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FIGURA 10A

Alineaciones de Secuencia de Regién Variable de Cadena Pesada

NOMBRE DEL CLON
1K3VH6-7
1K3VH6-8_0816
1K3VH3-8
2K4VH3-8
1K3VH3-4
1K3VH3-3_0816
2K4VH2-8
2K4VHI1-1
2K4VH1-4

1C9 VH404-8 1024
1C9 VH405-12 1024
1C9 VH411-1 1024
1C9_VHA406-4_1024
1L20VH2-3 0903
1L20VH2-1 0907
1L20VH2-3 0910
1J20VH1-7_0910
1J20VH1-1-6 0829
1L5VHOO03-5-8_0907
1L5VHO003-6-3 0907
1L5VHOO01-7-6_0907
1L5VHO001-6-5 0907
1L5VHOO01-6-11_0907
1L5VHO003-6-2 0910
1L5VHOO01-6-12 0907
1L5VH003-3-4 0907
IL5VHO003-3-8_0907
CTC2 VH

CTD2_VH

CTA5 VH

CT311 _VH
IN23VH3-5
IN23VH3-7
IN23VH2-1
1K23VH2-1 0910
IK23VHI-4 0907
1K23VH1-10 0907
IN23VH1-5
1K23VHB8-4 0907
1K23VH8-5 0907
1K23VHB8-9 0907
1E9 VHIE3

