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<140>
<141>

<160> 46

<170> Patentln versién 3.5
<210>1

<211> 1413

<212> ADN

<213> Marinobacter aquaeolei

<400> 1
atgccaacac tgcccagaac atttgacgac attcagtcce gactgat

agggtggtgc cgatgcagag gcaaattcag ggactgaaat tcttaat
aagaccttcg gcccacgecg accgatgece gaattcgttg aaacacc
aacacgctgg cccttgagga catcgatgtc agcaatccgt ttttata
tggcgcgcect atttcaaacg gttgcgtgat gaggegecgg tecatta
cetttcggec ccttetggte ggtaactcgg tttgaagaca tectgtt
cacgacctgt tttccgccga gecgcaaate attctcggtg accctee

gtggaaatgt tcatagcgat ggatccgecg aaacacgatg tgcageg

ggagtagtgg caccgaaaaa cctgaaggag atggaggggc tgatccg

gatgtgcttg acagcctgec tacagacaaa ccctttaact gggtacc
gaactcacag gccgceatgct ggcgacgctt ctggattttc cttacga
ctggttgagt ggtcggacag aatggcaggt gcagcatcgg ccaccgg

gatgaaaatg ccatgtttga cgacgcggcea gacatggecc ggtcttt

cgggacaagg aggcgegecg cgcagcagge gaggageccg gtttcga

ttgcagagca acaaagaaac gaaagacctg atcaatcggc cgatgga

ttgacgctgc tcatagtcgg cggcaacgat acgacgcgcea actcgat
gtggccatga acgaattcce cagggaattt gaaaaattga aggcaaa

ccgaacatgg tgtcggaaat catccgetgg caaacgecgc tggecta

taa cgccacctce 60
gag cgccaagagg 120
cat cccggacgtt 180
ccg gcagggtcag 240
cca gaagaacagc 300
cgt ggataagagt 360
gga ggggctgicg 420
cag ctcggtgcag 480
atc acgcaccggc 540
tgc tgtttccaag 600
gga acgccacaag 660
cgg ggagtttgcc 720
ctc caggctitgg 780

ttt gatcagcctg 840

gtt tatcggtaat 900
gag tggtggcctg 960
acc ggagttgatt 1020

tat gcgccgaatc 1080
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gccaagcagg atgtcgaact gggcggcecag accatcaaga agggtga tcg agttgtcatg 1140
tggtacgcgt cgggtaaccg ggacgagcegce aaatttgaca accccga tca gttcatcatt 1200
gatcgcaagg acgcacgaaa ccacatgtcg ttcggctatg gggttca ccg ttigcatggge 1260

aaccgtctgg ctgaactgca actgcgcatc ctctgggaag aaatact caa gcgttttgac 1320

aacatcgaag tcgtcgaaga gecccgagegg gtgcagteca acttegt gcg gggctattce 1380
aggttgatgg tcaaactgac accgaacagt taa 1413
<210>2
<211> 470
<212> PRT
<213> Marinobacter aquaeolei
<400> 2
Met Pro Thr Leu Pro Arg Thr Phe Asp Asp lle GIn Ser Arg Leu lle
1 5 10 15
Asn Ala Thr Ser Arg Val Val Pro Met GIn Arg Gin lle GIn Gly Leu
20 25 30
Lys Phe Leu Met Ser Ala Lys Arg Lys Thr Phe Gly Pro Arg Arg Pro
35 40 45
Met Pro Glu Phe Val Glu Thr Pro lle Pro Asp Val Asn Thr Leu Ala
50 55 60
Leu Glu Asp lle Asp Val Ser Asn Pro Phe Leu Tyr Arg GIn Gly GIn
65 70 75 80
Trp Arg Ala Tyr Phe Lys Arg Leu Arg Asp Glu Ala Pro Val His Tyr
85 90 95
GIn Lys Asn Ser Pro Phe Gly Pro Phe Trp Ser Val Thr Arg Phe Glu
100 105 110
Asp lle Leu Phe Val Asp Lys Ser His Asp Leu Phe Ser Ala Glu Pro
115 120 125
Glin lle lle Leu Gly Asp Pro Pro Glu Gly Leu Ser Val Glu Met Phe
130 135 140
lle Ala Met Asp Pro Pro Lys His Asp Val Gln Arg Ser Ser Val GIn
145 150 155 160



3

Gly Val Val Ala Pro Lys Asn Leu Lys Glu Met Glu Gly
165 170

Ser Arg Thr Gly Asp Val Leu Asp Ser Leu Pro Thr Asp
180 185

Asn Trp Val Pro Ala Val Ser Lys Glu Leu Thr Gly Arg
195 200 205

Thr Leu Leu Asp Phe Pro Tyr Glu Glu Arg His Lys Leu
210 215 220

Ser Asp Arg Met Ala Gly Ala Ala Ser Ala Thr Gly Gly
225 230 235

Asp Glu Asn Ala Met Phe Asp Asp Ala Ala Asp Met Ala
245 250

Ser Arg Leu Trp Arg Asp Lys Glu Ala Arg Arg Ala Ala
260 265

Pro Gly Phe Asp Leu lle Ser Leu Leu GIn Ser Asn Lys
275 280 285

Asp Leu lle Asn Arg Pro Met Glu Phe lle Gly Asn Leu
290 295 300

lle Val Gly Gly Asn Asp Thr Thr Arg Asnh Ser Met Ser
305 310 315

Val Ala Met Asn Glu Phe Pro Arg Glu Phe Glu Lys Leu
325 330

Pro Glu Leu lle Pro Asn Met Val Ser Glu lle lle Arg
340 345

Pro Leu Ala Tyr Met Arg Arg lle Ala Lys GIn Asp Val
355 360 365

Gly GIn Thr lle Lys Lys Gly Asp Arg Val Val Met Trp
370 375 380

Leu lle Arg
175

Lys Pro Phe
190

Met Leu Ala

Val Glu Trp

Glu Phe Ala
240

Arg Ser Phe
255

Gly Glu Glu
270

Glu Thr Lys

Thr Leu Leu

Gly Gly Leu
320

Lys Ala Lys
335

Trp GIn Thr
350

Glu Leu Gly

Tyr Ala Ser
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Gly Asn Arg Asp Glu Arg Lys Phe Asp Asn Pro Asp Gin
385 390 395

Asp Arg Lys Asp Ala Arg Asn His Met Ser Phe Gly Tyr
405 410

Arg Cys Met Gly Asn Arg Leu Ala Glu Leu GIn Leu Arg
420 425

Glu Glu lle Leu Lys Arg Phe Asp Asn lle Glu Val Val
435 440 445

Glu Arg Val GIn Ser Asn Phe Val Arg Gly Tyr Ser Arg
450 455 460

Lys Leu Thr Pro Asn Ser
465 470

<210>3

<211> 1413

<212> ADN

<213> Marinobacter aquaeolei

<400> 3
atgccaacac tgcccagaac atttgacgac attcagtccc gactgat

agggtggtgc cgatgcagag gcaaattcag ggactgaaat tcttaat
aagaccttcg gcccacgcecg accgatgece gaattcgttg aaacacc
aacacgctgg cccttgagga catcgatgtc agcaatccgt ttttata
tggcgcgcect atttcaaacg gttgegtgat gaggegecegg tecatta
cctttcggec ccttetggte ggtaactcgg tttgaagaca tectgtt
cacgacctgt tttccgccga gecgcaaate attctcggtg accctec

gtggaaatgt tcatagcgat ggatccgecg aaacacgatg tgcageg

ggagtagtgg caccgaaaaa cctgaaggag atggaggggc tgatccg

gatgtgcttg acagcctgec tacagacaaa ccctttaact gggtacc
gaactcacag gccgeatget ggcgacgctt ctggatttte cttacga
ctggttgagt ggtcggacag aatggcaggt gcagcatcgg ccaccgg

gatgaaaatg ccatgtttga cgacgcggca gacatggecc ggtcttt

cgggacaagg aggcgegecg cgcagcagge gaggageccg gtttcga

Phe lle lle
400

Gly Val His
415

lle Leu Trp
430

Glu Glu Pro

Leu Met Val

taa cgccacctcc 60
gag cgccaagagg 120
cat cccggacgtt 180
ccg gcagggtcag 240
cca gaagaacagc 300
cgt ggataagagt 360
gga ggggctgtcg 420
cag ctcggtgcag 480
atc acgcaccggc 540
tgc tgtttccaag 600
gga acgccacaag 660
cgg ggagtttgcc 720
ctc caggctitgg 780

ttt gatcagcctg 840
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ttgcagagca acaaagaaac gaaagacctg atcaatcggc cgatgga
ttgacgctgc tcatagtcge cggcaacgat acgacgcgcea actcgat
gtggccatga acgaattccc cagggaattt gaaaaattga aggcaaa
ccgaacatgg tgtcggaaat catccgcetgg caaacgecgc tggecta
gccaagcagg atgtcgaact gggcggecag accatcaaga agggtga
tggtacgcgt cgggtaaccg ggacgagegce aaatttgaca accccga
gatcgcaagg acgcacgaaa ccacatgtcg ttcggctatg gggttca
aaccgtctgg ctgaactgca actgcgcatc ctctgggaag aaatact
aacatcgaag tcgtcgaaga gcccgagegg gtgcagtcca acttegt
aggttgatgg tcaaactgac accgaacagt taa

<210>4

<211> 470

<212>PRT

<213> Marinobacter aquaeolei

<400> 4

Met Pro Thr Leu Pro Arg Thr Phe Asp Asp lle GIn Ser
1 5 10

Asn Ala Thr Ser Arg Val Val Pro Met GIn Arg Gin lle
20 25

Lys Phe Leu Met Ser Ala Lys Arg Lys Thr Phe Gly Pro
35 40 45

Met Pro Glu Phe Val Glu Thr Pro lle Pro Asp Val Asn
50 55 60

Leu Glu Asp lle Asp Val Ser Asn Pro Phe Leu Tyr Arg
65 70 75

Trp Arg Ala Tyr Phe Lys Arg Leu Arg Asp Glu Ala Pro
85 90

GIn Lys Asn Ser Pro Phe Gly Pro Phe Trp Ser Val Thr
100 105

Asp lle Leu Phe Val Asp Lys Ser His Asp Leu Phe Ser
115 120 125

gtt tatcggtaat 900
gag tggtggcectg 960
acc ggagttgatt 1020
tat gcgccgaatc 1080
tcg agttgtcatg 1140
tca gttcatcatt 1200
ccg ttgcatggge 1260
caa gcgttttgac 1320
gcg gggctaticc 1380

1413

Arg Leu lle
15

GIn Gly Leu
30

Arg Arg Pro

Thr Leu Ala

GIn Gly GIn
80

Val His Tyr
95

Arg Phe Glu
110

Ala Glu Pro
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Glin lle lle Leu Gly Asp Pro Pro Glu Gly Leu Ser Val
130 135 140

lle Ala Met Asp Pro Pro Lys His Asp Val Gln Arg Ser
145 150 155

Gly Val Val Ala Pro Lys Asn Leu Lys Glu Met Glu Gly
165 170

Ser Arg Thr Gly Asp Val Leu Asp Ser Leu Pro Thr Asp
180 185

Asn Trp Val Pro Ala Val Ser Lys Glu Leu Thr Gly Arg
195 200 205

Thr Leu Leu Asp Phe Pro Tyr Glu Glu Arg His Lys Leu
210 215 220

Ser Asp Arg Met Ala Gly Ala Ala Ser Ala Thr Gly Gly
225 230 235

Asp Glu Asn Ala Met Phe Asp Asp Ala Ala Asp Met Ala
245 250

Ser Arg Leu Trp Arg Asp Lys Glu Ala Arg Arg Ala Ala
260 265

Pro Gly Phe Asp Leu lle Ser Leu Leu GIn Ser Asn Lys
275 280 285

Asp Leu lle Asn Arg Pro Met Glu Phe lle Gly Asn Leu
290 295 300

lle Val Ala Gly Asn Asp Thr Thr Arg Asn Ser Met Ser
305 310 315

Val Ala Met Asn Glu Phe Pro Arg Glu Phe Glu Lys Leu
325 330

Pro Glu Leu lle Pro Asn Met Val Ser Glu lle lle Arg
340 345

Glu Met Phe

Ser Val GIn
160

Leu lle Arg
175

Lys Pro Phe
190

Met Leu Ala

Val Glu Trp

Glu Phe Ala
240

Arg Ser Phe
255

Gly Glu Glu
270

Glu Thr Lys

Thr Leu Leu

Gly Gly Leu
320

Lys Ala Lys
335

Trp GIn Thr
350
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Pro Leu Ala Tyr Met Arg Arg lle Ala Lys GIn Asp Val Glu Leu Gly
355 360 365
Gly GIn Thr lle Lys Lys Gly Asp Arg Val Val Met Trp Tyr Ala Ser
370 375 380

Gly Asn Arg Asp Glu Arg Lys Phe Asp Asn Pro Asp Gin Phe lle lle

385 390 395 400

Asp Arg Lys Asp Ala Arg Asn His Met Ser Phe Gly Tyr Gly Val His

405 410 415
Arg Cys Met Gly Asn Arg Leu Ala Glu Leu Gin Leu Arg lle Leu Trp
420 425 430
Glu Glu lle Leu Lys Arg Phe Asp Asn lle Glu Val Val Glu Glu Pro
435 440 445
Glu Arg Val GIn Ser Asn Phe Val Arg Gly Tyr Ser Arg Leu Met Val
450 455 460

Lys Leu Thr Pro Asn Ser

465 470

<210>5

<211> 2400

<212> ADN

<213> Secuencia Artificial

<220>

<223> Descripcion de Secuencia Atrtificial: Polinucl eodtido
Sintético

<400> 5

atgccaacac tgcccagaac atttgacgac attcagtccc gactgat taa cgccacctcc 60

agggtggtgc cgatgcagag gcaaattcag ggactgaaat tcttaat gag cgccaagagg 120
aagaccttcg gcccacgeceg accgatgece gaattcgttg aaacacc cat cccggacgtt 180
aacacgctgg cccttgagga catcgatgtc agcaatccgt ttttata ccg gcagggtcag 240
tggcgcgcect atttcaaacg gttgcgtgat gaggegecgg tecatta cca gaagaacagc 300
cetttcggec ccttetggte ggtaactcgg tttgaagaca tectgtt cgt ggataagagt 360
cacgacctgt tttccgccga gecgcaaate attctcggtg accctee ggaggggctgteg 420

gtggaaatgt tcatagcgat ggatccgecyg aaacacgatg tgcageg cag ctcggtgcag 480
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ggagtagtgg caccgaaaaa cctgaaggag atggaggggc tgatccg

gatgtgcttg acagcctgcc tacagacaaa ccctttaact gggtacc
gaactcacag gccgceatgct ggcgacgctt ctggattttc cttacga
ctggttgagt ggtcggacag aatggcaggt gcagcatcgg ccaccgg

gatgaaaatg ccatgtttga cgacgcggca gacatggecc ggtcttt

cgggacaagg aggcgcgecg cgcagcaggce gaggageccg gtttcga

ttgcagagca acaaagaaac gaaagacctg atcaatcggc cgatgga

ttgacgctgc tcatagtcge cggcaacgat acgacgegea actcgat
gtggccatga acgaattccc cagggaattt gaaaaattga aggcaaa

ccgaacatgg tgtcggaaat catccgetgg caaacgecgc tggecta

gccaagceagg atgtcgaact gggeggecag accatcaaga agggtga

tggtacgegt cgggtaaccg ggacgagegc aaatttgaca accccga
gatcgcaagg acgcacgaaa ccacatgtcg ttcggctatg gggttca
aaccgtctgg ctgaactgca actgcgceatc ctctgggaag aaatact
aacatcgaag tcgtcgaaga gcccgagegg gtgcagtceca acttcgt
aggttgatgg tcaaactgac accgaacagt gtactccatc gtcatca
ggcgagcecgg cecgetegtge tgtgagecge acggtgacceg ttgageg
gccgacgatg tecttegect ggtecttcge gatgetggag gtaaaac
acgccetggeg ctcacatcga cctggatetg ggtgetetga gecgtea
ggcgctecgg atgeteegte gtacgaaatc gecgtgeact tagatce
ggaagccgct atattcatga acagctggaa gttggaagtc cgetgeg
cgcaaccatt tcgcectgga tccgggtgeg gaacattacg tgtttgt
ggcatcacgc cggtgctgge aatggcggat catgecegtg cgegtgg
ctgcattatt gtggtcgtaa tcgtagcggt atggcttacc tggaacg
ggtgaccgcg ctgecttgea cgtatctgaa gaaggceacce geattga
cttgctgaac cggegecggg cgtgcaaate tacgectgeg gtceggg
ggtcttgaag acgcegtctcg taattggecg gatggegegc ttcatgt
tcgagtttag ccgcetttgga tccggatgtc gaacatgcct ttgattt

tctggcctta cegttcgegt cgagecaact cagaccgttt tagacge

atc acgcaccggc 540
tgc tgtttccaag 600
gga acgccacaag 660
cgg ggagtttgcc 720
ctc caggcetitgg 780
ttt gatcagcctg 840
gtt tatcggtaat 900
gag tggtggcctg 960
acc ggagttgatt 1020
tat gcgccgaatc 1080
tcg agttgtcatg 1140
tca gttcatcatt 1200
ccg ttigcatggge 1260
caa gcgttttgac 1320
gcg gggctattcc 1380
acc tgtcaccatc 1440
tct tgatcgcatt 1500
cct cccgacgtgg 1560
gta ttcgctctgec 1620
gga aagccgtggt 1680
tat gcgtggccca 1740
tgc cgggggtatc 1800
ttg gtcgtacgaa 1860
cgt cgcgggacat 1920
tct ggcggeatta 1980
ccg titattagcg 2040
gga gcatttcact 2100
gga gctgcgtgac 2160

ttt gcgtgcgaac 2220
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aatatcgacg tcccgtcgga ttgcgaagag gggctgtgtg gttcttg cga agtagccgtt 2280

ctggatggcg aggttgatca ccgtgatacc gttctgacta aggecga gcg cgecgegaat 2340

cgtcagatga tgacttgctg cagtcgtgca tgcggtgatc gtctgge gct gcgectctaa 2400

<210>6
<211> 799
<212> PRT
<213> Secuencia Artificial
<220>
<223> Descripcion de Secuencia Atrtificial: Polipépt ido
Sintético
<400> 6
Met Pro Thr Leu Pro Arg Thr Phe Asp Asp lle GIn Ser Arg Leu lle
1 5 10 15
Asn Ala Thr Ser Arg Val Val Pro Met GIn Arg Gin lle GIn Gly Leu
20 25 30
Lys Phe Leu Met Ser Ala Lys Arg Lys Thr Phe Gly Pro Arg Arg Pro
35 40 45
Met Pro Glu Phe Val Glu Thr Pro lle Pro Asp Val Asn Thr Leu Ala
50 55 60
Leu Glu Asp lle Asp Val Ser Asn Pro Phe Leu Tyr Arg GIn Gly GIn
65 70 75 80
Trp Arg Ala Tyr Phe Lys Arg Leu Arg Asp Glu Ala Pro Val His Tyr
85 90 95
GIn Lys Asn Ser Pro Phe Gly Pro Phe Trp Ser Val Thr Arg Phe Glu
100 105 110
Asp lle Leu Phe Val Asp Lys Ser His Asp Leu Phe Ser Ala Glu Pro
115 120 125
Glin lle lle Leu Gly Asp Pro Pro Glu Gly Leu Ser Val Glu Met Phe
130 135 140
lle Ala Met Asp Pro Pro Lys His Asp Val GIn Arg Ser Ser Val GIn

145 150 155

160
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Gly Val Val Ala Pro Lys Asn Leu Lys Glu Met Glu Gly
165 170

Ser Arg Thr Gly Asp Val Leu Asp Ser Leu Pro Thr Asp
180 185

Asn Trp Val Pro Ala Val Ser Lys Glu Leu Thr Gly Arg
195 200 205

Thr Leu Leu Asp Phe Pro Tyr Glu Glu Arg His Lys Leu
210 215 220

Ser Asp Arg Met Ala Gly Ala Ala Ser Ala Thr Gly Gly
225 230 235

Asp Glu Asn Ala Met Phe Asp Asp Ala Ala Asp Met Ala
245 250

Ser Arg Leu Trp Arg Asp Lys Glu Ala Arg Arg Ala Ala
260 265

Pro Gly Phe Asp Leu lle Ser Leu Leu GIn Ser Asn Lys
275 280 285

Asp Leu lle Asn Arg Pro Met Glu Phe lle Gly Asn Leu
290 295 300

lle Val Ala Gly Asn Asp Thr Thr Arg Asn Ser Met Ser
305 310 315

Val Ala Met Asn Glu Phe Pro Arg Glu Phe Glu Lys Leu
325 330

Pro Glu Leu lle Pro Asn Met Val Ser Glu lle lle Arg
340 345

Pro Leu Ala Tyr Met Arg Arg lle Ala Lys GIn Asp Val
355 360 365

Gly GIn Thr lle Lys Lys Gly Asp Arg Val Val Met Trp
370 375 380

Leu lle Arg
175

Lys Pro Phe
190

Met Leu Ala

Val Glu Trp

Glu Phe Ala
240

Arg Ser Phe
255

Gly Glu Glu
270

Glu Thr Lys

Thr Leu Leu

Gly Gly Leu
320

Lys Ala Lys
335

Trp GIn Thr
350

Glu Leu Gly

Tyr Ala Ser
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Gly Asn Arg Asp Glu Arg Lys Phe Asp Asn Pro Asp Gin
385 390 395

Asp Arg Lys Asp Ala Arg Asn His Met Ser Phe Gly Tyr
405 410

Arg Cys Met Gly Asn Arg Leu Ala Glu Leu GIn Leu Arg
420 425

Glu Glu lle Leu Lys Arg Phe Asp Asn lle Glu Val Val
435 440 445

Glu Arg Val GIn Ser Asn Phe Val Arg Gly Tyr Ser Arg
450 455 460

Lys Leu Thr Pro Asn Ser Val Leu His Arg His GIn Pro
465 470 475

Gly Glu Pro Ala Ala Arg Ala Val Ser Arg Thr Val Thr
485 490

Leu Asp Arg lle Ala Asp Asp Val Leu Arg Leu Val Leu
500 505

Gly Gly Lys Thr Leu Pro Thr Trp Thr Pro Gly Ala His
515 520 525

Asp Leu Gly Ala Leu Ser Arg GIn Tyr Ser Leu Cys Gly
530 535 540

Ala Pro Ser Tyr Glu lle Ala Val His Leu Asp Pro Glu
545 550 555

Gly Ser Arg Tyr lle His Glu GIn Leu Glu Val Gly Ser
565 570

Met Arg Gly Pro Arg Asn His Phe Ala Leu Asp Pro Gly
580 585

Tyr Val Phe Val Ala Gly Gly lle Gly lle Thr Pro Val
595 600 605

Phe lle lle
400

Gly Val His
415

lle Leu Trp
430

Glu Glu Pro

Leu Met Val

Val Thr lle
480

Val Glu Arg
495

Arg Asp Ala
510

lle Asp Leu

Ala Pro Asp

Ser Arg Gly
560

Pro Leu Arg
575

Ala Glu His
590

Leu Ala Met
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Ala Asp His Ala Arg Ala Arg Gly Trp Ser Tyr Glu Leu
610 615 620

Gly Arg Asn Arg Ser Gly Met Ala Tyr Leu Glu Arg Val
625 630 635

Gly Asp Arg Ala Ala Leu His Val Ser Glu Glu Gly Thr
645 650

Leu Ala Ala Leu Leu Ala Glu Pro Ala Pro Gly Val GIn
660 665

Cys Gly Pro Gly Arg Leu Leu Ala Gly Leu Glu Asp Ala
675 680 685

Trp Pro Asp Gly Ala Leu His Val Glu His Phe Thr Ser
690 695 700

Ala Leu Asp Pro Asp Val Glu His Ala Phe Asp Leu Glu
705 710 715

Ser Gly Leu Thr Val Arg Val Glu Pro Thr GIn Thr Val
725 730

Leu Arg Ala Asn Asn lle Asp Val Pro Ser Asp Cys Glu
740 745

Cys Gly Ser Cys Glu Val Ala Val Leu Asp Gly Glu Val
755 760 765

Asp Thr Val Leu Thr Lys Ala Glu Arg Ala Ala Asn Arg
770 775 780

Thr Cys Cys Ser Arg Ala Cys Gly Asp Arg Leu Ala Leu
785 790 795

<210>7

<211> 2400

<212> ADN

<213> Secuencia Artificial

<220>
<223> Descripcion de Secuencia Atrtificial: Polinucl
Sintético

His Tyr Cys

Ala Gly His
640

Arg lle Asp
655

lle Tyr Ala
670

Ser Arg Asn

Ser Leu Ala

Leu Arg Asp
720

Leu Asp Ala
735

Glu Gly Leu

750

Asp His Arg

GIn Met Met

Arg Leu

eétido
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<400> 7
atgccaacac tgcccagaac atttgacgac attcagtccc gactgat

agggtggtgce cgatgcagct gcaaattcag ggactgaaat tcttaat
aagaccttcg gcccacgcecg accgatgece gaattcgttg aaacacc
aacacgctgg cccttgagga catcgatgtc agcaatccgt ttttata
tggcgcgcect atttcaaacg gttgcgtgat gaggegecgg tecatta
cctttcggec ccttetggte ggtaactcgg tttgaagaca tectgtt
cacgacctgt tttccgccga gecgcaaate attctcggtg accctee
gtggaaatgt tcatagcgat ggatccgecg aaacacgatg tgcageg
ggagtagtgg caccgaaaaa cctgaaggag atggaggggc tgatccg
gatgtgcttg acagcctgec tacagacaaa ccctttaact gggtacc
gaactcacag gccgceatgct ggcgacgctt ctggattttc cttacga
ctggttgagt ggtcggacag aatggcaggt gcagcatcgg ccaccgg

gatgaaaatg ccatgtttga cgacgcggca gacatggecc ggtcttt

cgggacaagg aggcgegecg cgcagcagge gaggageccg gtttcga

ttgcagagca acaaagaaac gaaagacctg atcaatcggc cgatgga
ttgacgctgc tcatagtcge cggcaacgat acgacgcgcea actcgat
gtggccatga acgaattccc cagggaattt gaaaaattga aggcaaa
ccgaacatgg tgtcggaaat catccgetgg caaacgceegc tggecta
gccaagcagg atgtcgaact gggcggcecag accatcaaga agggtga
tggtacgegt cgggtaaccg ggacgagegce aaatttgaca accccga
gatcgcaagg acgcacgaaa ccacatgtcg ttcggctatg gggttca
aaccgtctgg ctgaactgca actgcgceatc ctctgggaag aaatact
aacatcgaag tcgtcgaaga gcccgagegg gtgcagtceca acttcgt
aggttgatgg tcaaactgac accgaacagt gtactccatc gtcatca
ggcgagcecgg ccgctegtge tgtgagecge acggtgaccg ttgageg
gccgacgatg tecttegect ggtecttcge gatgetggag gtaaaac
acgcctggeg ctcacatcga cctggatetg ggtgetcetga gecgtea

ggcgcetcegg atgetcegte gtacgaaate geegtgeact tagatce

taa cgccacctcc 60
gag cgccaagagg 120
cat cccggacgtt 180
ccg gcagggtcag 240
cca gaagaacagc 300
cgt ggataagagt 360
gga ggggctgtcg 420
cag ctcggtgcag 480
atc acgcaccggc 540
tgc tgtttccaag 600
gga acgccacaag 660
cgg ggagtttgcc 720
ctc caggctitgg 780
ttt gatcagcctg 840
gtt tatcggtaat 900
gag tggtggcctg 960
acc ggagttgatt 1020
tat gcgccgaatc 1080
tcg agttgtcatg 1140
tca gttcatcatt 1200
ccg ttigcatggge 1260
caa gcgttttgac 1320
gcg gggctaticc 1380
acc tgtcaccatc 1440
tct tgatcgcatt 1500
cct cccgacgtgg 1560
gta ttcgctctge 1620

gga aagccgtggt 1680
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ggaagccgct atattcatga acagctggaa gttggaagtc cgctgeg

cgcaaccatt tcgccctgga tccgggtgeg gaacattacy tgtttgt

ggcatcacgc cggtgctgge aatggcggat catgeecegtg cgegtgg

ctgcattatt gtggtcgtaa tcgtagcggt atggcttacc tggaacg

ggtgaccgcg ctgcecttgea cgtatctgaa gaaggceaccc geattga

cttgctgaac cggegeeggg cgtgcaaate tacgectgeg gtccggg

ggtcttgaag acgcgtctcg taattggceg gatggegegc ttcatgt

tcgagtttag ccgctttgga tccggatgtc gaacatgcect ttgattt

tctggectta cegttcgegt cgageccaact cagaccgttt tagacge

aatatcgacg tccecgtcgga ttgcgaagag gggctgtgtg gttettg

ctggatggcg aggttgatca ccgtgatacc gttctgacta aggeccga

cgtcagatga tgacttgctg cagtcgtgca tgcggtgate gtctgge

<210>8

<211> 799

<212> PRT

<213> Secuencia Artificial

<220>

<223> Descripcion de Secuencia Atrtificial: Polipépt
Sintético

<400> 8

Met Pro Thr Leu Pro Arg Thr Phe Asp Asp lle GIn Ser
1 5 10

Asn Ala Thr Ser Arg Val Val Pro Met GIn Leu GIn lle
20 25

Lys Phe Leu Met Ser Ala Lys Arg Lys Thr Phe Gly Pro
35 40 45

Met Pro Glu Phe Val Glu Thr Pro lle Pro Asp Val Asn
50 55 60

Leu Glu Asp lle Asp Val Ser Asn Pro Phe Leu Tyr Arg
65 70 75

Trp Arg Ala Tyr Phe Lys Arg Leu Arg Asp Glu Ala Pro
85 90

tat gcgtggccca 1740
tgc cgggggtatc 1800
ttg gtcgtacgaa 1860
cgt cgcgggacat 1920
tct ggcggeatta 1980
ccg titattagcg 2040
gga gcatttcact 2100
gga gctgcgtgac 2160
ttt gcgtgcgaac 2220
cga agtagccgtt 2280
gcg cgccgegaat 2340

gct gcgectctaa 2400

ido

Arg Leu lle
15

GIn Gly Leu
30

Arg Arg Pro

Thr Leu Ala

GIn Gly GIn
80

Val His Tyr
95
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GIn Lys Asn Ser Pro Phe Gly Pro Phe Trp Ser Val Thr
100 105

Asp lle Leu Phe Val Asp Lys Ser His Asp Leu Phe Ser
115 120 125

Glin lle lle Leu Gly Asp Pro Pro Glu Gly Leu Ser Val
130 135 140

lle Ala Met Asp Pro Pro Lys His Asp Val GIn Arg Ser
145 150 155

Gly Val Val Ala Pro Lys Asn Leu Lys Glu Met Glu Gly
165 170

Ser Arg Thr Gly Asp Val Leu Asp Ser Leu Pro Thr Asp
180 185

Asn Trp Val Pro Ala Val Ser Lys Glu Leu Thr Gly Arg
195 200 205

Thr Leu Leu Asp Phe Pro Tyr Glu Glu Arg His Lys Leu
210 215 220

Ser Asp Arg Met Ala Gly Ala Ala Ser Ala Thr Gly Gly
225 230 235

Asp Glu Asn Ala Met Phe Asp Asp Ala Ala Asp Met Ala
245 250

Ser Arg Leu Trp Arg Asp Lys Glu Ala Arg Arg Ala Ala
260 265

Pro Gly Phe Asp Leu lle Ser Leu Leu GIn Ser Asn Lys
275 280 285

Asp Leu lle Asn Arg Pro Met Glu Phe lle Gly Asn Leu
290 295 300

lle Val Ala Gly Asn Asp Thr Thr Arg Asn Ser Met Ser
305 310 315

Arg Phe Glu
110

Ala Glu Pro

Glu Met Phe

Ser Val GIn
160

Leu lle Arg
175

Lys Pro Phe
190

Met Leu Ala

Val Glu Trp

Glu Phe Ala
240

Arg Ser Phe
255

Gly Glu Glu
270

Glu Thr Lys

Thr Leu Leu

Gly Gly Leu
320
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Val Ala Met Asn Glu Phe Pro Arg Glu Phe Glu Lys Leu
325 330

