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<210> 1 
<211> 225 
<212> PRT 
<213> Secuencia Artificial 
 
<220> 
<221> fuente 
<223> /nota="Descripción de Secuencia Artificial: polipéptido  
      sintético" 
 
<400> 1 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Ala Leu Ser Asn Tyr  
            20                  25                  30           
 
 
Leu Ile Glu Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Val Ile Thr Pro Gly Ser Gly Thr Ile Asn Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       



2 

Ala Arg Ser Arg Trp Asp Pro Leu Tyr Tyr Tyr Ala Leu Glu Tyr Trp  
            100                 105                 110          
 
 
Gly Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro  
        115                 120                 125              
 
 
Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr  
    130                 135                 140                  
 
 
Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr  
145                 150                 155                 160  
 
 
Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro  
                165                 170                 175      
 
 
Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr  
            180                 185                 190          
 
 
Val Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn  
        195                 200                 205              
 
 
His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser  
    210                 215                 220                  
 
 
Cys  
225  
 
 
<210> 2 
<211> 218 
<212> PRT 
<213> Secuencia Artificial 
 
<220> 
<221> fuente 
<223> /nota="Descripción de Secuencia Artificial: polipéptido  
      sintético" 
 
<400> 2 
Asp Ile Val Met Thr Gln Ser Pro Asp Ser Leu Ala Val Ser Leu Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Ile Asn Cys Arg Ala Ser Glu Ser Val Asp Asn Tyr  
            20                  25                  30           
 
 
Gly Ile Pro Phe Met Asn Trp Tyr Gln Gln Lys Pro Gly Gln Pro Pro  
        35                  40                  45               



3 

Lys Leu Leu Ile Tyr Ala Ala Ser Asn Arg Gly Ser Gly Val Pro Asp  
    50                  55                  60                   
 
 
Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser  
65                  70                  75                  80   
 
 
Ser Leu Gln Ala Glu Asp Val Ala Val Tyr Tyr Cys Gln Gln Ser Glu  
                85                  90                  95       
 
 
Glu Val Pro Leu Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys Arg  
            100                 105                 110          
 
 
Thr Val Ala Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln  
        115                 120                 125              
 
 
Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr  
    130                 135                 140                  
 
 
Pro Arg Glu Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser  
145                 150                 155                 160  
 
 
Gly Asn Ser Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr  
                165                 170                 175      
 
 
Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys  
            180                 185                 190          
 
 
His Lys Val Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro  
        195                 200                 205              
 
 
Val Thr Lys Ser Phe Asn Arg Gly Glu Cys  
    210                 215              
 
 
<210> 3 
<211> 225 
<212> PRT 
<213> Secuencia Artificial 
 
<220> 
<221> fuente 
<223> /nota="Descripción de Secuencia Artificial: polipéptido  
      sintético" 
 
<400> 3 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser  
1               5                   10                  15       



4 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Ala Leu Ser Asn Tyr  
            20                  25                  30           
 
 
Leu Ile Glu Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Val Ile Thr Pro Gly Ser Gly Thr Ile Asn Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Ser Arg Trp Asp Pro Leu Tyr Tyr Tyr Ala Leu Glu Tyr Trp  
            100                 105                 110          
 
 
Gly Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro  
        115                 120                 125              
 
 
Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr  
    130                 135                 140                  
 
 
Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr  
145                 150                 155                 160  
 
 
Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro  
                165                 170                 175      
 
 
Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr  
            180                 185                 190          
 
 
Val Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn  
        195                 200                 205              
 
 
His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser  
    210                 215                 220                  
 
 
Cys  
225  
 
 
<210> 4 



5 

<211> 10 
<212> PRT 
<213> Secuencia Artificial 
 
<220> 
<221> fuente 
<223> /nota="Descripción de Secuencia Artificial: péptido  
      sintético" 
 
<400> 4 
Gly Tyr Ala Leu Ser Asn Tyr Leu Ile Glu  
1               5                   10   
 
 
<210> 5 
<211> 10 
<212> PRT 
<213> Secuencia Artificial 
 
<220> 
<221> fuente 
<223> /nota="Descripción de Secuencia Artificial: péptido  
      sintético" 
 
<400> 5 
Val Ile Thr Pro Gly Ser Gly Thr Ile Asn  
1               5                   10   
 
 
<210> 6 
<211> 13 
<212> PRT 
<213> Secuencia Artificial 
 
<220> 
<221> fuente 
<223> /nota="Descripción de Secuencia Artificial: péptido  
      sintético" 
 
<400> 6 
Ser Arg Trp Asp Pro Leu Tyr Tyr Tyr Ala Leu Glu Tyr  
1               5                   10               
 
 
<210> 7 
<211> 15 
<212> PRT 
<213> Secuencia Artificial 
 
<220> 
<221> fuente 
<223> /nota="Descripción de Secuencia Artificial: péptido 
      sintético" 
 
<400> 7 
Arg Ala Ser Glu Ser Val Asp Asn Tyr Gly Ile Pro Phe Met Asn  
1               5                   10                  15   



6 

<210> 8 
<211> 7 
<212> PRT 
<213> Secuencia Artificial 
 
<220> 
<221> fuente 
<223> /nota="Descripción de Secuencia Artificial: péptido 
      sintético" 
 
<400> 8 
Ala Ala Ser Asn Arg Gly Ser  
1               5            
 
 
<210> 9 
<211> 9 
<212> PRT 
<213> Secuencia Artificial 
 
<220> 
<221> fuente 
<223> /nota="Descripción de Secuencia Artificial: péptido  
      sintético" 
 
<400> 9 
Gln Gln Ser Glu Glu Val Pro Leu Thr  
1               5                    
 
 
<210> 10 
<211> 448 
<212> PRT 
<213> Secuencia Artificial 
 
<220> 
<221> fuente 
<223> /nota="Descripción de Secuencia Artificial: polipéptido  
      sintético" 
 
<400> 10 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Ala Leu Ser Asn Tyr  
            20                  25                  30           
 
 
Leu Ile Glu Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Val Ile Thr Pro Gly Ser Gly Thr Ile Asn Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 



7 

Gln Gly Arg Val Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Ser Arg Trp Asp Pro Leu Tyr Tyr Tyr Ala Leu Glu Tyr Trp  
            100                 105                 110          
 
 
Gly Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro  
        115                 120                 125              
 
 
Ser Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr  
    130                 135                 140                  
 
 
Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr  
145                 150                 155                 160  
 
 
Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro  
                165                 170                 175      
 
 
Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr  
            180                 185                 190          
 
 
Val Pro Ser Ser Asn Phe Gly Thr Gln Thr Tyr Thr Cys Asn Val Asp  
        195                 200                 205              
 
 
His Lys Pro Ser Asn Thr Lys Val Asp Lys Thr Val Glu Arg Lys Cys  
    210                 215                 220                  
 
 
Cys Val Glu Cys Pro Pro Cys Pro Ala Pro Pro Val Ala Gly Pro Ser  
225                 230                 235                 240  
 
 
Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg  
                245                 250                 255      
 
 
Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro  
            260                 265                 270          
 
 
Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala  
        275                 280                 285              
 
 
 



8 

Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Phe Arg Val Val  
    290                 295                 300                  
 
 
Ser Val Leu Thr Val Val Ala Gln Asp Trp Leu Asn Gly Lys Glu Tyr  
305                 310                 315                 320  
 
 
Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ala Pro Ile Glu Lys Thr  
                325                 330                 335      
 
 
Ile Ser Lys Thr Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu  
            340                 345                 350          
 
 
Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys  
        355                 360                 365              
 
 
Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser  
    370                 375                 380                  
 
 
Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Met Leu Asp  
385                 390                 395                 400  
 
 
Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser  
                405                 410                 415      
 
 
Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala  
            420                 425                 430          
 
 
Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys  
        435                 440                 445              
 
 
<210> 11 
<211> 448 
<212> PRT 
<213> Secuencia Artificial 
 
<220> 
<221> fuente 
<223> /nota="Descripción de Secuencia Artificial: polipéptido 
      sintético" 
 
