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LISTA DE SECUENCIAS

<110> Novartis AG )
Serno-Schersch, Kathrin Joerg, Susanne

<120> PRODUCTOS FARMACEUTICOS Y COMPOSICIONES LIQUIDAS ESTABLES DE ANTICUERPOS
CONTRA IL-17

<130> 56417 FF

<140> Herewith
<141> Herewith

<150> 62/095,210
<151> 2014-12-22

<160> 15

<170> PatentIn version 3.5

<210> 1

<211> 5

<212> PRT

<213> artificial
<220>

<223> CDR1 = regién hipervariable 1 de 1la cadena pesada de AIN457
<400> 1

Asn Tyr Trp Met Asn
1

5
<210> 2
<211> 17
<212> PRT
<213> ARTIFICIAL
<220>

<223> CDR2 = regiébn hipervariable 2 de 1la cadena pesada de AIN457
<400> 2

Ala Ile Asn GIn Asp Gly Ser Glu Lys Tyr Tyr val Gly Ser val Lys
1 5 10 15

Gly

<210> 3

<211> 18

<212> PRT

<213> ARTIFICIAL
<220>

<223> CDR3 = regién hipervariable 3 de la cadena pesada de AIN457
<400> 3

Asp Tyr Tyr Asp Ile Leu Thr Asp Tyr Tyr Ile His Tyr Trp Tyr Phe
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1 5 10 15

Asp Leu

<210> 4

<211> 12

<212> PRT

<213> ARTIFICIAL

<220>

<223> CDR1’ = regidn hipervariable 1 de la cadena ligera de AIN457
<400> 4

Arg Ala Ser GIn Ser val Ser Ser Ser Tyr Leu Ala

1 5 10

<210> 5

<211> 7

<212> PRT

<213> ARTIFICIAL

<220>

<223> (CDR2’ = region hipervariable 2 de la cadena ligera de AIN457
<400> 5

Gly Ala Ser Ser Arg Ala Thr
1 5

<210> 6

<211> 9

<212> PRT

<213> ARTIFICIAL

<220>
<223> (CDR3’ = regiodn hipervariable 3 de la cadena Tigera de AIN457

<400> 6
Gln GIn Tyr Gly Ser Ser Pro Cys Thr
1 5

<210> 7

<211> 381

<212> ADN

<213> HOMO SAPIENS

<220>
<221> CDS
<222> (1)..(381D)

<400> 7

gag gtg cag ttg gtg gag tct ggg gga ggc ttg gtc cag cct ggg gg
Glu val Gln Leu val Glu Sser Gly Gly Gly Leu val Gln Pro Gly GI
1 5 10 15

