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Secuencias de acido nucleico de region variable de anticuerpo anti-CLDN murino
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Secuenciade acido nucleico

GAAATTGTGCTCACCCAj TCTCCAGCACTCATGj CTGCATCTCCAGGGGAGAAGGTCACCATCACCTGCAGTGTCAGCTCMGTATAAGTTCCAGCAACTTGCACTGGTACCAGCAGMGTCA3G

AACCTCCCCCAAACTCTSGATTATGGCACATCCAACC'GGCTTCTGGAGTCCCTGTTCGCTTCAGTGGCAGTGGATCTGGGACCTCTTAT'CTC TCACAATCAGCAACATGGAGGCTGAAGATG
CrGCCACTTATTACTGTLAACAGTGGAGTAGTTACCCACACACGTTCGGAGGGGGGACCAAGCTGGAAATAAAA

CAGGTCCAAATGCAGCA3TCTGGAGCTGAGCTG3TAAGGCCTGGGACTTCAGTGAAGGTGTCCTGCAAGGCTTCTGGATACGCCTTCACTAATTAaIGATAGAGTGGGTAAAGCAGAGGCCTGG
ACAGGGCCTTGAGTGGAITGGACTGATTAATCCIGGAAGTGGTGGTACTAATTACAATGAGAAGTTCAAGGGCAAGGCAACACTGACTGCAGACAAATCCTCCACCACTGCCTACATGCAGCTZA
GCAGCC7GACATCTGATGACTC'GCGGTTTATTIC TGTGCAAGACGGTCCCCTCIAGGGAGTTGGATCTACTATGCTTACGACGGTGTTGC'TACTGGGGCCAAGGGACTCTGGTCACTGTCT2T
GCA

GACATCCAGATGACACAATCTTCATCCTCCTTTICTGTCTCTC7GGGAGACAGAGTCAC7ATTACTTGCAAGGCAAGTGAGGACATCTATAATCGG7TAGCCTGGTAICAACAGAAACCAGGAAA
TGCTCC7AGGCTC7TAA7TATC TGGTGCAACCAG7TTGGAAGCTGGGGTTCCTTCAGGAT7CAG7GGCAG7GGATC7GGAAAGGATTACACTCTCAGCATTACCAG7C7TCAGAC7GAAGATGTTG
C7AC7TATTACTG7CAA:AG7A-TGGAGTACTC:TCCGACGTTCGG7GGAGGCACCAAGCTGGAACTCAAG

GAGG7CCAGC7GCAACA3TCTGGACCTGAACTG37GAAGCCTGGGGC7TCAG7GAAGATATCC7GCAAGAC7TCTGGATACACA77CAC7TGAAAACATCAGACACTGGGTGAAGCAGAGCCGASG
AAAGAGCCTTGAGTGGA7TGGTACTA77AATCCrAATAATGG7GAGACTAGG7ACAATCAGAAG77CAAGGGCAAGGCCACATTGACTG7AGACAAGTCCTCCAGCACAGCC7ACATGGAGCT:C
GCAGCC7GACATCTGAG3ATTCGCAG7CTATTACTG7ACAAGGGGGAT7ACAAAGTCCCCTTA7TGGTATGGACTACTGGGG7CAAGGAACCTCAATCACCG7CTCCT7CA

GACATCCAGATGACACAATCTTCATCC7CCTTTTCTGTATCTC7TAGGAGACAGAG7CACCATCAC7TTGCAAGGCAAGTGAGGACATATA7TAATCGG7TAGCC7GG7A7CAGCAGAATCCAGGAAA
TACTCC7AGGCTCTTAA7G7CTGG7GCAACCAG7TTGGAAACTGGGG7TCC7TCAAGAT7CAG7GGCAGTGGATC7TGGAAAGGATTACACTCTCAGCATTACCAGTC7TCAGATTGAAGATGTTT
C7ACTTATTACTGTCAA:AATA*TGGAGTACTC:.TCCGACGTTCGGTGGAGGCACCAGGCTGGAMTCAAA

GAGGTCCAGCTGCAACASTCTGGACCT6AGCTG3TGAAGCCTGGGGCTTCAGTGAAGATATCCTGCAAGACTTCTGGATACACATTCACTGAAAACATCATACACTGGGTGAAGCAGAGCCATSG
AAAGAGCCTTGAGTGGA7TGGAGGTAT7AATCC7ATCAATGGTGGTACTAGCTACAACCAGAAGTTCAAGGGCAAGGCCACATTGACTGTAGACAAGTCCTCCAGCACAGCC7ACATGGAGCT:C
G7AGCC7GACATCTGAG3ATTC'GCAG7CTATTACTGTGCAAGGGGGATTACTACGTCCCCTTA7GCTATGGACTACTGGGGTCAAGGAACCTCAG7CACCGTCTCC7CA

GACATTGTGATGACCCA3TCTCAAAAATTCATGICCACATCAG7AGGAGACAGGGTCAGCGTCGCCTGCAAGGCCGGTCAGAATGTGGGTACTAGTGTAGCCTGGTA7CAACAGAAACCAGGAA
TTCTCC7AAATCACTGA7TTACCGGCATCCTA:CGGTACAGTGGAGTCCCTAA7CGCT7CACAGGCAGTGGATC7GGGACAGATTTCACTCTCACCATCAGCAATG7GCAG7 CTGAAGACTT3G
CAGACTATTTCTGTCAGCAATA'ATCACCTATCCGTACACGTTCGGAGGGGGGACCAAGCTGGAMTAATA

GAGGTGAAGGTTCTCGA3TCTGGAGGTGGCCTG3TGCAGCCTGGAGGATCCCTGAAACTCTCCTGTGCAGCCTCAGGATTCGATTTTAGTAGATAC7TGGATGAGTTGGGTCCGGCAGGCTCCA3G
GAAAGGCCTAGAATGGA7TGGAGAAAT7AATCCAGATAGCAGTACGATAAACTA7TACGCCATCTCTAAAGGCTAAATTCATCATCTCCAGAGACAACGCCAAAAATACGCTG7ACCTGCAAAT3A
GCAAAG7GAGATCTGAG3ACACAGCCCTTTATTAC TGTACAGGACCAGC7TAC TGGGGCCAAGGGACTCTGGTCACTGTCTCTGCA
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