<400> 11 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Ala Leu Ser Asn Tyr  
            20                  25                  30           



9 

Leu Ile Glu Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Val Ile Thr Pro Gly Ser Gly Thr Ile Asn Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Ser Arg Trp Asp Pro Leu Tyr Tyr Tyr Ala Leu Glu Tyr Trp  
            100                 105                 110          
 
 
Gly Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro  
        115                 120                 125              
 
 
Ser Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr  
    130                 135                 140                  
 
 
Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr  
145                 150                 155                 160  
 
 
Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro  
                165                 170                 175      
 
 
Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr  
            180                 185                 190          
 
 
Val Pro Ser Ser Asn Phe Gly Thr Gln Thr Tyr Thr Cys Asn Val Asp  
        195                 200                 205              
 
 
His Lys Pro Ser Asn Thr Lys Val Asp Lys Thr Val Glu Arg Lys Cys  
    210                 215                 220                  
 
 
Cys Val Glu Cys Pro Pro Cys Pro Ala Pro Pro Val Ala Gly Pro Ser  
225                 230                 235                 240  
 
 
Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg  
                245                 250                 255      
 
 
 



10 

Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro  
            260                 265                 270          
 
 
Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala  
        275                 280                 285              
 
 
Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Phe Arg Val Val  
    290                 295                 300                  
 
 
Ser Val Leu Thr Val Val His Gln Asp Trp Leu Asn Gly Lys Glu Tyr  
305                 310                 315                 320  
 
 
Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ala Pro Ile Glu Lys Thr  
                325                 330                 335      
 
 
Ile Ser Lys Thr Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu  
            340                 345                 350          
 
 
Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys  
        355                 360                 365              
 
 
Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser  
    370                 375                 380                  
 
 
Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Met Leu Asp  
385                 390                 395                 400  
 
 
Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser  
                405                 410                 415      
 
 
Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala  
            420                 425                 430          
 
 
Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys  
        435                 440                 445              
 
 
<210> 12 
<211> 218 
<212> PRT 
<213> Secuencia Artificial 
 
<220> 
<221> fuente 
<223> /nota="Descripción de Secuencia Artificial: polipéptido 
      sintético" 
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<400> 12 
Asp Ile Val Met Thr Gln Ser Pro Asp Ser Leu Ala Val Ser Leu Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Ile Asn Cys Arg Ala Ser Glu Ser Val Asp Asn Tyr  
            20                  25                  30           
 
 
Gly Ile Pro Phe Met Asn Trp Tyr Gln Gln Lys Pro Gly Gln Pro Pro  
        35                  40                  45               
 
 
Lys Leu Leu Ile Tyr Ala Ala Ser Asn Arg Gly Ser Gly Val Pro Asp  
    50                  55                  60                   
 
 
Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser  
65                  70                  75                  80   
 
 
Ser Leu Gln Ala Glu Asp Val Ala Val Tyr Tyr Cys Gln Gln Ser Glu  
                85                  90                  95       
 
 
Glu Val Pro Leu Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys Arg  
            100                 105                 110          
 
 
Thr Val Ala Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln  
        115                 120                 125              
 
 
Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr  
    130                 135                 140                  
 
 
Pro Arg Glu Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser  
145                 150                 155                 160  
 
 
Gly Asn Ser Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr  
                165                 170                 175      
 
 
Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys  
            180                 185                 190          
 
 
His Lys Val Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro  
        195                 200                 205              
 
 
Val Thr Lys Ser Phe Asn Arg Gly Glu Cys  
    210                 215              
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<210> 13 
<211> 122 
<212> PRT 
<213> Mus sp. 
 
<400> 13 
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Leu Val Arg Pro Gly Thr  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Ala Phe Ser Asn Tyr  
            20                  25                  30           
 
 
Leu Ile Glu Trp Val Lys Gln Arg Pro Gly Gln Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Val Ile Thr Pro Gly Ser Gly Thr Ile Asn Tyr Asn Glu Lys Phe  
    50                  55                  60                   
 
 
Lys Gly Lys Ala Val Leu Thr Ala Asp Lys Ser Ser Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Gln Leu Ser Ser Leu Thr Ser Asp Asp Ser Ala Val Tyr Phe Cys  
                85                  90                  95       
 
 
Ala Lys Ser Arg Trp Asp Pro Leu Tyr Tyr Tyr Ala Leu Glu Tyr Trp  
            100                 105                 110          
 
 
Gly Gln Gly Thr Ser Val Thr Val Ser Ser  
        115                 120          
 
 
<210> 14 
<211> 111 
<212> PRT 
<213> Mus sp. 
 
<400> 14 
Asp Ile Val Leu Thr Gln Ser Pro Ala Ser Leu Ala Val Ser Leu Gly  
1               5                   10                  15       
 
 
Gln Arg Ala Thr Ile Ser Cys Arg Ala Ser Glu Ser Val Asp Asn Tyr  
            20                  25                  30           
 
 
Gly Ile Ser Phe Met Asn Trp Phe Gln Gln Lys Pro Gly Gln Pro Pro  
        35                  40                  45               
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Lys Leu Leu Ile Tyr Ala Ala Ser Asn Gln Gly Ser Gly Val Pro Ala  
    50                  55                  60                   
 
 
Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Ser Leu Asn Ile His  
65                  70                  75                  80   
 
 
Pro Met Glu Glu Asp Asp Thr Ala Met Tyr Phe Cys Gln Gln Ser Lys  
                85                  90                  95       
 
 
Glu Val Pro Leu Thr Phe Gly Ala Gly Thr Lys Leu Glu Leu Lys  
            100                 105                 110      
 
 
<210> 15 
<211> 122 
<212> PRT 
<213> Secuencia Artificial 
 
<220> 
<221> fuente 
<223> /nota="Descripción de Secuencia Artificial: polipéptido 
      sintético" 
 
<400> 15 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Ala Phe Ser Asn Tyr  
            20                  25                  30           
 
 
Leu Ile Glu Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Val Ile Thr Pro Gly Ser Gly Thr Ile Asn Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Ser Arg Trp Asp Pro Leu Tyr Tyr Tyr Ala Leu Glu Tyr Trp  
            100                 105                 110          
 
 
Gly Gln Gly Thr Thr Val Thr Val Ser Ser  
        115                 120          



14 

<210> 16 
<211> 111 
<212> PRT 
<213> Secuencia Artificial 
 
<220> 
<221> fuente 
<223> /nota="Descripción de Secuencia Artificial: polipéptido 
      sintético" 
 
<400> 16 
Asp Ile Val Met Thr Gln Ser Pro Asp Ser Leu Ala Val Ser Leu Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Ile Asn Cys Arg Ala Ser Glu Ser Val Asp Asn Tyr  
            20                  25                  30           
 
 
Gly Ile Ser Phe Met Asn Trp Tyr Gln Gln Lys Pro Gly Gln Pro Pro  
        35                  40                  45               
 
 
Lys Leu Leu Ile Tyr Ala Ala Ser Asn Gln Gly Ser Gly Val Pro Asp  
    50                  55                  60                   
 
 
Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser  
65                  70                  75                  80   
 
 
Ser Leu Gln Ala Glu Asp Val Ala Val Tyr Tyr Cys Gln Gln Ser Lys  
                85                  90                  95       
 
 
Glu Val Pro Leu Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys  
            100                 105                 110      
 
 
<210> 17 
<211> 122 
<212> PRT 
<213> Secuencia Artificial 
 
<220> 
<221> fuente 
<223> /nota="Descripción de Secuencia Artificial: polipéptido 
      sintético" 
 
<400> 17 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Ala Leu Ser Asn Tyr  
            20                  25                  30           
 



15 

Leu Ile Glu Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Val Ile Thr Pro Gly Ser Gly Thr Ile Asn Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Ser Arg Trp Asp Pro Leu Tyr Tyr Tyr Ala Leu Glu Tyr Trp  
            100                 105                 110          
 
