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SEQ ID NO: 113: Secuencia de nucleótidos que codifica hR198_H5
ATGAAACACCTGTGGTTCTTCCTCCTGCTGGTGGCAGCTCCCAGATGGGTGCTGAGCCAGGTGCAGCTGGTGC 

AGTCTGGCGCCGAAGTGAAGAAACCAGGCGCCAGCGTGAAGGTGTCCTGCAAGGCCTCTGGCTACCCCGTGAC 

CGCCT ACT ACATCAGCTGGATCAGACAGGCCCCAGGCCAGGGCCTGGAATGGATCGGCTACATCGACATGGGC 

AACGGCCGGACCAACTACAACGCCCGGTTT AAGGGCAGAGCCACCCTGACCGTGGACAAGAGCACCAGCACCG 

CCTACATGGAACTGAGCAGCCTGCGGAGCGAGGACACCGCCGTGTACTACTGCGCCAGAGACAGCAACTGGGG 

C G IGGACTATTGGGGCCAGGGCACACTCGTGACCGTCAGCT CAGCCTCCACCAAGGGCCCAAGCGTCTTCCCC 

CTGGCACCCTCCTCCAAGAGCACCTCTGGCGGCACAGCCGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCG 

AACCCGTGACCGTGAGCTGGAACTCAGGCGCCCTGACCAGCGGCGTGCACACCTTCCCCGCTGTCCTGCAGTC 

CTCAGGACT CT ACTCCCT CAGCAGCGTGGT GACCGTGCCCTCCAGCAGCTTGGGCACCCAGACCTACATCTGC 

AACGT GAAT CACAAGCCCAGCAACACCAAGGT GGACAAGAGAGTTGAGCCCAAATCTTGTGACAAAACTCACA 

CATGCCCACCCTGCCCAGCACCTGAACTCCTGGGGGGACCCTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGA 

CACCCTCATGATCTCCCGGACCCCTGAGGTCACATGCGTGGTGGTGGACGTGAGCCACGAAGACCCTGAGGTC 

AAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCATAATGCCAAGACAAAGCCCCGGGAGGAGCAGTACAACA 

GCACGTACCGGGTGGTCAGCGTCCTCACCGTCCTGCACCAGGACTGGCTGAATGGCAAGGAGTACAAGTGCAA 

GGTCTCCAACAAAGCCCTCCCAGCCCCCATCGAGAAAACCATCTCCAAAGCCAAAGGCCAGCCCCGGGAACCA 

CAGGT GTACACCCTGCCCCCATCCCGGGAGGAGATGACCAAGAACCAGGTCAGCCTGACCTGCCTGGTCAAAG 

GCTTCTATCCCAGCGACATCGCCGTGGAGTGGGAGAGCAATGGCCAGCCCGAGAACAACTACAAGACCACCCC 

TCCCGTGCTGGACTCCGACGGCTCCTTCTTCCTCTACAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAG 

GGCAACGTCTTCTCATGCTCCGTGATGCATGAGGCTCTGCACAACCACTACACCCAGAAGAGCCTCTCCCTGT 

CTCCCGGCAAATGA

Secuencia de señal (1-57), Región variable (58-408), Región constante (409-1398)

SEQ ID NO: 114: Secuencia de aminoácido de hR198_H5
MKHLWF F L L LVAAPRWVLSQVQLVQSGAEVKKPGASVKVSCKASGYPVTAYYISWIRQAPGQG LEWIGYIDMG 

NGRTNYNARFKGRATLTVDKSTSTAYMELSSLRSEDTAVYYCARDSNWGVDYWGQGTLVTVSSASTKGPSVFP 

LAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSWTVPSSSLGTQTYIC 

NVNHKPSNTKVDKRVEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVWDVSHEDPEV 

KFNWYVDGVEVHNAKTKPREEQYNSTYRWSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREP 

QWTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQ 

GNVFSCSVMHEALHNHYTQKSLSLSPGK

Secuencia de señal (1-19), Región variable (20-136), Región constante (137-466)