Pro Glu Leu lle Pro Asn Met Val Ser Glu lle lle Arg
340 345

Pro Leu Ala Tyr Met Arg Arg lle Ala Lys GIn Asp Val
355 360 365

Gly GIn Thr lle Lys Lys Gly Asp Arg Val Val Met Trp
370 375 380

Gly Asn Arg Asp Glu Arg Lys Phe Asp Asn Pro Asp Gin
385 390 395

Asp Arg Lys Asp Ala Arg Asn His Met Ser Phe Gly Tyr
405 410

Arg Cys Met Gly Asn Arg Leu Ala Glu Leu Gin Leu Arg
420 425

Glu Glu lle Leu Lys Arg Phe Asp Asn lle Glu Val Val
435 440 445

Glu Arg Val GIn Ser Asn Phe Val Arg Gly Tyr Ser Arg
450 455 460

Lys Leu Thr Pro Asn Ser Val Leu His Arg His GIn Pro
465 470 475

Gly Glu Pro Ala Ala Arg Ala Val Ser Arg Thr Val Thr
485 490

Leu Asp Arg lle Ala Asp Asp Val Leu Arg Leu Val Leu
500 505

Gly Gly Lys Thr Leu Pro Thr Trp Thr Pro Gly Ala His
515 520 525

Asp Leu Gly Ala Leu Ser Arg GIn Tyr Ser Leu Cys Gly
530 535 540

Lys Ala Lys
335

Trp GIn Thr
350

Glu Leu Gly

Tyr Ala Ser

Phe lle lle
400

Gly Val His
415

lle Leu Trp
430

Glu Glu Pro

Leu Met Val

Val Thr lle
480

Val Glu Arg
495

Arg Asp Ala
510

lle Asp Leu

Ala Pro Asp
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Ala Pro Ser Tyr Glu lle Ala Val His Leu Asp Pro Glu
545 550 555

Gly Ser Arg Tyr lle His Glu GIn Leu Glu Val Gly Ser
565 570

Met Arg Gly Pro Arg Asn His Phe Ala Leu Asp Pro Gly
580 585

Tyr Val Phe Val Ala Gly Gly lle Gly lle Thr Pro Val
595 600 605

Ala Asp His Ala Arg Ala Arg Gly Trp Ser Tyr Glu Leu
610 615 620

Gly Arg Asn Arg Ser Gly Met Ala Tyr Leu Glu Arg Val
625 630 635

Gly Asp Arg Ala Ala Leu His Val Ser Glu Glu Gly Thr
645 650

Leu Ala Ala Leu Leu Ala Glu Pro Ala Pro Gly Val GIn
660 665

Cys Gly Pro Gly Arg Leu Leu Ala Gly Leu Glu Asp Ala
675 680 685

Trp Pro Asp Gly Ala Leu His Val Glu His Phe Thr Ser
690 695 700

Ala Leu Asp Pro Asp Val Glu His Ala Phe Asp Leu Glu
705 710 715

Ser Gly Leu Thr Val Arg Val Glu Pro Thr GIn Thr Val
725 730

Leu Arg Ala Asn Asn lle Asp Val Pro Ser Asp Cys Glu
740 745

Cys Gly Ser Cys Glu Val Ala Val Leu Asp Gly Glu Val
755 760 765

Ser Arg Gly
560

Pro Leu Arg
575

Ala Glu His
590

Leu Ala Met

His Tyr Cys

Ala Gly His
640

Arg lle Asp
655

lle Tyr Ala
670

Ser Arg Asn

Ser Leu Ala

Leu Arg Asp
720

Leu Asp Ala
735

Glu Gly Leu
750

Asp His Arg
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Asp Thr Val Leu Thr Lys Ala Glu Arg Ala Ala Asn Arg
770 775 780

Thr Cys Cys Ser Arg Ala Cys Gly Asp Arg Leu Ala Leu
785 790 795

<210>9

<211> 2400

<212> ADN

<213> Secuencia Artificial

<220>

<223> Descripcion de Secuencia Atrtificial: Polinucl
Sintético

<400> 9
atgccaacac tgcccagaac atttgacgac attcagtccc gactgat

agggtggtgc cgatgcagag gcaaattcag ggactgaaat tcttaat
aagaccttcg gcccacgeceg accgatgece gaattcgttg aaacacc
aacacgctgg cccttgagga catcgatgtc agcaatccgt ttttata
tgggacgcct atttcaaacg gttgegtgat gaggcgecgg tecatta
cetttcggec ccttetggte ggtaactcgg tttgaagaca tectgtt
cacgacctgt tttccgccga gecgcaaate attctcggtg accctee

gtggaaatgt tcatagcgat ggatccgecyg aaacacgatg tgcageg

ggagtagtgg caccgaaaaa cctgaaggag atggaggggc tgatccg

gatgtgcttg acagcctgec tacagacaaa ccctttaact gggtacc
gaactcacag gccgceatgct ggcgacgctt ctggattttc cttacga
ctggttgagt ggtcggacag aatggcaggt gcagcatcgg ccaccgg

gatgaaaatg ccatgtttga cgacgcggca gacatggecc ggtcttt

cgggacaagg aggcgcgeeg cgcagcaggce gaggageccg gtttcga

ttgcagagca acaaagaaac gaaagacctg atcaatcggc cgatgga

ttgacgctgce tcatagtcge cggcaacgat acgacgegea actcgat
gtggccatga acgaattcce cagggaattt gaaaaattga aggcaaa

ccgaacatgg tgtcggaaat catccgetgg caaacgecgc tggecta

gccaagcagg atgtcgaact gggcggccag accatcaaga agggtga

tggtacgegt cgggtaaccg ggacgagegce aaatttgaca accccga

GIn Met Met

Arg Leu

eétido

taa cgccacctce 60
gag cgccaagagg 120
cat cccggacgtt 180
ccg gcagggtcag 240
cca gaagaacagc 300
cgt ggataagagt 360
gga ggggctgicg 420
cag ctcggtgcag 480
atc acgcaccggc 540
tgc tgtttccaag 600
gga acgccacaag 660
cgg ggagtttgcc 720
ctc caggcttitgg 780

ttt gatcagcctg 840

gtt tatcggtaat 900
gag tggtggcctg 960
acc ggagttgatt 1020
tat gcgccgaatc 1080
tcg agttgtcatg 1140

tca gttcatcatt 1200
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gatcgcaagg acgcacgaaa ccacatgtcg ttcggctatg gggtica
aaccgtctgg ctgaactgca actgcgcatc ctctgggaag aaatact
aacatcgaag tcgtcgaaga gcccgagegg gtgcagtcca acttegt
aggttgatgg tcaaactgac accgaacagt gtactccatc gtcatca
ggcgagcegg ccgetegtge tgtgageecge acggtgaccg ttgageg
gccgacgatg tecttcgect ggtecttcge gatgetggag gtaaaac
acgcctggceg ctcacatcga cctggatctg ggtgcetctga gecgtca
ggcgctcegg atgcteegte gtacgaaatc gecgtgeact tagatcc
ggaagccgct atattcatga acagctggaa gttggaagtc cgctgeg
cgcaaccatt tcgccctgga tccgggtgeg gaacattacy tgtttgt
ggcatcacgc cggtgetgge aatggcggat catgeeegtg cgegtgg
ctgcattatt gtggtcgtaa tcgtageggt atggcttacc tggaacg
ggtgaccgcg ctgecttgea cgtatctgaa gaaggcaccc geattga
cttgctgaac cggcgecggg cgtgcaaatce tacgectgeg gtccggg
ggtcttgaag acgcgtcteg taattggecg gatggegegc ttcatgt
tcgagtttag ccgctttgga tccggatgtc gaacatgect ttgattt
tctggcctta cegttcgegt cgagccaact cagaccgtit tagacge
aatatcgacg tccegtcgga ttgcgaagag gggctgtgtg gttettg
ctggatggcg aggttgatca ccgtgatacc gttctgacta aggeccga
cgtcagatga tgacttgctg cagtcgtgca tgcggtgate gtctgge
<210> 10
<211>799
<212> PRT
<213> Secuencia Artificial
<220>
<223> Descripcion de Secuencia Atrtificial: Polipépt
Sintético
<400> 10

Met Pro Thr Leu Pro Arg Thr Phe Asp Asp lle GIn Ser
1 5 10

Asn Ala Thr Ser Arg Val Val Pro Met GIn Arg Gin lle
20 25

ccg ttigcatggge 1260
caa gcgttttgac 1320
gcg gggctaticc 1380
acc tgtcaccatc 1440
tct tgatcgcatt 1500
cct cccgacgtgg 1560
gta ttcgctctge 1620
gga aagccgtggt 1680
tat gcgtggccca 1740
tgc cgggggtatc 1800
ttg gtcgtacgaa 1860
cgt cgcgggacat 1920
tct ggcggceatta 1980
ccg titattagcg 2040
gga gcatttcact 2100
gga gctgcgtgac 2160
ttt gcgtgcgaac 2220
cga agtagccgtt 2280
gcg cgccgegaat 2340

gct gcgectctaa 2400

ido

Arg Leu lle
15

GIn Gly Leu
30
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Lys Phe Leu Met Ser Ala Lys Arg Lys Thr Phe Gly Pro
35 40 45

Met Pro Glu Phe Val Glu Thr Pro lle Pro Asp Val Asn
50 55 60

Leu Glu Asp lle Asp Val Ser Asn Pro Phe Leu Tyr Arg
65 70 75

Trp Asp Ala Tyr Phe Lys Arg Leu Arg Asp Glu Ala Pro
85 90

GIn Lys Asn Ser Pro Phe Gly Pro Phe Trp Ser Val Thr
100 105

Asp lle Leu Phe Val Asp Lys Ser His Asp Leu Phe Ser
115 120 125

Glin lle lle Leu Gly Asp Pro Pro Glu Gly Leu Ser Val
130 135 140

lle Ala Met Asp Pro Pro Lys His Asp Val GIn Arg Ser
145 150 155

Gly Val Val Ala Pro Lys Asn Leu Lys Glu Met Glu Gly
165 170

Ser Arg Thr Gly Asp Val Leu Asp Ser Leu Pro Thr Asp
180 185

Asn Trp Val Pro Ala Val Ser Lys Glu Leu Thr Gly Arg
195 200 205

Thr Leu Leu Asp Phe Pro Tyr Glu Glu Arg His Lys Leu
210 215 220

Ser Asp Arg Met Ala Gly Ala Ala Ser Ala Thr Gly Gly
225 230 235

Asp Glu Asn Ala Met Phe Asp Asp Ala Ala Asp Met Ala
245 250

Arg Arg Pro

Thr Leu Ala

GIn Gly GIn
80

Val His Tyr
95

Arg Phe Glu
110

Ala Glu Pro

Glu Met Phe

Ser Val GIn
160

Leu lle Arg
175

Lys Pro Phe
190

Met Leu Ala

Val Glu Trp

Glu Phe Ala
240

Arg Ser Phe
255
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Ser Arg Leu Trp Arg Asp Lys Glu Ala Arg Arg Ala Ala
260 265

Pro Gly Phe Asp Leu lle Ser Leu Leu GIn Ser Asn Lys
275 280 285

Asp Leu lle Asn Arg Pro Met Glu Phe lle Gly Asn Leu
290 295 300

lle Val Ala Gly Asn Asp Thr Thr Arg Asn Ser Met Ser
305 310 315

Val Ala Met Asn Glu Phe Pro Arg Glu Phe Glu Lys Leu
325 330

Pro Glu Leu lle Pro Asn Met Val Ser Glu lle lle Arg
340 345

Pro Leu Ala Tyr Met Arg Arg lle Ala Lys GIn Asp Val
355 360 365

Gly GIn Thr lle Lys Lys Gly Asp Arg Val Val Met Trp
370 375 380

Gly Asn Arg Asp Glu Arg Lys Phe Asp Asn Pro Asp Gin
385 390 395

Asp Arg Lys Asp Ala Arg Asn His Met Ser Phe Gly Tyr
405 410

Arg Cys Met Gly Asn Arg Leu Ala Glu Leu GIn Leu Arg
420 425

Glu Glu lle Leu Lys Arg Phe Asp Asn lle Glu Val Val
435 440 445

Glu Arg Val GIn Ser Asn Phe Val Arg Gly Tyr Ser Arg
450 455 460

Lys Leu Thr Pro Asn Ser Val Leu His Arg His GIn Pro
465 470 475

Gly Glu Glu
270

Glu Thr Lys

Thr Leu Leu

Gly Gly Leu
320

Lys Ala Lys
335

Trp GIn Thr
350

Glu Leu Gly

Tyr Ala Ser

Phe lle lle
400

Gly Val His
415

lle Leu Trp
430

Glu Glu Pro

Leu Met Val

Val Thr lle
480
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Gly Glu Pro Ala Ala Arg Ala Val Ser Arg Thr Val Thr
485 490

Leu Asp Arg lle Ala Asp Asp Val Leu Arg Leu Val Leu
500 505

Gly Gly Lys Thr Leu Pro Thr Trp Thr Pro Gly Ala His
515 520 525

Asp Leu Gly Ala Leu Ser Arg GIn Tyr Ser Leu Cys Gly
530 535 540

Ala Pro Ser Tyr Glu lle Ala Val His Leu Asp Pro Glu
545 550 555

Gly Ser Arg Tyr lle His Glu GIn Leu Glu Val Gly Ser
565 570

Met Arg Gly Pro Arg Asn His Phe Ala Leu Asp Pro Gly
580 585

Tyr Val Phe Val Ala Gly Gly lle Gly lle Thr Pro Val
595 600 605

Ala Asp His Ala Arg Ala Arg Gly Trp Ser Tyr Glu Leu
610 615 620

Gly Arg Asn Arg Ser Gly Met Ala Tyr Leu Glu Arg Val
625 630 635

Gly Asp Arg Ala Ala Leu His Val Ser Glu Glu Gly Thr
645 650

Leu Ala Ala Leu Leu Ala Glu Pro Ala Pro Gly Val GIn
660 665

Cys Gly Pro Gly Arg Leu Leu Ala Gly Leu Glu Asp Ala
675 680 685

Trp Pro Asp Gly Ala Leu His Val Glu His Phe Thr Ser
690 695 700

Val Glu Arg
495

Arg Asp Ala
510

lle Asp Leu

Ala Pro Asp

Ser Arg Gly
560

Pro Leu Arg
575

Ala Glu His
590

Leu Ala Met

His Tyr Cys

Ala Gly His
640

Arg lle Asp
655

lle Tyr Ala
670

Ser Arg Asn

Ser Leu Ala
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Ala Leu Asp Pro Asp Val Glu His Ala Phe Asp Leu Glu
705 710 715

Ser Gly Leu Thr Val Arg Val Glu Pro Thr GIn Thr Val
725 730

Leu Arg Ala Asn Asn lle Asp Val Pro Ser Asp Cys Glu
740 745

Cys Gly Ser Cys Glu Val Ala Val Leu Asp Gly Glu Val
755 760 765

Asp Thr Val Leu Thr Lys Ala Glu Arg Ala Ala Asn Arg
770 775 780

Thr Cys Cys Ser Arg Ala Cys Gly Asp Arg Leu Ala Leu
785 790 795

<210>11

<211> 2400

<212> ADN

<213> Secuencia Artificial

<220>

<223> Descripcion de Secuencia Atrtificial: Polinucl
Sintético

<400> 11
atgccaacac tgcccagaac atttgacgac attcagtcec gactgat

agggtggtgc cgatgcagag gcaaattcag ggactgaaat tcttaat
aagaccttcg gcccacgeceg accgatgece gaattcgttg aaacacc
aacacgctgg cccttgagga catcgatgtc agcaatccgt ttttata
tggcgcgcect atttcaaacg gttgegtgat gaggegecegg tecatta
cctttcggec ccttetggte ggtaactcgg tttgaagaca tectgtt
cacgacctgt tttccgccga gecgcaaate attctcggtg accctee

atcgaaatgt tcatagcgat ggatccgecg aaacacgatg tgcagceg

ggagtagtgg caccgaaaaa cctgaaggag atggaggggc tgatccg

gatgtgcttg acagcctgcec tacagacaaa ccctttaact gggtacc
gaactcacag gccgeatget ggcgacgctt ctggatttte cttacga

ctggttgagt ggtcggacag aatggcaggt gcagcatcgg ccaccgg

Leu Arg Asp
720

Leu Asp Ala
735

Glu Gly Leu
750

Asp His Arg

GIn Met Met

Arg Leu

eétido

taa cgccacctcc 60
gag cgccaagagg 120
cat cccggacgtt 180
ccg gcagggtcag 240
cca gaagaacagc 300
cgt ggataagagt 360
gga ggggctgtcg 420
cag ctcggtgcag 480
atc acgcaccggc 540
tgc tgtttccaag 600
gga acgccacaag 660

cgg ggagtttgcc 720



24

gatgaaaatg ccatgtttga cgacgcggca gacatggecc ggtcttt

cgggacaagg aggcgegecg cgcagcagge gaggageccg gtttcga

ttgcagagca acaaagaaac gaaagacctg atcaatcggc cgatgga
ttgacgctgc tcatagtcge cggcaacgat acgacgcgcea actcgat
gtggccatga acgaattccc cagggaattt gaaaaattga aggcaaa
ccgaacatgg tgtcggaaat catccgetgg caaacgceegc tggecta
gccaagcagg atgtcgaact gggcggcecag accatcaaga agggtga
tggtacgegt cgggtaaccg ggacgagegce aaatttgaca accccga
gatcgcaagg acgcacgaaa ccacatgtcg ttcggctatg gggttca
aaccgtctgg ctgaactgca actgcgceatc ctctgggaag aaatact
aacatcgaag tcgtcgaaga gcccgagegg gtgcagtceca acttegt
aggttgatgg tcaaactgac accgaacagt gtactccatc gtcatca
ggcgagcecgg ccgctegtge tgtgagecge acggtgaccg ttgageg
gccgacgatg tecttegect ggtecttcge gatgetggag gtaaaac
acgcctggcg ctcacatcga cctggatetg ggtgetctga gecgtea
ggcgctecgg atgeteegte gtacgaaatc gecgtgeact tagatce
ggaagccgct atattcatga acagctggaa gttggaagtc cgetgeg
cgcaaccatt tcgcectgga tccgggtgeg gaacattacg tgtttgt
ggcatcacgc cggtgctgge aatggcggat catgeeegtg cgegtgg
ctgcattatt gtggtcgtaa tcgtagcggt atggcttacc tggaacg
ggtgaccgcg ctgccttgea cgtatctgaa gaaggceacce geattga
cttgctgaac cggcgeeggg cgtgcaaate tacgectgeg gtceggg
ggtcttgaag acgegtctcg taattggecg gatggegcegc ttcatgt
tcgagtttag ccgcetttgga tccggatgtc gaacatgcct ttgattt
tctggcctta cegttcgegt cgagecaact cagaccgttt tagacge
aatatcgacg tccegtcgga ttgcgaagag gggctgtgtg gttettg
ctggatggcg aggttgatca ccgtgatacc gttctgacta aggccga

cgtcagatga tgacttgctg cagtcgtgca tgcggtgate gtctgge

ctc caggctitgg 780
ttt gatcagcctg 840
gtt tatcggtaat 900
gag tggtggcctg 960
acc ggagttgatt 1020
tat gcgccgaatc 1080
tcg agttgtcatg 1140
tca gttcatcatt 1200
ccg ttigcatggge 1260
caa gcgttttgac 1320
gcg gggctaticc 1380
acc tgtcaccatc 1440
tct tgatcgcatt 1500
cct cccgacgtgg 1560
gta ttcgctctge 1620
gga aagccgtggt 1680
tat gcgtggccca 1740
tgc cgggggtatc 1800
ttg gtcgtacgaa 1860
cgt cgcgggacat 1920
tct ggcggceatta 1980
ccg titattagcg 2040
gga gcatttcact 2100
gga gctgcgtgac 2160
ttt gcgtgcgaac 2220
cga agtagccgtt 2280
gcg cgecgegaat 2340

gct gcgectctaa 2400
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<210> 12

<211> 799

<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de Secuencia Atrtificial: Polipépt
Sintético

<400> 12
Met Pro Thr Leu Pro Arg Thr Phe Asp Asp lle GIn Ser
1 5 10

Asn Ala Thr Ser Arg Val Val Pro Met GIn Arg Gin lle
20 25

Lys Phe Leu Met Ser Ala Lys Arg Lys Thr Phe Gly Pro
35 40 45

Met Pro Glu Phe Val Glu Thr Pro lle Pro Asp Val Asn
50 55 60

Leu Glu Asp lle Asp Val Ser Asn Pro Phe Leu Tyr Arg
65 70 75

Trp Arg Ala Tyr Phe Lys Arg Leu Arg Asp Glu Ala Pro
85 90

GIn Lys Asn Ser Pro Phe Gly Pro Phe Trp Ser Val Thr
100 105

Asp lle Leu Phe Val Asp Lys Ser His Asp Leu Phe Ser
115 120 125

Glin lle lle Leu Gly Asp Pro Pro Glu Gly Leu Ser lle
130 135 140

lle Ala Met Asp Pro Pro Lys His Asp Val GIn Arg Ser
145 150 155

Gly Val Val Ala Pro Lys Asn Leu Lys Glu Met Glu Gly
165 170

Ser Arg Thr Gly Asp Val Leu Asp Ser Leu Pro Thr Asp
180 185

ido

Arg Leu lle
15

GIn Gly Leu
30

Arg Arg Pro

Thr Leu Ala

GIn Gly GIn
80

Val His Tyr
95

Arg Phe Glu
110

Ala Glu Pro

Glu Met Phe

Ser Val GIn
160

Leu lle Arg
175

Lys Pro Phe
190
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Asn Trp Val Pro Ala Val Ser Lys Glu Leu Thr Gly Arg
195 200 205

Thr Leu Leu Asp Phe Pro Tyr Glu Glu Arg His Lys Leu
210 215 220

Ser Asp Arg Met Ala Gly Ala Ala Ser Ala Thr Gly Gly
225 230 235

Asp Glu Asn Ala Met Phe Asp Asp Ala Ala Asp Met Ala
245 250

Ser Arg Leu Trp Arg Asp Lys Glu Ala Arg Arg Ala Ala
260 265

Pro Gly Phe Asp Leu lle Ser Leu Leu GIn Ser Asn Lys
275 280 285

Asp Leu lle Asn Arg Pro Met Glu Phe lle Gly Asn Leu
290 295 300

lle Val Ala Gly Asn Asp Thr Thr Arg Asn Ser Met Ser
305 310 315

Val Ala Met Asn Glu Phe Pro Arg Glu Phe Glu Lys Leu
325 330

Pro Glu Leu lle Pro Asn Met Val Ser Glu lle lle Arg
340 345

Pro Leu Ala Tyr Met Arg Arg lle Ala Lys GIn Asp Val
355 360 365

Gly GIn Thr lle Lys Lys Gly Asp Arg Val Val Met Trp
370 375 380

Gly Asn Arg Asp Glu Arg Lys Phe Asp Asn Pro Asp Gin
385 390 395

Asp Arg Lys Asp Ala Arg Asn His Met Ser Phe Gly Tyr
405 410

Met Leu Ala

Val Glu Trp

Glu Phe Ala
240

Arg Ser Phe
255

Gly Glu Glu
270

Glu Thr Lys

Thr Leu Leu

Gly Gly Leu
320

Lys Ala Lys
335

Trp GIn Thr
350

Glu Leu Gly

Tyr Ala Ser

Phe lle lle
400

Gly Val His
415
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Arg Cys Met Gly Asn Arg Leu Ala Glu Leu GIn Leu Arg
420 425

Glu Glu lle Leu Lys Arg Phe Asp Asn lle Glu Val Val
435 440 445

Glu Arg Val GIn Ser Asn Phe Val Arg Gly Tyr Ser Arg
450 455 460

Lys Leu Thr Pro Asn Ser Val Leu His Arg His GIn Pro
465 470 475

Gly Glu Pro Ala Ala Arg Ala Val Ser Arg Thr Val Thr
485 490

Leu Asp Arg lle Ala Asp Asp Val Leu Arg Leu Val Leu
500 505

Gly Gly Lys Thr Leu Pro Thr Trp Thr Pro Gly Ala His
515 520 525

Asp Leu Gly Ala Leu Ser Arg GIn Tyr Ser Leu Cys Gly
530 535 540

Ala Pro Ser Tyr Glu lle Ala Val His Leu Asp Pro Glu
545 550 555

Gly Ser Arg Tyr lle His Glu GIn Leu Glu Val Gly Ser
565 570

Met Arg Gly Pro Arg Asn His Phe Ala Leu Asp Pro Gly
580 585

Tyr Val Phe Val Ala Gly Gly lle Gly lle Thr Pro Val
595 600 605

Ala Asp His Ala Arg Ala Arg Gly Trp Ser Tyr Glu Leu
610 615 620

Gly Arg Asn Arg Ser Gly Met Ala Tyr Leu Glu Arg Val
625 630 635

lle Leu Trp
430

Glu Glu Pro

Leu Met Val

Val Thr lle
480

Val Glu Arg
495

Arg Asp Ala
510

lle Asp Leu

Ala Pro Asp

Ser Arg Gly
560

Pro Leu Arg
575

Ala Glu His
590

Leu Ala Met

His Tyr Cys

Ala Gly His
640
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Gly Asp Arg Ala Ala Leu His Val Ser Glu Glu Gly Thr
645 650

Leu Ala Ala Leu Leu Ala Glu Pro Ala Pro Gly Val GIn
660 665

Cys Gly Pro Gly Arg Leu Leu Ala Gly Leu Glu Asp Ala
675 680 685

Trp Pro Asp Gly Ala Leu His Val Glu His Phe Thr Ser
690 695 700

Ala Leu Asp Pro Asp Val Glu His Ala Phe Asp Leu Glu
705 710 715

Ser Gly Leu Thr Val Arg Val Glu Pro Thr GIn Thr Val
725 730

Leu Arg Ala Asn Asn lle Asp Val Pro Ser Asp Cys Glu
740 745

Cys Gly Ser Cys Glu Val Ala Val Leu Asp Gly Glu Val
755 760 765

Asp Thr Val Leu Thr Lys Ala Glu Arg Ala Ala Asn Arg
770 775 780

Thr Cys Cys Ser Arg Ala Cys Gly Asp Arg Leu Ala Leu
785 790 795

<210> 13

<211> 2400

<212> ADN

<213> Secuencia Artificial

<220>
<223> Descripcion de Secuencia Atrtificial: Polinucl
Sintético

<400> 13
atgccaacac tgcccagaac atttgacgac attcagtcec gactgat

agggtggtgc cgatgcagag gcaaattcag ggactgaaat tcttaat
aagaccttcg gcccacgcecg accgatgece gaattcgttg aaacacc

aacacgctgg cccttgagga catcgatgtc agcaatccgt ttttata

Arg lle Asp
655

lle Tyr Ala
670

Ser Arg Asn

Ser Leu Ala

Leu Arg Asp
720

Leu Asp Ala
735

Glu Gly Leu
750

Asp His Arg

GIn Met Met

Arg Leu

eétido

taa cgccacctcc 60
gag cgccaagagg 120
cat cccggacgtt 180

ccg gcagggtcag 240
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tggcgcgcect atttcaaacg gttgcgtgat gaggegecegg tecatta
cetttcggec ccttetggte ggtaactcgg tttgaagaca tectgtt
cacgacctgt tttccgccga gecgcaaate attctcggtg accctee
caggaaatgt tcatagcgat ggatccgecg aaacacgatg tgcageg
ggagtagtgg caccgaaaaa cctgaaggag atggaggggc tgatccg
gatgtgcttg acagcctgec tacagacaaa ccctttaact gggtacc
gaactcacag gccgeatgct ggcgacgctt ctggattttc cttacga
ctggttgagt ggtcggacag aatggcaggt gcagcatcgg ccaccgg

gatgaaaatg ccatgtttga cgacgcggca gacatggecc ggtcttt

cgggacaagg aggcgegecg cgcagcagge gaggageccg gtttcga

ttgcagagca acaaagaaac gaaagacctg atcaatcggc cgatgga
ttgacgctgce tcatagtcge cggcaacgat acgacgcgea actcgat
gtggccatga acgaattccc cagggaattt gaaaaattga aggcaaa
ccgaacatgg tgtcggaaat catccgetgg caaacgceegc tggecta
gccaagcagg atgtcgaact gggcggcecag accatcaaga agggtga
tggtacgegt cgggtaaccg ggacgagegce aaatttgaca accccga
gatcgcaagg acgcacgaaa ccacatgtcg ttcggctatg gggttca
aaccgtctgg ctgaactgca actgcgceatc ctctgggaag aaatact
aacatcgaag tcgtcgaaga gcccgagegg gtgcagtceca acttegt
aggttgatgg tcaaactgac accgaacagt gtactccatc gtcatca
ggcgagcecgg ccgctegtge tgtgagecge acggtgacceg ttgageg
gccgacgatg tecttegect ggtecttcge gatgetggag gtaaaac
acgccetggeg ctcacatcga cctggatetg ggtgetetga gecgtea
ggcgctecgg atgeteegte gtacgaaatc gecgtgeact tagatce
ggaagccgct atattcatga acagctggaa gttggaagtc cgetgeg
cgcaaccatt tcgcectgga tccgggtgeg gaacattacg tgtttgt
ggcatcacgc cggtgctgge aatggcggat catgeeegtg cgegtgg
ctgcattatt gtggtcgtaa tcgtagcggt atggcttacc tggaacg

ggtgaccgceg ctgecttgea cgtatctgaa gaaggceacce geattga

cca gaagaacagc 300
cgt ggataagagt 360
gga ggggctgicg 420
cag ctcggtgcag 480
atc acgcaccggc 540
tgc tgtttccaag 600
gga acgccacaag 660
cgg ggagtttgcc 720
ctc caggctitgg 780
ttt gatcagcctg 840
gtt tatcggtaat 900
gag tggtggcctg 960
acc ggagttgatt 1020
tat gcgccgaatc 1080
tcg agttgtcatg 1140
tca gttcatcatt 1200
ccg ttigcatggge 1260
caa gcgttttgac 1320
gcg gggctaticc 1380
acc tgtcaccatc 1440
tct tgatcgcatt 1500
cct cccgacgtgg 1560
gta ttcgctctgec 1620
gga aagccgtggt 1680
tat gcgtggccca 1740
tgc cgggggtatc 1800
ttg gtcgtacgaa 1860
cgt cgcgggacat 1920

tct ggcggeatta 1980
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cttgctgaac cggcgecggg cgtgcaaatc tacgectgeg gtccggg ccg titattagcg 2040
ggtcttgaag acgcgtcteg taattggcecg gatggegegc ttcatgt gga gcatttcact 2100
tcgagtttag ccgctitgga tccggatgtc gaacatgcct ttgattt gga gctgcgtgac 2160
tctggcctta ccgttcgegt cgagcecaact cagaccgttt tagacgce ttt gcgtgcgaac 2220
aatatcgacg tcccgtcgga ttgcgaagag gggctgtgtg gttettg cga agtagccgtt 2280
ctggatggcg aggttgatca ccgtgatacc gttctgacta aggccga gcg cgccgegaat 2340

cgtcagatga tgacttgctg cagtcgtgca tgcggtgate gtctgge gct gcgectetaa 2400

<210>14
<211> 799
<212> PRT
<213> Secuencia Artificial
<220>
<223> Descripcion de Secuencia Atrtificial: Polipépt ido
Sintético
<400> 14
Met Pro Thr Leu Pro Arg Thr Phe Asp Asp lle GIn Ser Arg Leu lle
1 5 10 15
Asn Ala Thr Ser Arg Val Val Pro Met GIn Arg Gin lle GIn Gly Leu
20 25 30
Lys Phe Leu Met Ser Ala Lys Arg Lys Thr Phe Gly Pro Arg Arg Pro
35 40 45
Met Pro Glu Phe Val Glu Thr Pro lle Pro Asp Val Asn Thr Leu Ala
50 55 60
Leu Glu Asp lle Asp Val Ser Asn Pro Phe Leu Tyr Arg GIn Gly GIn
65 70 75 80
Trp Arg Ala Tyr Phe Lys Arg Leu Arg Asp Glu Ala Pro Val His Tyr
85 90 95
GIn Lys Asn Ser Pro Phe Gly Pro Phe Trp Ser Val Thr Arg Phe Glu
100 105 110
Asp lle Leu Phe Val Asp Lys Ser His Asp Leu Phe Ser Ala Glu Pro