 
Gly Gln Gly Thr Thr Val Thr Val Ser Ser  
        115                 120          
 
 
<210> 18 
<211> 114 
<212> PRT 
<213> Secuencia Artificial 
 
<220> 
<221> fuente 
<223> /nota="Descripción de Secuencia Artificial: polipéptido 
      sintético" 
 
<400> 18 
Asp Ile Val Met Thr Gln Ser Pro Asp Ser Leu Ala Val Ser Leu Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Ile Asn Cys Arg Ala Ser Glu Ser Val Asp Asn Tyr  
            20                  25                  30           
 
 
Gly Ile Pro Phe Met Asn Trp Tyr Gln Gln Lys Pro Gly Gln Pro Pro  
        35                  40                  45               
 
 
Lys Leu Leu Ile Tyr Ala Ala Ser Asn Arg Gly Ser Gly Val Pro Asp  
    50                  55                  60                   
 
 
Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser  
65                  70                  75                  80   
 
 
Ser Leu Gln Ala Glu Asp Val Ala Val Tyr Tyr Cys Gln Gln Ser Glu  
                85                  90                  95       
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Glu Val Pro Leu Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys Arg  
            100                 105                 110          
 
 
Thr Val  
         
 
 
<210> 19 
<211> 452 
<212> PRT 
<213> Secuencia Artificial 
 
<220> 
<221> fuente 
<223> /nota="Descripción de Secuencia Artificial: polipéptido 
      sintético" 
 
<400> 19 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Ala Leu Ser Asn Tyr  
            20                  25                  30           
 
 
Leu Ile Glu Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Val Ile Thr Pro Gly Ser Gly Thr Ile Asn Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Ser Arg Trp Asp Pro Leu Tyr Tyr Tyr Ala Leu Glu Tyr Trp  
            100                 105                 110          
 
 
Gly Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro  
        115                 120                 125              
 
 
Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr  
    130                 135                 140                  
 
 
Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr  
145                 150                 155                 160  



17 

Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro  
                165                 170                 175      
 
 
Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr  
            180                 185                 190          
 
 
Val Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn  
        195                 200                 205              
 
 
His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser  
    210                 215                 220                  
 
 
Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu  
225                 230                 235                 240  
 
 
Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu  
                245                 250                 255      
 
 
Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser  
            260                 265                 270          
 
 
His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu  
        275                 280                 285              
 
 
Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr  
    290                 295                 300                  
 
 
Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn  
305                 310                 315                 320  
 
 
Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro  
                325                 330                 335      
 
 
Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln  
            340                 345                 350          
 
 
Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val  
        355                 360                 365              
 
 
Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val  
    370                 375                 380                  
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Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro  
385                 390                 395                 400  
 
 
Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr  
                405                 410                 415      
 
 
Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val  
            420                 425                 430          
 
 
Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu  
        435                 440                 445              
 
 
Ser Pro Gly Lys  
    450          
 
 
<210> 20 
<211> 1356 
<212> ADN 
<213> Secuencia Artificial 
 
<220> 
<221> fuente 
<223> /nota="Descripción de Secuencia Artificial: polinucleótido  
      sintético" 
 
<400> 20 
caagtgcagc tggtgcagtc aggggccgag gttaagaagc cagggagcag cgtcaaggta       60 
 
tcttgtaaag cgtctggtta cgccctttca aactacctga tcgaatgggt gaggcaggct      120 
 
cccggccaag gcctggaatg gatgggagtt atcacccctg ggagcggcac cattaattac      180 
 
gcccagaaat ttcagggacg agtgacgatt accgccgacg agtccaccag tactgcctac      240 
 
atggagctgt cctcactccg cagcgaggac acggcagttt actactgcgc ccggagtcga      300 
 
tgggaccctc tttactatta tgctctggaa tactggggcc agggaacgac cgttacagtg      360 
 
tcatctgcta gcacaaaagg accatcagtc ttcccacttg ctccttcatc taagagcaca      420 
 
agtggtggca ctgcagccct tggctgcctg gtgaaagatt atttccccga acctgttaca      480 
 
gtttcttgga actccggtgc actgacatcc ggagtacaca ctttcccagc tgtgctgcag      540 
 
agctcaggac tgtatagcct gtcttcggtg gtcactgttc catcgtcgag tcttggcaca      600 
 
cagacatata tttgcaacgt caatcacaag ccctccaaca caaaagtgga taagaaggtc      660 
 
gagcccaaat cttgtgacaa gacccatacg tgtcctccct gtcccgcccc tgaactgctg      720 
 
ggaggccctt ctgtgttcct gttcccacct aagccaaagg acactctgat gatcagccgg      780 
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actcccgagg ttacctgtgt ggtggtggat gtgtctcatg aagaccctga ggttaagttc      840 
 
aattggtacg tggatggcgt cgaggtgcat aacgcaaaaa ccaagccgag agaggagcag      900 
 
tacaatagca cctatagagt agtgagcgtc ctgactgtct tacatcagga ttggctcaat      960 
 
ggtaaagaat ataagtgcaa ggtaagcaac aaggccctac ccgcaccaat agagaagacc     1020 
 
atctccaagg cgaaaggtca gcccagggag ccccaggttt atacactgcc tccctcacgc     1080 
 
gacgaattaa caaagaatca ggtgtctctc acctgtctcg tcaagggctt ttacccttcc     1140 
 
gacatcgccg tggagtggga atccaatggc cagcctgaga acaattataa gacaactccc     1200 
 
ccagtcctgg attcagatgg gtcgttcttt ctatatagta agttgaccgt ggataagtct     1260 
 
cgctggcaac aggggaacgt gttctcttgc tctgttatgc atgaagcgct gcacaatcat     1320 
 
tatacccaga agtccctgtc cctgagcccc gggaag                               1356 
 
 
<210> 21 
<211> 212 
<212> PRT 
<213> Homo sapiens 
 
<400> 21 
Met Asn Ser Phe Ser Thr Ser Ala Phe Gly Pro Val Ala Phe Ser Leu  
1               5                   10                  15       
 
 
Gly Leu Leu Leu Val Leu Pro Ala Ala Phe Pro Ala Pro Val Pro Pro  
            20                  25                  30           
 
 
Gly Glu Asp Ser Lys Asp Val Ala Ala Pro His Arg Gln Pro Leu Thr  
        35                  40                  45               
 
 
Ser Ser Glu Arg Ile Asp Lys Gln Ile Arg Tyr Ile Leu Asp Gly Ile  
    50                  55                  60                   
 
 
Ser Ala Leu Arg Lys Glu Thr Cys Asn Lys Ser Asn Met Cys Glu Ser  
65                  70                  75                  80   
 
 
Ser Lys Glu Ala Leu Ala Glu Asn Asn Leu Asn Leu Pro Lys Met Ala  
                85                  90                  95       
 
 
Glu Lys Asp Gly Cys Phe Gln Ser Gly Phe Asn Glu Glu Thr Cys Leu  
            100                 105                 110          
 
 
Val Lys Ile Ile Thr Gly Leu Leu Glu Phe Glu Val Tyr Leu Glu Tyr  
        115                 120                 125              
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Leu Gln Asn Arg Phe Glu Ser Ser Glu Glu Gln Ala Arg Ala Val Gln  
    130                 135                 140                  
 
 
Met Ser Thr Lys Val Leu Ile Gln Phe Leu Gln Lys Lys Ala Lys Asn  
145                 150                 155                 160  
 
 
Leu Asp Ala Ile Thr Thr Pro Asp Pro Thr Thr Asn Ala Ser Leu Leu  
                165                 170                 175      
 
 
Thr Lys Leu Gln Ala Gln Asn Gln Trp Leu Gln Asp Met Thr Thr His  
            180                 185                 190          
 
 
Leu Ile Leu Arg Ser Phe Lys Glu Phe Leu Gln Ser Ser Leu Arg Ala  
        195                 200                 205              
 
 
Leu Arg Gln Met  
    210          
 
 
<210> 22 
<211> 218 
<212> PRT 
<213> Secuencia Artificial 
 
<220> 
<221> fuente 
<223> /nota="Descripción de Secuencia Artificial: polipéptido 
      sintético" 
 
