LISTADO DE SECUENCIAS

<110> Janssen Pharmaceutica NV

<120> ALCOHOLES TRIFLUOROMETILICOS COMO MODULADOREDE RORyT

<130> PRD3357

<140> Numero de solicitud

<141> Fecha de presentacién actual (aaaa-mm-dd)

<160> 4

<170> Versién de patente 3.5

<210> 1

<211> 3054

<212> ADN

<213> Homo sapiens

<400> 1

agagagctag gtgcagagct tcaggctgag gegctgctga gagggec

gccgcecagct geaccecact cectggaccac cccetgetga gaaggac

cggcagagcc aaggctcagt catgagaaca caaattgaag tgatccc

ggggacaagt cgtctgggat ccactacggg gttatcacct gtgaggg

ttccgecgga gecagegctg taacgeggcec tactectgea cecgtca

tcg ccecgcectet 60

agg gagccaaggc 120

ttg caaaatctgt 180

gtg caagggcttc 240

gca gaactgcccc 300



atcgaccgca ccagccgaaa ccgatgecag cactgcegec tgcagaa

ggcatgtccc gagatgctgt caagttcgge cgcatgtcca agaagca

catgcagaag tgcagaaaca gctgcagcag cggcaacagc agcaaca

aagacccctc cagcaggggc ccaaggagca gataccctca cctacac

gacgggcagc tgecectggg ctectegect gacctgectg aggcette

ggcctectga aagectcagg ctctgggecc tcatattcca acaactt

ctcaatgggg cctcatgcca ccttgaatac agccctgage ggggcaa

gagagcttct atagcacagg cagccagctg acccctgacce gatgtgg

gaacacaggc atcctgggct tggggaacty ggacagggcec cagacag

agtttccgca gcacaccgga ggeaccctat gectcectga cagagat

cagagcgtct gcaagtccta cagggagaca tgccagctge ggctgga

cagcgctcca acatcttctc ccgggaggaa gtgactggct accagag

gagatgtggg aacggtgtgc ccaccacctc accgaggcca ttcagta

gccaagaggc tctcaggctt tatggagctc tgccagaatg accagat

gcaggagcaa tggaagtggt gctggttagg atgtgccggg cctacaa

acggtctttt ttgaaggcaa atacggtggc atggagcetgt tccgage

atg cctggcgetg 360

gag ggacagcctg 420

gga accagtggtc 480

ctt ggggctccca 540

tgc ctgtcceceet 600

ggc caaggcaggg 660

ggc tgagggcaga 720

act tcgttttgag 780

cta cggcagcccc 840

aga gcacctggtg 900

gga cctgctgcgg 960

gaa gtccatgtgg 1020

cgt ggtggagttc 1080

tgt gcttctcaaa 1140

tgc tgacaaccgc 1200

ctt gggctgcagc 1260



gagctcatca gctccatctt tgacttctce cactccctaa gtgectt

gatgagattg ccctctacac agcccttgtt ctcatcaatg cccateg

gagaaaagga aagtagaaca gctgcagtac aatctggagc tggectt

tgcaagactc atcgccaaag catcctggca aagctgccac ccaaggg

ctgtgtagce agcatgtgga aaggctgcag atcttccage acctcca

caagccgctt tccetceact ctacaaggag ctcttcagca ctgaaac

gggctgtcca agtgacctgg aagagggact ccttgectct cectatg

cctcectgga cecegttcca ceetcaccect tttectttce catgaac

ccccaccagc tetttggaag tgagcagatg ctgeggcetgg ctttctg

ctggcagtgg gacaatcgec agagggtggg getggcagaa caccatc

ttgacctgtc tcatttccca tattccttca cacccagctt ctggaag

gggatttaag gacttctggg ggaccaagac atcctcaaga aaacagg

ccctggatga atagaatgca attcattcag aagctcagaa gctaaga

atacctcatt gcatttccct ttgggcttcg gettggggag atggatc

ggcagtgaga gcccagaagg acctgtataa aatgaatctg gagcttt

ctgccttcct cccagetcag caaggaagta tttgggeacc ctaccct

gca cttttccgag

gcc agggctccaa

tca tcatcatctc

gaa gcttcggagce

ccc catcgtggtce

cga gtcacctgtg

gce tgctggeeca

cct ggagggtggt

tca gcaggecgge

tcc agectcagcet

gca tggggtggct

ggc atccagggct

ata agcctttgaa

aag ctcagagact

aca ttttctgcct

tta cctggggtct

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160

2220



aaccaaaaat ggatgggatg aggatgagag gctggagata attgttt

tgtgggacta gggtacaatg aaggccaaga gcatctcaga catagag

ctcttatgtg cactttaaag atagacttta ggggctggca caaatct

tatccataca caggtgaaac acatacagac tcaacagcaa tcatgca

atgaacctga cacaatctct cttatcctty aggccacagc ttggagg

caggggaaag tcccaatcct gagggaccct cccaaacatt tccatgg

tgatcttggg tctggggtga tccaaatacc accccagcete cagcetgt