1E9 VHI1D5

1A12 VH

CDRI CDR2
LVQLQQSGAELARPGASVKLSCKftSGYTFTSYWMQWVKQRPGQGLEWIGAIYPG--NGDT
LVQIQQSGAELARPGASVKLSCKASCTTFTSYWMQWVKQRPGQGLEWIGAIYPG--NGDT 58
LVOLKQSGAELARPGASVKLSCKASGYTFTSYWMOs'VKGRPGQGLEWIGAIYPG--NGDT 58
LVQLKQ5GAELARPGAS KLSCKASGYTFTSYWi-IQ"s"KQRPGQGIE'WIGAIY PG - -NGDT 53
SVQLXQSGAZLARPGASVKLS CKASGYTFTSYWMCWVKQRPGQGLSKIGAIYPG--NGDT 58
SVQLKQSGAELARPGASVKLSCKASGYTFTSYWI4GWVKQRPGQGLEWIGAIYPG--NGDT 58
RSQIKESGAELARPGASVKLSCKASGYTFTSYWI4QWVKQRPGQGLEWIGAIYPG--NGDT 53
SVKLQESGAELARPGASVKLS CKASGYTFTSYWIdQWVKQRPGQGLEWIGAIYPG--NGDT 58
SVKLQESGAELARPGASVKLSCKASGYTFTSYWMQWVKQRPGQGLEWIGAIYPG--NGDT
QVQLQPSGAZLARPGASVKLS CKASGETFTNYWidgs71KQRPGQGLEWIGAIYPG--NGET 58
QVQLQPSGAELARPGASVKLSCKASGETFTNYWMCWIKQRPGQGLEWIGAIYPG--DGET 58
QVQLQPSGAELARPGAPVKLSCKASGETFTNYWMQWIKQRPGQGLEWIGAIYPG--DGET 58
QVOQLQPSGAELARPGASVKLSCKASGETFTNYWMQWIKQRPGQGLEWIGAIYPG--DGET 58
QVQLKESGAELARPGASVKLSCKASGYTFTSYWMCWVKQRPGQGLEWIGAIYPG--NGDT 58
QVQLKESGAELARPGASVKLS CKASGYTFTSYWMQWVKQRPGQGLEWIGAIYPG--NGDT 58
QVQLKESGAELARPGASVKLS CKASGYTFTSYWMQWVKQRPGQGLEWIGAIYPG--NGDT 53
DVKLQESGAELARPGASVKLSCKASGYTFTSYWMQWVKQRPGQGLSW~GAIYPG--NGDT 58
QVOLQQSGAELARPGASVKLSRKASGYTFTSYWMQWVKQRPGQGLEWIGAIYPG--NGDT 58
EVQLQQSGAALVRPGASVKLSCKASGYSFTSYWHNWVKQRPGLGLEW IGM IHPS--DSET 58
EVQLQQSGAALVRPGASVKLS CKASGYSFTSYWMNWVKQRPGLGLEis! GMIHPS- -DSET 53
EVQLQQSGAALVRPGASVKLS CKASGYSFTSYWMNWVKQRPGLGLEWIGM IHPS--DSET 58
EVQLQQSGAALVRPGASVKLSCKASGYSFTSYWMNWVKQRPGLGLEWIGM IBPS--DSET 58
EVQLQQSGAALVRPGASVKLSCKASGYSFTSYWIi-INWVKQRPGLGLEWIGM IHPS--DSET
EVQLQQSGAALVRPGASVKLS CKASGYSFTSYWMNWVKQRPGLGLEW IGM IHPS--DSET 58
RVQLQQSGAALVRPGASVKLS CKASGYSFTSYWMNWVKQRPGLGLEWIGM IHPS- -DSET 53
QVQLKQSGAALVRPGASVKLS CKASGYSFTSYWMNWVKQRPGLGLEWIGM IHPS--DSET 58
QVQLKQSGAALVRPGASVKLS CKASGYSFTSYWMNWVKQRPGLGLEWIGM IHPS--DSET 58
QVQLQQPGSEFVKPGASVRLSRKSSGYTFTTEVAINWVRQRPGQGLSWIGNIYPG--DAAT 58
QVQLQQPGSEFVKPGASVRLSCKSSGYTFTTFWINWVRQRPGQGLEWIGNIYPG--DAAT 58
EVRLVSTGGGLVQPEGSLKLSCAASGFTFNANAMNWYVRQVPGKGLEWVARIRSGTRNYAI 60
EVRLVETGGGLVQPEGSLKLS CAASGFTFNANAMNWYVRQVPGKGLEWVARIRSKTRNYAI 60
LVQLKQSGPSLVKPSQTLSLTCS\n:CPSVTSGYTWN)\, IRKFPGNKLEYIdGY ISY S—--GNT 57
LVQLKQSGPSLVKPSQTLSLTCSVTGDSVTSGYIWNIRIRK FPGNKLEYMGY ISYS ~ GNT 57
LVQLKESGPSLVKPSQTLSLTCSVTCPSVTSGYS\WIRKFPGNKLEY2dGY ISY S----GNT 57
SVQLKESGPSLVKPSQTLSLT CSVTCa>SVTSGYIiNgl RKFPGNKLE YMGY ISY S - GNT 57
DVKLQESGPSLVKPSQTLSLTCSVTGDSVTSGYWNWIRKFPGNKLE YMGY ISY S - GNT 57
DVKLQESGPSLVKPSQTLSLTCSVTGDSVTSGYWNWIRKFPGNKLSYMGY ISY S—--GNT 57
LVKLQESGPSLVKPSQTLSLTCSVTGDSVTS GYWNWIRKFPGNKLE Y2-1GY ISY S ------ GNT 57
EVKLVESGPSLVKPSQTLSLTCSVTGDSVTSGYIAMAI RKFPGNKLE YMGY ISY S
EVKLVESGPSLVKPSQTLSLTCSVTGDSVTSGYWNWIRKFPGNKLEYMGY ISY'S
EVKLVESGPSLVKPSQTLSLTCSVTCPSVTS GYWNWIRKFPGNKLEYMGY ISY S—--GNT 57
QVQLQQSGGGLVKPGGSLRLSCTASGFTFSSYWMTWVRGAPGKGLSWVAN IgRD - -GSEK 58
QVQLQQSGGGLVKPGGSLRLSCTASGFTFSSYWMTWVRQAPGKGLSWVANIKRD— GSEK 58
QVNLRESGGGWCPGRSLRLSCAASGFTFSNYGMHWVRQAPGKGLEWVAAISYD--GINK 58




