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<120>  REDUCCIÓN DE NITROSAMINAS ESPECÍFICAS DEL TABACO MEDIANTE LA ALTERACIÓN DE LA VÍA DE ASIMILACIÓN DE NITRATO<130>  P4597PC00<150>  EP 14194798.6<151>  2014-11-25<150>  EP 14186705.1<151>  2014-09-26<160>  28    <170>  PatentIn versión 3.5<210>  1<211>  2715<212>  ADN<213>  Secuencia artificial<220><223>  Oligonucleótido sintético<400>  1atggcggcat ctgtcgaaaa caggcagttc agtcacatag aagccggttt atcccggtct       60ttcaagcctc ggtctgattc cccggttcgt ggctgcaact tccctccgcc caacagtact      120aatttccaaa agaaaccaaa ttccaccatt ttccttgatt actcgtcgag tgaagacgac      180gatgatgatg acgaaaaaaa tgagtacctt caaatgatca aaaaagggaa ttcagaatta      240gagccatctg ttcatgacag cagggacgaa ggtaccgctg ataactggat tgaacgcaac      300ttttccttga ttcgtctcac cggaaagcat ccatttaact ccgaaccgcc gttgaaccgt      360ctcatgcacc acggttttat cacaccggtc ccacttcatt acgttcgtaa ccatggaccg      420gttcccaagg gcacatggga tgactggacc gtggaagtca cgggactagt gaaacgtcct      480atgaaattca caatggacca gttggttaac gaattccctt ccagagaatt gcccgttacg      540cttgtgtgtg ctggcaaccg aaggaaagaa cagaacatgg ttaaacaaac cattggtttc      600aactggggtg ccgctgccgt ttcaacaact gtatggcgcg gggtacccct acgcgctttg      660ttaaaacggt acggtgtttt tagcaagaat aaaggggcgc ttaatgtttg cttcgaagga      720gctgatgtct tgcccggagg cggtggttca aagtatggaa ccagcattaa gaaggaattt      780gcaatggatc cagcacgaga tatcataata gcttacatgc agaacggaga aaaattggca      840cccgaccacg ggtttccagt acgaatgata attccaggat tcattggagg aagaatggtg      900aaatggataa agaggattat agtcaccacc caagaatcag acagctatta tcatttcaag      960gacaatagag ttcttcctcc ccatgttgat gctgaacttg caaatactga agcatggtgg     1020tacaagccag agtacatcat caatgagctc aatattaact ctgtcattac gacgccgtgt     1080catgaagaaa ttttgcctat taacgcctgg acgactcagc gaccttacac gttgaggggc     1140tattcttatt ctggcggagg gaaaaaagta acgcgagtag aagtgacctt ggatggagga     1200gaaacatggc aagtttgcac actagatcac ccagagaagc ccaccaaata tggcaagtac     1260tggtgttggt gcttttggtc actcgaggtt gaggtgttag acttgctcag tgccaaagaa     1320attgctgttc gagcttggga tgagaccctc aatactcaac ctgagaagct tatttggaat     1380gtcatgggaa tgatgaacaa ttgctggttc cgagtaaaga tgaatgtgtg caagcctcac     1440aagggagaga ttggaatagt gtttgaacac ccgactcaac ctggaaacca atcaggtgga     1500tggatggcaa aggagaggca tttggagata tcagcagagg cacctccaac actaaagaag     1560agtatctcaa ctccattcat gaacacagct tccaagatgt actccatgtc ggaggtgagg     1620aaacacagct ctgctgactc tgcttggatc atagtccatg gtcatatcta tgacgccacg     1680cgtttcttga aagatcaccc cggtggttct gacagcattc tcatcaatgc tggcactgat     1740tgcactgagg aatttgatgc aattcattct gataaggcta agaagctatt ggaggaattc     1800aggattggtg aactcctaac tactggttac acctctgact ctcctggcaa ctccgtccat     1860ggatcttctt ccttcagcag ctttctagca cctattaagg aacttgttcc agcgcagagg     1920agtgtggccc tcattccaag agagaaaatc ccatgcaaac tcatcgacaa acaatccatc     1980tcccctgatg ttaggaaatt tcgatttgca ttgccctctg aggatcaagt cttgggcttg     2040cctgttggta aacacatctt cctctgtgcc gttattgacg ataagctctg catgcgcgcc     2100tacacgccta ctagcacgat cgatgaggtg gggtacttcg agttggttgt caagatatac     2160ttcaaaggaa ttcaccctaa attccccaat ggggggcaaa tgtcacaata ccttgattct     2220ctccaattag ggtcatttct cgacgtgaaa ggtccattag gtcacattga ataccaagga     2280aagggcaatt tcttagttca tggcaaacaa aagtttgcca agaagttggc catgatagca     2340ggtggaacag ggataactcc agtttatcaa gtcatgcagg caattctgaa agatccagaa     2400gatgacacag aaatgtatgt ggtctatgct aatagaacag aggatgatat tttacttaag     2460gaagagcttg attcatgggc tgagaaaatt ccagaaaggg ttaaagtttg gtatgtggtt     2520caagattcta ttaaagaagg atggaagtac agccttggtt ttatttcaga agccattttg     2580agagaacata tccctgagcc atctcacaca acactggctt tggcttgtgg accacctcct     2640atgattcaat ttgctgttaa tccaaacttg gagaagatgg gctatgacat taaggattcc     2700ttattggtgt tctaa                                                      2715<210>  2<211>  904<212>  PRT<213>  Secuencia artificial<220><223>  Péptido sintético<400>  2Met Ala Ala Ser Val Glu Asn Arg Gln Phe Ser His Ile Glu Ala Gly 1               5                   10                  15      Leu Ser Arg Ser Phe Lys Pro Arg Ser Asp Ser Pro Val Arg Gly Cys             20                  25                  30          Asn Phe Pro Pro Pro Asn Ser Thr Asn Phe Gln Lys Lys Pro Asn Ser         35                  40                  45              Thr Ile Phe Leu Asp Tyr Ser Ser Ser Glu Asp Asp Asp Asp Asp Asp     50                  55                  60                  Glu Lys Asn Glu Tyr Leu Gln Met Ile Lys Lys Gly Asn Ser Glu Leu 65                  70                  75                  80  Glu Pro Ser Val His Asp Ser Arg Asp Glu Gly Thr Ala Asp Asn Trp                 85                  90                  95      Ile Glu Arg Asn Phe Ser Leu Ile Arg Leu Thr Gly Lys His Pro Phe             100                 105                 110         Asn Ser Glu Pro Pro Leu Asn Arg Leu Met His His Gly Phe Ile Thr         115                 120                 125             Pro Val Pro Leu His Tyr Val Arg Asn His Gly Pro Val Pro Lys Gly     130                 135                 140                 Thr Trp Asp Asp Trp Thr Val Glu Val Thr Gly Leu Val Lys Arg Pro 