<400> 22 
Asp Ile Val Met Thr Gln Ser Pro Asp Ser Leu Ala Val Ser Leu Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Ile Asn Cys Arg Ala Ser Glu Ser Val Asp Asn Tyr  
            20                  25                  30           
 
 
Gly Ile Pro Phe Met Asn Trp Tyr Gln Gln Lys Pro Gly Gln Pro Pro  
        35                  40                  45               
 
 
Lys Leu Leu Ile Tyr Ala Ala Ser Asn Arg Gly Ser Gly Val Pro Asp  
    50                  55                  60                   
 
 
Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser  
65                  70                  75                  80   
 
 
Ser Leu Gln Ala Glu Asp Val Ala Val Tyr Tyr Cys Gln Gln Ser Glu  
                85                  90                  95       
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Glu Val Pro Leu Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys Arg  
            100                 105                 110          
 
 
Thr Val Ala Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln  
        115                 120                 125              
 
 
Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr  
    130                 135                 140                  
 
 
Pro Arg Glu Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser  
145                 150                 155                 160  
 
 
Gly Asn Ser Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr  
                165                 170                 175      
 
 
Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys  
            180                 185                 190          
 
 
His Lys Val Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro  
        195                 200                 205              
 
 
Val Thr Lys Ser Phe Asn Arg Gly Glu Cys  
    210                 215              
 
 
<210> 23 
<211> 448 
<212> PRT 
<213> Secuencia Artificial 
 
<220> 
<221> fuente 
<223> /nota="Descripción de Secuencia Artificial: polipéptido 
      sintético" 
 
<400> 23 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Ala Leu Ser Asn Tyr  
            20                  25                  30           
 
 
Leu Ile Glu Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Val Ile Thr Pro Gly Ser Gly Thr Ile Asn Tyr Ala Gln Lys Phe  
    50                  55                  60                   
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Gln Gly Arg Val Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Ser Arg Trp Asp Pro Leu Tyr Tyr Tyr Ala Leu Glu Tyr Trp  
            100                 105                 110          
 
 
Gly Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro  
        115                 120                 125              
 
 
Ser Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr  
    130                 135                 140                  
 
 
Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr  
145                 150                 155                 160  
 
 
Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro  
                165                 170                 175      
 
 
Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr  
            180                 185                 190          
 
 
Val Pro Ser Ser Asn Phe Gly Thr Gln Thr Tyr Thr Cys Asn Val Asp  
        195                 200                 205              
 
 
His Lys Pro Ser Asn Thr Lys Val Asp Lys Thr Val Glu Arg Lys Cys  
    210                 215                 220                  
 
 
Cys Val Glu Cys Pro Pro Cys Pro Ala Pro Pro Val Ala Gly Pro Ser  
225                 230                 235                 240  
 
 
Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg  
                245                 250                 255      
 
 
Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro  
            260                 265                 270          
 
 
Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala  
        275                 280                 285              
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Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Phe Arg Val Val  
    290                 295                 300                  
 
 
Ser Val Leu Thr Val Val His Gln Asp Trp Leu Asn Gly Lys Glu Tyr  
305                 310                 315                 320  
 
 
Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ala Pro Ile Glu Lys Thr  
                325                 330                 335      
 
 
Ile Ser Lys Thr Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu  
            340                 345                 350          
 
 
Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys  
        355                 360                 365              
 
 
Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser  
    370                 375                 380                  
 
 
Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Met Leu Asp  
385                 390                 395                 400  
 
 
Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser  
                405                 410                 415      
 
 
Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala  
            420                 425                 430          
 
 
Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys  
        435                 440                 445              
 
 
<210> 24 
<211> 230 
<212> PRT 
<213> Secuencia Artificial 
 
<220> 
<221> fuente 
<223> /nota="Descripción de Secuencia Artificial: polipéptido 
      sintético" 
 
<400> 24 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Ala Leu Ser Asn Tyr  
            20                  25                  30           
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Leu Ile Glu Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Val Ile Thr Pro Gly Ser Gly Thr Ile Asn Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Ser Arg Trp Asp Pro Leu Tyr Tyr Tyr Ala Leu Glu Tyr Trp  
            100                 105                 110          
 
 
Gly Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro  
        115                 120                 125              
 
 
Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr  
    130                 135                 140                  
 
 
Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr  
145                 150                 155                 160  
 
 
Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro  
                165                 170                 175      
 
 
Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr  
            180                 185                 190          
 
 
Val Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn  
        195                 200                 205              
 
 
His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser  
    210                 215                 220                  
 
 
Cys Asp Lys Thr His Thr  
225                 230  
 
 
<210> 25 
<211> 327 
<212> PRT 
<213> Secuencia Artificial 
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<220> 
<221> fuente 
<223> /nota="Descripción de Secuencia Artificial: polipéptido 
      sintético" 
 
<400> 25 
Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Cys Ser  
1               5                   10                  15       
 
 
Arg Ser Thr Ser Glu Ser Thr Ala Ala Leu Gly Cys Leu Val Lys Asp  
            20                  25                  30           
 
 
Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr  
        35                  40                  45               
 
 
Ser Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr  
    50                  55                  60                   
 
 
Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Asn Phe Gly Thr Gln  
65                  70                  75                  80   
 
 
Thr Tyr Thr Cys Asn Val Asp His Lys Pro Ser Asn Thr Lys Val Asp  
                85                  90                  95       
 
 
Lys Thr Val Glu Arg Lys Cys Cys Val Glu Cys Pro Pro Cys Pro Ala  
            100                 105                 110          
 
 
Pro Pro Val Ala Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys  
        115                 120                 125              
 
 
Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val  
    130                 135                 140                  
 
 
Asp Val Ser His Glu Asp Pro Glu Val Gln Phe Asn Trp Tyr Val Asp  
145                 150                 155                 160  
 
 
Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe  
                165                 170                 175      
 
 
Asn Ser Thr Phe Arg Val Val Ser Val Leu Thr Val Val His Gln Asp  
            180                 185                 190          
 
 
Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu  
        195                 200                 205              
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Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Thr Lys Gly Gln Pro Arg  
    210                 215                 220                  
 
 
Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys  
225                 230                 235                 240  
 
 
Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp  
                245                 250                 255      
 
 
Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys  
            260                 265                 270          
 
 
Thr Thr Pro Pro Met Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser  
        275                 280                 285              
 
 
Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser  
    290                 295                 300                  
 
 
Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser  
305                 310                 315                 320  
 
 
Leu Ser Leu Ser Pro Gly Lys  
                325          
 
 
<210> 26 
<211> 654 
<212> ADN 
<213> Secuencia Artificial 
 
<220> 
<221> fuente 
<223> /nota="Descripción de Secuencia Artificial: polinucleótido  
      sintético" 
 
<400> 26 
gacatagtga tgactcaaag tccggacagc ctggcggtgt cactcggcga acgggcaact       60 
 
atcaactgcc gagccagcga gagcgtcgat aattacggca tccccttcat gaactggtat      120 
 
cagcagaagc caggacagcc gcccaagctg cttatctacg ccgcttccaa ccggggatca      180 
 
ggggtgcccg atcgatttag tggaagcggt agtgggaccg atttcacact gaccatcagc      240 
 
tcccttcagg ccgaggatgt ggctgtctat tattgtcagc aatccgagga agtgccgctc      300 
 
acgtttggtc agggaaccaa actggagatc aagcggaccg tagcggcgcc tagtgtcttc      360 
 
atcttcccac cctccgacga acagctgaag tctggcactg cttccgtcgt gtgcctgctc      420 
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aacaactttt accctagaga ggcaaaagtt caatggaaag tagacaatgc cttgcagtcc      480 
 
gggaactccc aggagtctgt cacagagcag gatagtaagg actcaaccta cagcctgtcc      540 
 
agcacactga ccctctccaa agccgactac gagaagcaca aagtgtacgc ttgcgaagtt      600 
 
acgcatcagg ggctgtcctc acccgttaca aaaagtttta acagagggga gtgc            654 
 
 
<210> 27 
<211> 122 
<212> PRT 
<213> Secuencia Artificial 
 
<220> 
<221> fuente 
<223> /nota="Descripción de Secuencia Artificial: polipéptido 
      sintético" 
 
