
FIGURA 9B
Alineaciones de Secuencia de Región Variable de Cadena Ligera (Continuación)

SEQ ID NO. NOMBRE D
3 1N23VL5-
4 1N23VL5-
5 1N23VL1-
6 1N23VL1-
7 1N23VL1-
8 1R23VL2-
3 1N23VL1-

10 1R23VL2-
11 1R23VL2-
12 1R23VL2-
13 2R4VL1-3
14 2R4VL1-4
15 2R4VL1-1
16 2R4VL1-6
17 1C3VL2-4
18 1C3VL2-6
13 1C3VL2-3
20 2R4VL2-5'
21 2R4VL2-4
22 2R4VL2-6
23 U20VL5-
24 U20VL5-
25 U 2  0VL4-
26 1L20VL5-
27 1R3VL2-5
28 1R3VL2-3
23 1R3VL2-4
30 2R4VL2-5
31 1L5VL2-4
32 1L5VL3-1
33 CTC6_VL
34 CTD6_VL
35 CTA4_VL
36 CTB4_VL
37 1ES_VL
38 1A12 VL

CDR3
SGVPDRFSGSGSGTDFTLKINRVEAEDLGVYFCSQSAHVP-WTFGGGTKLEIK- 112 
SGVPDRFSGSGSGTDFTLKINRVEAEDLGVYFCSQSAHVP-WTFGGGTKLEIK- 112 
SGVPDRFSGSGSGTDFTLKINRVEAEDLGVYFCSQSAHVP-WTFGGGTKLEDW- 112 
SGVPDRFSGSGSGTDFTLKINRVEAEDLGVYFCSQSAHVP-WTFGGGTKLEDW- 112 
SGVPDRFSGSGSGTDFTLKINRVEAEDLGVYFCSQSAHVP-WTFGGGTKLEIK- 112 
SGVPDRFSG3GSGTDFTLKINRVEAEDLGVYFCSQSAHVP-WTFGGGTKLEIK- 112 
S GVPDRFSGS GS GT DFTLKINRVEAEDLGVYFCSQSAHVP^WTFGGGTRLEIR- 112 
SGVPDRFSGSGSGTDFTLKINRVEAEDLGVYFCSQSAHVP-WTFGGGTKLEIK- 112 
SGVPDRFSGSGSGTDFTLKINRVEAEDLGVYFCSQSAHVP-WTFGGGTKLEIK- 112 
SGVPDRFSGSGSGTDFTLKINRVEAEDLGVYFCSQSAHVP-WTFGGGTKKTGS- 112 
SGVPDRFSGSGSGTDFTLKISRVEAEDLGVYFCSQSTHVP-PTFGGGTKLEIK- 112 
SGVPDRFSGSGSGTDFTLKISRVEAEDLGVYYCFQGSHV— LTFGGGTKLEIK- 111 
SGVPDRFSGSGSGTDFTLKISRVE&EDLGVYYCFQGSHV— LTFGGGTKLEIR- 111 
SGVPDRFSGSGSGTDFTLRISRVEAEDLGVYYCFQGSHV— LTFGGGTRLEIR- 111 
SGVPDRFSGSGSGTAFTLRISRVEAEDVGVYYCMQHLEYP-LTFGAGTRLEIR- 112 
3GVPDRFSG3GSGTAFTLRISRVEAEDVGVYYCMQHLEYP-LTFGAGTRLEIR- 112 
SGVPDRFSGSGSGTAFTLRISRVEAEDVGVYYCMQHLEYP-LTFGAGTRLELR- 112 
SGVPDRFSGSGSGTAFTLRISRVEAEDVGVYYCMQHLEYP-LTFGAGTRLEIR- 112 
SGVPDRFSGSGSGTAFTLRISRVEAEDVGVYYCMQHLEYP-LTFGAGTRLEIR- 112 
SGVPDRFSGSGSGTAFTLRISRVEAGDVGVYYCMQHLEYP-LTFGAGTRLEIR- 112 
SGVPDRFSGSGSGTAFTLRISRVEAEDVGVYYCMQHLEYP-LTFGAGTRLELR- 112 
3GVPDRFSGSGSGTAFTLRISRVEAEDVGVYYCMQHLEYP-LTFGAGTRLELR- 112 
SGVPDRFSGSGSGTAFTLRISRVEAEDVGVYYCMQHLEYP-LTFGAGTRLELR- 112 
SGVPDRF3GSG3GTAFTLRISRVEAEDVGVYYCMQHLEYP-LTFGAGTRLELR- 112 
SGVPDRFSG3GSGTAFTLRI3RVEAEDVGVYYCMQHLEYP-LTFGAGTRLELR- 112 
SGVPDRF3G3GSGTAFTLRISRVEAEDVGVYYCMQHLEYP-LTFGAGTRLELR- 112 
SGVPDRFSGSGSGTAFTLRISRVEAEDVGVYYCMQHLEYP-LTFGAGTRLELR- 112 
SGVPDRFSGSGSGTAFTLRISRVEAEDVGVYYCMQHLEYP-LTFGAGTRLELR- 112 
SGVPDRFSG3GSGTAFTLRISRVAAEDVGVYYCLQQLEYP~ FT FGGGTRLEIR- 112 
SGVPDRFSGSGSGTAFTLRISRVEAEDVGVYYCLQQLEYP-FTFGGGTRLEIR- 112 
SGVPDRFSGRGSGTDFTLRISRVEAEDVGVYYCMQGLEYP-LTFGAGTRLGLR- 112 
SGVPDRFSGRGSGTDFTLRISRVEAEDVGVYYCMQGLEYP-LTFGAGTRLELR- 112 
DGVPSRFSGSGSGQDYSLTINSLEFEDMGIYYCLQYDDFP-LTFGAGTRVELR- 107 
DGVPSRFSGSGSGQDYSLTINSLELEDMGIYYCLQYDDFP-LTFGAGTRVELR- 107 
SGIPDRFSGSRSGTSATLGITGLQTGDEADYYCSSYTSSSSWVFGGGTRVTVLG 110 
SGIPERFSGSNSGNTATLTISGTQAMDEADYYCQAWDSRT-WIGRGTRLTVLG 108