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145                 150                 155                 160 Met Lys Phe Thr Met Asp Gln Leu Val Asn Glu Phe Pro Ser Arg Glu                 165                 170                 175     Leu Pro Val Thr Leu Val Cys Ala Gly Asn Arg Arg Lys Glu Gln Asn             180                 185                 190         Met Val Lys Gln Thr Ile Gly Phe Asn Trp Gly Ala Ala Ala Val Ser         195                 200                 205             Thr Thr Val Trp Arg Gly Val Pro Leu Arg Ala Leu Leu Lys Arg Tyr     210                 215                 220                 Gly Val Phe Ser Lys Asn Lys Gly Ala Leu Asn Val Cys Phe Glu Gly 225                 230                 235                 240 Ala Asp Val Leu Pro Gly Gly Gly Gly Ser Lys Tyr Gly Thr Ser Ile                 245                 250                 255     Lys Lys Glu Phe Ala Met Asp Pro Ala Arg Asp Ile Ile Ile Ala Tyr             260                 265                 270         Met Gln Asn Gly Glu Lys Leu Ala Pro Asp His Gly Phe Pro Val Arg         275                 280                 285             Met Ile Ile Pro Gly Phe Ile Gly Gly Arg Met Val Lys Trp Ile Lys     290                 295                 300                 Arg Ile Ile Val Thr Thr Gln Glu Ser Asp Ser Tyr Tyr His Phe Lys 305                 310                 315                 320 Asp Asn Arg Val Leu Pro Pro His Val Asp Ala Glu Leu Ala Asn Thr                 325                 330                 335     Glu Ala Trp Trp Tyr Lys Pro Glu Tyr Ile Ile Asn Glu Leu Asn Ile             340                 345                 350         Asn Ser Val Ile Thr Thr Pro Cys His Glu Glu Ile Leu Pro Ile Asn         355                 360                 365             Ala Trp Thr Thr Gln Arg Pro Tyr Thr Leu Arg Gly Tyr Ser Tyr Ser     370                 375                 380                 Gly Gly Gly Lys Lys Val Thr Arg Val Glu Val Thr Leu Asp Gly Gly 385                 390                 395                 400 Glu Thr Trp Gln Val Cys Thr Leu Asp His Pro Glu Lys Pro Thr Lys                 405                 410                 415     Tyr Gly Lys Tyr Trp Cys Trp Cys Phe Trp Ser Leu Glu Val Glu Val             420                 425                 430         Leu Asp Leu Leu Ser Ala Lys Glu Ile Ala Val Arg Ala Trp Asp Glu         435                 440                 445             Thr Leu Asn Thr Gln Pro Glu Lys Leu Ile Trp Asn Val Met Gly Met     450                 455                 460                 Met Asn Asn Cys Trp Phe Arg Val Lys Met Asn Val Cys Lys Pro His 465                 470                 475                 480 Lys Gly Glu Ile Gly Ile Val Phe Glu His Pro Thr Gln Pro Gly Asn                 485                 490                 495     Gln Ser Gly Gly Trp Met Ala Lys Glu Arg His Leu Glu Ile Ser Ala             500                 505                 510         Glu Ala Pro Pro Thr Leu Lys Lys Ser Ile Ser Thr Pro Phe Met Asn         515                 520                 525             Thr Ala Ser Lys Met Tyr Ser Met Ser Glu Val Arg Lys His Ser Ser     530                 535                 540                 Ala Asp Ser Ala Trp Ile Ile Val His Gly His Ile Tyr Asp Ala Thr 545                 550                 555                 560 Arg Phe Leu Lys Asp His Pro Gly Gly Ser Asp Ser Ile Leu Ile Asn                 565                 570                 575     Ala Gly Thr Asp Cys Thr Glu Glu Phe Asp Ala Ile His Ser Asp Lys             580                 585                 590         Ala Lys Lys Leu Leu Glu Glu Phe Arg Ile Gly Glu Leu Leu Thr Thr         595                 600                 605             Gly Tyr Thr Ser Asp Ser Pro Gly Asn Ser Val His Gly Ser Ser Ser     610                 615                 620                 Phe Ser Ser Phe Leu Ala Pro Ile Lys Glu Leu Val Pro Ala Gln Arg 625                 630                 635                 640 Ser Val Ala Leu Ile Pro Arg Glu Lys Ile Pro Cys Lys Leu Ile Asp                 645                 650                 655     Lys Gln Ser Ile Ser Pro Asp Val Arg Lys Phe Arg Phe Ala Leu Pro             660                 665                 670         Ser Glu Asp Gln Val Leu Gly Leu Pro Val Gly Lys His Ile Phe Leu         675                 680                 685             Cys Ala Val Ile Asp Asp Lys Leu Cys Met Arg Ala Tyr Thr Pro Thr     690                 695                 700                 Ser Thr Ile Asp Glu Val Gly Tyr Phe Glu Leu Val Val Lys Ile Tyr 705                 710                 715                 720 Phe Lys Gly Ile His Pro Lys Phe Pro Asn Gly Gly Gln Met Ser Gln                 725                 730                 735     Tyr Leu Asp Ser Leu Gln Leu Gly Ser Phe Leu Asp Val Lys Gly Pro             740                 745                 750         Leu Gly His Ile Glu Tyr Gln Gly Lys Gly Asn Phe Leu Val His Gly         755                 760                 765             Lys Gln Lys Phe Ala Lys Lys Leu Ala Met Ile Ala Gly Gly Thr Gly     770                 775                 780                 Ile Thr Pro Val Tyr Gln Val Met Gln Ala Ile Leu Lys Asp Pro Glu 785                 790                 795                 800 Asp Asp Thr Glu Met Tyr Val Val Tyr Ala Asn Arg Thr Glu Asp Asp                 805                 810                 815     Ile Leu Leu Lys Glu Glu Leu Asp Ser Trp Ala Glu Lys Ile Pro Glu             820                 825                 830         Arg Val Lys Val Trp Tyr Val Val Gln Asp Ser Ile Lys Glu Gly Trp         835                 840                 845             Lys Tyr Ser Leu Gly Phe Ile Ser Glu Ala Ile Leu Arg Glu His Ile     850                 855                 860                 Pro Glu Pro Ser His Thr Thr Leu Ala Leu Ala Cys Gly Pro Pro Pro 865                 870                 875                 880 