115 120 125
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Glin lle lle Leu Gly Asp Pro Pro Glu Gly Leu Ser GIn
130 135 140

lle Ala Met Asp Pro Pro Lys His Asp Val Gln Arg Ser
145 150 155

Gly Val Val Ala Pro Lys Asn Leu Lys Glu Met Glu Gly
165 170

Ser Arg Thr Gly Asp Val Leu Asp Ser Leu Pro Thr Asp
180 185

Asn Trp Val Pro Ala Val Ser Lys Glu Leu Thr Gly Arg
195 200 205

Thr Leu Leu Asp Phe Pro Tyr Glu Glu Arg His Lys Leu
210 215 220

Ser Asp Arg Met Ala Gly Ala Ala Ser Ala Thr Gly Gly
225 230 235

Asp Glu Asn Ala Met Phe Asp Asp Ala Ala Asp Met Ala
245 250

Ser Arg Leu Trp Arg Asp Lys Glu Ala Arg Arg Ala Ala
260 265

Pro Gly Phe Asp Leu lle Ser Leu Leu GIn Ser Asn Lys
275 280 285

Asp Leu lle Asn Arg Pro Met Glu Phe lle Gly Asn Leu
290 295 300

lle Val Ala Gly Asn Asp Thr Thr Arg Asn Ser Met Ser
305 310 315

Val Ala Met Asn Glu Phe Pro Arg Glu Phe Glu Lys Leu
325 330

Pro Glu Leu lle Pro Asn Met Val Ser Glu lle lle Arg
340 345

Glu Met Phe

Ser Val GIn
160

Leu lle Arg
175

Lys Pro Phe
190

Met Leu Ala

Val Glu Trp

Glu Phe Ala
240

Arg Ser Phe
255

Gly Glu Glu
270

Glu Thr Lys

Thr Leu Leu

Gly Gly Leu
320

Lys Ala Lys
335

Trp GIn Thr
350
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Pro Leu Ala Tyr Met Arg Arg lle Ala Lys GIn Asp Val
355 360 365

Gly GIn Thr lle Lys Lys Gly Asp Arg Val Val Met Trp
370 375 380

Gly Asn Arg Asp Glu Arg Lys Phe Asp Asn Pro Asp Gin
385 390 395

Asp Arg Lys Asp Ala Arg Asn His Met Ser Phe Gly Tyr
405 410

Arg Cys Met Gly Asn Arg Leu Ala Glu Leu Gin Leu Arg
420 425

Glu Glu lle Leu Lys Arg Phe Asp Asn lle Glu Val Val
435 440 445

Glu Arg Val GIn Ser Asn Phe Val Arg Gly Tyr Ser Arg
450 455 460

Lys Leu Thr Pro Asn Ser Val Leu His Arg His GIn Pro
465 470 475

Gly Glu Pro Ala Ala Arg Ala Val Ser Arg Thr Val Thr
485 490

Leu Asp Arg lle Ala Asp Asp Val Leu Arg Leu Val Leu
500 505

Gly Gly Lys Thr Leu Pro Thr Trp Thr Pro Gly Ala His
515 520 525

Asp Leu Gly Ala Leu Ser Arg GIn Tyr Ser Leu Cys Gly
530 535 540

Ala Pro Ser Tyr Glu lle Ala Val His Leu Asp Pro Glu
545 550 555

Gly Ser Arg Tyr lle His Glu GIn Leu Glu Val Gly Ser
565 570

Glu Leu Gly

Tyr Ala Ser

Phe lle lle
400

Gly Val His
415

lle Leu Trp
430

Glu Glu Pro

Leu Met Val

Val Thr lle
480

Val Glu Arg
495

Arg Asp Ala
510

lle Asp Leu

Ala Pro Asp

Ser Arg Gly
560

Pro Leu Arg
575
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Met Arg Gly Pro Arg Asn His Phe Ala Leu Asp Pro Gly
580 585

Tyr Val Phe Val Ala Gly Gly lle Gly lle Thr Pro Val
595 600 605

Ala Asp His Ala Arg Ala Arg Gly Trp Ser Tyr Glu Leu
610 615 620

Gly Arg Asn Arg Ser Gly Met Ala Tyr Leu Glu Arg Val
625 630 635

Gly Asp Arg Ala Ala Leu His Val Ser Glu Glu Gly Thr
645 650

Leu Ala Ala Leu Leu Ala Glu Pro Ala Pro Gly Val GIn
660 665

Cys Gly Pro Gly Arg Leu Leu Ala Gly Leu Glu Asp Ala
675 680 685

Trp Pro Asp Gly Ala Leu His Val Glu His Phe Thr Ser
690 695 700

Ala Leu Asp Pro Asp Val Glu His Ala Phe Asp Leu Glu
705 710 715

Ser Gly Leu Thr Val Arg Val Glu Pro Thr GIn Thr Val
725 730

Leu Arg Ala Asn Asn lle Asp Val Pro Ser Asp Cys Glu
740 745

Cys Gly Ser Cys Glu Val Ala Val Leu Asp Gly Glu Val
755 760 765

Asp Thr Val Leu Thr Lys Ala Glu Arg Ala Ala Asn Arg
770 775 780

Thr Cys Cys Ser Arg Ala Cys Gly Asp Arg Leu Ala Leu
785 790 795

<210> 15

Ala Glu His
590

Leu Ala Met

His Tyr Cys

Ala Gly His
640

Arg lle Asp
655

lle Tyr Ala
670

Ser Arg Asn

Ser Leu Ala

Leu Arg Asp
720

Leu Asp Ala
735

Glu Gly Leu

750

Asp His Arg

GIn Met Met

Arg Leu
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<211> 2400

<212> ADN

<213> Secuencia Artificial

<220>

<223> Descripcion de Secuencia Atrtificial: Polinucl
Sintético

<400> 15
atgccaacac tgcccagaac atttgacgac attcagtcec gactgat

agggtggtgc cgatgcagag gcaaattcag ggactgaaat tcttaat
aagaccttcg gcccacgeceg accgatgece gaattcgttg aaacacc
aacacgctgg cccttgagga catcgatgtc agcaatccgt ttttata
tggcgcgcect atttcaaacg gttgegtgat gaggegecegg tecatta
cctttcggec ccttetggte ggtaactcgg tttgaagaca tectgtt
cacgacctgt tttccgccga gecgcaaate attctcggtg accctee

ggggaaatgt tcatagcgat ggatccgecg aaacacgatg tgcageg

ggagtagtgg caccgaaaaa cctgaaggag atggaggggc tgatccg

gatgtgcttg acagcctgce tacagacaaa ccctttaact gggtacc
gaactcacag gccgeatgct ggcgacgctt ctggattttc cttacga
ctggttgagt ggtcggacag aatggcaggt gcagcatcgg ccaccgg

gatgaaaatg ccatgtttga cgacgcggca gacatggecc ggtcttt

cgggacaagg aggcgcgecg cgcagcaggce gaggagcccg gtttcga

ttgcagagca acaaagaaac gaaagacctg atcaatcggc cgatgga

ttgacgctgc tcatagtcge cggcaacgat acgacgcegca actcgat
gtggccatga acgaattccc cagggaattt gaaaaattga aggcaaa

ccgaacatgg tgtcggaaat catccgetgg caaacgecgc tggecta

gccaagceagg atgtcgaact gggeggecag accatcaaga agggtga

tggtacgcgt cgggtaaccy ggacgagege aaatttgaca accccga
gatcgcaagg acgcacgaaa ccacatgtcg ttcggctatg gggttca
aaccgtctgg ctgaactgca actgegceate ctctgggaag aaatact
aacatcgaag tcgtcgaaga gcccgagegg gtgeagteca acttcgt

aggttgatgg tcaaactgac accgaacagt gtactccatc gtcatca

eétido

taa cgccacctec
gag cgccaagagg
cat cccggacgtt
ccg gcagggtcag
cca gaagaacagc
cgt ggataagagt
gga ggggctgtcg
cag ctcggtgcag
atc acgcaccggc
tgc tgtttccaag
gga acgccacaag
cgg ggagtttgcc
ctc caggctttgg

ttt gatcagcctg

gtt tatcggtaat
gag tggtggectg
acc ggagttgatt
tat gcgccgaatc

tcg agttgtcatg

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

tca gttcatcatt 1200

ccg ttgcatggge
caa gcgttttgac
gcg gggctattcc

acc tgtcaccatc

1260

1320

1380

1440
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ggcgagccgg ccgetegtge tgtgagecge acggtgaccg ttgageg
gccgacgatg tecttcgect ggtecttcge gatgetggag gtaaaac
acgcctggceg ctcacatcga cctggatctg ggtgcetctga geegtca
ggcgctcegg atgcteegte gtacgaaatc gecgtgeact tagatcc
ggaagccgct atattcatga acagctggaa gttggaagtc cgctgeg
cgcaaccatt tcgccctgga tccgggtgeg gaacattacg tgtttgt
ggcatcacgc cggtgctgge aatggcggat catgeeegtg cgegtgg
ctgcattatt gtggtcgtaa tcgtageggt atggcttacce tggaacg
ggtgaccgcg ctgecttgea cgtatctgaa gaaggcaccc geattga
cttgctgaac cggecgeeggg cgtgcaaate tacgectgeg gtccggg
ggtcttgaag acgcgtctcg taattggecg gatggegegc ttcatgt
tcgagtttag ccgctttgga tccggatgtc gaacatgect ttgattt
tctggcctta ccgttcgegt cgagccaact cagaccgtit tagacge
aatatcgacg tccegtcgga ttgcgaagag gggctgtgtg gttettg
ctggatggcg aggttgatca ccgtgatacc gttctgacta aggecga
cgtcagatga tgacttgctg cagtcgtgca tgcggtgatc gtctgge
<210> 16
<211>799
<212> PRT
<213> Secuencia Atrtificial
<220>
<223> Descripcion de Secuencia Atrtificial: Polipépt
Sintético
<400> 16

Met Pro Thr Leu Pro Arg Thr Phe Asp Asp lle GIn Ser
1 5 10

Asn Ala Thr Ser Arg Val Val Pro Met GIn Arg Gin lle
20 25

Lys Phe Leu Met Ser Ala Lys Arg Lys Thr Phe Gly Pro
35 40 45

Met Pro Glu Phe Val Glu Thr Pro lle Pro Asp Val Asn
50 55 60

tct tgatcgcatt 1500
cct cccgacgtgg 1560
gta ttcgctctgec 1620
gga aagccgtggt 1680
tat gcgtggccca 1740
tgc cgggggtatc 1800
ttg gtcgtacgaa 1860
cgt cgcgggacat 1920
tct ggcggceatta 1980
ccg titattagcg 2040
gga gcatttcact 2100
gga gctgegtgac 2160
ttt gcgtgcgaac 2220
cga agtagccgtt 2280
gcg cgecgegaat 2340

gct gcgectctaa 2400

ido

Arg Leu lle
15

GIn Gly Leu
30

Arg Arg Pro

Thr Leu Ala
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Leu Glu Asp lle Asp Val Ser Asn Pro Phe Leu Tyr Arg
65 70 75

Trp Arg Ala Tyr Phe Lys Arg Leu Arg Asp Glu Ala Pro
85 90

GIn Lys Asn Ser Pro Phe Gly Pro Phe Trp Ser Val Thr
100 105

Asp lle Leu Phe Val Asp Lys Ser His Asp Leu Phe Ser
115 120 125

Glin lle lle Leu Gly Asp Pro Pro Glu Gly Leu Ser Gly
130 135 140

lle Ala Met Asp Pro Pro Lys His Asp Val Gln Arg Ser
145 150 155

Gly Val Val Ala Pro Lys Asn Leu Lys Glu Met Glu Gly
165 170

Ser Arg Thr Gly Asp Val Leu Asp Ser Leu Pro Thr Asp
180 185

Asn Trp Val Pro Ala Val Ser Lys Glu Leu Thr Gly Arg
195 200 205

Thr Leu Leu Asp Phe Pro Tyr Glu Glu Arg His Lys Leu
210 215 220

Ser Asp Arg Met Ala Gly Ala Ala Ser Ala Thr Gly Gly
225 230 235

Asp Glu Asn Ala Met Phe Asp Asp Ala Ala Asp Met Ala
245 250

Ser Arg Leu Trp Arg Asp Lys Glu Ala Arg Arg Ala Ala
260 265

Pro Gly Phe Asp Leu lle Ser Leu Leu GIn Ser Asn Lys
275 280 285

GIn Gly GIn
80

Val His Tyr
95

Arg Phe Glu
110

Ala Glu Pro

Glu Met Phe

Ser Val GIn
160

Leu lle Arg
175

Lys Pro Phe
190

Met Leu Ala

Val Glu Trp

Glu Phe Ala
240

Arg Ser Phe
255

Gly Glu Glu
270

Glu Thr Lys
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Asp Leu lle Asn Arg Pro Met Glu Phe lle Gly Asn Leu
290 295 300

lle Val Ala Gly Asn Asp Thr Thr Arg Asn Ser Met Ser
305 310 315

Val Ala Met Asn Glu Phe Pro Arg Glu Phe Glu Lys Leu
325 330

Pro Glu Leu lle Pro Asn Met Val Ser Glu lle lle Arg
340 345

Pro Leu Ala Tyr Met Arg Arg lle Ala Lys GIn Asp Val
355 360 365

Gly GIn Thr lle Lys Lys Gly Asp Arg Val Val Met Trp
370 375 380

Gly Asn Arg Asp Glu Arg Lys Phe Asp Asn Pro Asp Gin
385 390 395

Asp Arg Lys Asp Ala Arg Asn His Met Ser Phe Gly Tyr
405 410

Arg Cys Met Gly Asn Arg Leu Ala Glu Leu Gin Leu Arg
420 425

Glu Glu lle Leu Lys Arg Phe Asp Asn lle Glu Val Val
435 440 445

Glu Arg Val GIn Ser Asn Phe Val Arg Gly Tyr Ser Arg
450 455 460

Lys Leu Thr Pro Asn Ser Val Leu His Arg His GIn Pro
465 470 475

Gly Glu Pro Ala Ala Arg Ala Val Ser Arg Thr Val Thr
485 490

Leu Asp Arg lle Ala Asp Asp Val Leu Arg Leu Val Leu
500 505

Thr Leu Leu

Gly Gly Leu
320

Lys Ala Lys
335

Trp GIn Thr
350

Glu Leu Gly

Tyr Ala Ser

Phe lle lle
400

Gly Val His
415

lle Leu Trp
430

Glu Glu Pro

Leu Met Val

Val Thr lle
480

Val Glu Arg
495

Arg Asp Ala
510
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Gly Gly Lys Thr Leu Pro Thr Trp Thr Pro Gly Ala His
515 520 525

Asp Leu Gly Ala Leu Ser Arg GIn Tyr Ser Leu Cys Gly
530 535 540

Ala Pro Ser Tyr Glu lle Ala Val His Leu Asp Pro Glu
545 550 555

Gly Ser Arg Tyr lle His Glu GIn Leu Glu Val Gly Ser
565 570

Met Arg Gly Pro Arg Asn His Phe Ala Leu Asp Pro Gly
580 585

Tyr Val Phe Val Ala Gly Gly lle Gly lle Thr Pro Val
595 600 605

Ala Asp His Ala Arg Ala Arg Gly Trp Ser Tyr Glu Leu
610 615 620

Gly Arg Asn Arg Ser Gly Met Ala Tyr Leu Glu Arg Val
625 630 635

Gly Asp Arg Ala Ala Leu His Val Ser Glu Glu Gly Thr
645 650

Leu Ala Ala Leu Leu Ala Glu Pro Ala Pro Gly Val GIn
660 665

Cys Gly Pro Gly Arg Leu Leu Ala Gly Leu Glu Asp Ala
675 680 685

Trp Pro Asp Gly Ala Leu His Val Glu His Phe Thr Ser
690 695 700

Ala Leu Asp Pro Asp Val Glu His Ala Phe Asp Leu Glu
705 710 715

Ser Gly Leu Thr Val Arg Val Glu Pro Thr GIn Thr Val
725 730

lle Asp Leu

Ala Pro Asp

Ser Arg Gly
560

Pro Leu Arg
575

Ala Glu His
590

Leu Ala Met

His Tyr Cys

Ala Gly His
640

Arg lle Asp
655

lle Tyr Ala
670

Ser Arg Asn

Ser Leu Ala

Leu Arg Asp
720

Leu Asp Ala
735
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Leu Arg Ala Asn Asn lle Asp Val Pro Ser Asp Cys Glu
740 745

Cys Gly Ser Cys Glu Val Ala Val Leu Asp Gly Glu Val
755 760 765

Asp Thr Val Leu Thr Lys Ala Glu Arg Ala Ala Asn Arg
770 775 780

Thr Cys Cys Ser Arg Ala Cys Gly Asp Arg Leu Ala Leu
785 790 795

<210> 17

<211> 2400

<212> ADN

<213> Secuencia Artificial

<220>

<223> Descripcion de Secuencia Atrtificial: Polinucl
Sintético

<400> 17
atgccaacac tgcccagaac atttgacgac attcagtccc gactgat

agggtggtgc cgatgcagag gcaaattcag ggactgaaat tcttaat
aagaccttcg gcccacgcecg accgatgece gaattcgttg aaacacc
aacacgctgg cccttgagga catcgatgtc agcaatccgt ttttata
tggcgcgcect atttcaaacg gttgcgtgat gaggegecgg tecatta
cctttcggec ccttetggte ggtaactcgg tttgaagaca tectgtt
cacgacctgt tttccgccga gecgcaaate attctcggtg accctec

atggaaatgt tcatagcgat ggatccgecg aaacacgatg tgcageg

ggagtagtgg caccgaaaaa cctgaaggag atggaggggc tgatccg

gatgtgcttg acagcctgec tacagacaaa ccctttaact gggtacc
gaactcacag gccgceatget ggegacgctt ctggatttte cttacga
ctggttgagt ggtcggacag aatggcaggt gcagcatcgg ccaccgg

gatgaaaatg ccatgtttga cgacgcggca gacatggecc ggtcttt

cgggacaagg aggcgegecg cgcagcagge gaggageccg gtttcga

ttgcagagca acaaagaaac gaaagacctg atcaatcggc cgatgga

ttgacgctge tcatagtcge cggcaacgat acgacgcgcea actcgat

Glu Gly Leu
750

Asp His Arg

GIn Met Met

Arg Leu

eétido

taa cgccacctcc 60
gag cgccaagagg 120
cat cccggacgtt 180
ccg gcagggtcag 240
cca gaagaacagc 300
cgt ggataagagt 360
gga ggggctgtcg 420
cag ctcggtgcag 480
atc acgcaccggc 540
tgc tgtttccaag 600
gga acgccacaag 660
cgg ggagtttgcc 720
ctc caggctitgg 780
ttt gatcagcctg 840

gtt tatcggtaat 900

gag tggtggcctg 960
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gtggccatga acgaattccc cagggaattt gaaaaattga aggcaaa

ccgaacatgg tgtcggaaat catccgetgg caaacgecgc tggecta

gccaagceagg atgtcgaact gggeggecag accatcaaga agggtga

tggtacgcgt cgggtaaccg ggacgagegce aaatttgaca accccga
gatcgcaagg acgcacgaaa ccacatgtcg ttcggctatg gggttca
aaccgtctgg ctgaactgca actgcgeatc ctctgggaag aaatact
aacatcgaag tcgtcgaaga gcccgagegg gtgcagtcca acttegt
aggttgatgg tcaaactgac accgaacagt gtactccatc gtcatca
ggcgagccgg ccgetegtge tgtgagecge acggtgaccg ttgageg
gccgacgatg tecttcgect ggtecttcge gatgetggag gtaaaac
acgcctggceg ctcacatcga cctggatctg ggtgcetctga geegtca
ggcgctccgg atgeteegte gtacgaaatc geecgtgeact tagatec
ggaagccgct atattcatga acagctggaa gttggaagtc cgctgeg
cgcaaccatt tcgecctgga tccgggtgeg gaacattacg tgtttgt
ggcatcacgc cggtgctgge aatggcggat catgeeegtg cgegtgg
ctgcattatt gtggtcgtaa tcgtageggt atggcttacce tggaacg
ggtgaccgcg ctgecttgea cgtatctgaa gaaggcaccc geattga
cttgctgaac cggcgecggg cgtgcaaatce tacgectgeg gtccggg
ggtcttgaag acgcgtcteg taattggecg gatggegcegc ttcatgt
tcgagtttag ccgctttgga tccggatgtc gaacatgect ttgattt
tctggcctta ccgttcgegt cgagccaact cagaccgtit tagacge
aatatcgacg tccegtcgga ttgcgaagag gggcetgtgtg gttettg
ctggatggcg aggttgatca ccgtgatacc gttctgacta aggeccga
cgtcagatga tgacttgctg cagtcgtgca tgcggtgate gtctgge
<210>18

<211> 799

<212> PRT

<213> Secuencia Artificial

<220>

<223> Descripcion de Secuencia Atrtificial: Polipépt
Sintético

acc ggagttgatt 1020
tat gcgccgaatc 1080
tcg agttgtcatg 1140
tca gttcatcatt 1200
ccg ttgcatggge 1260
caa gcgttttgac 1320
gcg gggctattcc 1380
acc tgtcaccatc 1440
tct tgatcgcatt 1500
cct cccgacgtgg 1560
gta ttcgctctgc 1620
gga aagccgtggt 1680
tat gcgtggccca 1740
tgc cgggggtatc 1800
ttg gtcgtacgaa 1860
cgt cgcgggacat 1920
tct ggcggeatta 1980
ccg titattagcg 2040
gga gcatttcact 2100
gga gctgecgtgac 2160
ttt gcgtgcgaac 2220
cga agtagccgtt 2280
gcg cgccgegaat 2340

gct gcgectctaa 2400

ido
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<400> 18
Met Pro Thr Leu Pro Arg Thr Phe Asp Asp lle GIn Ser
1 5 10

Asn Ala Thr Ser Arg Val Val Pro Met GIn Arg Gin lle
20 25

Lys Phe Leu Met Ser Ala Lys Arg Lys Thr Phe Gly Pro
35 40 45

Met Pro Glu Phe Val Glu Thr Pro lle Pro Asp Val Asn
50 55 60

Leu Glu Asp lle Asp Val Ser Asn Pro Phe Leu Tyr Arg
65 70 75

Trp Arg Ala Tyr Phe Lys Arg Leu Arg Asp Glu Ala Pro
85 90

GlIn Lys Asn Ser Pro Phe Gly Pro Phe Trp Ser Val Thr
100 105

Asp lle Leu Phe Val Asp Lys Ser His Asp Leu Phe Ser
115 120 125

Glin lle lle Leu Gly Asp Pro Pro Glu Gly Leu Ser Met
130 135 140

lle Ala Met Asp Pro Pro Lys His Asp Val GIn Arg Ser
145 150 155

Gly Val Val Ala Pro Lys Asn Leu Lys Glu Met Glu Gly
165 170

Ser Arg Thr Gly Asp Val Leu Asp Ser Leu Pro Thr Asp
180 185

Asn Trp Val Pro Ala Val Ser Lys Glu Leu Thr Gly Arg
195 200 205

Thr Leu Leu Asp Phe Pro Tyr Glu Glu Arg His Lys Leu
210 215 220

Arg Leu lle
15

GIn Gly Leu
30

Arg Arg Pro

Thr Leu Ala

GIn Gly GIn
80

Val His Tyr
95

Arg Phe Glu
110

Ala Glu Pro

Glu Met Phe

Ser Val GIn
160

Leu lle Arg
175

Lys Pro Phe
190

Met Leu Ala

Val Glu Trp
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Ser Asp Arg Met Ala Gly Ala Ala Ser Ala Thr Gly Gly
225 230 235

Asp Glu Asn Ala Met Phe Asp Asp Ala Ala Asp Met Ala
245 250

Ser Arg Leu Trp Arg Asp Lys Glu Ala Arg Arg Ala Ala
260 265

Pro Gly Phe Asp Leu lle Ser Leu Leu GIn Ser Asn Lys
275 280 285

Asp Leu lle Asn Arg Pro Met Glu Phe lle Gly Asn Leu
290 295 300

lle Val Ala Gly Asn Asp Thr Thr Arg Asn Ser Met Ser
305 310 315

Val Ala Met Asn Glu Phe Pro Arg Glu Phe Glu Lys Leu
325 330

Pro Glu Leu lle Pro Asn Met Val Ser Glu lle lle Arg
340 345

Pro Leu Ala Tyr Met Arg Arg lle Ala Lys GIn Asp Val
355 360 365

Gly GIn Thr lle Lys Lys Gly Asp Arg Val Val Met Trp
370 375 380

Gly Asn Arg Asp Glu Arg Lys Phe Asp Asn Pro Asp Gin
385 390 395

Asp Arg Lys Asp Ala Arg Asn His Met Ser Phe Gly Tyr
405 410

Arg Cys Met Gly Asn Arg Leu Ala Glu Leu GIn Leu Arg
420 425

Glu Glu lle Leu Lys Arg Phe Asp Asn lle Glu Val Val
435 440 445

Glu Phe Ala
240

Arg Ser Phe
255

Gly Glu Glu
270

Glu Thr Lys

Thr Leu Leu

Gly Gly Leu
320

Lys Ala Lys
335

Trp GIn Thr
350

Glu Leu Gly

Tyr Ala Ser

Phe lle lle
400

Gly Val His
415

lle Leu Trp
430

Glu Glu Pro
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Glu Arg Val GIn Ser Asn Phe Val Arg Gly Tyr Ser Arg
450 455 460

Lys Leu Thr Pro Asn Ser Val Leu His Arg His GIn Pro
465 470 475

Gly Glu Pro Ala Ala Arg Ala Val Ser Arg Thr Val Thr
485 490

Leu Asp Arg lle Ala Asp Asp Val Leu Arg Leu Val Leu
500 505

Gly Gly Lys Thr Leu Pro Thr Trp Thr Pro Gly Ala His
515 520 525

Asp Leu Gly Ala Leu Ser Arg GIn Tyr Ser Leu Cys Gly
530 535 540

Ala Pro Ser Tyr Glu lle Ala Val His Leu Asp Pro Glu
545 550 555

Gly Ser Arg Tyr lle His Glu GIn Leu Glu Val Gly Ser
565 570

Met Arg Gly Pro Arg Asn His Phe Ala Leu Asp Pro Gly
580 585

Tyr Val Phe Val Ala Gly Gly lle Gly lle Thr Pro Val
595 600 605

Ala Asp His Ala Arg Ala Arg Gly Trp Ser Tyr Glu Leu
610 615 620

Gly Arg Asn Arg Ser Gly Met Ala Tyr Leu Glu Arg Val
625 630 635

Gly Asp Arg Ala Ala Leu His Val Ser Glu Glu Gly Thr
645 650

Leu Ala Ala Leu Leu Ala Glu Pro Ala Pro Gly Val GIn
660 665

Leu Met Val

Val Thr lle
480

Val Glu Arg
495

Arg Asp Ala
510

lle Asp Leu

Ala Pro Asp

Ser Arg Gly
560

Pro Leu Arg
575

Ala Glu His
590

Leu Ala Met

His Tyr Cys

Ala Gly His
640

Arg lle Asp
655

lle Tyr Ala
670
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Cys Gly Pro Gly Arg Leu Leu Ala Gly Leu Glu Asp Ala
675 680 685