aagacccaag agaagcagaa gtcgctcgea ctggtcagtc ggaagge

ggaggacttt cctggectge cecgecagecc tgetettgtt gtggaga

gatcacatca cccegteatt gggcaccegct gactccagca tggagga

ggcctgggcec tgtttcccea getgtgatct tgcccagaac ctetett

gctgtgaacc ctcccctgag ggattaacag caatgatggg cagtegt

ttgggggtgg gattgtgtcc tctaagggga cgggttcate tgagtaa

cttgtgccat tctttataaa atgattttaa aggcaaaaaa aaaaaaa

<210> 2

<211> 786

<212> ADN

tat gggatttggg 2280

tta aaactcaaac 2340

gat cagagacaca 2400

gtt ccagagacac 2460

agc ctagaggcct 2520

tgc tccagtccac 2580

ctt ctaccactag 2640

aag atcagatcct 2700

agg aagcagatgt 2760

cac cagggagcag 2820

ggc ttcataaaca 2880

gga gttggggggg 2940

acataaaccccaa 3000

aaa aaaa 3054



<213> Homo sapiens

<400> 2

agcacaccgg aggcacccta tgcctcecetg acagagatag agcacct

tgcaagtcct acagggagac atgccagctg cggctggagg acctget

aacatcttct cccgggagga agtgactggce taccagagga agtccat

gaacggtgtg cccaccacct caccgaggcc attcagtacg tggtgga

ctctcaggct ttatggagct ctgccagaat gaccagattg tgcttct

atggaagtgg tgctggttag gatgtgccgg gectacaatg ctgacaa

tttgaaggca aatacggtgg catggagctg ttccgagect tgggctg

agctccatct ttgacttctc ccactcecta agtgecttge acttttc

gccctctaca cageccttgt tetcatcaat geccatcgge cagggct

aaagtagaac agctgcagta caatctggag ctggcctttc atcatca

catcgccaaa gcatcctgge aaagcetgeca cccaagggga agctteg

cagcatgtgg aaaggctgca gatcttccag cacctccacc ccategt

ttccctccac tctacaagga getcttcage actgaaaccg agtcacc

aagtga

ggt gcagagcgtc 60

gcg gcagegetce 120

gtg ggagatgtgg 180

gtt cgccaagagg 240

caa agcaggagca 300

ccg cacggtcttt 360

cag cgagctcatc 420

cga ggatgagatt 480

cca agagaaaagg 540

tct ctgcaagact 600

gag cctgtgtagc 660

ggt ccaagccget 720

tgt ggggctgtcc 780

786



<210> 3
<211> 7
<212> PRT

<213> Secuencia artificial

<220>

<223> Sitio de clivaje de proteasa TurboTEV

<400> 3

Glu Asn Leu Tyr Phe GIn Gly

1 5

<210> 4
<211> 283
<212> PRT

<213> Secuencia artificial

<220>

<223> Constructo usado en el ensayo Thermofluor

<400> 4

Met Ala His His His His His His Ala Gly Gly Ala Glu

1 5 10

Phe GIn Gly Ala Met Asp Ser Thr Pro Glu Ala Pro Tyr

20 25

Asn Leu Tyr

15

Ala Ser Leu

30



Thr Glu lle Glu His Leu Val GIn Ser Val Cys Lys Ser

35 40 45

Thr Cys GIn Leu Arg Leu Glu Asp Leu Leu Arg GIn Arg

50 55 60

Phe Ser Arg Glu Glu Val Thr Gly Tyr GIn Arg Lys Ser

65 70 75

Met Trp Glu Arg Cys Ala His His Leu Thr Glu Ala lle

85 90

Val Glu Phe Ala Lys Arg Leu Ser Gly Phe Met Glu Leu

100 105

Asp Gin lle Val Leu Leu Lys Ala Gly Ala Met Glu Val

115 120 125

Arg Met Cys Arg Ala Tyr Asn Ala Asp Asn Arg Thr Val

130 135 140

Gly Lys Tyr Gly Gly Met Glu Leu Phe Arg Ala Leu Gly

145 150 155

Tyr Arg Glu

Ser Asn lle

Met Trp Glu

80

GIn Tyr Val

95

Cys GIn Asn

110

Val Leu Val

Phe Phe Glu

Cys Ser Glu

160



Leu lle Ser Ser lle Phe Asp Phe Ser His Ser Leu Ser

165 170

Phe Ser Glu Asp Glu lle Ala Leu Tyr Thr Ala Leu Val

180 185

Ala His Arg Pro Gly Leu GIn Glu Lys Arg Lys Val Glu

195 200 205

Tyr Asn Leu Glu Leu Ala Phe His His His Leu Cys Lys

210 215 220

GIn Ser lle Leu Ala Lys Leu Pro Pro Lys Gly Lys Leu

225 230 235

Cys Ser GIn His Val Glu Arg Leu GIn lle Phe GIn His

245 250

lle Val Val GIn Ala Ala Phe Pro Pro Leu Tyr Lys Glu

260 265

Thr Glu Thr Glu Ser Pro Val Gly Leu Ser Lys

275 280

Ala Leu His

175

Leu lle Asn

190

GIn Leu GIn

Thr His Arg

Arg Ser Leu

240

Leu His Pro

255

Leu Phe Ser

270