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Met Ile Gln Phe Ala Val Asn Pro Asn Leu Glu Lys Met Gly Tyr Asp                 885                 890                 895     Ile Lys Asp Ser Leu Leu Val Phe             900                 <210>  3<211>  2715<212>  ADN<213>  Secuencia artificial<220><223>  Oligonucleótido sintético<400>  3atggcggcat ctgtcgaaaa caggcagttc agtcacctag aagccggttt atcccggtct       60ttcaagcccc ggtctgattc cccggttcgt ggctgcaact tcccttcgcc caacagtact      120aatttccaaa agaaaccaaa ttccaccatt taccttgatt actcgtcgag tgaagacgac      180gatgatgatg acgaaaaaaa tgagtacctt caaatgatta aaaaagggaa ttcagagtta      240gagccatctg ttcatgacac tagggacgaa ggtaccgctg ataattggat tgaacgcaac      300ttttccatga ttcgtctcac cggaaagcat ccatttaact ccgaaccacc gttgaaccgg      360ctcatgcacc acggctttat cacaccggtc ccacttcatt acgttcgtaa ccatggaccg      420gttcccaagg gcacgtggga tgactggacc gtggaagtca cgggactagt gaagcgtcct      480atgaaattca caatggacca gttggttaac gaattccctt gtagagaatt gcccgttacg      540cttgtttgtg ctggcaatcg aaggaaagaa cagaacatgg ttaaacaaac cattggtttc      600aactggggcg ccgctgccgt ttcaacaacg atatggcgcg gggtacccct ccgcgctttg      660ctaaaacggt gcggtgtttt tagcaagaat aaaggggcgc ttaatgtttg cttcgaagga      720gctgatgtgt tgcccggagg tggtggttca aagtatggaa ccagcattaa gaaggaattt      780gcaatggatc cagcacgaga tatcatcgta gcctacatgc agaacggaga aaaattggca      840cccgaccacg ggtttccagt acgaatgata attccaggat tcattggagg aagaatggtg      900aaatggataa agaggattat agtcaccacc caagaatcag acagctatta tcatttcaag      960gacaatagag ttcttcctcc ccatgttgat gctgaacttg caaataccga agcatggtgg     1020tacaagccag agtatatcat caatgagctt aatattaact ctgtcattac gacgccgtgt     1080catgaagaaa ttttgccaat taacgcctgg acgactcagc gaccttacac gttgaggggc     1140tattcttatt ctggcggagg gaaaaaagta acgcgagtag aagtgacgtt ggatggagga     1200gaaacatggc aagttagcac actagatcac ccagagaagc ccaccaaata tggcaagtac     1260tggtgttggt gcttttggtc actcgaggtt gaggtgttag acttgctcag tgctaaagaa     1320attgctgttc gagcttggga tgagaccctc aatactcaac ccgagaagct tatttggaac     1380gtcatgggaa tgatgaataa ttgctggttc cgagtaaaga tgaatgtgtg caagcctcac     1440aagggagaga ttggaatagt gtttgagcat ccgactcaac ctggaaacca atcaggtgga     1500tggatggcga aggagagaca tttggagata tcagcagagg cacctcaaac actaaagaag     1560agtatctcaa ctccattcat gaacacagct tccaagatgt actccatgtc cgaggtcagg     1620aaacacagct ctgctgactc tgcttggatc atagtccatg gtcatatcta tgacgccacg     1680cgtttcttga aagatcaccc tggtgggact gacagcattc tcatcaatgc tggcactgat     1740tgcactgagg aatttgatgc aattcattct gataaggcta agaagctctt ggaggatttc     1800aggattggtg aactcataac tactggttac acctctgact ctcctggcaa ctccgtgcac     1860ggatcttctt ccttcagcag ctttctagca cctattaagg aacttgttcc agcgcagagg     1920agtgtggccc taattccaag agagaaaatc ccatgcaaac tcatcgacaa gcaatccatc     1980tcccatgatg ttaggaaatt tcgatttgca ttgccctctg aggatcaagt cttgggcttg     2040cctgttggaa aacatatctt cctctgtgcc gttattgacg ataagctctg catgcgcgct     2100tacacgccta ctagcacgat cgatgaggtg gggtacttcg agttggttgt caagatatac     2160ttcaaaggaa ttcaccctaa attccccaat ggagggcaaa tgtcacagta tcttgattct     2220atgccgttag ggtcatttct cgacgtgaaa ggtccattag gtcacattga ataccaagga     2280aagggaaatt tcttagttca tggcaaacag aagtttgcca agaagttggc catgatagca     2340ggtggaacag gaataactcc agtgtatcaa gtcatgcagg caattctgaa agatccagaa     2400gatgacacag aaatgtatgt ggtgtatgct aacagaacag aggatgatat tttacttaag     2460gaagagcttg attcatgggc tgagaaaatt ccagagaggg ttaaagtttg gtatgtggtt     2520caggattcta ttaaagaagg atggaagtac agcattggtt ttattacaga agccattttg     2580agagaacata tccctgagcc atctcacaca acactggctt tggcttgtgg accacctcct     2640atgattcaat ttgctgttaa tccaaacttg gagaagatgg gctatgacat taaggattcc     2700ttattggtgt tctaa                                                      2715<210>  4<211>  904<212>  PRT<213>  Secuencia artificial<220><223>  Péptido sintético<400>  4Met Ala Ala Ser Val Glu Asn Arg Gln Phe Ser His Leu Glu Ala Gly 1               5                   10                  15      Leu Ser Arg Ser Phe Lys Pro Arg Ser Asp Ser Pro Val Arg Gly Cys             20                  25                  30          Asn Phe Pro Ser Pro Asn Ser Thr Asn Phe Gln Lys Lys Pro Asn Ser         35                  40                  45              Thr Ile Tyr Leu Asp Tyr Ser Ser Ser Glu Asp Asp Asp Asp Asp Asp     50                  55                  60                  Glu Lys Asn Glu Tyr Leu Gln Met Ile Lys Lys Gly Asn Ser Glu Leu 65                  70                  75                  80  Glu Pro Ser Val His Asp Thr Arg Asp Glu Gly Thr Ala Asp Asn Trp                 85                  90                  95      Ile Glu Arg Asn Phe Ser Met Ile Arg Leu Thr Gly Lys His Pro Phe             100                 105                 110         Asn Ser Glu Pro Pro Leu Asn Arg Leu Met His His Gly Phe Ile Thr         115                 120                 125             Pro Val Pro Leu His Tyr Val Arg Asn His Gly Pro Val Pro Lys Gly     130                 135                 140                 Thr Trp Asp Asp Trp Thr Val Glu Val Thr Gly Leu Val Lys Arg Pro 145                 150                 155                 160 Met Lys Phe Thr Met Asp Gln Leu Val Asn Glu Phe Pro Cys Arg Glu                 165                 170                 175     Leu Pro Val Thr Leu Val Cys Ala Gly Asn Arg Arg Lys Glu Gln Asn             180                 185                 190         Met Val Lys Gln Thr Ile Gly Phe Asn Trp Gly Ala Ala Ala Val Ser         195                 200                 205             Thr Thr Ile Trp Arg Gly Val Pro Leu Arg Ala Leu Leu Lys Arg Cys 
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    210                 215                 220                 Gly Val Phe Ser Lys Asn Lys Gly Ala Leu Asn Val Cys Phe Glu Gly 225                 230                 235                 240 Ala Asp Val Leu Pro Gly Gly Gly Gly Ser Lys Tyr Gly Thr Ser Ile                 245                 250                 255     Lys Lys Glu Phe Ala Met Asp Pro Ala Arg Asp Ile Ile Val Ala Tyr             260                 265                 270         Met Gln Asn Gly Glu Lys Leu Ala Pro Asp His Gly Phe Pro Val Arg         275                 280                 285             Met Ile Ile Pro Gly Phe Ile Gly Gly Arg Met Val Lys Trp Ile Lys     290                 295                 300                 Arg Ile Ile Val Thr Thr Gln Glu Ser Asp Ser Tyr Tyr His Phe Lys 305                 310                 315                 320 Asp Asn Arg Val Leu Pro Pro His Val Asp Ala Glu Leu Ala Asn Thr                 325                 330                 335     Glu Ala Trp Trp Tyr Lys Pro Glu Tyr Ile Ile Asn Glu Leu Asn Ile             340                 345                 350         