Trp Pro Asp Gly Ala Leu His Val Glu His Phe Thr Ser
690 695 700

Ala Leu Asp Pro Asp Val Glu His Ala Phe Asp Leu Glu
705 710 715

Ser Gly Leu Thr Val Arg Val Glu Pro Thr GIn Thr Val
725 730

Leu Arg Ala Asn Asn lle Asp Val Pro Ser Asp Cys Glu
740 745

Cys Gly Ser Cys Glu Val Ala Val Leu Asp Gly Glu Val
755 760 765

Asp Thr Val Leu Thr Lys Ala Glu Arg Ala Ala Asn Arg
770 775 780

Thr Cys Cys Ser Arg Ala Cys Gly Asp Arg Leu Ala Leu
785 790 795

<210> 19

<211> 2400

<212> ADN

<213> Secuencia Artificial

<220>

<223> Descripcion de Secuencia Atrtificial: Polinucl
Sintético

<400> 19
atgccaacac tgcccagaac atttgacgac attcagtccc gactgat

agggtggtgc cgatgcagag gcaaattcag ggactgaaat tcttaat
aagaccttcg gcccacgeceg accgatgece gaattcgttg aaacacc
aacacgctgg cccttgagga catcgatgtc agcaatccgt ttttata
tggcgcgcect atttcaaacg gttgcgtgat gaggegecgg tecatta
cetttcggec ccttetggte ggtaactcgg tttgaagaca tectgtt
cacgacctgt tttccgccga gecgcaaate attctcggtg accctee

ctggaaatgt tcatagcgat ggatccgecg aaacacgatg tgcagceg

Ser Arg Asn

Ser Leu Ala

Leu Arg Asp
720

Leu Asp Ala
735

Glu Gly Leu
750

Asp His Arg

GIn Met Met

Arg Leu

eétido

taa cgccacctce 60
gag cgccaagagg 120
cat cccggacgtt 180
ccg gcagggtcag 240
cca gaagaacagc 300
cgt ggataagagt 360
gga ggggctgicg 420

cag ctcggtgcag 480
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ggagtagtgg caccgaaaaa cctgaaggag atggaggggc tgatccg

gatgtgcttg acagcctgcc tacagacaaa ccctttaact gggtacc
gaactcacag gccgceatgct ggcgacgctt ctggattttc cttacga
ctggttgagt ggtcggacag aatggcaggt gcagcatcgg ccaccgg

gatgaaaatg ccatgtttga cgacgcggca gacatggecc ggtcttt

cgggacaagg aggcgcgecg cgcagcagge gaggageccg gtttcga

ttgcagagca acaaagaaac gaaagacctg atcaatcggc cgatgga

ttgacgctgc tcatagtcge cggcaacgat acgacgegea actcgat
gtggccatga acgaattccc cagggaattt gaaaaattga aggcaaa

ccgaacatgg tgtcggaaat catccgetgg caaacgecgc tggecta

gccaagceagg atgtcgaact gggeggecag accatcaaga agggtga

tggtacgegt cgggtaaccg ggacgagegc aaatttgaca accccga
gatcgcaagg acgcacgaaa ccacatgtcg ttcggctatg gggttca
aaccgtctgg ctgaactgca actgcgceatc ctctgggaag aaatact
aacatcgaag tcgtcgaaga gcccgagegg gtgcagtceca acttegt
aggttgatgg tcaaactgac accgaacagt gtactccatc gtcatca
ggcgagcecgg cecgetegtge tgtgagecge acggtgacceg ttgageg
gccgacgatg tecttegect ggtecttcge gatgetggag gtaaaac
acgccetggeg ctcacatcga cctggatetg ggtgetetga gecgtea
ggcgctecgg atgeteegte gtacgaaatc gecgtgeact tagatce
ggaagccgct atattcatga acagctggaa gttggaagtc cgetgeg
cgcaaccatt tcgcectgga tccgggtgeg gaacattacg tgtttgt
ggcatcacgc cggtgctgge aatggcggat catgecegtg cgegtgg
ctgcattatt gtggtcgtaa tcgtagcggt atggcttacc tggaacg
ggtgaccgcg ctgecttgea cgtatctgaa gaaggcacce geattga
cttgctgaac cggegecggg cgtgcaaate tacgectgeg gtceggg
ggtcttgaag acgcegtctcg taattggecg gatggegegc ttcatgt
tcgagtttag ccgetttgga tccggatgtc gaacatgcct ttgatit

tctggcctta cegttcgegt cgagecaact cagaccgttt tagacge

atc acgcaccggc 540
tgc tgtttccaag 600
gga acgccacaag 660
cgg ggagtttgcc 720
ctc caggcetitgg 780
ttt gatcagcctg 840
gtt tatcggtaat 900
gag tggtggcctg 960
acc ggagttgatt 1020
tat gcgccgaatc 1080
tcg agttgtcatg 1140
tca gttcatcatt 1200
ccg ttigcatggge 1260
caa gcgttttgac 1320
gcg gggctattcc 1380
acc tgtcaccatc 1440
tct tgatcgcatt 1500
cct cccgacgtgg 1560
gta ttcgctctgec 1620
gga aagccgtggt 1680
tat gcgtggccca 1740
tgc cgggggtatc 1800
ttg gtcgtacgaa 1860
cgt cgcgggacat 1920
tct ggcggeatta 1980
ccg titattagcg 2040
gga gcatttcact 2100
gga gctgcgtgac 2160

ttt gcgtgcgaac 2220
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aatatcgacg tcccgtcgga ttgcgaagag gggctgtgtg gttcttg cga agtagccgtt 2280

ctggatggcg aggttgatca ccgtgatacc gttctgacta aggecga gcg cgecgegaat 2340

cgtcagatga tgacttgctg cagtcgtgca tgcggtgatc gtctgge gct gcgectctaa 2400

<210> 20
<211> 799
<212> PRT
<213> Secuencia Artificial
<220>
<223> Descripcion de Secuencia Atrtificial: Polipépt ido
Sintético
<400> 20
Met Pro Thr Leu Pro Arg Thr Phe Asp Asp lle GIn Ser Arg Leu lle
1 5 10 15
Asn Ala Thr Ser Arg Val Val Pro Met GIn Arg Gin lle GIn Gly Leu
20 25 30
Lys Phe Leu Met Ser Ala Lys Arg Lys Thr Phe Gly Pro Arg Arg Pro
35 40 45
Met Pro Glu Phe Val Glu Thr Pro lle Pro Asp Val Asn Thr Leu Ala
50 55 60
Leu Glu Asp lle Asp Val Ser Asn Pro Phe Leu Tyr Arg GIn Gly GIn
65 70 75 80
Trp Arg Ala Tyr Phe Lys Arg Leu Arg Asp Glu Ala Pro Val His Tyr
85 90 95
GIn Lys Asn Ser Pro Phe Gly Pro Phe Trp Ser Val Thr Arg Phe Glu
100 105 110
Asp lle Leu Phe Val Asp Lys Ser His Asp Leu Phe Ser Ala Glu Pro
115 120 125
Glin lle lle Leu Gly Asp Pro Pro Glu Gly Leu Ser Leu Glu Met Phe
130 135 140
lle Ala Met Asp Pro Pro Lys His Asp Val GIn Arg Ser Ser Val GIn

145 150 155

160
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Gly Val Val Ala Pro Lys Asn Leu Lys Glu Met Glu Gly
165 170

Ser Arg Thr Gly Asp Val Leu Asp Ser Leu Pro Thr Asp
180 185

Asn Trp Val Pro Ala Val Ser Lys Glu Leu Thr Gly Arg
195 200 205

Thr Leu Leu Asp Phe Pro Tyr Glu Glu Arg His Lys Leu
210 215 220

Ser Asp Arg Met Ala Gly Ala Ala Ser Ala Thr Gly Gly
225 230 235

Asp Glu Asn Ala Met Phe Asp Asp Ala Ala Asp Met Ala
245 250

Ser Arg Leu Trp Arg Asp Lys Glu Ala Arg Arg Ala Ala
260 265

Pro Gly Phe Asp Leu lle Ser Leu Leu GIn Ser Asn Lys
275 280 285

Asp Leu lle Asn Arg Pro Met Glu Phe lle Gly Asn Leu
290 295 300

lle Val Ala Gly Asn Asp Thr Thr Arg Asn Ser Met Ser
305 310 315

Val Ala Met Asn Glu Phe Pro Arg Glu Phe Glu Lys Leu
325 330

Pro Glu Leu lle Pro Asn Met Val Ser Glu lle lle Arg
340 345

Pro Leu Ala Tyr Met Arg Arg lle Ala Lys GIn Asp Val
355 360 365

Gly GIn Thr lle Lys Lys Gly Asp Arg Val Val Met Trp
370 375 380

Leu lle Arg
175

Lys Pro Phe
190

Met Leu Ala

Val Glu Trp

Glu Phe Ala
240

Arg Ser Phe
255

Gly Glu Glu
270

Glu Thr Lys

Thr Leu Leu

Gly Gly Leu
320

Lys Ala Lys
335

Trp GIn Thr
350

Glu Leu Gly

Tyr Ala Ser
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Gly Asn Arg Asp Glu Arg Lys Phe Asp Asn Pro Asp Gin
385 390 395

Asp Arg Lys Asp Ala Arg Asn His Met Ser Phe Gly Tyr
405 410

Arg Cys Met Gly Asn Arg Leu Ala Glu Leu GIn Leu Arg
420 425

Glu Glu lle Leu Lys Arg Phe Asp Asn lle Glu Val Val
435 440 445

Glu Arg Val GIn Ser Asn Phe Val Arg Gly Tyr Ser Arg
450 455 460

Lys Leu Thr Pro Asn Ser Val Leu His Arg His GIn Pro
465 470 475

Gly Glu Pro Ala Ala Arg Ala Val Ser Arg Thr Val Thr
485 490

Leu Asp Arg lle Ala Asp Asp Val Leu Arg Leu Val Leu
500 505

Gly Gly Lys Thr Leu Pro Thr Trp Thr Pro Gly Ala His
515 520 525

Asp Leu Gly Ala Leu Ser Arg GIn Tyr Ser Leu Cys Gly
530 535 540

Ala Pro Ser Tyr Glu lle Ala Val His Leu Asp Pro Glu
545 550 555

Gly Ser Arg Tyr lle His Glu GIn Leu Glu Val Gly Ser
565 570

Met Arg Gly Pro Arg Asn His Phe Ala Leu Asp Pro Gly
580 585

Tyr Val Phe Val Ala Gly Gly lle Gly lle Thr Pro Val
595 600 605

Phe lle lle
400

Gly Val His
415

lle Leu Trp
430

Glu Glu Pro

Leu Met Val

Val Thr lle
480

Val Glu Arg
495

Arg Asp Ala
510

lle Asp Leu

Ala Pro Asp

Ser Arg Gly
560

Pro Leu Arg
575

Ala Glu His
590

Leu Ala Met
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Ala Asp His Ala Arg Ala Arg Gly Trp Ser Tyr Glu Leu
610 615 620

Gly Arg Asn Arg Ser Gly Met Ala Tyr Leu Glu Arg Val
625 630 635

Gly Asp Arg Ala Ala Leu His Val Ser Glu Glu Gly Thr
645 650

Leu Ala Ala Leu Leu Ala Glu Pro Ala Pro Gly Val GIn
660 665

Cys Gly Pro Gly Arg Leu Leu Ala Gly Leu Glu Asp Ala
675 680 685

Trp Pro Asp Gly Ala Leu His Val Glu His Phe Thr Ser
690 695 700

Ala Leu Asp Pro Asp Val Glu His Ala Phe Asp Leu Glu
705 710 715

Ser Gly Leu Thr Val Arg Val Glu Pro Thr GIn Thr Val
725 730

Leu Arg Ala Asn Asn lle Asp Val Pro Ser Asp Cys Glu
740 745

Cys Gly Ser Cys Glu Val Ala Val Leu Asp Gly Glu Val
755 760 765

Asp Thr Val Leu Thr Lys Ala Glu Arg Ala Ala Asn Arg
770 775 780

Thr Cys Cys Ser Arg Ala Cys Gly Asp Arg Leu Ala Leu
785 790 795

<210>21

<211> 2400

<212> ADN

<213> Secuencia Artificial

<220>
<223> Descripcion de Secuencia Atrtificial: Polinucl
Sintético

His Tyr Cys

Ala Gly His
640

Arg lle Asp
655

lle Tyr Ala
670

Ser Arg Asn

Ser Leu Ala

Leu Arg Asp
720

Leu Asp Ala
735

Glu Gly Leu

750

Asp His Arg

GIn Met Met

Arg Leu

eétido
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<400> 21
atgccaacac tgcccagaac atttgacgac attcagtcec gactgat

agggtggtgc cgatgcagag gcaaattcag ggactgaaat tcttaat
aagaccttcg gcccacgcecg accgatgece gaattcgttg aaacacc
aacacgctgg cccttgagga catcgatgtc agcaatccgt ttttata
tggcgcgcect atttcaaacg gttgcgtgat gaggegecgg tecatta
cctttcggec ccttetggte ggtaactcgg tttgaagaca tectgtt
cacgacctgt tttccgccga gecgcaaate attctcggtg accctee
acggaaatgt tcatagcgat ggatccgecg aaacacgatg tgcageg
ggagtagtgg caccgaaaaa cctgaaggag atggaggggc tgatccg
gatgtgcttg acagcctgec tacagacaaa ccctttaact gggtacc
gaactcacag gccgeatgct ggcgacgctt ctggattttc cttacga
ctggttgagt ggtcggacag aatggcaggt gcagcatcgg ccaccgg

gatgaaaatg ccatgtttga cgacgcggca gacatggecc ggtcttt

cgggacaagg aggcgegecg cgcagcagge gaggageccg gtttcga

ttgcagagca acaaagaaac gaaagacctg atcaatcggc cgatgga
ttgacgctgc tcatagtcge cggcaacgat acgacgcgcea actcgat
gtggccatga acgaattccc cagggaattt gaaaaattga aggcaaa
ccgaacatgg tgtcggaaat catccgetgg caaacgceegc tggecta
gccaagcagg atgtcgaact gggcggcecag accatcaaga agggtga
tggtacgegt cgggtaaccg ggacgagegce aaatttgaca accccga
gatcgcaagg acgcacgaaa ccacatgtcg ttcggctatg gggttca
aaccgtctgg ctgaactgca actgcgceatc ctctgggaag aaatact
aacatcgaag tcgtcgaaga gcccgagegg gtgcagtceca acttcgt
aggttgatgg tcaaactgac accgaacagt gtactccatc gtcatca
ggcgagcecgg ccgctegtge tgtgagecge acggtgaccg ttgageg
gccgacgatg tecttegect ggtecttcge gatgetggag gtaaaac
acgcctggeg ctcacatcga cctggatetg ggtgetcetga gecgtea

ggcgctcegg atgetcegte gtacgaaate geegtgeact tagatce

taa cgccacctcc 60
gag cgccaagagg 120
cat cccggacgtt 180
ccg gcagggtcag 240
cca gaagaacagc 300
cgt ggataagagt 360
gga ggggctgtcg 420
cag ctcggtgcag 480
atc acgcaccggc 540
tgc tgtttccaag 600
gga acgccacaag 660
cgg ggagtttgcc 720
ctc caggctitgg 780
ttt gatcagcctg 840
gtt tatcggtaat 900
gag tggtggcctg 960
acc ggagttgatt 1020
tat gcgccgaatc 1080
tcg agttgtcatg 1140
tca gttcatcatt 1200
ccg ttigcatggge 1260
caa gcgttttgac 1320
gcg gggctaticc 1380
acc tgtcaccatc 1440
tct tgatcgcatt 1500
cct cccgacgtgg 1560
gta ttcgctctge 1620

gga aagccgtggt 1680
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ggaagccgct atattcatga acagctggaa gttggaagtc cgctgeg

cgcaaccatt tcgecctgga tccgggtgeg gaacattacy tgtttgt

ggcatcacgc cggtgctgge aatggcggat catgeecegtg cgegtgg

ctgcattatt gtggtcgtaa tcgtagcggt atggcttacc tggaacg

ggtgaccgcg ctgcecttgea cgtatctgaa gaaggceaccc geattga

cttgctgaac cggegeeggg cgtgcaaate tacgectgeg gtccggg

ggtcttgaag acgcgtctcg taattggceg gatggegegc ttcatgt

tcgagtttag ccgctttgga tccggatgtc gaacatgcect ttgattt

tctggectta cegttcgegt cgagccaact cagaccgttt tagacge

aatatcgacg tccegtcgga ttgcgaagag gggctgtgtg gttettg

ctggatggcg aggttgatca ccgtgatacc gttctgacta aggeccga

cgtcagatga tgacttgctg cagtcgtgca tgcggtgate gtctgge

<210> 22

<211> 799

<212> PRT

<213> Secuencia Artificial

<220>

<223> Descripcion de Secuencia Atrtificial: Polipépt
Sintético

<400> 22

Met Pro Thr Leu Pro Arg Thr Phe Asp Asp lle GIn Ser
1 5 10

Asn Ala Thr Ser Arg Val Val Pro Met GIn Arg Gin lle
20 25

Lys Phe Leu Met Ser Ala Lys Arg Lys Thr Phe Gly Pro
35 40 45

Met Pro Glu Phe Val Glu Thr Pro lle Pro Asp Val Asn
50 55 60

Leu Glu Asp lle Asp Val Ser Asn Pro Phe Leu Tyr Arg
65 70 75

Trp Arg Ala Tyr Phe Lys Arg Leu Arg Asp Glu Ala Pro
85 90

tat gcgtggccca 1740
tgc cgggggtatc 1800
ttg gtcgtacgaa 1860
cgt cgcgggacat 1920
tct ggcggeatta 1980
ccg titattagcg 2040
gga gcatttcact 2100
gga gctgcgtgac 2160
ttt gcgtgcgaac 2220
cga agtagccgtt 2280
gcg cgccgegaat 2340

gct gcgectctaa 2400

ido

Arg Leu lle
15

GIn Gly Leu
30

Arg Arg Pro

Thr Leu Ala

GIn Gly GIn
80

Val His Tyr
95
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GIn Lys Asn Ser Pro Phe Gly Pro Phe Trp Ser Val Thr
100 105

Asp lle Leu Phe Val Asp Lys Ser His Asp Leu Phe Ser
115 120 125

Glin lle lle Leu Gly Asp Pro Pro Glu Gly Leu Ser Thr
130 135 140

lle Ala Met Asp Pro Pro Lys His Asp Val GIn Arg Ser
145 150 155

Gly Val Val Ala Pro Lys Asn Leu Lys Glu Met Glu Gly
165 170

Ser Arg Thr Gly Asp Val Leu Asp Ser Leu Pro Thr Asp
180 185

Asn Trp Val Pro Ala Val Ser Lys Glu Leu Thr Gly Arg
195 200 205

Thr Leu Leu Asp Phe Pro Tyr Glu Glu Arg His Lys Leu
210 215 220

Ser Asp Arg Met Ala Gly Ala Ala Ser Ala Thr Gly Gly
225 230 235

Asp Glu Asn Ala Met Phe Asp Asp Ala Ala Asp Met Ala
245 250

Ser Arg Leu Trp Arg Asp Lys Glu Ala Arg Arg Ala Ala
260 265

Pro Gly Phe Asp Leu lle Ser Leu Leu GIn Ser Asn Lys
275 280 285

Asp Leu lle Asn Arg Pro Met Glu Phe lle Gly Asn Leu
290 295 300

lle Val Ala Gly Asn Asp Thr Thr Arg Asn Ser Met Ser
305 310 315

Arg Phe Glu
110

Ala Glu Pro

Glu Met Phe

Ser Val GIn
160

Leu lle Arg
175

Lys Pro Phe
190

Met Leu Ala

Val Glu Trp

Glu Phe Ala
240

Arg Ser Phe
255

Gly Glu Glu
270

Glu Thr Lys

Thr Leu Leu

Gly Gly Leu
320



53

Val Ala Met Asn Glu Phe Pro Arg Glu Phe Glu Lys Leu
325 330

Pro Glu Leu lle Pro Asn Met Val Ser Glu lle lle Arg
340 345

Pro Leu Ala Tyr Met Arg Arg lle Ala Lys GIn Asp Val
355 360 365

Gly GIn Thr lle Lys Lys Gly Asp Arg Val Val Met Trp
370 375 380

Gly Asn Arg Asp Glu Arg Lys Phe Asp Asn Pro Asp Gin
385 390 395

Asp Arg Lys Asp Ala Arg Asn His Met Ser Phe Gly Tyr
405 410

Arg Cys Met Gly Asn Arg Leu Ala Glu Leu Gin Leu Arg
420 425

Glu Glu lle Leu Lys Arg Phe Asp Asn lle Glu Val Val
435 440 445

Glu Arg Val GIn Ser Asn Phe Val Arg Gly Tyr Ser Arg
450 455 460

Lys Leu Thr Pro Asn Ser Val Leu His Arg His GIn Pro
465 470 475

Gly Glu Pro Ala Ala Arg Ala Val Ser Arg Thr Val Thr
485 490

Leu Asp Arg lle Ala Asp Asp Val Leu Arg Leu Val Leu
500 505

Gly Gly Lys Thr Leu Pro Thr Trp Thr Pro Gly Ala His
515 520 525

Asp Leu Gly Ala Leu Ser Arg GIn Tyr Ser Leu Cys Gly
530 535 540

Lys Ala Lys
335

Trp GIn Thr
350

Glu Leu Gly

Tyr Ala Ser

Phe lle lle
400

Gly Val His
415

lle Leu Trp
430

Glu Glu Pro

Leu Met Val

Val Thr lle
480

Val Glu Arg
495

Arg Asp Ala
510

lle Asp Leu

Ala Pro Asp
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Ala Pro Ser Tyr Glu lle Ala Val His Leu Asp Pro Glu
545 550 555

Gly Ser Arg Tyr lle His Glu GIn Leu Glu Val Gly Ser
565 570

Met Arg Gly Pro Arg Asn His Phe Ala Leu Asp Pro Gly
580 585

Tyr Val Phe Val Ala Gly Gly lle Gly lle Thr Pro Val
595 600 605

Ala Asp His Ala Arg Ala Arg Gly Trp Ser Tyr Glu Leu
610 615 620

Gly Arg Asn Arg Ser Gly Met Ala Tyr Leu Glu Arg Val
625 630 635

Gly Asp Arg Ala Ala Leu His Val Ser Glu Glu Gly Thr
645 650

Leu Ala Ala Leu Leu Ala Glu Pro Ala Pro Gly Val GIn
660 665

Cys Gly Pro Gly Arg Leu Leu Ala Gly Leu Glu Asp Ala
675 680 685

Trp Pro Asp Gly Ala Leu His Val Glu His Phe Thr Ser
690 695 700

Ala Leu Asp Pro Asp Val Glu His Ala Phe Asp Leu Glu
705 710 715

Ser Gly Leu Thr Val Arg Val Glu Pro Thr GIn Thr Val
725 730

Leu Arg Ala Asn Asn lle Asp Val Pro Ser Asp Cys Glu
740 745

Cys Gly Ser Cys Glu Val Ala Val Leu Asp Gly Glu Val
755 760 765

Ser Arg Gly
560

Pro Leu Arg
575

Ala Glu His
590

Leu Ala Met

His Tyr Cys

Ala Gly His
640

Arg lle Asp
655

lle Tyr Ala
670

Ser Arg Asn

Ser Leu Ala

Leu Arg Asp
720

Leu Asp Ala
735

Glu Gly Leu
750

Asp His Arg
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Asp Thr Val Leu Thr Lys Ala Glu Arg Ala Ala Asn Arg
770 775 780

Thr Cys Cys Ser Arg Ala Cys Gly Asp Arg Leu Ala Leu
785 790 795

<210> 23

<211> 2400

<212> ADN

<213> Secuencia Artificial

<220>

<223> Descripcion de Secuencia Atrtificial: Polinucl
Sintético

<400> 23
atgccaacac tgcccagaac atttgacgac attcagtccc gactgat

agggtggtgce cgatgcagag gcaaattcag ggactgaaat tcttaat
aagaccttcg gcccacgeceg accgatgece gaattcgttg aaacacc
aacacgctgg cccttgagga catcgatgtc agcaatccgt ttttata
tggcgcgcect atttcaaacg gttgcgtgat gaggegecgg tecatta
cetttcggec ccttetggte ggtaactcgg tttgaagaca tectgtt
cacgacctgt tttccgccga gecgcaaate attctcggtg accctee

gtggaaatgt tcatagcgat ggatccgecyg aaacacgatg tgcageg

ggagtagtgg caccgaaaaa cctgaaggag atggaggggc tgatccg

gatgtgcttg acagcctgec tacagacaaa ccctttaact gggtacc
gaactcacag gccgceatgct ggcgacgctt ctggattttc cttacga
ctggttgagt ggtcggacag aatggcaggt gcagcatcgg ccaccgg

gatgaaaatg ccatgtttga cgacgcggca gacatggecc ggtcttt

cgggacaagg aggcgcgeceg cgcagcagge gaggageccg gtttcga

ttgcagagca acaaagaaac gaaagacctg atcaatcggc cgatgga

ttgacgctgce tcatagtcge cggcaacgat acgacgegea actcgat
gtggccatga acgaattcce cagggaattt gaaaaattga aggcaaa

ccgaacatgg tgtcggaaat catccgetgg caaacgecgc tggecta

gccaagcagg atgtcgaact gggcggccag accatcaaga agggtga

tggtacgegt cgggtaaccg ggacgagegce aaatttgaca accccga

GIn Met Met

Arg Leu

eétido

taa cgccacctce 60
gag cgccaagagg 120
cat cccggacgtt 180
ccg gcagggtcag 240
cca gaagaacagc 300
cgt ggataagagt 360
gga ggggctgicg 420
cag ctcggtgcag 480
atc aaacaccggc 540
tgc tgtttccaag 600
gga acgccacaag 660
cgg ggagtttgcc 720
ctc caggcttitgg 780
ttt gatcagcctg 840
gtt tatcggtaat 900
gag tggtggcctg 960
acc ggagttgatt 1020
tat gcgccgaatc 1080
tcg agttgtcatg 1140

tca gttcatcatt 1200
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gatcgcaagg acgcacgaaa ccacatgtcg ttcggctatg gggtica
aaccgtctgg ctgaactgca actgcgcatc ctctgggaag aaatact
aacatcgaag tcgtcgaaga gcccgagegg gtgcagtcca acttegt
aggttgatgg tcaaactgac accgaacagt gtactccatc gtcatca
ggcgagcegg ccgetegtge tgtgageecge acggtgaccg ttgageg
gccgacgatg tecttcgect ggtecttcge gatgetggag gtaaaac
acgcctggceg ctcacatcga cctggatctg ggtgcetctga gecgtca
ggcgctcegg atgcteegte gtacgaaatc gecgtgeact tagatcc
ggaagccgct atattcatga acagctggaa gttggaagtc cgctgeg
cgcaaccatt tcgccctgga tccgggtgeg gaacattacy tgtttgt
ggcatcacgc cggtgctgge aatggcggat catgeecgtg cgegtgg
ctgcattatt gtggtcgtaa tcgtageggt atggcttacc tggaacg
ggtgaccgcg ctgecttgea cgtatctgaa gaaggcaccc geattga
cttgctgaac cggcgecggg cgtgcaaatce tacgectgeg gtccggg
ggtcttgaag acgcgtcteg taattggecg gatggegegc ttcatgt
tcgagtttag ccgctttgga tccggatgtc gaacatgect ttgattt
tctggcctta cegttcgegt cgagccaact cagaccgtit tagacge
aatatcgacg tccegtcgga ttgcgaagag gggctgtgtg gttettg
ctggatggcg aggttgatca ccgtgatacc gttctgacta aggecga
cgtcagatga tgacttgctg cagtcgtgca tgcggtgate gtctgge
<210> 24
<211>799
<212> PRT
<213> Secuencia Artificial
<220>
<223> Descripcion de Secuencia Atrtificial: Polipépt
Sintético
<400> 24

Met Pro Thr Leu Pro Arg Thr Phe Asp Asp lle GIn Ser
1 5 10

Asn Ala Thr Ser Arg Val Val Pro Met GIn Arg Gin lle
20 25

ccg ttigcatggge 1260
caa gcgttttgac 1320
gcg gggctaticc 1380
acc tgtcaccatc 1440
tct tgatcgcatt 1500
cct cccgacgtgg 1560
gta ttcgctctge 1620
gga aagccgtggt 1680
tat gcgtggccca 1740
tgc cgggggtatc 1800
ttg gtcgtacgaa 1860
cgt cgcgggacat 1920
tct ggcggceatta 1980
ccg titattagcg 2040
gga gcatttcact 2100
gga gctgcgtgac 2160
ttt gcgtgcgaac 2220
cga agtagccgtt 2280
gcg cgccgegaat 2340

gct gcgectctaa 2400

ido

Arg Leu lle
15

GIn Gly Leu
30
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Lys Phe Leu Met Ser Ala Lys Arg Lys Thr Phe Gly Pro
35 40 45

Met Pro Glu Phe Val Glu Thr Pro lle Pro Asp Val Asn
50 55 60

Leu Glu Asp lle Asp Val Ser Asn Pro Phe Leu Tyr Arg
65 70 75

Trp Arg Ala Tyr Phe Lys Arg Leu Arg Asp Glu Ala Pro
85 90

GIn Lys Asn Ser Pro Phe Gly Pro Phe Trp Ser Val Thr
100 105

Asp lle Leu Phe Val Asp Lys Ser His Asp Leu Phe Ser
115 120 125

Glin lle lle Leu Gly Asp Pro Pro Glu Gly Leu Ser Val
130 135 140

lle Ala Met Asp Pro Pro Lys His Asp Val GIn Arg Ser
145 150 155

Gly Val Val Ala Pro Lys Asn Leu Lys Glu Met Glu Gly
165 170

Ser Asn Thr Gly Asp Val Leu Asp Ser Leu Pro Thr Asp
180 185

Asn Trp Val Pro Ala Val Ser Lys Glu Leu Thr Gly Arg
195 200 205

Thr Leu Leu Asp Phe Pro Tyr Glu Glu Arg His Lys Leu
210 215 220

Ser Asp Arg Met Ala Gly Ala Ala Ser Ala Thr Gly Gly
225 230 235

Asp Glu Asn Ala Met Phe Asp Asp Ala Ala Asp Met Ala
245 250

Arg Arg Pro

Thr Leu Ala

GIn Gly GIn
80

Val His Tyr
95

Arg Phe Glu
110

Ala Glu Pro

Glu Met Phe

Ser Val GIn
160

Leu lle Arg
175

Lys Pro Phe
190

Met Leu Ala

Val Glu Trp

Glu Phe Ala
240

Arg Ser Phe
255
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Ser Arg Leu Trp Arg Asp Lys Glu Ala Arg Arg Ala Ala
260 265

Pro Gly Phe Asp Leu lle Ser Leu Leu GIn Ser Asn Lys
275 280 285

Asp Leu lle Asn Arg Pro Met Glu Phe lle Gly Asn Leu
290 295 300

lle Val Ala Gly Asn Asp Thr Thr Arg Asn Ser Met Ser
305 310 315

Val Ala Met Asn Glu Phe Pro Arg Glu Phe Glu Lys Leu
325 330

Pro Glu Leu lle Pro Asn Met Val Ser Glu lle lle Arg
340 345

Pro Leu Ala Tyr Met Arg Arg lle Ala Lys GIn Asp Val
355 360 365

Gly GIn Thr lle Lys Lys Gly Asp Arg Val Val Met Trp
370 375 380

Gly Asn Arg Asp Glu Arg Lys Phe Asp Asn Pro Asp Gin
385 390 395

Asp Arg Lys Asp Ala Arg Asn His Met Ser Phe Gly Tyr
405 410

Arg Cys Met Gly Asn Arg Leu Ala Glu Leu GIn Leu Arg
420 425

Glu Glu lle Leu Lys Arg Phe Asp Asn lle Glu Val Val
435 440 445

Glu Arg Val GIn Ser Asn Phe Val Arg Gly Tyr Ser Arg
450 455 460

Lys Leu Thr Pro Asn Ser Val Leu His Arg His GIn Pro
465 470 475

Gly Glu Glu
270

Glu Thr Lys

Thr Leu Leu

Gly Gly Leu
320

Lys Ala Lys
335

Trp GIn Thr
350

Glu Leu Gly

Tyr Ala Ser

Phe lle lle
400

Gly Val His
415

lle Leu Trp
430

Glu Glu Pro

Leu Met Val

Val Thr lle
480
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Gly Glu Pro Ala Ala Arg Ala Val Ser Arg Thr Val Thr
485 490

Leu Asp Arg lle Ala Asp Asp Val Leu Arg Leu Val Leu
500 505

Gly Gly Lys Thr Leu Pro Thr Trp Thr Pro Gly Ala His
515 520 525

Asp Leu Gly Ala Leu Ser Arg GIn Tyr Ser Leu Cys Gly
530 535 540

Ala Pro Ser Tyr Glu lle Ala Val His Leu Asp Pro Glu
545 550 555

Gly Ser Arg Tyr lle His Glu GIn Leu Glu Val Gly Ser
565 570

Met Arg Gly Pro Arg Asn His Phe Ala Leu Asp Pro Gly
580 585

Tyr Val Phe Val Ala Gly Gly lle Gly lle Thr Pro Val
595 600 605

Ala Asp His Ala Arg Ala Arg Gly Trp Ser Tyr Glu Leu
610 615 620

Gly Arg Asn Arg Ser Gly Met Ala Tyr Leu Glu Arg Val
625 630 635

Gly Asp Arg Ala Ala Leu His Val Ser Glu Glu Gly Thr
645 650

Leu Ala Ala Leu Leu Ala Glu Pro Ala Pro Gly Val GIn
660 665

Cys Gly Pro Gly Arg Leu Leu Ala Gly Leu Glu Asp Ala
675 680 685

Trp Pro Asp Gly Ala Leu His Val Glu His Phe Thr Ser
690 695 700

Val Glu Arg
495

Arg Asp Ala
510

lle Asp Leu

Ala Pro Asp

Ser Arg Gly
560

Pro Leu Arg
575

Ala Glu His
590

Leu Ala Met

His Tyr Cys

Ala Gly His
640

Arg lle Asp
655

lle Tyr Ala
670

Ser Arg Asn

Ser Leu Ala
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Ala Leu Asp Pro Asp Val Glu His Ala Phe Asp Leu Glu
705 710 715

