Secuencias de acido nucleico de region variable de anticuerpo anti-CLDN humanizado
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Secuencia de acido nucleico

GACA_CCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGINGACAGAGT2AC2ATIACTTGrAAJGCGAGIGAGGA'AT TACAACCGGTTAGCCTGGTATCAGCAGAAACO*
GGGAAAGCCCCTAAGCTCCTGATCTATGGTGCAACCAGTTTGGAAACTGQ|GTCCCATC"AG' TTCAGCGGCAGIGGATCIGGGACAGATTACACTCTCACCATCAGCAGCCTGCAGCCT

GAAGATT-TGCAACTTACTATTGTCAACAGTATTGGAGTACTCCACTCACGTTCGGTCANGGGACCAAGCTaGAGAIrAAA

CAGCICCAGCTTGTGCAGTCTGGGGCTGAGGTGAAGAAGCCTGGGGCCTCAGTGAAGGTITCCTGCAASGCITCTGGATACACCTTCAaGAGTATACTCTGCAITGGGTGCGCCAGGCC
CCCGGACAAAGGC7TGAG IGGATGGGAGGGATCAACCCTAACAATGGTGACACAATATATAALCAGAAGTT: AAGGGCAGAG ICACCATTACCAGGGACACATCCGCGAGCACAGCCTAC
A'GGAGC"GAGCAGCCTGAGATCTGAAGACACGGCTGTGTATTACTGTGCGAGAAGSGCSATTACGGKTAIGCTATGGACTACTGGGGTCAAGGTACCCTAGTCACCGTCTCGAGC

GACA_TG*CA7GACCCAGTCCCCTGACAGTTTGGCCGTTAGCTTGGGjGAGCGTGC2AC1AT 2AACTGFAG|GCIAGICAAAC“GT~TC7ACATCCTCCTACTCTTACATGCA7TTGGTAT
CAGCAGAAACC7GG7CAGCC7CCAAAACT7GC7GAT7TAT77CGCA7C7TAACG7CGA'BTC:GGAGT7CCFGACCGGF7CAGCGGA7CAGGAAGCGG7ACAGATTT7ACAC77ACCAT7TC7CA

7CIC GCAAGLAGAAGAIGIGGCCGIGIACIA770 1CAGCAI 1CC1GGGAGALCCCC7UGACCT7 1ICGGJCAGGGAACCAAGC 1ICGAGALIAAA

CAGG'GCAG77GG7GCAGAGCGGCGCCGAAG7CAAGAAACCAGGAGC77C7TGTCAAAGT7:CCTGrAAAGC: t CCGGATA7TACC7TCACCAGC7AC7TGGATGAATIGGGTAAGACAGGCC
CCCGGACAGAGGC7TGAG7GGA7GGGAATGA7CCA7CCCIC7TGACAGCGAGAT7CG3C7CAA: CAGAAGT7 7AAAGACCGAG7GAC ' ATCACACGCGATACCAG 7GC7AGCAC(GCCTAC
A'GGAGT'GAGTTCTC7TCGTAGCGAGGACACTGCCGTGTATTATTGCGCCCGCAT.GA:TCATA7TTA7TGGTTA7CTGTTCTACTTCGACTA7TTGGGGC CAGGGGACCACCGTGACTGTG

TCTTCC

GAAA-CG~GC7TACACAATCCCCTGCCACTC7GAGCCTTTCTCCAGGCGAGCGAGCAAC:ICTTTCCTG:AG7GTTTCCTCTTCAATCAG7TCCAGCAATTTGCACTGGTACCAGCAGAAG
CCTGGTCAGGCACCCCGATTGTTGATCTATGGCACATCTAACCTGGCCAGCGGCATLCC7GCTCGGTTLAG7TGGATC7GGCTCCGGAACAGATTTCAC7CTCAC7ATCAGCTCCCTTGAG
CCTGAAGATT7TGCCG7GTACTACTGTCAGCAATGGAGTTCCTACCCCCACACCTT7GGCGG:GGGACAAAGGTCGAGATAAAA

CAGG"ACAGCTGG7CCAGTCCGGCGCTG/GG7TA/'GA/'GCCCGGTGCCTCCGTGAAj GTATCTTG7AASGCCTG\GG7TACACCTT~ACAAATTATCTGATCGAATGGGTGAG/.CAGGCC
CCAGGTCAGGG7C7GGAATGGA7TGGGACTCATCAACCCTGGGAGTGGCGGjACCAA:TA:AA:GAAAAGTT 7TAAGGGGAGAG7GACAATGACCACAGATACCAG7ACC7CCACCGCATAT
A'GGAGC'GCGAAGCT7GAGGTCCGATGACACTGCTGTGTACTATTGCGCCCGTAGAAG:CCACTCGG3TC7TGGATCTATTACGCATACGATGGTGTGGCCTA7TGGGGCCAGGGCACC

C'GG'GACAGTCAGCTCC

GACA"CCAGA7GACCCAGTCCCCCTCCAGCC7GTCTGC7TCCGTGGGCGACAGAGT3AC:aT:a CATG:a ABGCCGGCCAGAACGTGGGCacctctgtggcctggttcc agcagaagcct
GGCAAGGCCCCCAAGTCCCTGATCTACTCCGCCTCCTACAGATACTCCGGCGTGCCCTCCAGATTCTCCGGCTCTGGCTCTGGCACCGACTTTACCCTGACCATCAGCTCCCTGCAGCCC

gaggact-cgccacctactactgccagcagtacatcacctacccctacaccttcggiggaggiaccaadgtsgaaatcaag

GAAG'GCAGCTGCTGGAATCTGGCGGCGGAC7GGTGCAGCCTGGCGGATCTCTGAGACT3TCTTG7GC:GC:TCCGGCTTCACCTTCTCCCGGTACTGGATGTCCTGGGTGCGACAGGCT
CC7GGCAAGGGCC7GGAATGGGTGTCCGAGA7CAACCCCGACTCCTCCACCATCAA:TACAC:CCCAG:CT'3AAGGCCCGGTTCACCATCTC7CGGGACaactccaagaacaccctgtac
C*GCAGA'GAACTCCC7GCGGGCCGAGGACACCGCCGTGTACTACTGTACCGGCCC7GCTTATTGGGG:CA'SGGCACCCTCGTGACCGTGTCCTCT
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