<400> 27 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Ala Leu Ser Asn Tyr  
            20                  25                  30           
 
 
Leu Ile Glu Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Val Ile Thr Pro Gly Ser Gly Thr Ile Asn Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Ser Arg Trp Asp Pro Leu Tyr Tyr Tyr Ala Leu Glu Tyr Trp  
            100                 105                 110          
 
 
Gly Gln Gly Thr Thr Val Thr Val Ser Ser  
        115                 120          
 
 
<210> 28 
<211> 467 
<212> PRT 
<213> Secuencia Artificial 
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<220> 
<221> fuente 
<223> /nota="Descripción de Secuencia Artificial: polipéptido 
      sintético" 
 
<400> 28 
Met Asp Trp Thr Trp Arg Ile Leu Phe Leu Val Ala Ala Ala Thr Gly  
1               5                   10                  15       
 
 
Ala His Ser Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys  
            20                  25                  30           
 
 
Pro Gly Ser Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Ala Leu  
        35                  40                  45               
 
 
Ser Asn Tyr Leu Ile Glu Trp Val Arg Gln Ala Pro Gly Gln Gly Leu  
    50                  55                  60                   
 
 
Glu Trp Met Gly Val Ile Thr Pro Gly Ser Gly Thr Ile Asn Tyr Ala  
65                  70                  75                  80   
 
 
Gln Lys Phe Gln Gly Arg Val Thr Ile Thr Ala Asp Glu Ser Thr Ser  
                85                  90                  95       
 
 
Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val  
            100                 105                 110          
 
 
Tyr Tyr Cys Ala Arg Ser Arg Trp Asp Pro Leu Tyr Tyr Tyr Ala Leu  
        115                 120                 125              
 
 
Glu Tyr Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr  
    130                 135                 140                  
 
 
Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser  
145                 150                 155                 160  
 
 
Glu Ser Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu  
                165                 170                 175      
 
 
Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His  
            180                 185                 190          
 
 
Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser  
        195                 200                 205              
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Val Val Thr Val Pro Ser Ser Asn Phe Gly Thr Gln Thr Tyr Thr Cys  
    210                 215                 220                  
 
 
Asn Val Asp His Lys Pro Ser Asn Thr Lys Val Asp Lys Thr Val Glu  
225                 230                 235                 240  
 
 
Arg Lys Cys Cys Val Glu Cys Pro Pro Cys Pro Ala Pro Pro Val Ala  
                245                 250                 255      
 
 
Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met  
            260                 265                 270          
 
 
Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His  
        275                 280                 285              
 
 
Glu Asp Pro Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val  
    290                 295                 300                  
 
 
His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Phe  
305                 310                 315                 320  
 
 
Arg Val Val Ser Val Leu Thr Val Val His Gln Asp Trp Leu Asn Gly  
                325                 330                 335      
 
 
Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ala Pro Ile  
            340                 345                 350          
 
 
Glu Lys Thr Ile Ser Lys Thr Lys Gly Gln Pro Arg Glu Pro Gln Val  
        355                 360                 365              
 
 
Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser  
    370                 375                 380                  
 
 
Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu  
385                 390                 395                 400  
 
 
Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro  
                405                 410                 415      
 
 
Met Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val  
            420                 425                 430          
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Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met  
        435                 440                 445              
 
 
His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser  
    450                 455                 460                  
 
 
Pro Gly Lys  
465          
 
 
<210> 29 
<211> 15 
<212> PRT 
<213> Secuencia Artificial 
 
<220> 
<221> fuente 
<223> /nota="Descripción de Secuencia Artificial: péptido  
      sintético" 
 
<400> 29 
Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser  
1               5                   10                  15   
 
 
<210> 30 
<211> 5 
<212> PRT 
<213> Secuencia Artificial 
 
<220> 
<221> fuente 
<223> /nota="Descripción de Secuencia Artificial: péptido  
      sintético" 
 
<400> 30 
Asp Lys Thr His Thr  
1               5    
 
 
<210> 31 
<211> 10 
<212> PRT 
<213> Secuencia Artificial 
 
<220> 
<221> fuente 
<223> /nota="Descripción de Secuencia Artificial: péptido  
      sintético" 
 
<400> 31 
Gly Tyr Val Leu Pro Asn Tyr Leu Ile Glu  
1               5                   10   
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<210> 32 
<211> 10 
<212> PRT 
<213> Secuencia Artificial 
 
<220> 
<221> fuente 
<223> /nota="Descripción de Secuencia Artificial: péptido  
      sintético" 
 
<400> 32 
Val Thr Thr Pro Gly Gly Gly Thr Ile Asn  
1               5                   10   
 
 
<210> 33 
<211> 13 
<212> PRT 
<213> Secuencia Artificial 
 
<220> 
<221> fuente 
<223> /nota="Descripción de Secuencia Artificial: péptido  
      sintético" 
 
<400> 33 
Ser Arg Trp Asp Pro Leu Tyr Tyr Tyr Ala Leu Glu Tyr  
1               5                   10               
 
 
<210> 34 
<211> 15 
<212> PRT 
<213> Secuencia Artificial 
 
<220> 
<221> fuente 
<223> /nota="Descripción de Secuencia Artificial: péptido  
      sintético" 
 
<400> 34 
Arg Ala Ser Glu Ser Val Asp Asn Tyr Gly Ile Pro Phe Met Asn  
1               5                   10                  15   
 
 
<210> 35 
<211> 7 
<212> PRT 
<213> Secuencia Artificial 
 
<220> 
<221> fuente 
<223> /nota="Descripción de Secuencia Artificial: péptido  
      sintético" 
 
<400> 35 
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Ala Ala Ser Asn Arg Gly Ser  
1               5            
 
 
<210> 36 
<211> 9 
<212> PRT 
<213> Secuencia Artificial 
 
<220> 
<221> fuente 
<223> /nota="Descripción de Secuencia Artificial: péptido  
      sintético" 
 
<400> 36 
Gln Gln Ser Glu Glu Val Pro Leu Thr  
1               5                    
 
 
<210> 37 
<211> 122 
<212> PRT 
<213> Secuencia Artificial 
 
<220> 
<221> fuente 
<223> /nota="Descripción de Secuencia Artificial: polipéptido 
      sintético" 
 
<400> 37 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Val Leu Pro Asn Tyr  
            20                  25                  30           
 
 
Leu Ile Glu Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Val Thr Thr Pro Gly Gly Gly Thr Ile Asn Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Ser Arg Trp Asp Pro Leu Tyr Tyr Tyr Ala Leu Glu Tyr Trp  
            100                 105                 110          
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Gly Gln Gly Thr Thr Val Thr Val Ser Ser  
        115                 120          
 
 
<210> 38 
<211> 114 
<212> PRT 
<213> Secuencia Artificial 
 
<220> 
<221> fuente 
<223> /nota="Descripción de Secuencia Artificial: polipéptido 
      sintético" 
 
<400> 38 
Asp Ile Val Met Thr Gln Ser Pro Asp Ser Leu Ala Val Ser Leu Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Ile Asn Cys Arg Ala Ser Glu Ser Val Asp Asn Tyr  
            20                  25                  30           
 
 
Gly Ile Pro Phe Met Asn Trp Tyr Gln Gln Lys Pro Gly Gln Pro Pro  
        35                  40                  45               
 
 
Lys Leu Leu Ile Tyr Ala Ala Ser Asn Arg Gly Ser Gly Val Pro Asp  
    50                  55                  60                   
 
 
Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser  
65                  70                  75                  80   
 
 
Ser Leu Gln Ala Glu Asp Val Ala Val Tyr Tyr Cys Gln Gln Ser Glu  
                85                  90                  95       
 
 
Glu Val Pro Leu Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys Arg  
            100                 105                 110          
 
 
Thr Val  
         
 
 