Ser Gly Leu Thr Val Arg Val Glu Pro Thr GIn Thr Val
725 730

Leu Arg Ala Asn Asn lle Asp Val Pro Ser Asp Cys Glu
740 745

Cys Gly Ser Cys Glu Val Ala Val Leu Asp Gly Glu Val
755 760 765

Asp Thr Val Leu Thr Lys Ala Glu Arg Ala Ala Asn Arg
770 775 780

Thr Cys Cys Ser Arg Ala Cys Gly Asp Arg Leu Ala Leu
785 790 795

<210> 25

<211> 2400

<212> ADN

<213> Secuencia Artificial

<220>

<223> Descripcion de Secuencia Atrtificial: Polinucl
Sintético

<400> 25
atgccaacac tgcccagaac atttgacgac attcagtcec gactgat

agggtggtgc cgatgcagag gcaaattcag ggactgaaat tcttaat
aagaccttcg gcccacgeceg accgatgece gaattcgttg aaacacc
aacacgctgg cccttgagga catcgatgtc agcaatccgt ttttata
tggcgcgcect atttcaaacg gttgegtgat gaggegecegg tecatta
cctttcggec ccttetggte ggtaactcgg tttgaagaca tectgtt
cacgacctgt tttccgccga gecgcaaate attctcggtg accctee

gtggaaatgt tcatagcgat ggatccgecyg aaacacgatg tgcageg

ggagtagtgg caccgaaaaa cctgaaggag atggaggggc tgatccg

gatgtgcttg acagcctgcec tacagacaaa ccctttaact gggtacc
gaactcacag gccgeatget ggcgacgctt ctggatttte cttacga

ctggttgagt ggtcggacag aatggcaggt gcagcatcgg ccaccgg

Leu Arg Asp
720

Leu Asp Ala
735

Glu Gly Leu
750

Asp His Arg

GIn Met Met

Arg Leu

eétido

taa cgccacctcc 60
gag cgccaagagg 120
cat cccggacgtt 180
ccg gcagggtcag 240
cca gaagaacagc 300
cgt ggataagagt 360
gga ggggctgtcg 420
cag ctcggtgcag 480
atc acgcaccggc 540
tgc tgtttccaag 600
gga acgccacaag 660

cgg ggagtttgcc 720
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gatgaaaatg ccatgtttga cgacgcggca gacatggecc ggtcttt

cgggacaagg aggcgegecg cgcagcagge gaggageccg gtttcga

ttgcagagca acaaagaaac gaaagacctg atcaatcggc cgatgga
ttgacgctgc tcatagtcge cggecgggat acgacgcgea actcgat
gtggccatga acgaattccc cagggaattt gaaaaattga aggcaaa
ccgaacatgg tgtcggaaat catccgetgg caaacgceegc tggecta
gccaagcagg atgtcgaact gggcggcecag accatcaaga agggtga
tggtacgegt cgggtaaccg ggacgagegce aaatttgaca accccga
gatcgcaagg acgcacgaaa ccacatgtcg ttcggctatg gggttca
aaccgtctgg ctgaactgca actgcgceatc ctctgggaag aaatact
aacatcgaag tcgtcgaaga gcccgagegg gtgcagtceca acttegt
aggttgatgg tcaaactgac accgaacagt gtactccatc gtcatca
ggcgagcecgg ccgctegtge tgtgagecge acggtgacceg ttgageg
gccgacgatg tecttegect ggtecttcge gatgetggag gtaaaac
acgcctggcg ctcacatcga cctggatetg ggtgetctga gecgtea
ggcgctecgg atgeteegte gtacgaaatc gecgtgeact tagatce
ggaagccgct atattcatga acagctggaa gttggaagtc cgetgeg
cgcaaccatt tcgcectgga tccgggtgeg gaacattacg tgtitgt
ggcatcacgc cggtgctgge aatggcggat catgeeegtg cgegtgg
ctgcattatt gtggtcgtaa tcgtagcggt atggcttacc tggaacg
ggtgaccgcg ctgccttgea cgtatctgaa gaaggeacce geattga
cttgctgaac cggcgeeggg cgtgcaaate tacgectgeg gtceggg
ggtcttgaag acgegtctcg taattggecg gatggegcegc ttcatgt
tcgagtttag ccgcetttgga tccggatgtc gaacatgcct ttgattt
tctggcctta cegttcgegt cgagecaact cagaccgttt tagacge
aatatcgacg tccegtcgga ttgcgaagag gggctgtgtg gttettg
ctggatggcg aggttgatca ccgtgatacc gttctgacta aggccga

cgtcagatga tgacttgctg cagtcgtgca tgcggtgate gtctgge

ctc caggctitgg 780
ttt gatcagcctg 840
gtt tatcggtaat 900
gag tggtggcctg 960
acc ggagttgatt 1020
tat gcgccgaatc 1080
tcg agttgtcatg 1140
tca gttcatcatt 1200
ccg ttigcatggge 1260
caa gcgttttgac 1320
gcg gggctaticc 1380
acc tgtcaccatc 1440
tct tgatcgcatt 1500
cct cccgacgtgg 1560
gta ttcgctctge 1620
gga aagccgtggt 1680
tat gcgtggccca 1740
tgc cgggggtatc 1800
ttg gtcgtacgaa 1860
cgt cgcgggacat 1920
tct ggcggceatta 1980
ccg titattagcg 2040
gga gcatttcact 2100
gga gctgecgtgac 2160
ttt gcgtgcgaac 2220
cga agtagccgtt 2280
gcg cgecgegaat 2340

gct gcgectctaa 2400
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<210> 26

<211> 799

<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de Secuencia Atrtificial: Polipépt
Sintético

<400> 26
Met Pro Thr Leu Pro Arg Thr Phe Asp Asp lle GIn Ser
1 5 10

Asn Ala Thr Ser Arg Val Val Pro Met GIn Arg Gin lle
20 25

Lys Phe Leu Met Ser Ala Lys Arg Lys Thr Phe Gly Pro
35 40 45

Met Pro Glu Phe Val Glu Thr Pro lle Pro Asp Val Asn
50 55 60

Leu Glu Asp lle Asp Val Ser Asn Pro Phe Leu Tyr Arg
65 70 75

Trp Arg Ala Tyr Phe Lys Arg Leu Arg Asp Glu Ala Pro
85 90

GIn Lys Asn Ser Pro Phe Gly Pro Phe Trp Ser Val Thr
100 105

Asp lle Leu Phe Val Asp Lys Ser His Asp Leu Phe Ser
115 120 125

Glin lle lle Leu Gly Asp Pro Pro Glu Gly Leu Ser Val
130 135 140

lle Ala Met Asp Pro Pro Lys His Asp Val GIn Arg Ser
145 150 155

Gly Val Val Ala Pro Lys Asn Leu Lys Glu Met Glu Gly
165 170

Ser Arg Thr Gly Asp Val Leu Asp Ser Leu Pro Thr Asp
180 185

ido

Arg Leu lle
15

GIn Gly Leu
30

Arg Arg Pro

Thr Leu Ala

GIn Gly GIn
80

Val His Tyr
95

Arg Phe Glu
110

Ala Glu Pro

Glu Met Phe

Ser Val GIn
160

Leu lle Arg
175

Lys Pro Phe
190
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Asn Trp Val Pro Ala Val Ser Lys Glu Leu Thr Gly Arg
195 200 205

Thr Leu Leu Asp Phe Pro Tyr Glu Glu Arg His Lys Leu
210 215 220

Ser Asp Arg Met Ala Gly Ala Ala Ser Ala Thr Gly Gly
225 230 235

Asp Glu Asn Ala Met Phe Asp Asp Ala Ala Asp Met Ala
245 250

Ser Arg Leu Trp Arg Asp Lys Glu Ala Arg Arg Ala Ala
260 265

Pro Gly Phe Asp Leu lle Ser Leu Leu GIn Ser Asn Lys
275 280 285

Asp Leu lle Asn Arg Pro Met Glu Phe lle Gly Asn Leu
290 295 300

lle Val Ala Gly Arg Asp Thr Thr Arg Asn Ser Met Ser
305 310 315

Val Ala Met Asn Glu Phe Pro Arg Glu Phe Glu Lys Leu
325 330

Pro Glu Leu lle Pro Asn Met Val Ser Glu lle lle Arg
340 345

Pro Leu Ala Tyr Met Arg Arg lle Ala Lys GIn Asp Val
355 360 365

Gly GIn Thr lle Lys Lys Gly Asp Arg Val Val Met Trp
370 375 380

Gly Asn Arg Asp Glu Arg Lys Phe Asp Asn Pro Asp Gin
385 390 395

Asp Arg Lys Asp Ala Arg Asn His Met Ser Phe Gly Tyr
405 410

Met Leu Ala

Val Glu Trp

Glu Phe Ala
240

Arg Ser Phe
255

Gly Glu Glu
270

Glu Thr Lys

Thr Leu Leu

Gly Gly Leu
320

Lys Ala Lys
335

Trp GIn Thr
350

Glu Leu Gly

Tyr Ala Ser

Phe lle lle
400

Gly Val His
415
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Arg Cys Met Gly Asn Arg Leu Ala Glu Leu GIn Leu Arg
420 425

Glu Glu lle Leu Lys Arg Phe Asp Asn lle Glu Val Val
435 440 445

Glu Arg Val GIn Ser Asn Phe Val Arg Gly Tyr Ser Arg
450 455 460

Lys Leu Thr Pro Asn Ser Val Leu His Arg His GIn Pro
465 470 475

Gly Glu Pro Ala Ala Arg Ala Val Ser Arg Thr Val Thr
485 490

Leu Asp Arg lle Ala Asp Asp Val Leu Arg Leu Val Leu
500 505

Gly Gly Lys Thr Leu Pro Thr Trp Thr Pro Gly Ala His
515 520 525

Asp Leu Gly Ala Leu Ser Arg GIn Tyr Ser Leu Cys Gly
530 535 540

Ala Pro Ser Tyr Glu lle Ala Val His Leu Asp Pro Glu
545 550 555

Gly Ser Arg Tyr lle His Glu GIn Leu Glu Val Gly Ser
565 570

Met Arg Gly Pro Arg Asn His Phe Ala Leu Asp Pro Gly
580 585

Tyr Val Phe Val Ala Gly Gly lle Gly lle Thr Pro Val
595 600 605

Ala Asp His Ala Arg Ala Arg Gly Trp Ser Tyr Glu Leu
610 615 620

Gly Arg Asn Arg Ser Gly Met Ala Tyr Leu Glu Arg Val
625 630 635

lle Leu Trp
430

Glu Glu Pro

Leu Met Val

Val Thr lle
480

Val Glu Arg
495

Arg Asp Ala
510

lle Asp Leu

Ala Pro Asp

Ser Arg Gly
560

Pro Leu Arg
575

Ala Glu His
590

Leu Ala Met

His Tyr Cys

Ala Gly His
640
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Gly Asp Arg Ala Ala Leu His Val Ser Glu Glu Gly Thr
645 650

Leu Ala Ala Leu Leu Ala Glu Pro Ala Pro Gly Val GIn
660 665

Cys Gly Pro Gly Arg Leu Leu Ala Gly Leu Glu Asp Ala
675 680 685

Trp Pro Asp Gly Ala Leu His Val Glu His Phe Thr Ser
690 695 700

Ala Leu Asp Pro Asp Val Glu His Ala Phe Asp Leu Glu
705 710 715

Ser Gly Leu Thr Val Arg Val Glu Pro Thr GIn Thr Val
725 730

Leu Arg Ala Asn Asn lle Asp Val Pro Ser Asp Cys Glu
740 745

Cys Gly Ser Cys Glu Val Ala Val Leu Asp Gly Glu Val
755 760 765

Asp Thr Val Leu Thr Lys Ala Glu Arg Ala Ala Asn Arg
770 775 780

Thr Cys Cys Ser Arg Ala Cys Gly Asp Arg Leu Ala Leu
785 790 795

<210> 27

<211> 2400

<212> ADN

<213> Secuencia Artificial

<220>
<223> Descripcion de Secuencia Atrtificial: Polinucl
Sintético

<400> 27
atgccaacac tgcccagaac atttgacgac attcagtcec gactgat

agggtggtgc cgatgcagag gcaaattcag ggactgaaat tcttaat
aagaccttcg gcccacgcecg accgatgece gaattcgttg aaacacc

aacacgctgg cccttgagga catcgatgtc agcaatccgt ttttata

Arg lle Asp
655

lle Tyr Ala
670

Ser Arg Asn

Ser Leu Ala

Leu Arg Asp
720

Leu Asp Ala
735

Glu Gly Leu
750

Asp His Arg

GIn Met Met

Arg Leu

eétido

taa cgccacctcc 60
gag cgccaagagg 120
cat cccggacgtt 180

ccg gcagggtcag 240



66

tggcgcgcect atttcaaacg gttgcgtgat gaggegecegg tecatta
cetttcggec ccttetggte ggtaactcgg tttgaagaca tectgtt
cacgacctgt tttccgccga gecgcaaate attctcggtg accctee
gtggaaatgt tcatagcgat ggatccgecg aaacacgatg tgcageg
ggagtagtgg caccgaaaaa cctgaaggag atggaggggc tgatccg
gatgtgcttg acagcctgec tacagacaaa ccctttaact gggtacc
gaactcacag gccgeatgct ggcgacgctt ctggattttc cttacga
ctggttgagt ggtcggacag aatggcaggt gcggeatcgg ccaccgg

gatgaaaatg ccatgtttga cgacgcggca gacatggecc ggtcttt

cgggacaagg aggcgegecg cgcagcagge gaggageccg gtttcga

ttgcagagca acaaagaaac gaaagacctg atcaatcggc cgatgga
ttgacgctgce tcatagtcge cggcaacgat acgacgcgea actcgat
gtggccatga acgaattccc cagggaattt gaaaaattga aggcaaa
ccgaacatgg tgtcggaaat catccgetgg caaacgceegc tggecta
gccaagcagg atgtcgaact gggcggcecag accatcaaga agggtga
tggtacgegt cgggtaaccg ggacgagegce aaatttgaca accccga
gatcgcaagg acgcacgaaa ccacatgtcg ttcggctatg gggttca
aaccgtctgg ctgaactgca actgcgceatc ctctgggaag aaatact
aacatcgaag tcgtcgaaga gcccgagegg gtgcagtceca acttegt
aggttgatgg tcaaactgac accgaacagt gtactccatc gtcatca
ggcgagcecgg ccgctegtge tgtgagecge acggtgacceg ttgageg
gccgacgatg tecttegect ggtecttcge gatgetggag gtaaaac
acgccetggeg ctcacatcga cctggatetg ggtgetetga gecgtea
ggcgctecgg atgeteegte gtacgaaatc gecgtgeact tagatce
ggaagccgct atattcatga acagctggaa gttggaagtc cgetgeg
cgcaaccatt tcgcectgga tccgggtgeg gaacattacg tgtttgt
ggcatcacgc cggtgctgge aatggcggat catgeeegtg cgegtgg
ctgcattatt gtggtcgtaa tcgtagcggt atggcttacc tggaacg

ggtgaccgceg ctgecttgea cgtatctgaa gaaggceacce geattga

cca gaagaacagc 300
cgt ggataagagt 360
gga ggggctgicg 420
cag ctcggtgcag 480
atc acgcaccggc 540
tgc tgtttccaag 600
gga acgccacaag 660
cgg ggagtttgcc 720
ctc caggctitgg 780
ttt gatcagcctg 840
gtt tatcggtaat 900
gag tggtggcctg 960
acc ggagttgatt 1020
tat gcgccgaatc 1080
tcg agttgtcatg 1140
tca gttcatcatt 1200
ccg ttigcatggge 1260
caa gcgttttgac 1320
gcg gggctaticc 1380
acc tgtcaccatc 1440
tct tgatcgcatt 1500
cct cccgacgtgg 1560
gta ttcgctctgc 1620
gga aagccgtggt 1680
tat gcgtggccca 1740
tgc cgggggtatc 1800
ttg gtcgtacgaa 1860
cgt cgcgggacat 1920

tct ggcggeatta 1980
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cttgctgaac cggcgecggg cgtgcaaatc tacgectgeg gtccggg ccg titattagcg 2040
ggtcttgaag acgcgtcteg taattggcecg gatggegegc ttcatgt gga gcatttcact 2100
tcgagtttag ccgctitgga tccggatgtc gaacatgcct ttgattt gga gctgcgtgac 2160
tctggcctta ccgttcgegt cgagcecaact cagaccgttt tagacgce ttt gcgtgcgaac 2220
aatatcgacg tcccgtcgga ttgcgaagag gggctgtgtg gttettg cga agtagccgtt 2280
ctggatggcg aggttgatca ccgtgatacc gttctgacta aggccga gcg cgccgegaat 2340

cgtcagatga tgacttgctg cagtcgtgca tgcggtgate gtctgge gct gcgectetaa 2400

<210> 28
<211> 799
<212> PRT
<213> Secuencia Artificial
<220>
<223> Descripcion de Secuencia Atrtificial: Polipépt ido
Sintético
<400> 28
Met Pro Thr Leu Pro Arg Thr Phe Asp Asp lle GIn Ser Arg Leu lle
1 5 10 15
Asn Ala Thr Ser Arg Val Val Pro Met GIn Arg Gin lle GIn Gly Leu
20 25 30
Lys Phe Leu Met Ser Ala Lys Arg Lys Thr Phe Gly Pro Arg Arg Pro
35 40 45
Met Pro Glu Phe Val Glu Thr Pro lle Pro Asp Val Asn Thr Leu Ala
50 55 60
Leu Glu Asp lle Asp Val Ser Asn Pro Phe Leu Tyr Arg GIn Gly GIn
65 70 75 80
Trp Arg Ala Tyr Phe Lys Arg Leu Arg Asp Glu Ala Pro Val His Tyr
85 90 95
GIn Lys Asn Ser Pro Phe Gly Pro Phe Trp Ser Val Thr Arg Phe Glu
100 105 110
Asp lle Leu Phe Val Asp Lys Ser His Asp Leu Phe Ser Ala Glu Pro

115 120 125
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Glin lle lle Leu Gly Asp Pro Pro Glu Gly Leu Ser Val
130 135 140

lle Ala Met Asp Pro Pro Lys His Asp Val Gln Arg Ser
145 150 155

Gly Val Val Ala Pro Lys Asn Leu Lys Glu Met Glu Gly
165 170

Ser Arg Thr Gly Asp Val Leu Asp Ser Leu Pro Thr Asp
180 185

Asn Trp Val Pro Ala Val Ser Lys Glu Leu Thr Gly Arg
195 200 205

Thr Leu Leu Asp Phe Pro Tyr Glu Glu Arg His Lys Leu
210 215 220

Ser Asp Arg Met Ala Gly Ala Ala Ser Ala Thr Gly Gly
225 230 235

Asp Glu Asn Ala Met Phe Asp Asp Ala Ala Asp Met Ala
245 250

Ser Arg Leu Trp Arg Asp Lys Glu Ala Arg Arg Ala Ala
260 265

Pro Gly Phe Asp Leu lle Ser Leu Leu GIn Ser Asn Lys
275 280 285

Asp Leu lle Asn Arg Pro Met Glu Phe lle Gly Asn Leu
290 295 300

lle Val Ala Gly Asn Asp Thr Thr Arg Asn Ser Met Ser
305 310 315

Val Ala Met Asn Glu Phe Pro Arg Glu Phe Glu Lys Leu
325 330

Pro Glu Leu lle Pro Asn Met Val Ser Glu lle lle Arg
340 345

Glu Met Phe

Ser Val GIn
160

Leu lle Arg
175

Lys Pro Phe
190

Met Leu Ala

Val Glu Trp

Glu Phe Ala
240

Arg Ser Phe
255

Gly Glu Glu
270

Glu Thr Lys

Thr Leu Leu

Gly Gly Leu
320

Lys Ala Lys
335

Trp GIn Thr
350
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Pro Leu Ala Tyr Met Arg Arg lle Ala Lys GIn Asp Val
355 360 365

Gly GIn Thr lle Lys Lys Gly Asp Arg Val Val Met Trp
370 375 380

Gly Asn Arg Asp Glu Arg Lys Phe Asp Asn Pro Asp Gin
385 390 395

Asp Arg Lys Asp Ala Arg Asn His Met Ser Phe Gly Tyr
405 410

Arg Cys Met Gly Asn Arg Leu Ala Glu Leu Gin Leu Arg
420 425

Glu Glu lle Leu Lys Arg Phe Asp Asn lle Glu Val Val
435 440 445

Glu Arg Val GIn Ser Asn Phe Val Arg Gly Tyr Ser Arg
450 455 460

Lys Leu Thr Pro Asn Ser Val Leu His Arg His GIn Pro
465 470 475

Gly Glu Pro Ala Ala Arg Ala Val Ser Arg Thr Val Thr
485 490

Leu Asp Arg lle Ala Asp Asp Val Leu Arg Leu Val Leu
500 505

Gly Gly Lys Thr Leu Pro Thr Trp Thr Pro Gly Ala His
515 520 525

Asp Leu Gly Ala Leu Ser Arg GIn Tyr Ser Leu Cys Gly
530 535 540

Ala Pro Ser Tyr Glu lle Ala Val His Leu Asp Pro Glu
545 550 555

Gly Ser Arg Tyr lle His Glu GIn Leu Glu Val Gly Ser
565 570

Glu Leu Gly

Tyr Ala Ser

Phe lle lle
400

Gly Val His
415

lle Leu Trp
430

Glu Glu Pro

Leu Met Val

Val Thr lle
480

Val Glu Arg
495

Arg Asp Ala
510

lle Asp Leu

Ala Pro Asp

Ser Arg Gly
560

Pro Leu Arg
575
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Met Arg Gly Pro Arg Asn His Phe Ala Leu Asp Pro Gly
580 585

Tyr Val Phe Val Ala Gly Gly lle Gly lle Thr Pro Val
595 600 605

Ala Asp His Ala Arg Ala Arg Gly Trp Ser Tyr Glu Leu
610 615 620

Gly Arg Asn Arg Ser Gly Met Ala Tyr Leu Glu Arg Val
625 630 635

Gly Asp Arg Ala Ala Leu His Val Ser Glu Glu Gly Thr
645 650

Leu Ala Ala Leu Leu Ala Glu Pro Ala Pro Gly Val GIn
660 665

Cys Gly Pro Gly Arg Leu Leu Ala Gly Leu Glu Asp Ala
675 680 685

Trp Pro Asp Gly Ala Leu His Val Glu His Phe Thr Ser
690 695 700

Ala Leu Asp Pro Asp Val Glu His Ala Phe Asp Leu Glu
705 710 715

Ser Gly Leu Thr Val Arg Val Glu Pro Thr GIn Thr Val
725 730

Leu Arg Ala Asn Asn lle Asp Val Pro Ser Asp Cys Glu
740 745

Cys Gly Ser Cys Glu Val Ala Val Leu Asp Gly Glu Val
755 760 765

Asp Thr Val Leu Thr Lys Ala Glu Arg Ala Ala Asn Arg
770 775 780

Thr Cys Cys Ser Arg Ala Cys Gly Asp Arg Leu Ala Leu
785 790 795

<210>29

Ala Glu His
590

Leu Ala Met

His Tyr Cys

Ala Gly His
640

Arg lle Asp
655

lle Tyr Ala
670

Ser Arg Asn

Ser Leu Ala

Leu Arg Asp
720

Leu Asp Ala
735

Glu Gly Leu

750

Asp His Arg

GIn Met Met

Arg Leu
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<211> 2400

<212> ADN

<213> Secuencia Artificial

<220>

<223> Descripcion de Secuencia Atrtificial: Polinucl
Sintético

<400> 29
atgccaacac tgcccagaac atttgacgac attcagtcec gactgat

agggtggtgc cgatgcagag gcaaattcag ggactgaaat tcttaat
aagaccttcg gcccacgeceg accgatgece gaattcgttg aaacacc
aacacgctgg cccttgagga catcgatgtc agcaatccgt ttttata
tggcgcgcect atttcaaacg gttgegtgat gaggegecegg tecatta
cctttcggec ccttetggte ggtaactcgg tttgaagaca tectgtt
cacgacctgt tttccgccga gecgcaaate attctcggtg accctee

gtggaaatgt tcatagcgat ggatccgecyg aaacacgatg tgcageg

ggagtagtgg caccgaaaaa cctgaaggag atggaggggc tgatccg

gatgtgcttg acagcctgcc tacagacaaa ccctttaact gggtacc
gaactcacag gccgceatgct ggcgacgctt ctggattttc cttacga
ctggttgagt ggtcggacag aatggcaggt gcagcatcgg ccaccgg

gatgaaaatg ccatgtttga cgacgcggca gacatggecc ggtcttt

cgggacaagg aggcgcgecg cgcagcaggce gaggagcccg gtttcga

ttgcagagca acaaagaaac gaaagacctg atcaatcggc cgatgga

ttgacgctgc tcatagtcge cggcaacgat acgacgcegca actcgat
gtggccatga acgaattccc cagggaattt gaaaaattga aggcaaa

ccgaacatgg tgtcggaaat catccgetgg caaacgecgc tggecta

gccaagceagg atgtcgaact gggeggecag accatcaaga agggtga

tggtacgegt cgggtaaccg ggacgagegce aaatttgaca accccga
gatcgcaagg acgcacgaaa ccacatgtcg ttcggctatg ggegtca
aaccgtctgg ctgaactgca actgcgceatc ctctgggaag aaatact

aacatcgaag tcgtcgaaga gcccgagegg gtgcagtceca acttegt

aggttgatgg tcaaactgac accgaacagt gtactccatc gtcatca

eétido

taa cgccacctec
gag cgccaagagg
cat cccggacgtt
ccg gcagggtcag
cca gaagaacagc
cgt ggataagagt
gga ggggctgtcg
cag ctcggtgcag
atc acgcaccggc
tgc tgtttccaag
gga acgccacaag
cgg ggagtttgcc
ctc caggctttgg

ttt gatcagcctg

gtt tatcggtaat
gag tggtggectg
acc ggagttgatt
tat gcgccgaatc

tcg agttgtcatg

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

tca gttcatcatt 1200

ccg ttgcatggge
caa gcgttttgac
gcg gggctattcc

acc tgtcaccatc

1260

1320

1380

1440
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ggcgagccgg ccgetegtge tgtgagecge acggtgaccg ttgageg
gccgacgatg tecttcgect ggtecttcge gatgetggag gtaaaac
acgcctggceg ctcacatcga cctggatctg ggtgcetctga geegtca
ggcgctcegg atgcteegte gtacgaaatc gecgtgeact tagatcc
ggaagccgct atattcatga acagctggaa gttggaagtc cgctgeg
cgcaaccatt tcgccctgga tccgggtgeg gaacattacg tgtttgt
ggcatcacgc cggtgctgge aatggcggat catgeeegtg cgegtgg
ctgcattatt gtggtcgtaa tcgtageggt atggcttacce tggaacg
ggtgaccgcg ctgecttgea cgtatctgaa gaaggcaccc geattga
cttgctgaac cggecgeeggg cgtgcaaate tacgectgeg gtccggg
ggtcttgaag acgcgtctcg taattggecg gatggegegc ttcatgt
tcgagtttag ccgctttgga tccggatgtc gaacatgect ttgattt
tctggcctta ccgttcgegt cgagccaact cagaccgtit tagacge
aatatcgacg tccegtcgga ttgcgaagag gggctgtgtg gttettg
ctggatggcg aggttgatca ccgtgatacc gttctgacta aggecga
cgtcagatga tgacttgctg cagtcgtgca tgcggtgatc gtctgge
<210> 30
<211>799
<212> PRT
<213> Secuencia Atrtificial
<220>
<223> Descripcion de Secuencia Atrtificial: Polipépt
Sintético
<400> 30

Met Pro Thr Leu Pro Arg Thr Phe Asp Asp lle GIn Ser
1 5 10

Asn Ala Thr Ser Arg Val Val Pro Met GIn Arg Gin lle
20 25

Lys Phe Leu Met Ser Ala Lys Arg Lys Thr Phe Gly Pro
35 40 45

Met Pro Glu Phe Val Glu Thr Pro lle Pro Asp Val Asn
50 55 60

tct tgatcgcatt 1500
cct cccgacgtgg 1560
gta ttcgctctgec 1620
gga aagccgtggt 1680
tat gcgtggccca 1740
tgc cgggggtatc 1800
ttg gtcgtacgaa 1860
cgt cgcgggacat 1920
tct ggcggceatta 1980
ccg titattagcg 2040
gga gcatttcact 2100
gga gctgegtgac 2160
ttt gcgtgcgaac 2220
cga agtagccgtt 2280
gcg cgecgegaat 2340

gct gcgectctaa 2400

ido

Arg Leu lle
15

GIn Gly Leu
30

Arg Arg Pro

Thr Leu Ala
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Leu Glu Asp lle Asp Val Ser Asn Pro Phe Leu Tyr Arg
65 70 75