Asn Ser Val Ile Thr Thr Pro Cys His Glu Glu Ile Leu Pro Ile Asn         355                 360                 365             Ala Trp Thr Thr Gln Arg Pro Tyr Thr Leu Arg Gly Tyr Ser Tyr Ser     370                 375                 380                 Gly Gly Gly Lys Lys Val Thr Arg Val Glu Val Thr Leu Asp Gly Gly 385                 390                 395                 400 Glu Thr Trp Gln Val Ser Thr Leu Asp His Pro Glu Lys Pro Thr Lys                 405                 410                 415     Tyr Gly Lys Tyr Trp Cys Trp Cys Phe Trp Ser Leu Glu Val Glu Val             420                 425                 430         Leu Asp Leu Leu Ser Ala Lys Glu Ile Ala Val Arg Ala Trp Asp Glu         435                 440                 445             Thr Leu Asn Thr Gln Pro Glu Lys Leu Ile Trp Asn Val Met Gly Met     450                 455                 460                 Met Asn Asn Cys Trp Phe Arg Val Lys Met Asn Val Cys Lys Pro His 465                 470                 475                 480 Lys Gly Glu Ile Gly Ile Val Phe Glu His Pro Thr Gln Pro Gly Asn                 485                 490                 495     Gln Ser Gly Gly Trp Met Ala Lys Glu Arg His Leu Glu Ile Ser Ala             500                 505                 510         Glu Ala Pro Gln Thr Leu Lys Lys Ser Ile Ser Thr Pro Phe Met Asn         515                 520                 525             Thr Ala Ser Lys Met Tyr Ser Met Ser Glu Val Arg Lys His Ser Ser     530                 535                 540                 Ala Asp Ser Ala Trp Ile Ile Val His Gly His Ile Tyr Asp Ala Thr 545                 550                 555                 560 Arg Phe Leu Lys Asp His Pro Gly Gly Thr Asp Ser Ile Leu Ile Asn                 565                 570                 575     Ala Gly Thr Asp Cys Thr Glu Glu Phe Asp Ala Ile His Ser Asp Lys             580                 585                 590         Ala Lys Lys Leu Leu Glu Asp Phe Arg Ile Gly Glu Leu Ile Thr Thr         595                 600                 605             Gly Tyr Thr Ser Asp Ser Pro Gly Asn Ser Val His Gly Ser Ser Ser     610                 615                 620                 Phe Ser Ser Phe Leu Ala Pro Ile Lys Glu Leu Val Pro Ala Gln Arg 625                 630                 635                 640 Ser Val Ala Leu Ile Pro Arg Glu Lys Ile Pro Cys Lys Leu Ile Asp                 645                 650                 655     Lys Gln Ser Ile Ser His Asp Val Arg Lys Phe Arg Phe Ala Leu Pro             660                 665                 670         Ser Glu Asp Gln Val Leu Gly Leu Pro Val Gly Lys His Ile Phe Leu         675                 680                 685             Cys Ala Val Ile Asp Asp Lys Leu Cys Met Arg Ala Tyr Thr Pro Thr     690                 695                 700                 Ser Thr Ile Asp Glu Val Gly Tyr Phe Glu Leu Val Val Lys Ile Tyr 705                 710                 715                 720 Phe Lys Gly Ile His Pro Lys Phe Pro Asn Gly Gly Gln Met Ser Gln                 725                 730                 735     Tyr Leu Asp Ser Met Pro Leu Gly Ser Phe Leu Asp Val Lys Gly Pro             740                 745                 750         Leu Gly His Ile Glu Tyr Gln Gly Lys Gly Asn Phe Leu Val His Gly         755                 760                 765             Lys Gln Lys Phe Ala Lys Lys Leu Ala Met Ile Ala Gly Gly Thr Gly     770                 775                 780                 Ile Thr Pro Val Tyr Gln Val Met Gln Ala Ile Leu Lys Asp Pro Glu 785                 790                 795                 800 Asp Asp Thr Glu Met Tyr Val Val Tyr Ala Asn Arg Thr Glu Asp Asp                 805                 810                 815     Ile Leu Leu Lys Glu Glu Leu Asp Ser Trp Ala Glu Lys Ile Pro Glu             820                 825                 830         Arg Val Lys Val Trp Tyr Val Val Gln Asp Ser Ile Lys Glu Gly Trp         835                 840                 845             Lys Tyr Ser Ile Gly Phe Ile Thr Glu Ala Ile Leu Arg Glu His Ile     850                 855                 860                 Pro Glu Pro Ser His Thr Thr Leu Ala Leu Ala Cys Gly Pro Pro Pro 865                 870                 875                 880 Met Ile Gln Phe Ala Val Asn Pro Asn Leu Glu Lys Met Gly Tyr Asp                 885                 890                 895     Ile Lys Asp Ser Leu Leu Val Phe             900                 <210>  5<211>  2715<212>  ADN<213>  Secuencia artificial
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<220><223>  Oligonucleótido sintético<400>  5atggcggcat ctgtcgaaaa caggcagttc agtcacctag aagccggttt atcccggtct       60ttcaagcccc ggtctgattc cccggttcgt ggctgcaact tcccttcgcc caacagtact      120aatttccaaa agaaaccaaa ttccaccatt taccttgatt actcgtcgag tgaagacgac      180gatgatgatg acgaaaaaaa tgagtacctt caaatgatta aaaaagggaa ttcagagtta      240gagccatctg ttcatgacac tagggacgaa ggtaccgctg ataattggat tgaacgcaac      300ttttccatga ttcgtctcac cggaaagcat ccatttaact ccgaaccacc gttgaaccgg      360ctcatgcacc acggctttat cacaccggtc ccacttcatt acgttcgtaa ccatggaccg      420gttcccaagg gcacgtggga tgactggacc gtggaagtca cgggactagt gaagcgtcct      480atgaaattca caatggacca gttggttaac gaattccctt gtagagaatt gcccgttacg      540cttgtttgtg ctggcaatcg aaggaaagaa cagaacatgg ttaaacaaac cattggtttc      600aactggggcg ccgctgccgt ttcaacaacg atatggcgcg gggtacccct ccgcgctttg      660ctaaaacggt gcggtgtttt tagcaagaat aaaggggcgc ttaatgtttg cttcgaagga      720gctgatgtgt tgcccggagg tggtggttca aagtatggaa ccagcattaa gaaggaattt      780gcaatggatc cagcacgaga tatcatcgta gcctacatgc agaacggaga aaaattggca      840cccgaccacg ggtttccagt acgaatgata attccaggat tcattggagg aagaatggtg      900aaatggataa agaggattat agtcaccacc caagaatcag acagctatta tcatttcaag      960gacaatagag ttcttcctcc ccatgttgat gctgaacttg caaataccga agcatggtgg     1020tacaagccag agtatatcat caatgagctt aatattaact ctgtcattac gacgccgtgt     