<210> 39 
<211> 230 
<212> PRT 
<213> Secuencia Artificial 
 
<220> 
<221> fuente 
<223> /nota="Descripción de Secuencia Artificial: polipéptido 
      sintético" 
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<400> 39 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Val Leu Pro Asn Tyr  
            20                  25                  30           
 
 
Leu Ile Glu Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Val Thr Thr Pro Gly Gly Gly Thr Ile Asn Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Ser Arg Trp Asp Pro Leu Tyr Tyr Tyr Ala Leu Glu Tyr Trp  
            100                 105                 110          
 
 
Gly Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro  
        115                 120                 125              
 
 
Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr  
    130                 135                 140                  
 
 
Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr  
145                 150                 155                 160  
 
 
Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro  
                165                 170                 175      
 
 
Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr  
            180                 185                 190          
 
 
Val Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn  
        195                 200                 205              
 
 
His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser  
    210                 215                 220                  
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Cys Asp Lys Thr His Thr  
225                 230  
 
 
<210> 40 
<211> 690 
<212> ADN 
<213> Secuencia Artificial 
 
<220> 
<221> fuente 
<223> /nota="Descripción de Secuencia Artificial: polinucleótido  
      sintético" 
 
<400> 40 
caagtgcagc tggtgcagtc aggggccgag gttaagaagc cagggagcag cgtcaaggta       60 
 
tcttgtaaag cgtctggtta cgtccttcca aactacctga tcgaatgggt gaggcaggct      120 
 
cccggccaag gcctggaatg gatgggagtt accacccctg ggggcggcac cattaattac      180 
 
gcccagaaat ttcagggacg agtgacgatt accgccgacg agtccaccag tactgcctac      240 
 
atggagctgt cctcactccg cagcgaggac acggcagttt actactgcgc ccggagtcga      300 
 
tgggaccctc tttactatta tgctctggaa tactggggcc agggaacgac cgttacagtg      360 
 
tcatctgcta gcacaaaagg accatcagtc ttcccacttg ctccttcatc taagagcaca      420 
 
agtggtggca ctgcagccct tggctgcctg gtgaaagatt atttccccga acctgttaca      480 
 
gtttcttgga actccggtgc actgacatcc ggagtacaca ctttcccagc tgtgctgcag      540 
 
agctcaggac tgtatagcct gtcttcggtg gtcactgttc catcgtcgag tcttggcaca      600 
 
cagacatata tttgcaacgt caatcacaag ccctccaaca caaaagtgga taagaaggtc      660 
 
gagcccaaat cttgtgacaa aacacacaca                                       690 
 
 
<210> 41 
<211> 448 
<212> PRT 
<213> Secuencia Artificial 
 
<220> 
<221> fuente 
<223> /nota="Descripción de Secuencia Artificial: polipéptido 
      sintético" 
 
<400> 41 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Val Leu Pro Asn Tyr  
            20                  25                  30           
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Leu Ile Glu Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Val Thr Thr Pro Gly Gly Gly Thr Ile Asn Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Ser Arg Trp Asp Pro Leu Tyr Tyr Tyr Ala Leu Glu Tyr Trp  
            100                 105                 110          
 
 
Gly Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro  
        115                 120                 125              
 
 
Ser Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr  
    130                 135                 140                  
 
 
Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr  
145                 150                 155                 160  
 
 
Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro  
                165                 170                 175      
 
 
Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr  
            180                 185                 190          
 
 
Val Pro Ser Ser Asn Phe Gly Thr Gln Thr Tyr Thr Cys Asn Val Asp  
        195                 200                 205              
 
 
His Lys Pro Ser Asn Thr Lys Val Asp Lys Thr Val Glu Arg Lys Cys  
    210                 215                 220                  
 
 
Cys Val Glu Cys Pro Pro Cys Pro Ala Pro Pro Val Ala Gly Pro Ser  
225                 230                 235                 240  
 
 
Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg  
                245                 250                 255      
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Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro  
            260                 265                 270          
 
 
Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala  
        275                 280                 285              
 
 
Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Phe Arg Val Val  
    290                 295                 300                  
 
 
Ser Val Leu Thr Val Val His Gln Asp Trp Leu Asn Gly Lys Glu Tyr  
305                 310                 315                 320  
 
 
Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ala Pro Ile Glu Lys Thr  
                325                 330                 335      
 
 
Ile Ser Lys Thr Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu  
            340                 345                 350          
 
 
Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys  
        355                 360                 365              
 
 
Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser  
    370                 375                 380                  
 
 
Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Met Leu Asp  
385                 390                 395                 400  
 
 
Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser  
                405                 410                 415      
 
 
Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala  
            420                 425                 430          
 
 
Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys  
        435                 440                 445              
 
 
<210> 42 
<211> 218 
<212> PRT 
<213> Secuencia Artificial 
 
<220> 
<221> fuente 
<223> /nota="Descripción de Secuencia Artificial: polipéptido 
      sintético" 
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<400> 42 
Asp Ile Val Met Thr Gln Ser Pro Asp Ser Leu Ala Val Ser Leu Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Ile Asn Cys Arg Ala Ser Glu Ser Val Asp Asn Tyr  
            20                  25                  30           
 
 
Gly Ile Pro Phe Met Asn Trp Tyr Gln Gln Lys Pro Gly Gln Pro Pro  
        35                  40                  45               
 
 
Lys Leu Leu Ile Tyr Ala Ala Ser Asn Arg Gly Ser Gly Val Pro Asp  
    50                  55                  60                   
 
 
Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser  
65                  70                  75                  80   
 
 
Ser Leu Gln Ala Glu Asp Val Ala Val Tyr Tyr Cys Gln Gln Ser Glu  
                85                  90                  95       
 
 
Glu Val Pro Leu Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys Arg  
            100                 105                 110          
 
 
Thr Val Ala Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln  
        115                 120                 125              
 
 
Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr  
    130                 135                 140                  
 
 
Pro Arg Glu Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser  
145                 150                 155                 160  
 
 
Gly Asn Ser Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr  
                165                 170                 175      
 
 
Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys  
            180                 185                 190          
 
 
His Lys Val Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro  
        195                 200                 205              
 
 
Val Thr Lys Ser Phe Asn Arg Gly Glu Cys  
    210                 215              
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<210> 43 
<211> 1344 
<212> ADN 
<213> Secuencia Artificial 
 
<220> 
<221> fuente 
<223> /nota="Descripción de Secuencia Artificial: polinucleótido  
      sintético" 
 
<400> 43 
caagtgcagc tggtgcagtc aggggccgag gttaagaagc cagggagcag cgtcaaggta       60 
 