Trp Arg Ala Tyr Phe Lys Arg Leu Arg Asp Glu Ala Pro
85 90

GIn Lys Asn Ser Pro Phe Gly Pro Phe Trp Ser Val Thr
100 105

Asp lle Leu Phe Val Asp Lys Ser His Asp Leu Phe Ser
115 120 125

Glin lle lle Leu Gly Asp Pro Pro Glu Gly Leu Ser Val
130 135 140

lle Ala Met Asp Pro Pro Lys His Asp Val Gln Arg Ser
145 150 155

Gly Val Val Ala Pro Lys Asn Leu Lys Glu Met Glu Gly
165 170

Ser Arg Thr Gly Asp Val Leu Asp Ser Leu Pro Thr Asp
180 185

Asn Trp Val Pro Ala Val Ser Lys Glu Leu Thr Gly Arg
195 200 205

Thr Leu Leu Asp Phe Pro Tyr Glu Glu Arg His Lys Leu
210 215 220

Ser Asp Arg Met Ala Gly Ala Ala Ser Ala Thr Gly Gly
225 230 235

Asp Glu Asn Ala Met Phe Asp Asp Ala Ala Asp Met Ala
245 250

Ser Arg Leu Trp Arg Asp Lys Glu Ala Arg Arg Ala Ala
260 265

Pro Gly Phe Asp Leu lle Ser Leu Leu GIn Ser Asn Lys
275 280 285

GIn Gly GIn
80

Val His Tyr
95

Arg Phe Glu
110

Ala Glu Pro

Glu Met Phe

Ser Val GIn
160

Leu lle Arg
175

Lys Pro Phe
190

Met Leu Ala

Val Glu Trp

Glu Phe Ala
240

Arg Ser Phe
255

Gly Glu Glu
270

Glu Thr Lys
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Asp Leu lle Asn Arg Pro Met Glu Phe lle Gly Asn Leu
290 295 300

lle Val Ala Gly Asn Asp Thr Thr Arg Asn Ser Met Ser
305 310 315

Val Ala Met Asn Glu Phe Pro Arg Glu Phe Glu Lys Leu
325 330

Pro Glu Leu lle Pro Asn Met Val Ser Glu lle lle Arg
340 345

Pro Leu Ala Tyr Met Arg Arg lle Ala Lys GIn Asp Val
355 360 365

Gly GIn Thr lle Lys Lys Gly Asp Arg Val Val Met Trp
370 375 380

Gly Asn Arg Asp Glu Arg Lys Phe Asp Asn Pro Asp Gin
385 390 395

Asp Arg Lys Asp Ala Arg Asn His Met Ser Phe Gly Tyr
405 410

Arg Cys Met Gly Asn Arg Leu Ala Glu Leu Gin Leu Arg
420 425

Glu Glu lle Leu Lys Arg Phe Asp Asn lle Glu Val Val
435 440 445

Glu Arg Val GIn Ser Asn Phe Val Arg Gly Tyr Ser Arg
450 455 460

Lys Leu Thr Pro Asn Ser Val Leu His Arg His GIn Pro
465 470 475

Gly Glu Pro Ala Ala Arg Ala Val Ser Arg Thr Val Thr
485 490

Leu Asp Arg lle Ala Asp Asp Val Leu Arg Leu Val Leu
500 505

Thr Leu Leu

Gly Gly Leu
320

Lys Ala Lys
335

Trp GIn Thr
350

Glu Leu Gly

Tyr Ala Ser

Phe lle lle
400

Gly Arg His
415

lle Leu Trp
430

Glu Glu Pro

Leu Met Val

Val Thr lle
480

Val Glu Arg
495

Arg Asp Ala
510



75

Gly Gly Lys Thr Leu Pro Thr Trp Thr Pro Gly Ala His
515 520 525

Asp Leu Gly Ala Leu Ser Arg GIn Tyr Ser Leu Cys Gly
530 535 540

Ala Pro Ser Tyr Glu lle Ala Val His Leu Asp Pro Glu
545 550 555

Gly Ser Arg Tyr lle His Glu GIn Leu Glu Val Gly Ser
565 570

Met Arg Gly Pro Arg Asn His Phe Ala Leu Asp Pro Gly
580 585

Tyr Val Phe Val Ala Gly Gly lle Gly lle Thr Pro Val
595 600 605

Ala Asp His Ala Arg Ala Arg Gly Trp Ser Tyr Glu Leu
610 615 620

Gly Arg Asn Arg Ser Gly Met Ala Tyr Leu Glu Arg Val
625 630 635

Gly Asp Arg Ala Ala Leu His Val Ser Glu Glu Gly Thr
645 650

Leu Ala Ala Leu Leu Ala Glu Pro Ala Pro Gly Val GIn
660 665

Cys Gly Pro Gly Arg Leu Leu Ala Gly Leu Glu Asp Ala
675 680 685

Trp Pro Asp Gly Ala Leu His Val Glu His Phe Thr Ser
690 695 700

Ala Leu Asp Pro Asp Val Glu His Ala Phe Asp Leu Glu
705 710 715

Ser Gly Leu Thr Val Arg Val Glu Pro Thr GIn Thr Val
725 730

lle Asp Leu

Ala Pro Asp

Ser Arg Gly
560

Pro Leu Arg
575

Ala Glu His
590

Leu Ala Met

His Tyr Cys

Ala Gly His
640

Arg lle Asp
655

lle Tyr Ala
670

Ser Arg Asn

Ser Leu Ala

Leu Arg Asp
720

Leu Asp Ala
735
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Leu Arg Ala Asn Asn lle Asp Val Pro Ser Asp Cys Glu
740 745

Cys Gly Ser Cys Glu Val Ala Val Leu Asp Gly Glu Val
755 760 765

Asp Thr Val Leu Thr Lys Ala Glu Arg Ala Ala Asn Arg
770 775 780

Thr Cys Cys Ser Arg Ala Cys Gly Asp Arg Leu Ala Leu
785 790 795

<210> 31

<211> 2400

<212> ADN

<213> Secuencia Artificial

<220>

<223> Descripcion de Secuencia Atrtificial: Polinucl
Sintético

<400> 31
atgccaacac tgcccagaac atttgacgac attcagtccc gactgat

agggtggtgc cgatgcagag gcaaattcag ggactgaaat tcttaat
aagaccttcg gcccacgcecg accgatgece gaattcgttg aaacacc
aacacgctgg cccttgagga catcgatgtc agcaatccgt ttttata
tggcgcgcect atttcaaacg gttgcgtgat gaggegecgg tecatta
cctttcggec ccttetggte ggtaactcgg tttgaagaca tectgtt
cacgacctgt tttccgccga gecgcaaate attctcggtg accctee

atcgaaatgt tcatagcgat ggatccgecg aaacacgatg tgcageg

ggagtagtgg caccgaaaaa cctgaaggag atggaggggc tgatccg

gatgtgcttg acagcctgec tacagacaaa ccctttaact gggtacc
gaactcacag gccgceatget ggegacgctt ctggatttte cttacga
ctggttgagt ggtcggacag aatggcaggt acagcatcgg ccaccgg

gatgaaaatg ccatgtttga cgacgcggca gacatggecc ggtcttt

cgggacaagg aggcgegecg cgcagcagge gaggageccg gtttcga

ttgcagagca acaaagaaac gaaagacctg atcaatcggc cgatgga

ttgacgctge tcatagtcge cggcaacgat acgacgcgcea actcgat

Glu Gly Leu
750

Asp His Arg

GIn Met Met

Arg Leu

eétido

taa cgccacctcc 60
gag cgccaagagg 120
cat cccggacgtt 180
ccg gcagggtcag 240
cca gaagaacagc 300
cgt ggataagagt 360
gga ggggctgtcg 420
cag ctcggtgcag 480
atc acgcaccggc 540
tgc tgtttccaag 600
gga acgccacaag 660
cgg ggagtttgcc 720
ctc caggctitgg 780
ttt gatcagcctg 840

gtt tatcggtaat 900

gag tggtggcctg 960
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gtggccatga acgaattccc cagggaattt gaaaaattga aggcaaa

ccgaacatgg tgtcggaaat catccgetgg caaacgecgc tggecta

gccaagceagg atgtcgaact gggeggecag accatcaaga agggtga

tggtacgcgt cgggtaaccg ggacgagegce aaatttgaca accccga
gatcgcaagg acgcacgaaa ccacatgtcg ttcggctatg gggttca
aaccgtctgg ctgaactgca actgcgcatc ctctgggaag aaatact
aacatcgaag tcgtcgaaga gcccgagegg gtgcagtcca acttegt
aggttgatgg tcaaactgac accgaacagt gtactccatc gtcatca
ggcgagccgg ccgetegtge tgtgageecge acggtgaccg ttgageg
gccgacgatg tecttcgect ggtecttcge gatgetggag gtaaaac
acgcctggceg ctcacatcga cctggatctg ggtgcetctga geegtca
ggcgctccgg atgeteegte gtacgaaatc geecgtgeact tagatec
ggaagccgct atattcatga acagctggaa gttggaagtc cgctgeg
cgcaaccatt tcgecctgga tccgggtgeg gaacattacg tgtttgt
ggcatcacgc cggtgctgge aatggcggat catgeeegtg cgegtgg
ctgcattatt gtggtcgtaa tcgtageggt atggcttacce tggaacg
ggtgaccgcg ctgecttgea cgtatctgaa gaaggcaccc geattga
cttgctgaac cggcgecggg cgtgcaaatce tacgectgeg gtccggg
ggtcttgaag acgcgtcteg taattggecg gatggegcegc ttcatgt
tcgagtttag ccgctttgga tccggatgtc gaacatgect ttgattt
tctggcctta ccgttcgegt cgagccaact cagaccgtit tagacge
aatatcgacg tccegtcgga ttgcgaagag gggcetgtgtg gttettg
ctggatggcg aggttgatca ccgtgatacc gttctgacta aggeccga
cgtcagatga tgacttgctg cagtcgtgca tgcggtgate gtctgge
<210> 32

<211> 799

<212> PRT

<213> Secuencia Artificial

<220>

<223> Descripcion de Secuencia Atrtificial: Polipépt
Sintético

acc ggagttgatt 1020
tat gcgccgaatc 1080
tcg agttgtcatg 1140
tca gttcatcatt 1200
ccg ttgcatggge 1260
caa gcgttttgac 1320
gcg gggctattcc 1380
acc tgtcaccatc 1440
tct tgatcgcatt 1500
cct cccgacgtgg 1560
gta ttcgctctgec 1620
gga aagccgtggt 1680
tat gcgtggccca 1740
tgc cgggggtatc 1800
ttg gtcgtacgaa 1860
cgt cgcgggacat 1920
tct ggcggeatta 1980
ccg titattagcg 2040
gga gcatttcact 2100
gga gctgecgtgac 2160
ttt gcgtgcgaac 2220
cga agtagccgtt 2280
gcg cgccgegaat 2340

gct gcgectctaa 2400

ido
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<400> 32
Met Pro Thr Leu Pro Arg Thr Phe Asp Asp lle GIn Ser
1 5 10

Asn Ala Thr Ser Arg Val Val Pro Met GIn Arg Gin lle
20 25

Lys Phe Leu Met Ser Ala Lys Arg Lys Thr Phe Gly Pro
35 40 45

Met Pro Glu Phe Val Glu Thr Pro lle Pro Asp Val Asn
50 55 60

Leu Glu Asp lle Asp Val Ser Asn Pro Phe Leu Tyr Arg
65 70 75

Trp Arg Ala Tyr Phe Lys Arg Leu Arg Asp Glu Ala Pro
85 90

GlIn Lys Asn Ser Pro Phe Gly Pro Phe Trp Ser Val Thr
100 105

Asp lle Leu Phe Val Asp Lys Ser His Asp Leu Phe Ser
115 120 125

Glin lle lle Leu Gly Asp Pro Pro Glu Gly Leu Ser lle
130 135 140

lle Ala Met Asp Pro Pro Lys His Asp Val GIn Arg Ser
145 150 155

Gly Val Val Ala Pro Lys Asn Leu Lys Glu Met Glu Gly
165 170

Ser Arg Thr Gly Asp Val Leu Asp Ser Leu Pro Thr Asp
180 185

Asn Trp Val Pro Ala Val Ser Lys Glu Leu Thr Gly Arg
195 200 205

Thr Leu Leu Asp Phe Pro Tyr Glu Glu Arg His Lys Leu
210 215 220

Arg Leu lle
15

GIn Gly Leu
30

Arg Arg Pro

Thr Leu Ala

GIn Gly GIn
80

Val His Tyr
95

Arg Phe Glu
110

Ala Glu Pro

Glu Met Phe

Ser Val GIn
160

Leu lle Arg
175

Lys Pro Phe
190

Met Leu Ala

Val Glu Trp
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Ser Asp Arg Met Ala Gly Thr Ala Ser Ala Thr Gly Gly
225 230 235

Asp Glu Asn Ala Met Phe Asp Asp Ala Ala Asp Met Ala
245 250

Ser Arg Leu Trp Arg Asp Lys Glu Ala Arg Arg Ala Ala
260 265

Pro Gly Phe Asp Leu lle Ser Leu Leu GIn Ser Asn Lys
275 280 285

Asp Leu lle Asn Arg Pro Met Glu Phe lle Gly Asn Leu
290 295 300

lle Val Ala Gly Asn Asp Thr Thr Arg Asn Ser Met Ser
305 310 315

Val Ala Met Asn Glu Phe Pro Arg Glu Phe Glu Lys Leu
325 330

Pro Glu Leu lle Pro Asn Met Val Ser Glu lle lle Arg
340 345

Pro Leu Ala Tyr Met Arg Arg lle Ala Lys GIn Asp Val
355 360 365

Gly GIn Thr lle Lys Lys Gly Asp Arg Val Val Met Trp
370 375 380

Gly Asn Arg Asp Glu Arg Lys Phe Asp Asn Pro Asp Gin
385 390 395

Asp Arg Lys Asp Ala Arg Asn His Met Ser Phe Gly Tyr
405 410

Arg Cys Met Gly Asn Arg Leu Ala Glu Leu GIn Leu Arg
420 425

Glu Glu lle Leu Lys Arg Phe Asp Asn lle Glu Val Val
435 440 445

Glu Phe Ala
240

Arg Ser Phe
255

Gly Glu Glu
270

Glu Thr Lys

Thr Leu Leu

Gly Gly Leu
320

Lys Ala Lys
335

Trp GIn Thr
350

Glu Leu Gly

Tyr Ala Ser

Phe lle lle
400

Gly Val His
415

lle Leu Trp
430

Glu Glu Pro



80

Glu Arg Val GIn Ser Asn Phe Val Arg Gly Tyr Ser Arg
450 455 460

Lys Leu Thr Pro Asn Ser Val Leu His Arg His GIn Pro
465 470 475

Gly Glu Pro Ala Ala Arg Ala Val Ser Arg Thr Val Thr
485 490

Leu Asp Arg lle Ala Asp Asp Val Leu Arg Leu Val Leu
500 505

Gly Gly Lys Thr Leu Pro Thr Trp Thr Pro Gly Ala His
515 520 525

Asp Leu Gly Ala Leu Ser Arg GIn Tyr Ser Leu Cys Gly
530 535 540

Ala Pro Ser Tyr Glu lle Ala Val His Leu Asp Pro Glu
545 550 555

Gly Ser Arg Tyr lle His Glu GIn Leu Glu Val Gly Ser
565 570

Met Arg Gly Pro Arg Asn His Phe Ala Leu Asp Pro Gly
580 585

Tyr Val Phe Val Ala Gly Gly lle Gly lle Thr Pro Val
595 600 605

Ala Asp His Ala Arg Ala Arg Gly Trp Ser Tyr Glu Leu
610 615 620

Gly Arg Asn Arg Ser Gly Met Ala Tyr Leu Glu Arg Val
625 630 635

Gly Asp Arg Ala Ala Leu His Val Ser Glu Glu Gly Thr
645 650

Leu Ala Ala Leu Leu Ala Glu Pro Ala Pro Gly Val GIn
660 665

Leu Met Val

Val Thr lle
480

Val Glu Arg
495

Arg Asp Ala
510

lle Asp Leu

Ala Pro Asp

Ser Arg Gly
560

Pro Leu Arg
575

Ala Glu His
590

Leu Ala Met

His Tyr Cys

Ala Gly His
640

Arg lle Asp
655

lle Tyr Ala
670
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Cys Gly Pro Gly Arg Leu Leu Ala Gly Leu Glu Asp Ala
675 680 685

Trp Pro Asp Gly Ala Leu His Val Glu His Phe Thr Ser
690 695 700

Ala Leu Asp Pro Asp Val Glu His Ala Phe Asp Leu Glu
705 710 715

Ser Gly Leu Thr Val Arg Val Glu Pro Thr GIn Thr Val
725 730

Leu Arg Ala Asn Asn lle Asp Val Pro Ser Asp Cys Glu
740 745

Cys Gly Ser Cys Glu Val Ala Val Leu Asp Gly Glu Val
755 760 765

Asp Thr Val Leu Thr Lys Ala Glu Arg Ala Ala Asn Arg
770 775 780

Thr Cys Cys Ser Arg Ala Cys Gly Asp Arg Leu Ala Leu
785 790 795

<210> 33

<211> 2400

<212> ADN

<213> Secuencia Artificial

<220>

<223> Descripcion de Secuencia Atrtificial: Polinucl
Sintético

<400> 33
atgccaacac tgcccagaac atttgacgac attcagtccc gactgat

agggtggtgce cgatgcagct gcaaattcag ggactgaaat tcttaat
aagaccttcg gcccacgeceg accgatgece gaattcgttg aaacacc
aacacgctgg cccttgagga catcgatgtc agcaatccgt ttttata
tgggacgcct atttcaaacg gttgegtgat gaggcgecgg tecatta
cetttcggec ccttetggte ggtaactcgg tttgaagaca tectgtt
cacgacctgt tttccgccga gecgcaaate attctcggtg accctee

atggaaatgt tcatagcgat ggatccgecg aaacacgatg tgcageg

Ser Arg Asn

Ser Leu Ala

Leu Arg Asp
720

Leu Asp Ala
735

Glu Gly Leu
750

Asp His Arg

GIn Met Met

Arg Leu

eétido

taa cgccacctce 60
gag cgccaagagg 120
cat cccggacgtt 180
ccg gcagggtcag 240
cca gaagaacagc 300
cgt ggataagagt 360
gga ggggctgicg 420

cag ctcggtgcag 480
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ggagtagtgg caccgaaaaa cctgaaggag atggaggggc tgatccg

gatgtgcttg acagcctgcc tacagacaaa ccctttaact gggtacc
gaactcacag gccgceatgct ggcgacgctt ctggattttc cttacga
ctggttgagt ggtcggacag aatggcaggt gcagcatcgg ccaccgg

gatgaaaatg ccatgtttga cgacgcggca gacatggecc ggtcttt

cgggacaagg aggcgcgecg cgcagcagge gaggageccg gtttcga

ttgcagagca acaaagaaac gaaagacctg atcaatcggc cgatgga

ttgacgctgc tcatagtcge cggegeggat acgacgegea actcgat
gtggccatga acgaattccc cagggaattt gaaaaattga aggcaaa

ccgaacatgg tgtcggaaat catccgetgg caaacgcecgc tggecta

gccaagceagg atgtcgaact gggeggecag accatcaaga agggtga

tggtacgegt cgggtaaccg ggacgagegc aaatttgaca accccga
gatcgcaagg acgcacgaaa ccacatgtcg ttcggctatg gggttca
aaccgtctgg ctgaactgca actgcgceatc ctctgggaag aaatact
aacatcgaag tcgtcgaaga gcccgagegg gtgcagtceca acttcgt
aggttgatgg tcaaactgac accgaacagt gtactccatc gtcatca
ggcgagcecgg cecgetegtge tgtgagecge acggtgacceg ttgageg
gccgacgatg tecttegect ggtecttcge gatgetggag gtaaaac
acgccetggeg ctcacatcga cctggatetg ggtgetetga gecgtea
ggcgctecgg atgeteegte gtacgaaatc gecgtgeact tagatce
ggaagccgct atattcatga acagctggaa gttggaagtc cgetgeg
cgcaaccatt tcgcectgga tccgggtgeg gaacattacg tgtttgt
ggcatcacgc cggtgctgge aatggcggat catgecegtg cgegtgg
ctgcattatt gtggtcgtaa tcgtagcggt atggcttacc tggaacg
ggtgaccgcg ctgecttgea cgtatctgaa gaaggceacce geattga
cttgctgaac cggegecggg cgtgcaaate tacgectgeg gtceggg
ggtcttgaag acgegtctcg taattggecg gatggegegc ttcatgt
tcgagtttag ccgcetttgga tccggatgtc gaacatgcct ttgattt

tctggcctta cegttcgegt cgagecaact cagaccgttt tagacge

atc aaacaccggc 540
tgc tgtttccaag 600
gga acgccacaag 660
cgg ggagtttgcc 720
ctc caggcetitgg 780
ttt gatcagcctg 840
gtt tatcggtaat 900
gag tggtggcctg 960
acc ggagttgatt 1020
tat gcgccgaatc 1080
tcg agttgtcatg 1140
tca gttcatcatt 1200
ccg tigcatggge 1260
caa gcgttttgac 1320
gcg gggctattcc 1380
acc tgtcaccatc 1440
tct tgatcgcatt 1500
cct cccgacgtgg 1560
gta ttcgctctgec 1620
gga aagccgtggt 1680
tat gcgtggccca 1740
tgc cgggggtatc 1800
ttg gtcgtacgaa 1860
cgt cgcgggacat 1920
tct ggcggeatta 1980
ccg titattagcg 2040
gga gcatttcact 2100
gga gctgcgtgac 2160

ttt gcgtgcgaac 2220
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aatatcgacg tcccgtcgga ttgcgaagag gggctgtgtg gttcttg cga agtagccgtt 2280
ctggatggcg aggttgatca ccgtgatacc gttctgacta aggccga gcg cgecgegaat 2340

cgtcagatga tgacttgctg cagtcgtgca tgcggtgatc gtctgge gct gcgectctaa 2400

<210> 34
<211> 799
<212> PRT
<213> Secuencia Artificial
<220>
<223> Descripcion de Secuencia Atrtificial: Polipépt ido
Sintético
<400> 34
Met Pro Thr Leu Pro Arg Thr Phe Asp Asp lle GIn Ser Arg Leu lle
1 5 10 15
Asn Ala Thr Ser Arg Val Val Pro Met GIn Leu GIn lle GIn Gly Leu
20 25 30
Lys Phe Leu Met Ser Ala Lys Arg Lys Thr Phe Gly Pro Arg Arg Pro
35 40 45
Met Pro Glu Phe Val Glu Thr Pro lle Pro Asp Val Asn Thr Leu Ala
50 55 60
Leu Glu Asp lle Asp Val Ser Asn Pro Phe Leu Tyr Arg GIn Gly GIn
65 70 75 80
Trp Asp Ala Tyr Phe Lys Arg Leu Arg Asp Glu Ala Pro Val His Tyr
85 90 95
GIn Lys Asn Ser Pro Phe Gly Pro Phe Trp Ser Val Thr Arg Phe Glu
100 105 110
Asp lle Leu Phe Val Asp Lys Ser His Asp Leu Phe Ser Ala Glu Pro
115 120 125
Glin lle lle Leu Gly Asp Pro Pro Glu Gly Leu Ser Met Glu Met Phe
130 135 140
lle Ala Met Asp Pro Pro Lys His Asp Val GIn Arg Ser Ser Val GIn

145 150 155

160
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Gly Val Val Ala Pro Lys Asn Leu Lys Glu Met Glu Gly
165 170

Ser Asn Thr Gly Asp Val Leu Asp Ser Leu Pro Thr Asp
180 185

Asn Trp Val Pro Ala Val Ser Lys Glu Leu Thr Gly Arg
195 200 205

Thr Leu Leu Asp Phe Pro Tyr Glu Glu Arg His Lys Leu
210 215 220

Ser Asp Arg Met Ala Gly Ala Ala Ser Ala Thr Gly Gly
225 230 235

Asp Glu Asn Ala Met Phe Asp Asp Ala Ala Asp Met Ala
245 250

Ser Arg Leu Trp Arg Asp Lys Glu Ala Arg Arg Ala Ala
260 265

Pro Gly Phe Asp Leu lle Ser Leu Leu GIn Ser Asn Lys
275 280 285

Asp Leu lle Asn Arg Pro Met Glu Phe lle Gly Asn Leu
290 295 300

lle Val Ala Gly Ala Asp Thr Thr Arg Asn Ser Met Ser
305 310 315

Val Ala Met Asn Glu Phe Pro Arg Glu Phe Glu Lys Leu
325 330

Pro Glu Leu lle Pro Asn Met Val Ser Glu lle lle Arg
340 345

Pro Leu Ala Tyr Met Arg Arg lle Ala Lys GIn Asp Val
355 360 365

Gly GIn Thr lle Lys Lys Gly Asp Arg Val Val Met Trp
370 375 380

Leu lle Arg
175

Lys Pro Phe
190

Met Leu Ala

Val Glu Trp

Glu Phe Ala
240

Arg Ser Phe
255

Gly Glu Glu
270

Glu Thr Lys

Thr Leu Leu

Gly Gly Leu
320

Lys Ala Lys
335

Trp GIn Thr
350

Glu Leu Gly

Tyr Ala Ser
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Gly Asn Arg Asp Glu Arg Lys Phe Asp Asn Pro Asp Gin
385 390 395

Asp Arg Lys Asp Ala Arg Asn His Met Ser Phe Gly Tyr
405 410

Arg Cys Met Gly Asn Arg Leu Ala Glu Leu GIn Leu Arg
420 425

Glu Glu lle Leu Lys Arg Phe Asp Asn lle Glu Val Val
435 440 445

Glu Arg Val GIn Ser Asn Phe Val Arg Gly Tyr Ser Arg
450 455 460

Lys Leu Thr Pro Asn Ser Val Leu His Arg His GIn Pro
465 470 475

Gly Glu Pro Ala Ala Arg Ala Val Ser Arg Thr Val Thr
485 490

Leu Asp Arg lle Ala Asp Asp Val Leu Arg Leu Val Leu
500 505

Gly Gly Lys Thr Leu Pro Thr Trp Thr Pro Gly Ala His
515 520 525

Asp Leu Gly Ala Leu Ser Arg GIn Tyr Ser Leu Cys Gly
530 535 540

Ala Pro Ser Tyr Glu lle Ala Val His Leu Asp Pro Glu
545 550 555

Gly Ser Arg Tyr lle His Glu GIn Leu Glu Val Gly Ser
565 570

Met Arg Gly Pro Arg Asn His Phe Ala Leu Asp Pro Gly
580 585

Tyr Val Phe Val Ala Gly Gly lle Gly lle Thr Pro Val
595 600 605

Phe lle lle
400

Gly Val His
415

lle Leu Trp
430

Glu Glu Pro

Leu Met Val

Val Thr lle
480

Val Glu Arg
495

Arg Asp Ala
510

lle Asp Leu

Ala Pro Asp

Ser Arg Gly
560

Pro Leu Arg
575

Ala Glu His
590

Leu Ala Met
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Ala Asp His Ala Arg Ala Arg Gly Trp Ser Tyr Glu Leu
610 615 620

Gly Arg Asn Arg Ser Gly Met Ala Tyr Leu Glu Arg Val
625 630 635

Gly Asp Arg Ala Ala Leu His Val Ser Glu Glu Gly Thr
645 650

Leu Ala Ala Leu Leu Ala Glu Pro Ala Pro Gly Val GIn
660 665

Cys Gly Pro Gly Arg Leu Leu Ala Gly Leu Glu Asp Ala
675 680 685

Trp Pro Asp Gly Ala Leu His Val Glu His Phe Thr Ser
690 695 700

Ala Leu Asp Pro Asp Val Glu His Ala Phe Asp Leu Glu
705 710 715

Ser Gly Leu Thr Val Arg Val Glu Pro Thr GIn Thr Val
725 730

Leu Arg Ala Asn Asn lle Asp Val Pro Ser Asp Cys Glu
740 745

Cys Gly Ser Cys Glu Val Ala Val Leu Asp Gly Glu Val
755 760 765

Asp Thr Val Leu Thr Lys Ala Glu Arg Ala Ala Asn Arg
770 775 780

Thr Cys Cys Ser Arg Ala Cys Gly Asp Arg Leu Ala Leu
785 790 795

<210> 35

<211> 2400

<212> ADN

<213> Secuencia Artificial

<220>
<223> Descripcion de Secuencia Atrtificial: Polinucl
Sintético

His Tyr Cys

Ala Gly His
640

Arg lle Asp
655

lle Tyr Ala
670

Ser Arg Asn

Ser Leu Ala

Leu Arg Asp
720

Leu Asp Ala
735

Glu Gly Leu

750

Asp His Arg

GIn Met Met

Arg Leu

eétido
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<400> 35
atgccaacac tgcccagaac atttgacgac attcagtcec gactgat

agggtggtgc cgatgcagag gcaaattcag ggactgaaat tcttaat
aagaccttcg gcccacgcecg accgatgece gaattcgttg aaacacc
aacacgctgg cccttgagga catcgatgtc agcaatccgt ttttata
tggcgcgcect atttcaaacg gttgcgtgat gaggegecgg tecatta
cctttcggec ccttetggte ggtaactcgg tttgaagaca tectgtt
cacgacctgt tttccgccga gecgcaaate attctcggtg accctee
gtggaaatgt tcatagcgat ggatccgecg aaacacgatg tgcageg
ggagtagtgg caccgaaaaa cctgaaggag atggaggggc tgatccg
gatgtgcttg acagcctgec tacagacaaa ccctttaact gggtacc
gaactcacag gccgeatgct ggcgacgctt ctggattttc cttacga
ctggttgagt ggtcggacag aatggcaggt gcagcatcgg ccaccgg

gatgaaaatg ccatgtttga cgacgcggca gacatggecc ggtcttt

cgggacaagg aggcgegecg cgcagcagge gaggageccg gtttcga

ttgcagagca acaaagaaac gaaagacctg atcaatcggc cgatgga
ttgacgctgc tcatagtcge cggcaacgat acgacgcgcea actcgat
gtggccatga acgaattccc cagggaattt gaaaaattga aggcaaa
ccgaacatgg tgtcggaaat catccgetgg caaacgceegc tggecta
gccaagcagg atgtcgaact gggcggcecag accatcaaga agggtga
tggtacgegt cgggtaaccg ggacgagegce aaatttgaca accccga
gatcgcaagg acgcacgaaa ccacatgtcg ttcggctatg gggttca
aaccgtctgg ctgaactgca actgcgceatc ctctgggaag aaatact
aacatcgaag tcgtcgaaga gcccgagegg gtgcagtceca acttcgt
aggttgatgg tcaaactgac accgaacagt gtactccatc gtcatca
ggcgagcecgg ccgctegtge tgtgagecge acggtgaccg ttgageg
gccgacgatg tecttegect ggtecttcge gatgetggag gtaaaac
acgcctggeg ctcacatcga cctggatetg ggtgetcetga gecgtea

ggcgctcegg atgetcegte gtacgaaate geegtgeact tagatce

taa cgccacctcc 60
gag cgccaagagg 120
cat cccggacgtt 180
ccg gcagggtcag 240
cca gaagaacagc 300
cgt ggataagagt 360
gga ggggctgtcg 420
cag ctcggtgcag 480
atc acgcaccggc 540
tgc tgtttccaag 600
gga acgccacaag 660
cgg ggagtttgcc 720
ctc caggctitgg 780
ttt gatcagcctg 840
gtt tatcggtaat 900
gag tggtggcctg 960
acc ggagttgatt 1020
tat gcgccgaatc 1080
tcg agttgtcatg 1140
tca gttcatcatt 1200
ccg ttigcatggge 1260
caa gcgttttgac 1320
gcg gggctaticc 1380
acc tgtcaccatc 1440
tct tgatcgcatt 1500
cct cccgacgtgg 1560
gta ttcgctctge 1620

gga aagccgtggt 1680
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ggaagccgct atattcatga acagctggaa gttggaagtc cgctgeg

cgcaaccatt tcgccctgga tccgggtgeg gaacattacy tgtttgt

ggcatcacgc cggtgctgge aatggcggat catgeecegtg cgegtgg

ctgcattatt gtggtcgtaa tcgtagcggt atggcttacc tggaacg

ggtgaccgcg ctgcecttgea cgtatctgaa gaaggceaccc geattga

cttgctgaac cggeggeggg cgtgcaaatc tacgectgeg gtceggg

ggtcttgaag acgcgtctcg taattggceg gatggegegc ttcatgt

tcgagtttag ccgctttgga tccggatgtc gaacatgcect ttgattt

tctggectta cegttcgegt cgageccaact cagaccgttt tagacge

aatatcgacg tccegtcgga ttgcgaagag gggctgtgtg gttettg

ctggatggceg aggttgatca ccgtgatacc gttctgacta aggeccga

cgtcagatga tgacttgctg cagtcgtgca tgcggtgate gtctgge

<210> 36

<211> 799

<212> PRT

<213> Secuencia Artificial

<220>

<223> Descripcion de Secuencia Atrtificial: Polipépt
Sintético

<400> 36

Met Pro Thr Leu Pro Arg Thr Phe Asp Asp lle GIn Ser
1 5 10

Asn Ala Thr Ser Arg Val Val Pro Met GIn Arg Gin lle
20 25

Lys Phe Leu Met Ser Ala Lys Arg Lys Thr Phe Gly Pro
35 40 45

Met Pro Glu Phe Val Glu Thr Pro lle Pro Asp Val Asn
50 55 60

Leu Glu Asp lle Asp Val Ser Asn Pro Phe Leu Tyr Arg
65 70 75

Trp Arg Ala Tyr Phe Lys Arg Leu Arg Asp Glu Ala Pro
85 90

tat gcgtggccca 1740
tgc cgggggtatc 1800
ttg gtcgtacgaa 1860
cgt cgcgggacat 1920
tct ggcggeatta 1980
ccg titattagcg 2040
gga gcatttcact 2100
gga gctgcgtgac 2160
ttt gcgtgcgaac 2220
cga agtagccgtt 2280
gcg cgccgegaat 2340

gct gcgectctaa 2400

ido

Arg Leu lle
15

GIn Gly Leu
30

Arg Arg Pro

Thr Leu Ala

GIn Gly GIn
80

Val His Tyr
95
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GIn Lys Asn Ser Pro Phe Gly Pro Phe Trp Ser Val Thr
100 105