1080catgaagaaa ttttgccaat taacgcctgg acgactcagc gaccttacac gttgaggggc     1140tattcttatt ctggcggagg gaaaaaagta acgcgagtag aagtgacgtt ggatggagga     1200gaaacatggc aagttagcac actagatcac ccagagaagc ccaccaaata tggcaagtac     1260tggtgttggt gcttttggtc actcgaggtt gaggtgttag acttgctcag tgctaaagaa     1320attgctgttc gagcttggga tgagaccctc aatactcaac ccgagaagct tatttggaac     1380gtcatgggaa tgatgaataa ttgctggttc cgagtaaaga tgaatgtgtg caagcctcac     1440aagggagaga ttggaatagt gtttgagcat ccgactcaac ctggaaacca atcaggtgga     1500tggatggcga aggagagaca tttggagata tcagcagagg cacctcaaac actaaagaag     1560agtatcgata ctccattcat gaacacagct tccaagatgt actccatgtc cgaggtcagg     1620aaacacagct ctgctgactc tgcttggatc atagtccatg gtcatatcta tgacgccacg     1680cgtttcttga aagatcaccc tggtgggact gacagcattc tcatcaatgc tggcactgat     1740tgcactgagg aatttgatgc aattcattct gataaggcta agaagctctt ggaggatttc     1800aggattggtg aactcataac tactggttac acctctgact ctcctggcaa ctccgtgcac     1860ggatcttctt ccttcagcag ctttctagca cctattaagg aacttgttcc agcgcagagg     1920agtgtggccc taattccaag agagaaaatc ccatgcaaac tcatcgacaa gcaatccatc     1980tcccatgatg ttaggaaatt tcgatttgca ttgccctctg aggatcaagt cttgggcttg     2040cctgttggaa aacatatctt cctctgtgcc gttattgacg ataagctctg catgcgcgct     2100tacacgccta ctagcacgat cgatgaggtg gggtacttcg agttggttgt caagatatac     2160ttcaaaggaa ttcaccctaa attccccaat ggagggcaaa tgtcacagta tcttgattct     2220atgccgttag ggtcatttct cgacgtgaaa ggtccattag gtcacattga ataccaagga     2280aagggaaatt tcttagttca tggcaaacag aagtttgcca agaagttggc catgatagca     2340ggtggaacag gaataactcc agtgtatcaa gtcatgcagg caattctgaa agatccagaa     2400gatgacacag aaatgtatgt ggtgtatgct aacagaacag aggatgatat tttacttaag     2460gaagagcttg attcatgggc tgagaaaatt ccagagaggg ttaaagtttg gtatgtggtt     2520caggattcta ttaaagaagg atggaagtac agcattggtt ttattacaga agccattttg     2580agagaacata tccctgagcc atctcacaca acactggctt tggcttgtgg accacctcct     2640atgattcaat ttgctgttaa tccaaacttg gagaagatgg gctatgacat taaggattcc     2700ttattggtgt tctaa                                                      2715<210>  6<211>  904<212>  PRT<213>  Secuencia artificial<220><223>  Péptido sintético<400>  6Met Ala Ala Ser Val Glu Asn Arg Gln Phe Ser His Leu Glu Ala Gly 1               5                   10                  15      Leu Ser Arg Ser Phe Lys Pro Arg Ser Asp Ser Pro Val Arg Gly Cys             20                  25                  30          Asn Phe Pro Ser Pro Asn Ser Thr Asn Phe Gln Lys Lys Pro Asn Ser         35                  40                  45              Thr Ile Tyr Leu Asp Tyr Ser Ser Ser Glu Asp Asp Asp Asp Asp Asp     50                  55                  60                  Glu Lys Asn Glu Tyr Leu Gln Met Ile Lys Lys Gly Asn Ser Glu Leu 65                  70                  75                  80  Glu Pro Ser Val His Asp Thr Arg Asp Glu Gly Thr Ala Asp Asn Trp                 85                  90                  95      Ile Glu Arg Asn Phe Ser Met Ile Arg Leu Thr Gly Lys His Pro Phe             100                 105                 110         Asn Ser Glu Pro Pro Leu Asn Arg Leu Met His His Gly Phe Ile Thr         115                 120                 125             Pro Val Pro Leu His Tyr Val Arg Asn His Gly Pro Val Pro Lys Gly     130                 135                 140                 Thr Trp Asp Asp Trp Thr Val Glu Val Thr Gly Leu Val Lys Arg Pro 145                 150                 155                 160 Met Lys Phe Thr Met Asp Gln Leu Val Asn Glu Phe Pro Cys Arg Glu                 165                 170                 175     Leu Pro Val Thr Leu Val Cys Ala Gly Asn Arg Arg Lys Glu Gln Asn             180                 185                 190         Met Val Lys Gln Thr Ile Gly Phe Asn Trp Gly Ala Ala Ala Val Ser         195                 200                 205             Thr Thr Ile Trp Arg Gly Val Pro Leu Arg Ala Leu Leu Lys Arg Cys     210                 215                 220                 Gly Val Phe Ser Lys Asn Lys Gly Ala Leu Asn Val Cys Phe Glu Gly 225                 230                 235                 240 Ala Asp Val Leu Pro Gly Gly Gly Gly Ser Lys Tyr Gly Thr Ser Ile                 245                 250                 255     Lys Lys Glu Phe Ala Met Asp Pro Ala Arg Asp Ile Ile Val Ala Tyr             260                 265                 270         Met Gln Asn Gly Glu Lys Leu Ala Pro Asp His Gly Phe Pro Val Arg 
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        275                 280                 285             Met Ile Ile Pro Gly Phe Ile Gly Gly Arg Met Val Lys Trp Ile Lys     290                 295                 300                 Arg Ile Ile Val Thr Thr Gln Glu Ser Asp Ser Tyr Tyr His Phe Lys 305                 310                 315                 320 Asp Asn Arg Val Leu Pro Pro His Val Asp Ala Glu Leu Ala Asn Thr                 325                 330                 335     Glu Ala Trp Trp Tyr Lys Pro Glu Tyr Ile Ile Asn Glu Leu Asn Ile             340                 345                 350         Asn Ser Val Ile Thr Thr Pro Cys His Glu Glu Ile Leu Pro Ile Asn         355                 360                 365             Ala Trp Thr Thr Gln Arg Pro Tyr Thr Leu Arg Gly Tyr Ser Tyr Ser     370                 375                 380                 Gly Gly Gly Lys Lys Val Thr Arg Val Glu Val Thr Leu Asp Gly Gly 385                 390                 395                 400 Glu Thr Trp Gln Val Ser Thr Leu Asp His Pro Glu Lys Pro Thr Lys                 405                 410                 415     Tyr Gly Lys Tyr Trp Cys Trp Cys Phe Trp Ser Leu Glu Val Glu Val             420                 425                 430         Leu Asp Leu Leu Ser Ala Lys Glu Ile Ala Val Arg Ala Trp Asp Glu         435                 440                 445             Thr Leu Asn Thr Gln Pro Glu Lys Leu Ile Trp Asn Val Met Gly Met     450                 