tcttgtaaag cgtctggtta cgtccttcca aactacctga tcgaatgggt gaggcaggct      120 
 
cccggccaag gcctggaatg gatgggagtt accacccctg ggggcggcac cattaattac      180 
 
gcccagaaat ttcagggacg agtgacgatt accgccgacg agtccaccag tactgcctac      240 
 
atggagctgt cctcactccg cagcgaggac acggcagttt actactgcgc ccggagtcga      300 
 
tgggaccctc tttactatta tgctctggaa tactggggcc agggaacgac cgttacagtg      360 
 
tcatctgcta gcaccaaggg cccatcggtc ttccccctgg cgccctgctc caggagcacc      420 
 
tccgagagca cagcggccct gggctgcctg gtcaaggact acttccccga accggtgacg      480 
 
gtgtcgtgga actcaggcgc tctgaccagc ggcgtgcaca ccttcccggc tgtcctacag      540 
 
tcctcaggac tctactccct cagcagcgtg gtgaccgtgc cctccagcaa cttcggcacc      600 
 
cagacctaca cctgcaacgt agatcacaag cccagcaaca ccaaggtgga caagacagtt      660 
 
gagcgcaaat gttgtgtcga gtgcccaccg tgcccagcac cacctgtggc aggaccgtca      720 
 
gtcttcctct tccccccaaa acccaaggac accctcatga tctcccggac ccctgaggtc      780 
 
acgtgcgtgg tggtggacgt gagccacgaa gaccccgagg tccagttcaa ctggtacgtg      840 
 
gacggcgtgg aggtgcataa tgccaagaca aagccacggg aggagcagtt caacagcacg      900 
 
ttccgtgtgg tcagcgtcct caccgtcgtg caccaggact ggctgaacgg caaggagtac      960 
 
aagtgcaagg tctccaacaa aggcctccca gcccccatcg agaaaaccat ctccaaaacc     1020 
 
aaagggcagc cccgagaacc acaggtgtac accctgcccc catcccggga ggagatgacc     1080 
 
aagaaccagg tcagcctgac ctgcctggtc aaaggcttct accccagcga catcgccgtg     1140 
 
gagtgggaga gcaatgggca gccggagaac aactacaaga ccacacctcc catgctggac     1200 
 
tccgacggct ccttcttcct ctacagcaag ctcaccgtgg acaagagcag gtggcagcag     1260 
 
gggaacgtct tctcatgctc cgtgatgcat gaggctctgc acaaccacta cacgcagaag     1320 
 
agcctctccc tgtctccggg taaa                                            1344 
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<210> 44 
<211> 654 
<212> ADN 
<213> Secuencia Artificial 
 
<220> 
<221> fuente 
<223> /nota="Descripción de Secuencia Artificial: polinucleótido  
      sintético" 
 
<400> 44 
gacatagtga tgactcaaag tccggacagc ctggcggtgt cactcggcga acgggcaact       60 
 
atcaactgcc gagccagcga gagcgtcgat aattacggca tccccttcat gaactggtat      120 
 
cagcagaagc caggacagcc gcccaagctg cttatctacg ccgcttccaa ccggggatca      180 
 
ggggtgcccg atcgatttag tggaagcggt agtgggaccg atttcacact gaccatcagc      240 
 
tcccttcagg ccgaggatgt ggctgtctat tattgtcagc aatccgagga agtgccgctc      300 
 
acgtttggtc agggaaccaa actggagatc aagcggaccg tagcggcgcc tagtgtcttc      360 
 
atcttcccac cctccgacga acagctgaag tctggcactg cttccgtcgt gtgcctgctc      420 
 
aacaactttt accctagaga ggcaaaagtt caatggaaag tagacaatgc cttgcagtcc      480 
 
gggaactccc aggagtctgt cacagagcag gatagtaagg actcaaccta cagcctgtcc      540 
 
agcacactga ccctctccaa agccgactac gagaagcaca aagtgtacgc ttgcgaagtt      600 
 
acgcatcagg ggctgtcctc acccgttaca aaaagtttta acagagggga gtgc            654 
 
 
<210> 45 
<211> 10 
<212> PRT 
<213> Secuencia Artificial 
 
<220> 
<221> fuente 
<223> /nota="Descripción de Secuencia Artificial: péptido  
      sintético" 
 
 
<220> 
<221> MOD_RES 
<222> (3)..(3) 
<223> Cualquier aminoácido excepto Ala 
 
<220> 
<221> MOD_RES 
<222> (5)..(5) 
<223> Cualquier aminoácido excepto Ser 
 
<400> 45 
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Gly Tyr Xaa Leu Xaa Asn Tyr Leu Ile Glu  
1               5                   10   
 
 
<210> 46 
<211> 10 
<212> PRT 
<213> Secuencia Artificial 
 
<220> 
<221> fuente 
<223> /nota="Descripción de Secuencia Artificial: péptido  
      sintético" 
 
 
<220> 
<221> MOD_RES 
<222> (2)..(2) 
<223> Cualquier aminoácido excepto Ile 
 
<220> 
<221> MOD_RES 
<222> (6)..(6) 
<223> Cualquier aminoácido excepto Ser 
 
<400> 46 
Val Xaa Thr Pro Gly Xaa Gly Thr Ile Asn  
1               5                   10   
 
 
<210> 47 
<211> 448 
<212> PRT 
<213> Secuencia Artificial 
 
<220> 
<221> fuente 
<223> /nota="Descripción de Secuencia Artificial: polipéptido 
      sintético" 
 
<400> 47 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Val Leu Pro Asn Tyr  
            20                  25                  30           
 
 
Leu Ile Glu Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Val Thr Thr Pro Gly Gly Gly Thr Ile Asn Tyr Ala Gln Lys Phe  
    50                  55                  60                   
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Gln Gly Arg Val Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Ser Arg Trp Asp Pro Leu Tyr Tyr Tyr Ala Leu Glu Tyr Trp  
            100                 105                 110          
 
 
Gly Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro  
        115                 120                 125              
 
 
Ser Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr  
    130                 135                 140                  
 
 
Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr  
145                 150                 155                 160  
 
 
Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro  
                165                 170                 175      
 
 
Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr  
            180                 185                 190          
 
 
Val Pro Ser Ser Asn Phe Gly Thr Gln Thr Tyr Thr Cys Asn Val Asp  
        195                 200                 205              
 
 
His Lys Pro Ser Asn Thr Lys Val Asp Lys Thr Val Glu Arg Lys Cys  
    210                 215                 220                  
 
 
Cys Val Glu Cys Pro Pro Cys Pro Ala Pro Pro Val Ala Gly Pro Ser  
225                 230                 235                 240  
 
 
Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg  
                245                 250                 255      
 
 
Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro  
            260                 265                 270          
 
 
Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala  
        275                 280                 285              
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Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Phe Arg Val Val  
    290                 295                 300                  
 
 
Ser Val Leu Thr Val Val Ala Gln Asp Trp Leu Asn Gly Lys Glu Tyr  
305                 310                 315                 320  
 
 
Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ala Pro Ile Glu Lys Thr  
                325                 330                 335      
 
 
Ile Ser Lys Thr Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu  
            340                 345                 350          
 
 
Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys  
        355                 360                 365              
 
 
Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser  
    370                 375                 380                  
 
 
Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Met Leu Asp  
385                 390                 395                 400  
 
 
Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser  
                405                 410                 415      
 
 
Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala  
            420                 425                 430          
 
 
Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys  
        435                 440                 445              
 
 
<210> 48 
<211> 1344 
<212> ADN 
<213> Secuencia Artificial 
 
<220> 
<221> fuente 
<223> /nota="Descripción de Secuencia Artificial: polinucleótido  
      sintético" 
 
<400> 48 
caagtgcagc tggtgcagtc aggggccgag gttaagaagc cagggagcag cgtcaaggta       60 
 
tcttgtaaag cgtctggtta cgtccttcca aactacctga tcgaatgggt gaggcaggct      120 
 
cccggccaag gcctggaatg gatgggagtt accacccctg ggggcggcac cattaattac      180 
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gcccagaaat ttcagggacg agtgacgatt accgccgacg agtccaccag tactgcctac      240 
 
atggagctgt cctcactccg cagcgaggac acggcagttt actactgcgc ccggagtcga      300 
 
tgggaccctc tttactatta tgctctggaa tactggggcc agggaacgac cgttacagtg      360 
 
tcatctgcta gcaccaaggg cccatcggtc ttccccctgg cgccctgctc caggagcacc      420 
 
tccgagagca cagcggccct gggctgcctg gtcaaggact acttccccga accggtgacg      480 
 
gtgtcgtgga actcaggcgc tctgaccagc ggcgtgcaca ccttcccggc tgtcctacag      540 
 
tcctcaggac tctactccct cagcagcgtg gtgaccgtgc cctccagcaa cttcggcacc      600 
 
cagacctaca cctgcaacgt agatcacaag cccagcaaca ccaaggtgga caagacagtt      660 
 
gagcgcaaat gttgtgtcga gtgcccaccg tgcccagcac cacctgtggc aggaccgtca      720 
 
gtcttcctct tccccccaaa acccaaggac accctcatga tctcccggac ccctgaggtc      780 
 
acgtgcgtgg tggtggacgt gagccacgaa gaccccgagg tccagttcaa ctggtacgtg      840 
 
gacggcgtgg aggtgcataa tgccaagaca aagccacggg aggagcagtt caacagcacg      900 
 
ttccgtgtgg tcagcgtcct caccgtcgtg gcccaggact ggctgaacgg caaggagtac      960 
 
aagtgcaagg tctccaacaa aggcctccca gcccccatcg agaaaaccat ctccaaaacc     1020 
 
aaagggcagc cccgagaacc acaggtgtac accctgcccc catcccggga ggagatgacc     1080 
 
aagaaccagg tcagcctgac ctgcctggtc aaaggcttct accccagcga catcgccgtg     1140 
 
gagtgggaga gcaatgggca gccggagaac aactacaaga ccacacctcc catgctggac     1200 
 
tccgacggct ccttcttcct ctacagcaag ctcaccgtgg acaagagcag gtggcagcag     1260 
 
gggaacgtct tctcatgctc cgtgatgcat gaggctctgc acaaccacta cacgcagaag     1320 
 
agcctctccc tgtctccggg taaa                                            1344 
 
 
<210> 49 
<211> 19 
<212> PRT 
<213> Secuencia Artificial 
 
<220> 
<221> fuente 
<223> /nota="Descripción de Secuencia Artificial: péptido  
      sintético" 
 