Asp lle Leu Phe Val Asp Lys Ser His Asp Leu Phe Ser
115 120 125

Glin lle lle Leu Gly Asp Pro Pro Glu Gly Leu Ser Val
130 135 140

lle Ala Met Asp Pro Pro Lys His Asp Val GIn Arg Ser
145 150 155

Gly Val Val Ala Pro Lys Asn Leu Lys Glu Met Glu Gly
165 170

Ser Arg Thr Gly Asp Val Leu Asp Ser Leu Pro Thr Asp
180 185

Asn Trp Val Pro Ala Val Ser Lys Glu Leu Thr Gly Arg
195 200 205

Thr Leu Leu Asp Phe Pro Tyr Glu Glu Arg His Lys Leu
210 215 220

Ser Asp Arg Met Ala Gly Ala Ala Ser Ala Thr Gly Gly
225 230 235

Asp Glu Asn Ala Met Phe Asp Asp Ala Ala Asp Met Ala
245 250

Ser Arg Leu Trp Arg Asp Lys Glu Ala Arg Arg Ala Ala
260 265

Pro Gly Phe Asp Leu lle Ser Leu Leu GIn Ser Asn Lys
275 280 285

Asp Leu lle Asn Arg Pro Met Glu Phe lle Gly Asn Leu
290 295 300

lle Val Ala Gly Asn Asp Thr Thr Arg Asn Ser Met Ser
305 310 315

Arg Phe Glu
110

Ala Glu Pro

Glu Met Phe

Ser Val GIn
160

Leu lle Arg
175

Lys Pro Phe
190

Met Leu Ala

Val Glu Trp

Glu Phe Ala
240

Arg Ser Phe
255

Gly Glu Glu
270

Glu Thr Lys

Thr Leu Leu

Gly Gly Leu
320
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Val Ala Met Asn Glu Phe Pro Arg Glu Phe Glu Lys Leu
325 330

Pro Glu Leu lle Pro Asn Met Val Ser Glu lle lle Arg
340 345

Pro Leu Ala Tyr Met Arg Arg lle Ala Lys GIn Asp Val
355 360 365

Gly GIn Thr lle Lys Lys Gly Asp Arg Val Val Met Trp
370 375 380

Gly Asn Arg Asp Glu Arg Lys Phe Asp Asn Pro Asp Gin
385 390 395

Asp Arg Lys Asp Ala Arg Asn His Met Ser Phe Gly Tyr
405 410

Arg Cys Met Gly Asn Arg Leu Ala Glu Leu Gin Leu Arg
420 425

Glu Glu lle Leu Lys Arg Phe Asp Asn lle Glu Val Val
435 440 445

Glu Arg Val GIn Ser Asn Phe Val Arg Gly Tyr Ser Arg
450 455 460

Lys Leu Thr Pro Asn Ser Val Leu His Arg His GIn Pro
465 470 475

Gly Glu Pro Ala Ala Arg Ala Val Ser Arg Thr Val Thr
485 490

Leu Asp Arg lle Ala Asp Asp Val Leu Arg Leu Val Leu
500 505

Gly Gly Lys Thr Leu Pro Thr Trp Thr Pro Gly Ala His
515 520 525

Asp Leu Gly Ala Leu Ser Arg GIn Tyr Ser Leu Cys Gly
530 535 540

Lys Ala Lys
335

Trp GIn Thr
350

Glu Leu Gly

Tyr Ala Ser

Phe lle lle
400

Gly Val His
415

lle Leu Trp
430

Glu Glu Pro

Leu Met Val

Val Thr lle
480

Val Glu Arg
495

Arg Asp Ala
510

lle Asp Leu

Ala Pro Asp
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Ala Pro Ser Tyr Glu lle Ala Val His Leu Asp Pro Glu
545 550 555

Gly Ser Arg Tyr lle His Glu GIn Leu Glu Val Gly Ser
565 570

Met Arg Gly Pro Arg Asn His Phe Ala Leu Asp Pro Gly
580 585

Tyr Val Phe Val Ala Gly Gly lle Gly lle Thr Pro Val
595 600 605

Ala Asp His Ala Arg Ala Arg Gly Trp Ser Tyr Glu Leu
610 615 620

Gly Arg Asn Arg Ser Gly Met Ala Tyr Leu Glu Arg Val
625 630 635

Gly Asp Arg Ala Ala Leu His Val Ser Glu Glu Gly Thr
645 650

Leu Ala Ala Leu Leu Ala Glu Pro Ala Ala Gly Val GIn
660 665

Cys Gly Pro Gly Arg Leu Leu Ala Gly Leu Glu Asp Ala
675 680 685

Trp Pro Asp Gly Ala Leu His Val Glu His Phe Thr Ser
690 695 700

Ala Leu Asp Pro Asp Val Glu His Ala Phe Asp Leu Glu
705 710 715

Ser Gly Leu Thr Val Arg Val Glu Pro Thr GIn Thr Val
725 730

Leu Arg Ala Asn Asn lle Asp Val Pro Ser Asp Cys Glu
740 745

Cys Gly Ser Cys Glu Val Ala Val Leu Asp Gly Glu Val
755 760 765

Ser Arg Gly
560

Pro Leu Arg
575

Ala Glu His
590

Leu Ala Met

His Tyr Cys

Ala Gly His
640

Arg lle Asp
655

lle Tyr Ala
670

Ser Arg Asn

Ser Leu Ala

Leu Arg Asp
720

Leu Asp Ala
735

Glu Gly Leu
750

Asp His Arg
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Asp Thr Val Leu Thr Lys Ala Glu Arg Ala Ala Asn Arg
770 775 780

Thr Cys Cys Ser Arg Ala Cys Gly Asp Arg Leu Ala Leu
785 790 795

<210> 37

<211> 2400

<212> ADN

<213> Secuencia Artificial

<220>

<223> Descripcion de Secuencia Atrtificial: Polinucl
Sintético

<400> 37
atgccaacac tgcccagaac atttgacgac attcagtccc gactgat

agggtggtgce cgatgcagag gcaaattcag ggactgaaat tcttaat
aagaccttcg gcccacgeceg accgatgece gaattcgttg aaacacc
aacacgctgg cccttgagga catcgatgtc agcaatccgt ttttata
tggcgcgcect atttcaaacg gttgcgtgat gaggegecgg tecatta
cetttcggec ccttetggte ggtaactcgg tttgaagaca tectgtt
cacgacctgt tttccgccga gecgcaaate attctcggtg accctee

gtggaaatgt tcatagcgat ggatccgecyg aaacacgatg tgcageg

ggagtagtgg caccgaaaaa cctgaaggag atggaggggc tgatccg

gatgtgcttg acagcctgec tacagacaaa ccctttaact gggtacc
gaactcacag gccgceatgct ggcgacgctt ctggattttc cttacga
ctggttgagt ggtcggacag aatggcaggt gcagcatcgg ccaccgg

gatgaaaatg ccatgtttga cgacgcggca gacatggecc ggtcttt

cgggacaagg aggcgcgeeg cgcagcaggce gaggageccg gtttcga

ttgcagagca acaaagaaac gaaagacctg atcaatcggc cgatgga

ttgacgctgce tcatagtcge cggcaacgat acgacgcegea actcgat
gtggccatga acgaattcce cagggaattt gaaaaattga aggcaaa

ccgaacatgg tgtcggaaat catccgetgg caaacgecgc tggecta

gccaagcagg atgtcgaact gggcggccag accatcaaga agggtga

tggtacgegt cgggtaaccg ggacgagegce aaatttgaca accccga

GIn Met Met

Arg Leu

eétido

taa cgccacctce 60
gag cgccaagagg 120
cat cccggacgtt 180
ccg gcagggtcag 240
cca gaagaacagc 300
cgt ggataagagt 360
gga ggggctgicg 420
cag ctcggtgcag 480
atc acgcaccggc 540
tgc tgtttccaag 600
gga acgccacaag 660
cgg ggagtttgcc 720
ctc caggcttitgg 780

ttt gatcagcctg 840

gtt tatcggtaat 900
gag tggtggcctg 960
acc ggagttgatt 1020
tat gcgccgaatc 1080
tcg agttgtcatg 1140

tca gttcatcatt 1200
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gatcgcaagg acgcacgaaa ccacatgtcg ttcggctatg gggtica
aaccgtctgg ctgaactgca actgcgcatc ctctgggaag aaatact
aacatcgaag tcgtcgaaga gcccgagegg gtgcagtcca acttegt
aggttgatgg tcaaactgac accgaacagt gtactccatc gtcatca
ggcgagcegg ccgetegtge tgtgageecge acggtgaccg ttgageg
gccgacgatg tecttcgect ggtecttcge gatgetggag gtaaaac
acgcctggceg ctcacatcga cctggatctg ggtgcetctga gecgtca
ggcgctcegg atgcteegte gtacgaaatc gecgtgeact tagatcc
ggaagccgct atattcatga acagctggaa gttggaagtc cgctgeg
cgcaaccatt tcgccctgga tccgggtgeg gaacattacy tgtttgt
ggcatcacgc cggtgetgge aatggcggat catgeeegtg cgegtgg
ctgcattatt gtggtcgtaa tcgtageggt atggcttacc tggaacg
ggtgaccgcg ctgecttgea cgtatctgaa gaaggcaccc geattga
cttgctgaac cggcgecggg cgtgcaaatce tacgectgeg gtccggg
ggtcttgaag acgcgtcteg taattggecg gatggegegc ttcatgt
tcgagtttag ccgctttgga tccggatgtc gaacatgect ttgattt
tctggcctta cegttcgegt cgagccaact cagaccgtit tagacge
aatatcgacg tccegtcgga ttgcgaagag gggctgtgtg gttettg
ctggatggcg aggttgatca ccgtgatacc gttctgacta aggecga
cgtcagatga tgacttgctg cagtcgtgca tgcggtgate gtctggt
<210> 38
<211>799
<212> PRT
<213> Secuencia Artificial
<220>
<223> Descripcion de Secuencia Atrtificial: Polipépt
Sintético
<400> 38

Met Pro Thr Leu Pro Arg Thr Phe Asp Asp lle GIn Ser
1 5 10

Asn Ala Thr Ser Arg Val Val Pro Met GIn Arg Gin lle
20 25

ccg ttigcatggge 1260
caa gcgttttgac 1320
gcg gggctaticc 1380
acc tgtcaccatc 1440
tct tgatcgcatt 1500
cct cccgacgtgg 1560
gta ttcgctctge 1620
gga aagccgtggt 1680
tat gcgtggccca 1740
tgc cgggggtatc 1800
ttg gtcgtacgaa 1860
cgt cgcgggacat 1920
tct ggcggceatta 1980
ccg titattagcg 2040
gga gcatttcact 2100
gga gctgcgtgac 2160
ttt gcgtgcgaac 2220
cga agtagccgtt 2280
gcg cgccgegaat 2340

cct gecgectctaa 2400

ido

Arg Leu lle
15

GIn Gly Leu
30
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Lys Phe Leu Met Ser Ala Lys Arg Lys Thr Phe Gly Pro
35 40 45

Met Pro Glu Phe Val Glu Thr Pro lle Pro Asp Val Asn
50 55 60

Leu Glu Asp lle Asp Val Ser Asn Pro Phe Leu Tyr Arg
65 70 75

Trp Arg Ala Tyr Phe Lys Arg Leu Arg Asp Glu Ala Pro
85 90

GIn Lys Asn Ser Pro Phe Gly Pro Phe Trp Ser Val Thr
100 105

Asp lle Leu Phe Val Asp Lys Ser His Asp Leu Phe Ser
115 120 125

Glin lle lle Leu Gly Asp Pro Pro Glu Gly Leu Ser Val
130 135 140

lle Ala Met Asp Pro Pro Lys His Asp Val GIn Arg Ser
145 150 155

Gly Val Val Ala Pro Lys Asn Leu Lys Glu Met Glu Gly
165 170

Ser Arg Thr Gly Asp Val Leu Asp Ser Leu Pro Thr Asp
180 185

Asn Trp Val Pro Ala Val Ser Lys Glu Leu Thr Gly Arg
195 200 205

Thr Leu Leu Asp Phe Pro Tyr Glu Glu Arg His Lys Leu
210 215 220

Ser Asp Arg Met Ala Gly Ala Ala Ser Ala Thr Gly Gly
225 230 235

Asp Glu Asn Ala Met Phe Asp Asp Ala Ala Asp Met Ala
245 250

Arg Arg Pro

Thr Leu Ala

GIn Gly GIn
80

Val His Tyr
95

Arg Phe Glu
110

Ala Glu Pro

Glu Met Phe

Ser Val GIn
160

Leu lle Arg
175

Lys Pro Phe
190

Met Leu Ala

Val Glu Trp

Glu Phe Ala
240

Arg Ser Phe
255
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Ser Arg Leu Trp Arg Asp Lys Glu Ala Arg Arg Ala Ala
260 265

Pro Gly Phe Asp Leu lle Ser Leu Leu GIn Ser Asn Lys
275 280 285

Asp Leu lle Asn Arg Pro Met Glu Phe lle Gly Asn Leu
290 295 300

lle Val Ala Gly Asn Asp Thr Thr Arg Asn Ser Met Ser
305 310 315

Val Ala Met Asn Glu Phe Pro Arg Glu Phe Glu Lys Leu
325 330

Pro Glu Leu lle Pro Asn Met Val Ser Glu lle lle Arg
340 345

Pro Leu Ala Tyr Met Arg Arg lle Ala Lys GIn Asp Val
355 360 365

Gly GIn Thr lle Lys Lys Gly Asp Arg Val Val Met Trp
370 375 380

Gly Asn Arg Asp Glu Arg Lys Phe Asp Asn Pro Asp Gin
385 390 395

Asp Arg Lys Asp Ala Arg Asn His Met Ser Phe Gly Tyr
405 410

Arg Cys Met Gly Asn Arg Leu Ala Glu Leu GIn Leu Arg
420 425

Glu Glu lle Leu Lys Arg Phe Asp Asn lle Glu Val Val
435 440 445

Glu Arg Val GIn Ser Asn Phe Val Arg Gly Tyr Ser Arg
450 455 460

Lys Leu Thr Pro Asn Ser Val Leu His Arg His GIn Pro
465 470 475

Gly Glu Glu
270

Glu Thr Lys

Thr Leu Leu

Gly Gly Leu
320

Lys Ala Lys
335

Trp GIn Thr
350

Glu Leu Gly

Tyr Ala Ser

Phe lle lle
400

Gly Val His
415

lle Leu Trp
430

Glu Glu Pro

Leu Met Val

Val Thr lle
480



96

Gly Glu Pro Ala Ala Arg Ala Val Ser Arg Thr Val Thr
485 490

Leu Asp Arg lle Ala Asp Asp Val Leu Arg Leu Val Leu
500 505

Gly Gly Lys Thr Leu Pro Thr Trp Thr Pro Gly Ala His
515 520 525

Asp Leu Gly Ala Leu Ser Arg GIn Tyr Ser Leu Cys Gly
530 535 540

Ala Pro Ser Tyr Glu lle Ala Val His Leu Asp Pro Glu
545 550 555

Gly Ser Arg Tyr lle His Glu GIn Leu Glu Val Gly Ser
565 570

Met Arg Gly Pro Arg Asn His Phe Ala Leu Asp Pro Gly
580 585

Tyr Val Phe Val Ala Gly Gly lle Gly lle Thr Pro Val
595 600 605

Ala Asp His Ala Arg Ala Arg Gly Trp Ser Tyr Glu Leu
610 615 620

Gly Arg Asn Arg Ser Gly Met Ala Tyr Leu Glu Arg Val
625 630 635

Gly Asp Arg Ala Ala Leu His Val Ser Glu Glu Gly Thr
645 650

Leu Ala Ala Leu Leu Ala Glu Pro Ala Pro Gly Val GIn
660 665

Cys Gly Pro Gly Arg Leu Leu Ala Gly Leu Glu Asp Ala
675 680 685

Trp Pro Asp Gly Ala Leu His Val Glu His Phe Thr Ser
690 695 700

Val Glu Arg
495

Arg Asp Ala
510

lle Asp Leu

Ala Pro Asp

Ser Arg Gly
560

Pro Leu Arg
575

Ala Glu His
590

Leu Ala Met

His Tyr Cys

Ala Gly His
640

Arg lle Asp
655

lle Tyr Ala
670

Ser Arg Asn

Ser Leu Ala



97

Ala Leu Asp Pro Asp Val Glu His Ala Phe Asp Leu Glu
705 710 715

Ser Gly Leu Thr Val Arg Val Glu Pro Thr GIn Thr Val
725 730

Leu Arg Ala Asn Asn lle Asp Val Pro Ser Asp Cys Glu
740 745

Cys Gly Ser Cys Glu Val Ala Val Leu Asp Gly Glu Val
755 760 765

Asp Thr Val Leu Thr Lys Ala Glu Arg Ala Ala Asn Arg
770 775 780

Thr Cys Cys Ser Arg Ala Cys Gly Asp Arg Leu Val Leu
785 790 795

<210> 39

<211> 2400

<212> ADN

<213> Secuencia Artificial

<220>

<223> Descripcion de Secuencia Atrtificial: Polinucl
Sintético

<400> 39
atgccaacac tgcccagaac atttgacgac attcagtcec gactgat

agggtggtgc cgatgcagag gcaaattcag ggactgaaat tcttaat
aagaccttcg gcccacgeceg accgatgece gaattcgttg aaacacc
aacacgctgg cccttgagga catcgatgtc agcaatccgt ttttata
tggcgcgcect atttcaaacg gttgegtgat gaggegecegg tecatta
cctttcggec ccttetggte ggtaactcgg tttgaagaca tectgtt
cacgacctgt tttccgccga gecgeaaate attctcggtg accctee

gtggaaatgt tcatagcgat ggatccgecyg aaacacgatg tgcageg

ggagtagtgg caccgaaaaa cctgaaggag atggaggggc tgatccg

gatgtgcttg acagcctgec tacagacaaa ccctttaact gggtace
gaactcacag gccgeatget ggcgacgctt ctggatttte cttacga

ctggttgagt ggtcggacag aatggcaggt gcagcatcgg ccaccgg

Leu Arg Asp
720

Leu Asp Ala
735

Glu Gly Leu
750

Asp His Arg

GIn Met Met

Arg Leu

eétido

taa cgccacctcc 60
gag cgccaagagg 120
cat cccggacgtt 180
ccg gcagggtcag 240
cca gaagaacagc 300
cgt ggataagagt 360
gga ggggctgtcg 420
cag ctcggtgcag 480
atc acgcaccggc 540
tgc tgtttccaag 600
gga acgccacaag 660

cgg ggagtttgcc 720
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gatgaaaatg ccatgtttga cgacgcggca gacatggecc ggtcttt

cgggacaagg aggcgegecg cgcagcagge gaggageccg gtttcga

ttgcagagca acaaagaaac gaaagacctg atcaatcggc cgatgga
ttgacgctgc tcatagtcge cggcaacgat acgacgcgcea actcgat
gtggccatga acgaattccc cagggaattt gaaaaattga aggcaaa
ccgaacatgg tgtcggaaat catccgetgg caaacgceegc tggecta
gccaagcagg atgtcgaact gggcggcecag accatcaaga agggtga
tggtacgegt cgggtaaccg ggacgagegce aaatttgaca accccga
gatcgcaagg acgcacgaaa ccacatgtcg ttcggctatg gggttca
aaccgtctgg ctgaactgca actgcgceatc ctctgggaag aaatact
aacatcgaag tcgtcgaaga gcccgagegg gtgcagtceca acttegt
aggttgatgg tcaaactgac accgaacagt gtactccatc gtcatca
ggcgagcecgg ccgctegtge tgtgagecge acggtgaccg ttgageg
gccgacgatg tecttegect ggtecttcge gatgetggag gtaaagt
acgcctggeg ctcacatcga cctggatetg ggtgetcetga gecgtea
ggcgctecgg atgeteegte gtacgaaatc gecgtgeact tagatce
ggaagccgct atattcatga acagctggaa gttggaagtc cgetgeg
cgcaaccatt tcgcectgga tccgggtgeg gaacattacg tgtitgt
ggcatcacgc cggtgctgge aatggcggat catgeeegtg cgegtgg
ctgcattatt gtggtcgtaa tcgtagcggt atggcttacc tggaacg
ggtgaccgcg ctgccttgea cgtatctgaa gaaggeacce geattga
cttgctgaac cggcggacgg cgtgcaaatc tacgectgeg gtccggg
ggtcttgaag acgegtctcg taattggecg gatggegcegc ttcatgt
tcgagtttag ccgcetttgga tccggatgtc gaacatgcct ttgattt
tctggcctta cegttcgegt cgagecaact cagaccgttt tagacge
aatatcgacg tccegtcgga ttgcgaagag gggctgtgtg gttettg
ctggatggcg aggttgatca ccgtgatacc gttctgacta aggccga

cgtcagatga tgacttgctg cagtcgtgca tgcggtgatc gtctggt

ctc caggctitgg 780
ttt gatcagcctg 840
gtt tatcggtaat 900
gag tggtggcctg 960
acc ggagttgatt 1020
tat gcgccgaatc 1080
tcg agttgtcatg 1140
tca gttcatcatt 1200
ccg ttigcatggge 1260
caa gcgttttgac 1320
gcg gggctaticc 1380
acc tgtcaccatc 1440
tct tgatcgcatt 1500
cct cccgacgtgg 1560
gta ttcgctctge 1620
gga aagccgtggt 1680
tat gcgtggccca 1740
tgc cgggggtatc 1800
ttg gtcgtacgaa 1860
cgt cgcgggacat 1920
tct ggcggceatta 1980
ccg titattagcg 2040
gga gcatttcact 2100
gga gctgecgtgac 2160
ttt gcgtgcgaac 2220
cga agtagccgtt 2280
gcg cgecgegaat 2340

cct gcgectctaa 2400
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<210> 40

<211> 799

<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de Secuencia Atrtificial: Polipépt
Sintético

<400> 40
Met Pro Thr Leu Pro Arg Thr Phe Asp Asp lle GIn Ser
1 5 10

Asn Ala Thr Ser Arg Val Val Pro Met GIn Arg Gin lle
20 25

Lys Phe Leu Met Ser Ala Lys Arg Lys Thr Phe Gly Pro
35 40 45

Met Pro Glu Phe Val Glu Thr Pro lle Pro Asp Val Asn
50 55 60

Leu Glu Asp lle Asp Val Ser Asn Pro Phe Leu Tyr Arg
65 70 75

Trp Arg Ala Tyr Phe Lys Arg Leu Arg Asp Glu Ala Pro
85 90

GIn Lys Asn Ser Pro Phe Gly Pro Phe Trp Ser Val Thr
100 105

Asp lle Leu Phe Val Asp Lys Ser His Asp Leu Phe Ser
115 120 125

Glin lle lle Leu Gly Asp Pro Pro Glu Gly Leu Ser Val
130 135 140

lle Ala Met Asp Pro Pro Lys His Asp Val GIn Arg Ser
145 150 155

Gly Val Val Ala Pro Lys Asn Leu Lys Glu Met Glu Gly
165 170

Ser Arg Thr Gly Asp Val Leu Asp Ser Leu Pro Thr Asp
180 185

ido

Arg Leu lle
15

GIn Gly Leu
30

Arg Arg Pro

Thr Leu Ala

GIn Gly GIn
80

Val His Tyr
95

Arg Phe Glu
110

Ala Glu Pro

Glu Met Phe

Ser Val GIn
160

Leu lle Arg
175

Lys Pro Phe
190
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Asn Trp Val Pro Ala Val Ser Lys Glu Leu Thr Gly Arg
195 200 205

Thr Leu Leu Asp Phe Pro Tyr Glu Glu Arg His Lys Leu
210 215 220

Ser Asp Arg Met Ala Gly Ala Ala Ser Ala Thr Gly Gly
225 230 235

Asp Glu Asn Ala Met Phe Asp Asp Ala Ala Asp Met Ala
245 250

Ser Arg Leu Trp Arg Asp Lys Glu Ala Arg Arg Ala Ala
260 265

Pro Gly Phe Asp Leu lle Ser Leu Leu GIn Ser Asn Lys
275 280 285

Asp Leu lle Asn Arg Pro Met Glu Phe lle Gly Asn Leu
290 295 300

lle Val Ala Gly Asn Asp Thr Thr Arg Asn Ser Met Ser
305 310 315

Val Ala Met Asn Glu Phe Pro Arg Glu Phe Glu Lys Leu
325 330

Pro Glu Leu lle Pro Asn Met Val Ser Glu lle lle Arg
340 345

Pro Leu Ala Tyr Met Arg Arg lle Ala Lys GIn Asp Val
355 360 365

Gly GIn Thr lle Lys Lys Gly Asp Arg Val Val Met Trp
370 375 380

Gly Asn Arg Asp Glu Arg Lys Phe Asp Asn Pro Asp Gin
385 390 395

Asp Arg Lys Asp Ala Arg Asn His Met Ser Phe Gly Tyr
405 410

Met Leu Ala

Val Glu Trp

Glu Phe Ala
240

Arg Ser Phe
255

Gly Glu Glu
270

Glu Thr Lys

Thr Leu Leu

Gly Gly Leu
320

Lys Ala Lys
335

Trp GIn Thr
350

Glu Leu Gly

Tyr Ala Ser

Phe lle lle
400

Gly Val His
415
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Arg Cys Met Gly Asn Arg Leu Ala Glu Leu GIn Leu Arg
420 425

Glu Glu lle Leu Lys Arg Phe Asp Asn lle Glu Val Val
435 440 445

Glu Arg Val GIn Ser Asn Phe Val Arg Gly Tyr Ser Arg
450 455 460

Lys Leu Thr Pro Asn Ser Val Leu His Arg His GIn Pro
465 470 475

Gly Glu Pro Ala Ala Arg Ala Val Ser Arg Thr Val Thr
485 490

Leu Asp Arg lle Ala Asp Asp Val Leu Arg Leu Val Leu
500 505

Gly Gly Lys Val Leu Pro Thr Trp Thr Pro Gly Ala His
515 520 525

Asp Leu Gly Ala Leu Ser Arg GIn Tyr Ser Leu Cys Gly
530 535 540

Ala Pro Ser Tyr Glu lle Ala Val His Leu Asp Pro Glu
545 550 555

Gly Ser Arg Tyr lle His Glu GIn Leu Glu Val Gly Ser
565 570

Met Arg Gly Pro Arg Asn His Phe Ala Leu Asp Pro Gly
580 585

Tyr Val Phe Val Ala Gly Gly lle Gly lle Thr Pro Val
595 600 605

Ala Asp His Ala Arg Ala Arg Gly Trp Ser Tyr Glu Leu
610 615 620

Gly Arg Asn Arg Ser Gly Met Ala Tyr Leu Glu Arg Val
625 630 635

lle Leu Trp
430

Glu Glu Pro

Leu Met Val

Val Thr lle
480

Val Glu Arg
495

Arg Asp Ala
510

lle Asp Leu

Ala Pro Asp

Ser Arg Gly
560

Pro Leu Arg
575

Ala Glu His
590

Leu Ala Met

His Tyr Cys

Ala Gly His
640
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Gly Asp Arg Ala Ala Leu His Val Ser Glu Glu Gly Thr
645 650

Leu Ala Ala Leu Leu Ala Glu Pro Ala Asp Gly Val Gin
660 665

Cys Gly Pro Gly Arg Leu Leu Ala Gly Leu Glu Asp Ala
675 680 685

Trp Pro Asp Gly Ala Leu His Val Glu His Phe Thr Ser
690 695 700

Ala Leu Asp Pro Asp Val Glu His Ala Phe Asp Leu Glu
705 710 715

Ser Gly Leu Thr Val Arg Val Glu Pro Thr GIn Thr Val
725 730

Leu Arg Ala Asn Asn lle Asp Val Pro Ser Asp Cys Glu
740 745

Cys Gly Ser Cys Glu Val Ala Val Leu Asp Gly Glu Val
755 760 765

Asp Thr Val Leu Thr Lys Ala Glu Arg Ala Ala Asn Arg
770 775 780

Thr Cys Cys Ser Arg Ala Cys Gly Asp Arg Leu Val Leu
785 790 795

<210> 41

<211> 2400

<212> ADN

<213> Secuencia Artificial

<220>
<223> Descripcion de Secuencia Atrtificial: Polinucl
Sintético

<400> 41
atgccaacac tgcccagaac atttgacgac attcagtccc gactgat

agggtggtgc cgatgcagag gcaaattcag ggactgaaat tcttaat
aagaccttcg gcccacgcecg accgatgece gaattcgttg aaacacc

aacacgctgg cccttgagga catcgatgtc agcaatccgt ttttata

Arg lle Asp
655

lle Tyr Ala
670

Ser Arg Asn

Ser Leu Ala

Leu Arg Asp
720

Leu Asp Ala
735

Glu Gly Leu
750

Asp His Arg

GIn Met Met

Arg Leu

eétido

taa cgccacctcc 60
gag cgccaagagg 120
cat cccggacgtt 180

ccg gcagggtcag 240
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tggcgcgcect atttcaaacg gttgcgtgat gaggegecegg tecatta
cetttcggec ccttetggte ggtaactcgg tttgaagaca tectgtt
cacgacctgt tttccgccga gecgcaaate attctcggtg accctee
atcgaaatgt tcatagcgat ggatccgecg aaacacgatg tgcagceg
ggagtagtgg caccgaaaaa cctgaaggag atggaggggc tgatccg
gatgtgcttg acagcctgec tacagacaaa ccctttaact gggtacc
gaactcacag gccgceatgct ggcgacgctt ctggattttc cttacga
ctggttgagt ggtcggacag aatggcaggt acagcatcgg ccaccgg

gatgaaaatg ccatgtttga cgacgcggca gacatggecc ggtcttt

cgggacaagg aggcgegecg cgcagcagge gaggageccg gtttcga

ttgcagagca acaaagaaac gaaagacctg atcaatcggc cgatgga
ttgacgctgce tcatagtcge cggcaacgat acgacgcgea actcgat
gtggccatga acgaattccc cagggaattt gaaaaattga aggcaaa
ccgaacatgg tgtcggaaat catccgetgg caaacgceegc tggecta
gccaagcagg atgtcgaact gggcggcecag accatcaaga agggtga
tggtacgegt cgggtaaccg ggacgagegce aaatttgaca accccga
gatcgcaagg acgcacgaaa ccacatgtcg ttcggctatg gggttca
aaccgtctgg ctgaactgca actgcgceatc ctctgggaag aaatact
aacatcgaag tcgtcgaaga gcccgagegg gtgcagtceca acttegt
aggttgatgg tcaaactgac accgaacagt gtactccatc gtcatca
ggcgagcecgg ccgctegtge tgtgagecge acggtgacceg ttgageg
gccgacgatg tecttegect ggtecttcge gatgetggag gtaaaac
acgccetggeg ctcacatcga cctggatetg ggtgetetga gecgtea
ggcgctecgg atgeteegte gtacgaaatc gecgtgeact tagatee
ggaagccgct atattcatga acagctggaa gttggaagtc cgetgeg
cgcaaccatt tcgcectgga tccgggtgeg gaacattacg tgtttgt
ggcatcacgc cggtgctgge aatggcggat catgecegtg cgegtgg
ctgcattatt gtggtcgtaa tcgtagcggt atggcttacc tggaacg

ggtgaccgceg ctgecttgea cgtatctgaa gaaggceacce geattga

cca gaagaacagc 300
cgt ggataagagt 360
gga ggggctgicg 420
cag ctcggtgcag 480
atc acgcaccggc 540
tgc tgtttccaag 600
gga acgccacaag 660
cgg ggagtttgcc 720
ctc caggctitgg 780
ttt gatcagcctg 840
gtt tatcggtaat 900
gag tggtggcctg 960
acc ggagttgatt 1020
tat gcgccgaatc 1080
tcg agttgtcatg 1140
tca gttcatcatt 1200
ccg ttigcatggge 1260
caa gcgttttgac 1320
gcg gggctaticc 1380
acc tgtcaccatc 1440
tct tgatcgcatt 1500
cct cccgacgtgg 1560
gta ttcgctctgc 1620
gga aagccgtggt 1680
tat gcgtggccca 1740
tgc cgggggtatc 1800
ttg gtcgtacgaa 1860
cgt cgcgggacat 1920

tct ggcggeatta 1980
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cttgctgaac cggcgecggg cgtgcaaatc tacgectgeg gtccggg ccg titattagcg 2040
ggtcttgaag acgcgtcteg taattggcecg gatggegegc ttcatgt gga gcatttcact 2100
tcgagtttag ccgctitgga tccggatgtc gaacatgcct ttgattt gga gctgcgtgac 2160
tctggcctta ccgttcgegt cgagcecaact cagaccgttt tagacgce ttt gcgtgcgaac 2220
aatatcgacg tccegtcgga ttgcgaagag gggctgtgtg gttettg cga agtagccgtt 2280

ctggatggcg aggttgatca ccgtgatacc gttctgacta aggccga gcg cgccgegaat 2340

cgtcagatga tgacttgctg cagtcgtgca tgcggtgate gtctggt cct gcgectctaa 2400
<210>42
<211> 799
<212> PRT
<213> Secuencia Artificial
<220>
<223> Descripcion de Secuencia Atrtificial: Polipépt ido
Sintético
<400> 42
Met Pro Thr Leu Pro Arg Thr Phe Asp Asp lle GIn Ser Arg Leu lle
1 5 10 15
Asn Ala Thr Ser Arg Val Val Pro Met GIn Arg Gin lle GIn Gly Leu
20 25 30
Lys Phe Leu Met Ser Ala Lys Arg Lys Thr Phe Gly Pro Arg Arg Pro
35 40 45
Met Pro Glu Phe Val Glu Thr Pro lle Pro Asp Val Asn Thr Leu Ala
50 55 60
Leu Glu Asp lle Asp Val Ser Asn Pro Phe Leu Tyr Arg GIn Gly GIn
65 70 75 80
Trp Arg Ala Tyr Phe Lys Arg Leu Arg Asp Glu Ala Pro Val His Tyr
85 90 95
GIn Lys Asn Ser Pro Phe Gly Pro Phe Trp Ser Val Thr Arg Phe Glu
100 105 110
Asp lle Leu Phe Val Asp Lys Ser His Asp Leu Phe Ser Ala Glu Pro