455                 460                 Met Asn Asn Cys Trp Phe Arg Val Lys Met Asn Val Cys Lys Pro His 465                 470                 475                 480 Lys Gly Glu Ile Gly Ile Val Phe Glu His Pro Thr Gln Pro Gly Asn                 485                 490                 495     Gln Ser Gly Gly Trp Met Ala Lys Glu Arg His Leu Glu Ile Ser Ala             500                 505                 510         Glu Ala Pro Gln Thr Leu Lys Lys Ser Ile Asp Thr Pro Phe Met Asn         515                 520                 525             Thr Ala Ser Lys Met Tyr Ser Met Ser Glu Val Arg Lys His Ser Ser     530                 535                 540                 Ala Asp Ser Ala Trp Ile Ile Val His Gly His Ile Tyr Asp Ala Thr 545                 550                 555                 560 Arg Phe Leu Lys Asp His Pro Gly Gly Thr Asp Ser Ile Leu Ile Asn                 565                 570                 575     Ala Gly Thr Asp Cys Thr Glu Glu Phe Asp Ala Ile His Ser Asp Lys             580                 585                 590         Ala Lys Lys Leu Leu Glu Asp Phe Arg Ile Gly Glu Leu Ile Thr Thr         595                 600                 605             Gly Tyr Thr Ser Asp Ser Pro Gly Asn Ser Val His Gly Ser Ser Ser     610                 615                 620                 Phe Ser Ser Phe Leu Ala Pro Ile Lys Glu Leu Val Pro Ala Gln Arg 625                 630                 635                 640 Ser Val Ala Leu Ile Pro Arg Glu Lys Ile Pro Cys Lys Leu Ile Asp                 645                 650                 655     Lys Gln Ser Ile Ser His Asp Val Arg Lys Phe Arg Phe Ala Leu Pro             660                 665                 670         Ser Glu Asp Gln Val Leu Gly Leu Pro Val Gly Lys His Ile Phe Leu         675                 680                 685             Cys Ala Val Ile Asp Asp Lys Leu Cys Met Arg Ala Tyr Thr Pro Thr     690                 695                 700                 Ser Thr Ile Asp Glu Val Gly Tyr Phe Glu Leu Val Val Lys Ile Tyr 705                 710                 715                 720 Phe Lys Gly Ile His Pro Lys Phe Pro Asn Gly Gly Gln Met Ser Gln                 725                 730                 735     Tyr Leu Asp Ser Met Pro Leu Gly Ser Phe Leu Asp Val Lys Gly Pro             740                 745                 750         Leu Gly His Ile Glu Tyr Gln Gly Lys Gly Asn Phe Leu Val His Gly         755                 760                 765             Lys Gln Lys Phe Ala Lys Lys Leu Ala Met Ile Ala Gly Gly Thr Gly     770                 775                 780                 Ile Thr Pro Val Tyr Gln Val Met Gln Ala Ile Leu Lys Asp Pro Glu 785                 790                 795                 800 Asp Asp Thr Glu Met Tyr Val Val Tyr Ala Asn Arg Thr Glu Asp Asp                 805                 810                 815     Ile Leu Leu Lys Glu Glu Leu Asp Ser Trp Ala Glu Lys Ile Pro Glu             820                 825                 830         Arg Val Lys Val Trp Tyr Val Val Gln Asp Ser Ile Lys Glu Gly Trp         835                 840                 845             Lys Tyr Ser Ile Gly Phe Ile Thr Glu Ala Ile Leu Arg Glu His Ile     850                 855                 860                 Pro Glu Pro Ser His Thr Thr Leu Ala Leu Ala Cys Gly Pro Pro Pro 865                 870                 875                 880 Met Ile Gln Phe Ala Val Asn Pro Asn Leu Glu Lys Met Gly Tyr Asp                 885                 890                 895     Ile Lys Asp Ser Leu Leu Val Phe             900                 <210>  7<211>  2547<212>  ADN<213>  Secuencia artificial<220><223>  Oligonucleótido sintético<400>  7atggcggcat ctgtcgaaaa caggcagttc agtcacctag aagccggttt atcccggtct       60aattcagagt tagagccatc tgttcatgac actagggacg aaggtaccgc tgataattgg      120attgaacgca acttttccat gattcgtctc accggaaagc atccatttaa ctccgaacca      180ccgttgaacc ggctcatgca ccacggcttt atcacaccgg tcccacttca ttacgttcgt      240aaccatggac cggttcccaa gggcacgtgg gatgactgga ccgtggaagt cacgggacta      300
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gtgaagcgtc ctatgaaatt cacaatggac cagttggtta acgaattccc ttgtagagaa      360ttgcccgtta cgcttgtttg tgctggcaat cgaaggaaag aacagaacat ggttaaacaa      420accattggtt tcaactgggg cgccgctgcc gtttcaacaa cgatatggcg cggggtaccc      480ctccgcgctt tgctaaaacg gtgcggtgtt tttagcaaga ataaaggggc gcttaatgtt      540tgcttcgaag gagctgatgt gttgcccgga ggtggtggtt caaagtatgg aaccagcatt      600aagaaggaat ttgcaatgga tccagcacga gatatcatcg tagcctacat gcagaacgga      660gaaaaattgg cacccgacca cgggtttcca gtacgaatga taattccagg attcattgga      720ggaagaatgg tgaaatggat aaagaggatt atagtcacca cccaagaatc agacagctat      780tatcatttca aggacaatag agttcttcct ccccatgttg atgctgaact tgcaaatacc      840gaagcatggt ggtacaagcc agagtatatc atcaatgagc ttaatattaa ctctgtcatt      900acgacgccgt gtcatgaaga aattttgcca attaacgcct ggacgactca gcgaccttac      960acgttgaggg gctattctta ttctggcgga gggaaaaaag taacgcgagt agaagtgacg     1020ttggatggag gagaaacatg gcaagttagc acactagatc acccagagaa gcccaccaaa     1080tatggcaagt actggtgttg gtgcttttgg tcactcgagg ttgaggtgtt agacttgctc     1140agtgctaaag aaattgctgt tcgagcttgg gatgagaccc tcaatactca acccgagaag     1200cttatttgga acgtcatggg aatgatgaat aattgctggt tccgagtaaa gatgaatgtg     1260tgcaagcctc acaagggaga gattggaata gtgtttgagc atccgactca acctggaaac     1320caatcaggtg gatggatggc gaaggagaga catttggaga tatcagcaga ggcacctcaa     1380acactaaaga agagtatctc aactccattc atgaacacag cttccaagat gtactccatg     1440tccgaggtca ggaaacacag ctctgctgac tctgcttgga tcatagtcca tggtcatatc     1500tatgacgcca cgcgtttctt gaaagatcac cctggtggga ctgacagcat tctcatcaat     1560gctggcactg attgcactga ggaatttgat gcaattcatt ctgataaggc taagaagctc     1620ttggaggatt tcaggattgg tgaactcata actactggtt acacctctga ctctcctggc     1680aactccgtgc acggatcttc ttccttcagc agctttctag cacctattaa ggaacttgtt     1740ccagcgcaga ggagtgtggc cctaattcca agagagaaaa