<400> 49 
Met Asp Trp Thr Trp Arg Ile Leu Phe Leu Val Ala Ala Ala Thr Gly  
1               5                   10                  15       
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Ala His Ser  
             
 
 
<210> 50 
<211> 227 
<212> PRT 
<213> Homo sapiens 
 
<400> 50 
Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly  
1               5                   10                  15       
 
 
Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met  
            20                  25                  30           
 
 
Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His  
        35                  40                  45               
 
 
Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val  
    50                  55                  60                   
 
 
His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr  
65                  70                  75                  80   
 
 
Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly  
                85                  90                  95       
 
 
Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile  
            100                 105                 110          
 
 
Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val  
        115                 120                 125              
 
 
Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser  
    130                 135                 140                  
 
 
Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu  
145                 150                 155                 160  
 
 
Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro  
                165                 170                 175      
 
 
Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val  
            180                 185                 190          
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Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met  
        195                 200                 205              
 
 
His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser  
    210                 215                 220                  
 
 
Pro Gly Lys  
225          
 
 
<210> 51 
<211> 223 
<212> PRT 
<213> Homo sapiens 
 
<400> 51 
Val Glu Cys Pro Pro Cys Pro Ala Pro Pro Val Ala Gly Pro Ser Val  
1               5                   10                  15       
 
 
Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr  
            20                  25                  30           
 
 
Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu  
        35                  40                  45               
 
 
Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys  
    50                  55                  60                   
 
 
Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Phe Arg Val Val Ser  
65                  70                  75                  80   
 
 
Val Leu Thr Val Val His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys  
                85                  90                  95       
 
 
Cys Lys Val Ser Asn Lys Gly Leu Pro Ala Pro Ile Glu Lys Thr Ile  
            100                 105                 110          
 
 
Ser Lys Thr Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro  
        115                 120                 125              
 
 
Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu  
    130                 135                 140                  
 
 
Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn  
145                 150                 155                 160  
 



47 

Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Met Leu Asp Ser  
                165                 170                 175      
 
 
Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg  
            180                 185                 190          
 
 
Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu  
        195                 200                 205              
 
 
His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys  
    210                 215                 220              
 
 
<210> 52 
<211> 251 
<212> PRT 
<213> Secuencia Artificial 
 
<220> 
<221> fuente 
<223> /nota="Descripción de Secuencia Artificial: polipéptido 
      sintético" 
 
<400> 52 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Val Leu Pro Asn Tyr  
            20                  25                  30           
 
 
Leu Ile Glu Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Val Thr Thr Pro Gly Gly Gly Thr Ile Asn Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Ser Arg Trp Asp Pro Leu Tyr Tyr Tyr Ala Leu Glu Tyr Trp  
            100                 105                 110          
 
 
Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly  
        115                 120                 125              
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Gly Gly Gly Ser Gly Gly Gly Gly Ser Asp Ile Val Met Thr Gln Ser  
    130                 135                 140                  
 
 
Pro Asp Ser Leu Ala Val Ser Leu Gly Glu Arg Ala Thr Ile Asn Cys  
145                 150                 155                 160  
 
 
Arg Ala Ser Glu Ser Val Asp Asn Tyr Gly Ile Pro Phe Met Asn Trp  
                165                 170                 175      
 
 
Tyr Gln Gln Lys Pro Gly Gln Pro Pro Lys Leu Leu Ile Tyr Ala Ala  
            180                 185                 190          
 
 
Ser Asn Arg Gly Ser Gly Val Pro Asp Arg Phe Ser Gly Ser Gly Ser  
        195                 200                 205              
 
 
Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Ala Glu Asp Val  
    210                 215                 220                  
 
 
Ala Val Tyr Tyr Cys Gln Gln Ser Glu Glu Val Pro Leu Thr Phe Gly  
225                 230                 235                 240  
 
 
Gln Gly Thr Lys Leu Glu Ile Lys Arg Thr Val  
                245                 250      
 
 
<210> 53 
<211> 251 
<212> PRT 
<213> Secuencia Artificial 
 
<220> 
<221> fuente 
<223> /nota="Descripción de Secuencia Artificial: polipéptido 
      sintético" 
 
<400> 53 
Asp Ile Val Met Thr Gln Ser Pro Asp Ser Leu Ala Val Ser Leu Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Ile Asn Cys Arg Ala Ser Glu Ser Val Asp Asn Tyr  
            20                  25                  30           
 
 
Gly Ile Pro Phe Met Asn Trp Tyr Gln Gln Lys Pro Gly Gln Pro Pro  
        35                  40                  45               
 
 
Lys Leu Leu Ile Tyr Ala Ala Ser Asn Arg Gly Ser Gly Val Pro Asp  
    50                  55                  60                   
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Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser  
65                  70                  75                  80   
 
 
Ser Leu Gln Ala Glu Asp Val Ala Val Tyr Tyr Cys Gln Gln Ser Glu  
                85                  90                  95       
 
 
Glu Val Pro Leu Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys Arg  
            100                 105                 110          
 
 
Thr Val Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly  
        115                 120                 125              
 
 
Ser Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly  
    130                 135                 140                  
 
 
Ser Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Val Leu Pro Asn  
145                 150                 155                 160  
 
 
Tyr Leu Ile Glu Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp  
                165                 170                 175      
 
 
Met Gly Val Thr Thr Pro Gly Gly Gly Thr Ile Asn Tyr Ala Gln Lys  
            180                 185                 190          
 
 
Phe Gln Gly Arg Val Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala  
        195                 200                 205              
 
 
Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr  
    210                 215                 220                  
 
 
Cys Ala Arg Ser Arg Trp Asp Pro Leu Tyr Tyr Tyr Ala Leu Glu Tyr  
225                 230                 235                 240  
 
 
Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser  
                245                 250      
 
 
<210> 54 
<211> 223 
<212> PRT 
<213> Secuencia Artificial 
 
<220> 
<221> fuente 
<223> /nota="Descripción de Secuencia Artificial: polipéptido 
      sintético" 
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<400> 54 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Val Leu Pro Asn Tyr  
            20                  25                  30           
 
 
Leu Ile Glu Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Val Thr Thr Pro Gly Gly Gly Thr Ile Asn Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Ser Arg Trp Asp Pro Leu Tyr Tyr Tyr Ala Leu Glu Tyr Trp  
            100                 105                 110          
 
 
Gly Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro  
        115                 120                 125              
 
 
Ser Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr  
    130                 135                 140                  
 
 
Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr  
145                 150                 155                 160  
 
 
Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro  
                165                 170                 175      
 
 
Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr  
            180                 185                 190          
 
 
Val Pro Ser Ser Asn Phe Gly Thr Gln Thr Tyr Thr Cys Asn Val Asp  
        195                 200                 205              
 
 
His Lys Pro Ser Asn Thr Lys Val Asp Lys Thr Val Glu Arg Lys  
    210                 215                 220              
 