115 120 125
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Glin lle lle Leu Gly Asp Pro Pro Glu Gly Leu Ser lle
130 135 140

lle Ala Met Asp Pro Pro Lys His Asp Val Gln Arg Ser
145 150 155

Gly Val Val Ala Pro Lys Asn Leu Lys Glu Met Glu Gly
165 170

Ser Arg Thr Gly Asp Val Leu Asp Ser Leu Pro Thr Asp
180 185

Asn Trp Val Pro Ala Val Ser Lys Glu Leu Thr Gly Arg
195 200 205

Thr Leu Leu Asp Phe Pro Tyr Glu Glu Arg His Lys Leu
210 215 220

Ser Asp Arg Met Ala Gly Thr Ala Ser Ala Thr Gly Gly
225 230 235

Asp Glu Asn Ala Met Phe Asp Asp Ala Ala Asp Met Ala
245 250

Ser Arg Leu Trp Arg Asp Lys Glu Ala Arg Arg Ala Ala
260 265

Pro Gly Phe Asp Leu lle Ser Leu Leu GIn Ser Asn Lys
275 280 285

Asp Leu lle Asn Arg Pro Met Glu Phe lle Gly Asn Leu
290 295 300

lle Val Ala Gly Asn Asp Thr Thr Arg Asn Ser Met Ser
305 310 315

Val Ala Met Asn Glu Phe Pro Arg Glu Phe Glu Lys Leu
325 330

Pro Glu Leu lle Pro Asn Met Val Ser Glu lle lle Arg
340 345

Glu Met Phe

Ser Val GIn
160

Leu lle Arg
175

Lys Pro Phe
190

Met Leu Ala

Val Glu Trp

Glu Phe Ala
240

Arg Ser Phe
255

Gly Glu Glu
270

Glu Thr Lys

Thr Leu Leu

Gly Gly Leu
320

Lys Ala Lys
335

Trp GIn Thr
350
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Pro Leu Ala Tyr Met Arg Arg lle Ala Lys GIn Asp Val
355 360 365

Gly GIn Thr lle Lys Lys Gly Asp Arg Val Val Met Trp
370 375 380

Gly Asn Arg Asp Glu Arg Lys Phe Asp Asn Pro Asp Gin
385 390 395

Asp Arg Lys Asp Ala Arg Asn His Met Ser Phe Gly Tyr
405 410

Arg Cys Met Gly Asn Arg Leu Ala Glu Leu Gin Leu Arg
420 425

Glu Glu lle Leu Lys Arg Phe Asp Asn lle Glu Val Val
435 440 445

Glu Arg Val GIn Ser Asn Phe Val Arg Gly Tyr Ser Arg
450 455 460

Lys Leu Thr Pro Asn Ser Val Leu His Arg His GIn Pro
465 470 475

Gly Glu Pro Ala Ala Arg Ala Val Ser Arg Thr Val Thr
485 490

Leu Asp Arg lle Ala Asp Asp Val Leu Arg Leu Val Leu
500 505

Gly Gly Lys Thr Leu Pro Thr Trp Thr Pro Gly Ala His
515 520 525

Asp Leu Gly Ala Leu Ser Arg GIn Tyr Ser Leu Cys Gly
530 535 540

Ala Pro Ser Tyr Glu lle Ala Val His Leu Asp Pro Glu
545 550 555

Gly Ser Arg Tyr lle His Glu GIn Leu Glu Val Gly Ser
565 570

Glu Leu Gly

Tyr Ala Ser

Phe lle lle
400

Gly Val His
415

lle Leu Trp
430

Glu Glu Pro

Leu Met Val

Val Thr lle
480

Val Glu Arg
495

Arg Asp Ala
510

lle Asp Leu

Ala Pro Asp

Ser Arg Gly
560

Pro Leu Arg
575
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Met Arg Gly Pro Arg Asn His Phe Ala Leu Asp Pro Gly
580 585

Tyr Val Phe Val Ala Gly Gly lle Gly lle Thr Pro Val
595 600 605

Ala Asp His Ala Arg Ala Arg Gly Trp Ser Tyr Glu Leu
610 615 620

Gly Arg Asn Arg Ser Gly Met Ala Tyr Leu Glu Arg Val
625 630 635

Gly Asp Arg Ala Ala Leu His Val Ser Glu Glu Gly Thr
645 650

Leu Ala Ala Leu Leu Ala Glu Pro Ala Pro Gly Val GIn
660 665

Cys Gly Pro Gly Arg Leu Leu Ala Gly Leu Glu Asp Ala
675 680 685

Trp Pro Asp Gly Ala Leu His Val Glu His Phe Thr Ser
690 695 700

Ala Leu Asp Pro Asp Val Glu His Ala Phe Asp Leu Glu
705 710 715

Ser Gly Leu Thr Val Arg Val Glu Pro Thr GIn Thr Val
725 730

Leu Arg Ala Asn Asn lle Asp Val Pro Ser Asp Cys Glu
740 745

Cys Gly Ser Cys Glu Val Ala Val Leu Asp Gly Glu Val
755 760 765

Asp Thr Val Leu Thr Lys Ala Glu Arg Ala Ala Asn Arg
770 775 780

Thr Cys Cys Ser Arg Ala Cys Gly Asp Arg Leu Val Leu
785 790 795

<210> 43

Ala Glu His
590

Leu Ala Met

His Tyr Cys

Ala Gly His
640

Arg lle Asp
655

lle Tyr Ala
670

Ser Arg Asn

Ser Leu Ala

Leu Arg Asp
720

Leu Asp Ala
735

Glu Gly Leu

750

Asp His Arg

GIn Met Met

Arg Leu
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<211> 2400

<212> ADN

<213> Secuencia Artificial

<220>

<223> Descripcion de Secuencia Atrtificial: Polinucl
Sintético

<400> 43
atgccaacac tgcccagaac atttgacgac attcagtcec gactgat

agggtggtgc cgatgcagct gcaaattcag ggactgaaat tcttaat
aagaccttcg gcccacgeceg accgatgece gaattcgttg aaacacc
aacacgctgg cccttgagga catcgatgtc agcaatccgt ttttata
tgggacgcct atttcaaacg gttgcgtgat gaggegeegg tecatta
cctttcggec ccttetggte ggtaactcgg tttgaagaca tectgtt
cacgacctgt tttccgccga gecgcaaate attctcggtg accctee

atggaaatgt tcatagcgat ggatccgecg aaacacgatg tgcageg

ggagtagtgg caccgaaaaa cctgaaggag atggaggggc tgatccg

gatgtgcttg acagcctgce tacagacaaa ccctttaact gggtacc
gaactcacag gccgceatgct ggcgacgctt ctggattttc cttacga
ctggttgagt ggtcggacag aatggcaggt gcagcatcgg ccaccgg

gatgaaaatg ccatgtttga cgacgcggca gacatggecc ggtcttt

cgggacaagg aggcgcgecg cgcagcaggce gaggagcccg gtttcga

ttgcagagca acaaagaaac gaaagacctg atcaatcggc cgatgga

ttgacgctgce tcatagtcge cggegeggat acgacgegea actcgat
gtggccatga acgaattccc cagggaattt gaaaaattga aggcaaa

ccgaacatgg tgtcggaaat catccgetgg caaacgecgc tggecta

gccaagceagg atgtcgaact gggeggecag accatcaaga agggtga

tggtacgcgt cgggtaaccy ggacgagege aaatttgaca accccga
gatcgcaagg acgcacgaaa ccacatgtcg ttcggctatg gggttca
aaccgtctgg ctgaactgca actgegceate ctctgggaag aaatact
aacatcgaag tcgtcgaaga gcccgagegg gtgeagteca acttcgt

aggttgatgg tcaaactgac accgaacagt gtactccatc gtcatca

eétido

taa cgccacctcc 60
gag cgccaagagg 120
cat cccggacgtt 180
ccg gcagggtcag 240
cca gaagaacagc 300
cgt ggataagagt 360
gga ggggctgicg 420
cag ctcggtgcag 480
atc aaacaccggc 540
tgc tgtttccaag 600
gga acgccacaag 660
cgg ggagtttgcc 720
ctc caggctitgg 780
ttt gatcagcctg 840
gtt tatcggtaat 900
gag tggtggcctg 960
acc ggagttgatt 1020
tat gcgccgaatc 1080
tcg agttgtcatg 1140
tca gttcatcatt 1200
ccg ttigcatggge 1260
caa gcgttttgac 1320
gcg gggctattcc 1380

acc tgtcaccatc 1440
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ggcgagccgg ccgetegtge tgtgagecge acggtgaccg ttgageg
gccgacgatg tecttcgect ggtecttcge gatgetggag gtaaaac
acgcctggceg ctcacatcga cctggatctg ggtgcetctga geegtca
ggcgctcegg atgcteegte gtacgaaatc gecgtgeact tagatcc
ggaagccgct atattcatga acagctggaa gttggaagtc cgctgeg
cgcaaccatt tcgccctgga tccgggtgeg gaacattacg tgtttgt
ggcatcacgc cggtgctgge aatggcggat catgeeegtg cgegtgg
ctgcattatt gtggtcgtaa tcgtagcggt atggcttacce tggaacg
ggtgaccgcg ctgecttgea cgtatctgaa gaaggcaccc geattga
cttgctgaac cggecgeeggg cgtgcaaate tacgectgeg gtccggg
ggtcttgaag acgcgtctcg taattggecg gatggegegc ttcatgt
tcgagtttag ccgctttgga tccggatgtc gaacatgect ttgattt
tctggcctta ccgttcgegt cgagccaact cagaccgtit tagacge
aatatcgacg tccegtcgga ttgcgaagag gggctgtgtg gttettg
ctggatggcg aggttgatca ccgtgatacc gttctgacta aggecga
cgtcagatga tgacttgctg cagtcgtgca tgcggtgatc gtctggt
<210> 44
<211>799
<212> PRT
<213> Secuencia Atrtificial
<220>
<223> Descripcion de Secuencia Atrtificial: Polipépt
Sintético
<400> 44

Met Pro Thr Leu Pro Arg Thr Phe Asp Asp lle GIn Ser
1 5 10

Asn Ala Thr Ser Arg Val Val Pro Met GIn Leu GIn lle
20 25

Lys Phe Leu Met Ser Ala Lys Arg Lys Thr Phe Gly Pro
35 40 45

Met Pro Glu Phe Val Glu Thr Pro lle Pro Asp Val Asn
50 55 60

tct tgatcgcatt 1500
cct cccgacgtgg 1560
gta ttcgctctgec 1620
gga aagccgtggt 1680
tat gcgtggccca 1740
tgc cgggggtatc 1800
ttg gtcgtacgaa 1860
cgt cgcgggacat 1920
tct ggcggceatta 1980
ccg titattagcg 2040
gga gcatttcact 2100
gga gctgegtgac 2160
ttt gcgtgcgaac 2220
cga agtagccgtt 2280
gcg cgecgegaat 2340

cct gcgectctaa 2400

ido

Arg Leu lle
15

GIn Gly Leu
30

Arg Arg Pro

Thr Leu Ala
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Leu Glu Asp lle Asp Val Ser Asn Pro Phe Leu Tyr Arg
65 70 75

Trp Asp Ala Tyr Phe Lys Arg Leu Arg Asp Glu Ala Pro
85 90

GIn Lys Asn Ser Pro Phe Gly Pro Phe Trp Ser Val Thr
100 105

Asp lle Leu Phe Val Asp Lys Ser His Asp Leu Phe Ser
115 120 125

Glin lle lle Leu Gly Asp Pro Pro Glu Gly Leu Ser Met
130 135 140

lle Ala Met Asp Pro Pro Lys His Asp Val Gln Arg Ser
145 150 155

Gly Val Val Ala Pro Lys Asn Leu Lys Glu Met Glu Gly
165 170

Ser Asn Thr Gly Asp Val Leu Asp Ser Leu Pro Thr Asp
180 185

Asn Trp Val Pro Ala Val Ser Lys Glu Leu Thr Gly Arg
195 200 205

Thr Leu Leu Asp Phe Pro Tyr Glu Glu Arg His Lys Leu
210 215 220

Ser Asp Arg Met Ala Gly Ala Ala Ser Ala Thr Gly Gly
225 230 235

Asp Glu Asn Ala Met Phe Asp Asp Ala Ala Asp Met Ala
245 250

Ser Arg Leu Trp Arg Asp Lys Glu Ala Arg Arg Ala Ala
260 265

Pro Gly Phe Asp Leu lle Ser Leu Leu GIn Ser Asn Lys
275 280 285

GIn Gly GIn
80

Val His Tyr
95

Arg Phe Glu
110

Ala Glu Pro

Glu Met Phe

Ser Val GIn
160

Leu lle Arg
175

Lys Pro Phe
190

Met Leu Ala

Val Glu Trp

Glu Phe Ala
240

Arg Ser Phe
255

Gly Glu Glu
270

Glu Thr Lys
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Asp Leu lle Asn Arg Pro Met Glu Phe lle Gly Asn Leu
290 295 300

lle Val Ala Gly Ala Asp Thr Thr Arg Asn Ser Met Ser
305 310 315

Val Ala Met Asn Glu Phe Pro Arg Glu Phe Glu Lys Leu
325 330

Pro Glu Leu lle Pro Asn Met Val Ser Glu lle lle Arg
340 345

Pro Leu Ala Tyr Met Arg Arg lle Ala Lys GIn Asp Val
355 360 365

Gly GIn Thr lle Lys Lys Gly Asp Arg Val Val Met Trp
370 375 380

Gly Asn Arg Asp Glu Arg Lys Phe Asp Asn Pro Asp Gin
385 390 395

Asp Arg Lys Asp Ala Arg Asn His Met Ser Phe Gly Tyr
405 410

Arg Cys Met Gly Asn Arg Leu Ala Glu Leu Gin Leu Arg
420 425

Glu Glu lle Leu Lys Arg Phe Asp Asn lle Glu Val Val
435 440 445

Glu Arg Val GIn Ser Asn Phe Val Arg Gly Tyr Ser Arg
450 455 460

Lys Leu Thr Pro Asn Ser Val Leu His Arg His GIn Pro
465 470 475

Gly Glu Pro Ala Ala Arg Ala Val Ser Arg Thr Val Thr
485 490

Leu Asp Arg lle Ala Asp Asp Val Leu Arg Leu Val Leu
500 505

Thr Leu Leu

Gly Gly Leu
320

Lys Ala Lys
335

Trp GIn Thr
350

Glu Leu Gly

Tyr Ala Ser

Phe lle lle
400

Gly Val His
415

lle Leu Trp
430

Glu Glu Pro

Leu Met Val

Val Thr lle
480

Val Glu Arg
495

Arg Asp Ala
510
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Gly Gly Lys Thr Leu Pro Thr Trp Thr Pro Gly Ala His
515 520 525

Asp Leu Gly Ala Leu Ser Arg GIn Tyr Ser Leu Cys Gly
530 535 540

Ala Pro Ser Tyr Glu lle Ala Val His Leu Asp Pro Glu
545 550 555

Gly Ser Arg Tyr lle His Glu GIn Leu Glu Val Gly Ser
565 570

Met Arg Gly Pro Arg Asn His Phe Ala Leu Asp Pro Gly
580 585

Tyr Val Phe Val Ala Gly Gly lle Gly lle Thr Pro Val
595 600 605

Ala Asp His Ala Arg Ala Arg Gly Trp Ser Tyr Glu Leu
610 615 620

Gly Arg Asn Arg Ser Gly Met Ala Tyr Leu Glu Arg Val
625 630 635

Gly Asp Arg Ala Ala Leu His Val Ser Glu Glu Gly Thr
645 650

Leu Ala Ala Leu Leu Ala Glu Pro Ala Pro Gly Val GIn
660 665

Cys Gly Pro Gly Arg Leu Leu Ala Gly Leu Glu Asp Ala
675 680 685

Trp Pro Asp Gly Ala Leu His Val Glu His Phe Thr Ser
690 695 700

Ala Leu Asp Pro Asp Val Glu His Ala Phe Asp Leu Glu
705 710 715

Ser Gly Leu Thr Val Arg Val Glu Pro Thr GIn Thr Val
725 730

lle Asp Leu

Ala Pro Asp

Ser Arg Gly
560

Pro Leu Arg
575

Ala Glu His
590

Leu Ala Met

His Tyr Cys

Ala Gly His
640

Arg lle Asp
655

lle Tyr Ala
670

Ser Arg Asn

Ser Leu Ala

Leu Arg Asp
720

Leu Asp Ala
735
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Leu Arg Ala Asn Asn lle Asp Val Pro Ser Asp Cys Glu
740 745

Cys Gly Ser Cys Glu Val Ala Val Leu Asp Gly Glu Val
755 760 765

Asp Thr Val Leu Thr Lys Ala Glu Arg Ala Ala Asn Arg
770 775 780

Thr Cys Cys Ser Arg Ala Cys Gly Asp Arg Leu Val Leu
785 790 795

<210> 45

<211> 2400

<212> ADN

<213> Secuencia Artificial

<220>

<223> Descripcion de Secuencia Atrtificial: Polinucl
Sintético

<400> 45
atgccaacac tgcccagaac atttgacgac attcagtccc gactgat

agggtggtgc cgatgcagag gcaaattcag ggactgaaat tcttaat
aagaccttcg gcccacgcecg accgatgece gaattcgttg aaacacc
aacacgctgg cccttgagga catcgatgtc agcaatccgt ttttata
tggcgcgcect atttcaaacg gttgcgtgat gaggegecgg tecatta
cctttcggec ccttetggte ggtaactcgg tttgaagaca tectgtt
cacgacctgt tttccgccga gecgcaaate attctcggtg accctec

acggaaatgt tcatagcgat ggatccgecg aaacacgatg tgcageg

ggagtagtgg caccgaaaaa cctgaaggag atggaggggc tgatccg

gatgtgcttg acagcctgec tacagacaaa ccctttaact gggtacc
gaactcacag gccgceatget ggegacgctt ctggatttte cttacga
ctggttgagt ggtcggacag aatggcaggt acagcatcgg ccaccgg

gatgaaaatg ccatgtttga cgacgcggca gacatggecc ggtcttt

cgggacaagg aggcgegecg cgcagcagge gaggageccg gtttcga

ttgcagagca acaaagaaac gaaagacctg atcaatcggc cgatgga

ttgacgctge tcatagtcge cggcaacgat acgacgcgcea actcgat

Glu Gly Leu
750

Asp His Arg

GIn Met Met

Arg Leu

eétido

taa cgccacctcc 60
gag cgccaagagg 120
cat cccggacgtt 180
ccg gcagggtcag 240
cca gaagaacagc 300
cgt ggataagagt 360
gga ggggctgtcg 420
cag ctcggtgcag 480
atc acgcaccggc 540
tgc tgtttccaag 600
gga acgccacaag 660
cgg ggagtttgcc 720
ctc caggctitgg 780
ttt gatcagcctg 840

gtt tatcggtaat 900

gag tggtggcctg 960



114

gtggccatga acgaattccc cagggaattt gaaaaattga aggcaaa

ccgaacatgg tgtcggaaat catccgetgg caaacgecgc tggecta

gccaagceagg atgtcgaact gggeggecag accatcaaga agggtga

tggtacgcgt cgggtaaccg ggacgagegce aaatttgaca accccga
gatcgcaagg acgcacgaaa ccacatgtcg ttcggctatg gggttca
aaccgtctgg ctgaactgca actgcgcatc ctctgggaag aaatact
aacatcgaag tcgtcgaaga gcccgagegg gtgcagtcca acttegt
aggttgatgg tcaaactgac accgaacagt gtactccatc gtcatca
ggcgagccgg ccgetegtge tgtgageecge acggtgaccg ttgageg
gccgacgatg tecttcgect ggtecttcge gatgetggag gtaaaac
acgcctggceg ctcacatcga cctggatctg ggtgcetctga geegtca
ggcgctccgg atgeteegte gtacgaaatc geecgtgeact tagatec
ggaagccgct atattcatga acagctggaa gttggaagtc cgctgeg
cgcaaccatt tcgecctgga tccgggtgeg gaacattacg tgtttgt
ggcatcacgc cggtgctgge aatggcggat catgeeegtg cgegtgg
ctgcattatt gtggtcgtaa tcgtageggt atggcttacce tggaacg
ggtgaccgcg ctgecttgea cgtatctgaa gaaggcaccc geattga
cttgctgaac cggcgecggg cgtgcaaatce tacgectgeg gtccggg
ggtcttgaag acgcgtcteg taattggecg gatggegcegc ttcatgt
tcgagtttag ccgctttgga tccggatgtc gaacatgect ttgattt
tctggcctta ccgttcgegt cgagccaact cagaccgtit tagacge
aatatcgacg tccegtcgga ttgcgaagag gggcetgtgtg gttettg
ctggatggcg aggttgatca ccgtgatacc gttctgacta aggeccga
cgtcagatga tgacttgctg cagtcgtgca tgcggtgate gtctggt
<210> 46

<211> 799

<212> PRT

<213> Secuencia Artificial

<220>

<223> Descripcion de Secuencia Atrtificial: Polipépt
Sintético

acc ggagttgatt 1020
tat gcgccgaatc 1080
tcg agttgtcatg 1140
tca gttcatcatt 1200
ccg ttgcatggge 1260
caa gcgttttgac 1320
gcg gggctattcc 1380
acc tgtcaccatc 1440
tct tgatcgcatt 1500
cct cccgacgtgg 1560
gta ttcgctctgc 1620
gga aagccgtggt 1680
tat gcgtggccca 1740
tgc cgggggtatc 1800
ttg gtcgtacgaa 1860
cgt cgcgggacat 1920
tct ggcggeatta 1980
ccg titattagcg 2040
gga gcatttcact 2100
gga gctgecgtgac 2160
ttt gcgtgcgaac 2220
cga agtagccgtt 2280
gcg cgccgegaat 2340

cct gecgectctaa 2400

ido
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<400> 46
Met Pro Thr Leu Pro Arg Thr Phe Asp Asp lle GIn Ser
1 5 10

Asn Ala Thr Ser Arg Val Val Pro Met GIn Arg Gin lle
20 25

Lys Phe Leu Met Ser Ala Lys Arg Lys Thr Phe Gly Pro
35 40 45

Met Pro Glu Phe Val Glu Thr Pro lle Pro Asp Val Asn
50 55 60

Leu Glu Asp lle Asp Val Ser Asn Pro Phe Leu Tyr Arg
65 70 75

Trp Arg Ala Tyr Phe Lys Arg Leu Arg Asp Glu Ala Pro
85 90

GlIn Lys Asn Ser Pro Phe Gly Pro Phe Trp Ser Val Thr
100 105

Asp lle Leu Phe Val Asp Lys Ser His Asp Leu Phe Ser
115 120 125

Glin lle lle Leu Gly Asp Pro Pro Glu Gly Leu Ser Thr
130 135 140

lle Ala Met Asp Pro Pro Lys His Asp Val GIn Arg Ser
145 150 155

Gly Val Val Ala Pro Lys Asn Leu Lys Glu Met Glu Gly
165 170

Ser Arg Thr Gly Asp Val Leu Asp Ser Leu Pro Thr Asp
180 185

Asn Trp Val Pro Ala Val Ser Lys Glu Leu Thr Gly Arg
195 200 205

Thr Leu Leu Asp Phe Pro Tyr Glu Glu Arg His Lys Leu
210 215 220

Arg Leu lle
15

GIn Gly Leu
30

Arg Arg Pro

Thr Leu Ala

GIn Gly GIn
80

Val His Tyr
95

Arg Phe Glu
110

Ala Glu Pro

Glu Met Phe

Ser Val GIn
160

Leu lle Arg
175

Lys Pro Phe
190

Met Leu Ala

Val Glu Trp
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Ser Asp Arg Met Ala Gly Thr Ala Ser Ala Thr Gly Gly
225 230 235

Asp Glu Asn Ala Met Phe Asp Asp Ala Ala Asp Met Ala
245 250

Ser Arg Leu Trp Arg Asp Lys Glu Ala Arg Arg Ala Ala
260 265

Pro Gly Phe Asp Leu lle Ser Leu Leu GIn Ser Asn Lys
275 280 285

Asp Leu lle Asn Arg Pro Met Glu Phe lle Gly Asn Leu
290 295 300

lle Val Ala Gly Asn Asp Thr Thr Arg Asn Ser Met Ser
305 310 315

Val Ala Met Asn Glu Phe Pro Arg Glu Phe Glu Lys Leu
325 330

Pro Glu Leu lle Pro Asn Met Val Ser Glu lle lle Arg
340 345

Pro Leu Ala Tyr Met Arg Arg lle Ala Lys GIn Asp Val
355 360 365

Gly GIn Thr lle Lys Lys Gly Asp Arg Val Val Met Trp
370 375 380

Gly Asn Arg Asp Glu Arg Lys Phe Asp Asn Pro Asp Gin
385 390 395

Asp Arg Lys Asp Ala Arg Asn His Met Ser Phe Gly Tyr
405 410

Arg Cys Met Gly Asn Arg Leu Ala Glu Leu GIn Leu Arg
420 425

Glu Glu lle Leu Lys Arg Phe Asp Asn lle Glu Val Val
435 440 445

Glu Phe Ala
240

Arg Ser Phe
255

Gly Glu Glu
270

Glu Thr Lys

Thr Leu Leu

Gly Gly Leu
320

Lys Ala Lys
335

Trp GIn Thr
350

Glu Leu Gly

Tyr Ala Ser

Phe lle lle
400

Gly Val His
415

lle Leu Trp
430

Glu Glu Pro
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Glu Arg Val GIn Ser Asn Phe Val Arg Gly Tyr Ser Arg
450 455 460

Lys Leu Thr Pro Asn Ser Val Leu His Arg His GIn Pro
465 470 475

Gly Glu Pro Ala Ala Arg Ala Val Ser Arg Thr Val Thr
485 490

Leu Asp Arg lle Ala Asp Asp Val Leu Arg Leu Val Leu
500 505

Gly Gly Lys Thr Leu Pro Thr Trp Thr Pro Gly Ala His
515 520 525

Asp Leu Gly Ala Leu Ser Arg GIn Tyr Ser Leu Cys Gly
530 535 540

Ala Pro Ser Tyr Glu lle Ala Val His Leu Asp Pro Glu
545 550 555

Gly Ser Arg Tyr lle His Glu GIn Leu Glu Val Gly Ser
565 570

Met Arg Gly Pro Arg Asn His Phe Ala Leu Asp Pro Gly
580 585

Tyr Val Phe Val Ala Gly Gly lle Gly lle Thr Pro Val
595 600 605

Ala Asp His Ala Arg Ala Arg Gly Trp Ser Tyr Glu Leu
610 615 620

Gly Arg Asn Arg Ser Gly Met Ala Tyr Leu Glu Arg Val
625 630 635

Gly Asp Arg Ala Ala Leu His Val Ser Glu Glu Gly Thr
645 650

Leu Ala Ala Leu Leu Ala Glu Pro Ala Pro Gly Val GIn
660 665

Leu Met Val

Val Thr lle
480

Val Glu Arg
495

Arg Asp Ala
510

lle Asp Leu

Ala Pro Asp

Ser Arg Gly
560

Pro Leu Arg
575

Ala Glu His
590

Leu Ala Met

His Tyr Cys

Ala Gly His
640

Arg lle Asp
655

lle Tyr Ala
670
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Cys Gly Pro Gly Arg Leu Leu Ala Gly Leu Glu Asp Ala
675 680 685

Trp Pro Asp Gly Ala Leu His Val Glu His Phe Thr Ser
690 695 700

Ala Leu Asp Pro Asp Val Glu His Ala Phe Asp Leu Glu
705 710 715

Ser Gly Leu Thr Val Arg Val Glu Pro Thr GIn Thr Val
725 730

Leu Arg Ala Asn Asn lle Asp Val Pro Ser Asp Cys Glu
740 745

Cys Gly Ser Cys Glu Val Ala Val Leu Asp Gly Glu Val
755 760 765

Asp Thr Val Leu Thr Lys Ala Glu Arg Ala Ala Asn Arg
770 775 780

Thr Cys Cys Ser Arg Ala Cys Gly Asp Arg Leu Val Leu
785 790 795

Ser Arg Asn

Ser Leu Ala

Leu Arg Asp
720

Leu Asp Ala
735

Glu Gly Leu

750

Asp His Arg

GIn Met Met

Arg Leu