tcccatgcaa actcatcgac     1800aagcaatcca tctcccatga tgttaggaaa tttcgatttg cattgccctc tgaggatcaa     1860gtcttgggct tgcctgttgg aaaacatatc ttcctctgtg ccgttattga cgataagctc     1920tgcatgcgcg cttacacgcc tactagcacg atcgatgagg tggggtactt cgagttggtt     1980gtcaagatat acttcaaagg aattcaccct aaattcccca atggagggca aatgtcacag     2040tatcttgatt ctatgccgtt agggtcattt ctcgacgtga aaggtccatt aggtcacatt     2100gaataccaag gaaagggaaa tttcttagtt catggcaaac agaagtttgc caagaagttg     2160gccatgatag caggtggaac aggaataact ccagtgtatc aagtcatgca ggcaattctg     2220aaagatccag aagatgacac agaaatgtat gtggtgtatg ctaacagaac agaggatgat     2280attttactta aggaagagct tgattcatgg gctgagaaaa ttccagagag ggttaaagtt     2340tggtatgtgg ttcaggattc tattaaagaa ggatggaagt acagcattgg ttttattaca     2400gaagccattt tgagagaaca tatccctgag ccatctcaca caacactggc tttggcttgt     2460ggaccacctc ctatgattca atttgctgtt aatccaaact tggagaagat gggctatgac     2520attaaggatt ccttattggt gttctaa                                         2547<210>  8<211>  848<212>  PRT<213>  Secuencia artificial<220><223>  Péptido sintético<400>  8Met Ala Ala Ser Val Glu Asn Arg Gln Phe Ser His Leu Glu Ala Gly 1               5                   10                  15      Leu Ser Arg Ser Asn Ser Glu Leu Glu Pro Ser Val His Asp Thr Arg             20                  25                  30          Asp Glu Gly Thr Ala Asp Asn Trp Ile Glu Arg Asn Phe Ser Met Ile         35                  40                  45              Arg Leu Thr Gly Lys His Pro Phe Asn Ser Glu Pro Pro Leu Asn Arg     50                  55                  60                  Leu Met His His Gly Phe Ile Thr Pro Val Pro Leu His Tyr Val Arg 65                  70                  75                  80  Asn His Gly Pro Val Pro Lys Gly Thr Trp Asp Asp Trp Thr Val Glu                 85                  90                  95      Val Thr Gly Leu Val Lys Arg Pro Met Lys Phe Thr Met Asp Gln Leu             100                 105                 110         Val Asn Glu Phe Pro Cys Arg Glu Leu Pro Val Thr Leu Val Cys Ala         115                 120                 125             Gly Asn Arg Arg Lys Glu Gln Asn Met Val Lys Gln Thr Ile Gly Phe     130                 135                 140                 Asn Trp Gly Ala Ala Ala Val Ser Thr Thr Ile Trp Arg Gly Val Pro 145                 150                 155                 160 Leu Arg Ala Leu Leu Lys Arg Cys Gly Val Phe Ser Lys Asn Lys Gly                 165                 170                 175     Ala Leu Asn Val Cys Phe Glu Gly Ala Asp Val Leu Pro Gly Gly Gly             180                 185                 190         Gly Ser Lys Tyr Gly Thr Ser Ile Lys Lys Glu Phe Ala Met Asp Pro         195                 200                 205             Ala Arg Asp Ile Ile Val Ala Tyr Met Gln Asn Gly Glu Lys Leu Ala     210                 215                 220                 Pro Asp His Gly Phe Pro Val Arg Met Ile Ile Pro Gly Phe Ile Gly 225                 230                 235                 240 Gly Arg Met Val Lys Trp Ile Lys Arg Ile Ile Val Thr Thr Gln Glu                 245                 250                 255     Ser Asp Ser Tyr Tyr His Phe Lys Asp Asn Arg Val Leu Pro Pro His             260                 265                 270         Val Asp Ala Glu Leu Ala Asn Thr Glu Ala Trp Trp Tyr Lys Pro Glu         275                 280                 285             Tyr Ile Ile Asn Glu Leu Asn Ile Asn Ser Val Ile Thr Thr Pro Cys     290                 295                 300                 His Glu Glu Ile Leu Pro Ile Asn Ala Trp Thr Thr Gln Arg Pro Tyr 305                 310                 315                 320 Thr Leu Arg Gly Tyr Ser Tyr Ser Gly Gly Gly Lys Lys Val Thr Arg                 325                 330                 335     Val Glu Val Thr Leu Asp Gly Gly Glu Thr Trp Gln Val Ser Thr Leu             340                 345                 350         Asp His Pro Glu Lys Pro Thr Lys Tyr Gly Lys Tyr Trp Cys Trp Cys         355                 360                 365             
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Phe Trp Ser Leu Glu Val Glu Val Leu Asp Leu Leu Ser Ala Lys Glu     370                 375                 380                 Ile Ala Val Arg Ala Trp Asp Glu Thr Leu Asn Thr Gln Pro Glu Lys 385                 390                 395                 400 Leu Ile Trp Asn Val Met Gly Met Met Asn Asn Cys Trp Phe Arg Val                 405                 410                 415     Lys Met Asn Val Cys Lys Pro His Lys Gly Glu Ile Gly Ile Val Phe             420                 425                 430         Glu His Pro Thr Gln Pro Gly Asn Gln Ser Gly Gly Trp Met Ala Lys         435                 440                 445             Glu Arg His Leu Glu Ile Ser Ala Glu Ala Pro Gln Thr Leu Lys Lys     450                 455                 460                 Ser Ile Ser Thr Pro Phe Met Asn Thr Ala Ser Lys Met Tyr Ser Met 465                 470                 475                 480 Ser Glu Val Arg Lys His Ser Ser Ala Asp Ser Ala Trp Ile Ile Val                 485                 490                 495     His Gly His Ile Tyr Asp Ala Thr Arg Phe Leu Lys Asp His Pro Gly             500                 505                 510         Gly Thr Asp Ser Ile Leu Ile Asn Ala Gly Thr Asp Cys Thr Glu Glu         515                 520                 525             Phe Asp Ala Ile His Ser Asp Lys Ala Lys Lys Leu Leu Glu Asp Phe     530                 535                 540                 Arg Ile Gly Glu Leu Ile Thr Thr Gly Tyr Thr Ser Asp Ser Pro Gly 545                 550                 555                 560 Asn Ser Val His Gly Ser Ser Ser Phe Ser Ser Phe Leu Ala Pro Ile                 565                 570                 575     Lys Glu Leu Val Pro Ala Gln Arg Ser Val Ala Leu Ile Pro Arg Glu             580                 585                 590         Lys Ile Pro Cys Lys Leu