50-huml3-LC
BAPO50-hum09-LC
BAPO50-hum03-LC
BAPO50-huml(-LC
BAP050-hum14-LC
BAPO50-hum04-LC
BAPO50-hum05-LC
BAPO50-hum06-LC
BAPO50-hum07-LC
BAPO50-huml1-LC
BAPO50-hum0§-LC
BAPO50-huml2-LC
BAPO50-humlb-LC
BAPO50-huml6-LC
BAPO50-huml7-LC
BAP050-huml8-LC
BAP050-huml9-LC
BAPO50-hum20-LC

EIVLTOSPDFOSVIPRERVTITCSS 50D ISNY LNWY QORPGORPRLLIYY TSTLHLGVPS
DIVMTOTPLSLEPVTPGEPASISCSS 50D I SNY LNWY QORPGORPRLLIYYTSTLHLGIPD

90

RESGSGSGTDYSLTISNLELEDIATYYCOOY YNLPWTFGOGTRVELR
RF5G5GSGTDFTFTISSLEAEDAATYYCOOYYNLPWIFGOGTRVEIR
RF5GSGYGTDFTLTINNIESEDARY YFCOOYYNLPWIFGOGTRVEIR
RFSGSCYGTDFTLTINNIESEDARYYFCOOYYNLPWIFGOGTRVEIR
RESGSGYGTDFTLT INNIESEDARYYFCOOYYNLPWTFGOGTRVELR
RESGSGSGTDFTFTISSLEAEDARTY YCOOY YNLPWTFGOGTRVELR
RESGSGSGTDFTFTISSLEAEDARTY YCOOY YNLPWTFGOGTRVELR
RESGSGSGTDFTFTISSLEAEDARTYYCOOY YNLPWTFGOGTRVELR
RFS5GSG5GTDFTLT ISRLEPEDFAVY YCOOY YNLPWTFGOGTRVELR
RESGSGSGTDFTFTISSLEAEDAATYYCOOY YNLPWTFGOGTRVELR
RF5G5GSGTEFTLTISSLOPDDFATYYCOOYYNLPWIFGOGTRVEIR
RFSGSGSGTEFTLTISSLOPDDFATYYCOOYYNLPWTFGOGTRVEIR
RFSGSGSGTEFTLTISSLOPDDFATYYCOOYYNLPWTFGOGTRVEIR
RESGSGSGTDFTLTISSLOPEDFATYYCOOY YNLPWTFGOGTRVELR
RESGSG5GTDFTLTISSLOPEDFATYYCOOY YNLPWTFGOGTRVELR
RESGSGSGTDFTLT ISSLOPEDFATY YCOOY YNLPWTFGOGTRVELR
RFS5GS5G5GTDFTLT ISSLOPEDFATYYCOOY YNLPWTFGOGTRVELR
RFSGSGSGTDFTFTISSLOPEDIATYYCOOYYNLPWTFGOGTRVELR
RFSGSGSGTDFTLTISSLOPEDFATYYCOOY YNLPWTFGOGTRVELR
RF5G5GSGTDFTFTISSLEAEDAATYYCOOYYNLPWIFGOGTRVEIR
RFSGSGSGTDFTLTISRLEPEDFAVY YCOOYYNLPWIFGOGTRVEIR
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10 20 30 40 50
BAP(050-chi-IC DIQMTQTTSéLSﬂSLGDR?%ISCSSSQDIAHYLH$YQQK£DGT?K?LIY£TSTLHLG?PS
BAPOS0-hum01-LC ...... SPivennn Vievnas T ennnnannnnsnnns L
BAPOR0-hum02-1C ...... SPuveven Vieenns P GEAP.L.vvuuvvnnns L.P
BAPOS0-huml3-LC ...... ] . Vivvnns T ennnnannnnsnnns GEAP.L.....vvvunns I.P
BAPOS0-hum09-1C ...... ] Vieenas T ennnnannnnsnnns GEAP.L.vvuuvvnnns L.P
BAPOS0-hum03-LC E.VL..SPAT.PV...0TAS..cvevsinnnnnnnnnnns GOAPRL. .ovvvvnvnnnns
BAPOS0-hum10-LC E.VL..SPAT.PV...0TAS. . .uveurnnnnssnnnnss GOAPRL. cvvvvnvnnnns
BAPOS0-hum14-LC E.VL..SPAT.PV...0TAS..cvevrinnnnnnnnnnns GOAPRL. cvvvvvnvnnnns
BAPOS0-hum04-LC ...... =] L Vievnns T ennnnnnnnns Lo GOSPOL. v v v v nns I.D
BAPOL0-hum(5-LC E.VL..SPAT..L.BLE.A. L. ssvunnnnnnssnnnnss L
BAPOS0-hum06-LC ..V....PL..PVIE.EPAS...vvvrinnnnnnnnnnns GOAPRL. ...ovvnvvnnns
BAPOSO-hum07-LC ...... ] Vievnns P Loy o GOSPOL. v s v v v v nnns
BAPOSO-huml1-LC ...... 2] Vievnns T ennnnnnnnns T L
BAPOS0-hum(8-LC E.VL..SPDFQ.VTPKEK. .. T.svessnnnnsrnnnnss GOAPRL. covvvvnvnnnns
BAPOS0-huml2-LC E.VL..SPDFQ.VIPKEK. .. Tu.evrinnnnnnnnnnns GOAPRL. .ovvvvnvnnnns
BAPO50-hum15-LC E.VL..SPDFQ.VIPKEK. .. Tesuvninnnnnnnnnnns GOAPRL. cvvvvvnvnnnns
BAPOL0-huml6-LC E.VL..SPDFQ.VTEKEK. .. T.sveurnnnnsrnnnnss GORPRL. cvvvvvnvnnnns
BAPOSO-huml7-LC ...... SPivennn Vievnas T ennnnannnnsnnns L
BAPOL0-hum18-LC A..L..5P...... Vievnns P GORPRL. covvvinvnnnns
BAPOS0-hum19-LC E.VL..SPDFQ.VIPKEK. .. Tu.surnnnnnnrnnnns GOAPRL. .vvvvnvnnnns
BAPOS0-hum?20-LC ..V....PL..PVTE.EPAS. .. vvnnnnnsnnnnnss GOAPRL. ..vvvvnnns I.D
10 g0 90 100
BAP050-chi-LC RFSGSGSGT%YELTISNLEAEDIATYYCQ&YYHL&WTFG&GTK?EIK
BAPOS0-hom01-IC ........\. T
BAPOS0-hum02-LC ...... T e L e e
BAPOS0-huml3-IC ...... L L L O
BAPOS0-hum09-LC ...... T L e
BAPOS0-hom03-LC .......... T
BAPOS0-huml10-LC .......... R
BAPOS0-huml4-IC .......... T
BAPOS0-hum04-IC ........W. ] T
BAPOS0-hum05-LC .......... e
BAPOSO-hum06-LC ......... ] ) R
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