Ile Asp Lys Gln Ser Ile Ser His Asp Val         595                 600                 605             Arg Lys Phe Arg Phe Ala Leu Pro Ser Glu Asp Gln Val Leu Gly Leu     610                 615                 620                 Pro Val Gly Lys His Ile Phe Leu Cys Ala Val Ile Asp Asp Lys Leu 625                 630                 635                 640 Cys Met Arg Ala Tyr Thr Pro Thr Ser Thr Ile Asp Glu Val Gly Tyr                 645                 650                 655     Phe Glu Leu Val Val Lys Ile Tyr Phe Lys Gly Ile His Pro Lys Phe             660                 665                 670         Pro Asn Gly Gly Gln Met Ser Gln Tyr Leu Asp Ser Met Pro Leu Gly         675                 680                 685             Ser Phe Leu Asp Val Lys Gly Pro Leu Gly His Ile Glu Tyr Gln Gly     690                 695                 700                 Lys Gly Asn Phe Leu Val His Gly Lys Gln Lys Phe Ala Lys Lys Leu 705                 710                 715                 720 Ala Met Ile Ala Gly Gly Thr Gly Ile Thr Pro Val Tyr Gln Val Met                 725                 730                 735     Gln Ala Ile Leu Lys Asp Pro Glu Asp Asp Thr Glu Met Tyr Val Val             740                 745                 750         Tyr Ala Asn Arg Thr Glu Asp Asp Ile Leu Leu Lys Glu Glu Leu Asp         755                 760                 765             Ser Trp Ala Glu Lys Ile Pro Glu Arg Val Lys Val Trp Tyr Val Val     770                 775                 780                 Gln Asp Ser Ile Lys Glu Gly Trp Lys Tyr Ser Ile Gly Phe Ile Thr 785                 790                 795                 800 Glu Ala Ile Leu Arg Glu His Ile Pro Glu Pro Ser His Thr Thr Leu                 805                 810                 815     Ala Leu Ala Cys Gly Pro Pro Pro Met Ile Gln Phe Ala Val Asn Pro             820                 825                 830         Asn Leu Glu Lys Met Gly Tyr Asp Ile Lys Asp Ser Leu Leu Val Phe         835                 840                 845             <210>  9<211>  11<212>  PRT<213>  Secuencia artificial<220><223>  Tomate; NIA; 523-533<400>  9Leu Lys Lys Ser Ile Ser Thr Pro Phe Met Asn 1               5                   10      <210>  10<211>  11<212>  PRT<213>  Secuencia artificial<220><223>  Tabaco; NIA1; 518-528<400>  10Leu Lys Lys Ser Ile Ser Thr Pro Phe Met Asn 1               5                   10      <210>  11<211>  11<212>  PRT<213>  Secuencia artificial<220><223>  Tabaco; NIA2; 518-528<400>  11Leu Lys Lys Ser Ile Ser Thr Pro Phe Met Asn 1               5                   10      <210>  12<211>  11<212>  PRT<213>  Secuencia artificial
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<220><223>  Petunia; NIA; 522-532<400>  12Leu Lys Lys Ser Ile Ser Thr Pro Phe Met Asn 1               5                   10      <210>  13<211>  11<212>  PRT<213>  Secuencia artificial<220><223>  Calabaza; NIA; 530-540<400>  13Leu Lys Lys Ser Val Ser Thr Pro Phe Met Asn 1               5                   10      <210>  14<211>  11<212>  PRT<213>  Secuencia artificial<220><223>  Abedul; NIA1; 515-525<400>  14Leu Lys Lys Ser Val Ser Thr Pro Phe Met Asn 1               5                   10      <210>  15<211>  11<212>  PRT<213>  Secuencia artificial<220><223>  Arabidopsis; NIA1; 532-542<400>  15Leu Lys Lys Ser Val Ser Ser Pro Phe Met Asn 1               5                   10      <210>  16<211>  11<212>  PRT<213>  Secuencia artificial<220><223>  Arabidopsis; NIA2; 529-539<400>  16Leu Lys Lys Ser Val Ser Thr Pro Phe Met Asn 1               5                   10      <210>  17<211>  11<212>  PRT<213>  Secuencia artificial<220><223>  Colza; NIA1; 526-536<400>  17Leu Lys Lys Ser Val Ser Ser Pro Phe Met Asn 1               5                   10      <210>  18<211>  11<212>  PRT<213>  Secuencia artificial<220><223>  Colza; NIA2; 526-536<400>  18Leu Lys Lys Ser Val Ser Thr Pro Phe Met Asn 1               5                   10      <210>  19<211>  11<212>  PRT<213>  Secuencia artificial<220><223>  Soja; NIA2; 504-514<400>  19Leu Lys Lys Ser Val Ser Ser Pro Phe Met Asn 1               5                   10      <210>  20<211>  11<212>  PRT<213>  Secuencia artificial<220><223>  Frijol; NIA1; 502-512<400>  20Leu Lys Lys Ser Val Ser Thr Pro Phe Met Asn 1               5                   10      <210>  21<211>  11<212>  PRT<213>  Secuencia artificial<220><223>  Frijol; NIA2; 500-510<400>  21Leu Lys Lys Ser Val Ser Ser Pro Phe Met Asn 1               5                   10      <210>  22<211>  11<212>  PRT<213>  Secuencia artificial<220>
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<223>  Lotus japonicus; NIA; 508-518<400>  22Leu Lys Lys Ser Val Ser Ser Pro Phe Met Asn 1               5                   10      <210>  23<211>  11<212>  PRT<213>  Secuencia artificial<220><223>  Cichorium; NIA1; 521-531<400>  23Leu Lys Lys Ser Val Ser Ser Pro Phe Met Asn 1               5                   10      <210>  24<211>  11<212>  PRT<213>  Secuencia artificial<220><223>  Maíz; NIA1; 234-244<400>  24Leu Lys Arg Ser Thr Ser Thr Pro Phe Met Asn 1               5                   10      <210>  25<211>  11<212>  PRT<213>  Secuencia artificial<220><223>  Cebada; NIA1; 524-534<400>  25Leu Lys Arg Ser Thr Ser Thr Pro Phe Met Asn 1               5                   10      <210>  26<211>  11<212>  PRT<213>  Secuencia artificial<220><223>  Cebada; NIA2; 521-531<400>  26Leu Lys Arg Ser Thr Ser Thr Pro Phe Met Asn 1               5                   10      <210>  27<211>  11<212>  PRT<213>  Secuencia artificial<220><223>  Arroz; NIA1; 527-537<400>  27Leu Lys Arg Ser Thr Ser Thr Pro Phe Met Asn 1               5                   10      <210>  28<211>  11<212>  PRT<213>  Secuencia artificial<220><223>  Espinaca; NIA; 538-548<400>  28Leu Lys Arg Thr Ala Ser Thr Pro Phe Met Asn 1               5                   10      
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