9
y
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48



tcc
Ser

tgg
Trp

gcc
Ala

aag
Lys
65

ctg
Leu

gt
va

tac
Tyr

ctg
Leu

atg
Met

gcc
Ala
50

oty

caa
Gln

agg
Arg

ttc
Phe

<210>
<211>
<212>
<213>

<400>

aga
Arg

aac
Asn
35

ata
Ile

cga
Arg

atg
Met

gac
Asp

gat
Asp
115

8
127
PRT
HOMO

8

Glu val Gln
1

Ser

Trp

Ala

Lys

Leu

val

Leu

Met

Ala

50

Gly

GlIn

Arg

Arg

Asn

35

Ile

Arg

Met

Asp

ctc tcc
Leu Ser
20

tgg gtc
Trp val

aac caa
Asn Gln

ttc acc
Phe Thr

aac agc
Asn Ser
85

tat tac
Tyr Tyr
100

ctc tgg
Leu Trp
SAPIENS
Leu val
5

Leu Ser
20

Trp val
Asn Gln
Phe Thr
Asn Ser

85

Tyr Tyr
100
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tgt
Cys

cgc
Arg

gat
Asp

atc
Ile
70

ctg
Leu

gat
Asp

ety

Glu
Cys
Arg
Asp
Ile
70

Leu

Asp

gca
Ala

cag
Gln

oty
55

tcc
Ser

aga
Arg

att
Ile

cgt
Arg

Ser
Ala
GlIn
Gly
55

Ser

Arg

Ile

gcc
Ala

gct
Ala
40

agt
ser

aga
Arg

gtc
val

ttg
Leu

&1y
120

Gly
Ala
Ala
40

Ser
Arg

val

Leu

tct
Ser
25

CCa
Pro

gag
Glu

gac
Asp

gag
Glu

acc
Thr
105

acc
Thr

Gly

Ser

25

Pro

Glu

Asp

Glu

Thr
105

sty

oty

aaa
Lys

aac
Asn

gac
Asp
90

gat
Asp

ctg
Leu

Gly
10

Gly
Gly
Lys

Asn

Asp
90

ttc
Phe

aaa
Lys

tac
Tyr

gcc
Ala
75

acg
Thr

tat
Tyr

gtc
val

Leu

Phe

Lys

Tyr

Ala

75

Thr

acc
Thr

oty

tat
Tyr
60

aag
Lys

gct
Ala

tac
Tyr

act
Thr

val
Thr
Gly
Tyr
60

Lys

Ala

Asp Tyr Tyr
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ttt
Phe

ctg
Leu
45

gt
va

aac
Asn

gt
va

atc
Ile

gtc
val
125

GlIn

Phe

Leu

45

val

Asn

val

Ile

agt
ser
30

gag
Glu

ety

tca
Ser

tat
Tyr

cac
His
110

tcc
Ser

Pro
Ser
30

Glu
Gly
Ser

Tyr

His
110

aac
Asn

tgg
Trp

tct
Ser

ctg
Leu

tac
Tyr
95

tat
Tyr

tca
Ser

Gly

15

Asn

Trp

Ser

Leu

Tyr

95

Tyr

tat
Tyr

gt
va

gt
va

tat
Tyr
80

tgt
Cys

tgg
Trp

Gly

Tyr

val

val

Tyr

80

Cys

Trp

96

144

192

240

288

336

381



Tyr Phe

<210>
<211>
<212>
<213>

<220>
<221>
<222>

<400>
gaa att
Glu Ile
1

gaa aga
Glu Arg

tac tta
Tyr Leu

atc tat
Ile Tyr
50

g%c agt
Gly Ser
65

cct gaa
Pro Glu

tgc acc
Cys Thr

<210>
<211>
<212>
<213>
<400>
Glu Ile
1

Glu Arg

Tyr Leu

Asp
115

327
ADN
HOMO

CbS
..

9

gt
va

gcc
Ala

gcc
Ala
35

Ty

oty

gat
Asp

ttc
Phe

10
109
PRT
HOMO
10

val
Ala

Ala
35
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Leu Trp Gly Arg Gly Thr Leu val Thr
120

SAPIENS

(327)

ttg
Leu

acc
Thr
20

tgg
Trp

gca
Ala

tct
Ser

ttt
Phe

&ty
100

acg
Thr

ctc
Leu

tac
Tyr

tcc
Ser

oty

gca
Ala
85

caa
Gln

SAPIENS

Leu

Thr
20

Trp

Thr
5

Leu

Tyr

cag
Gln

tcc
Ser

cag
Gln

agc
ser

aca
Thr
70

gt
va

oty

Gln
Ser

Gln

tct
Ser

tgc
Cys

cag
Gln

agg
Arg
55

gac
Asp

tat
Tyr

aca
Thr

Ser

cys

GlIn

CCa
Pro

agg
Arg

aaa
Lys
40

gcc
Ala

ttc
Phe

tac
Tyr

cga
Arg

Pro

Arg

Lys

ety

gcc
Ala
25

cct
Pro

act
Thr

act
Thr

tgt
Cys

ctg
Leu
105

Gly

Ala
25

Pro

acc
Thr
10

agt
Ser

ety

ety

ctc
Leu

cag
Gln
90

gag
Glu

Thr
10

Ser

ctg
Leu

cag
Gln

cag
Gln

atc
Ile

acc
Thr
75

cag
Gln

att
Ile

Leu

GlIn

tct
Ser

agt
Ser

gct
Ala

cca
Pro
60

atc
Ile

tat
Tyr

aaa
Lys

Ser

Ser

Gly GIn Ala
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val Ser Ser

125

ttg
Leu

gtt
val

ccc
Pro
45

gac
Asp

agc
ser

Ty

cga
Arg

Leu
val

Pro
45

tct
Ser

agc
ser
30

agg
Arg

agg
Arg

aga
Arg

agc
Ser

Ser

cca
Pro
15

agc
Ser

ctc
Leu

ttc
Phe

ctg
Leu

tca
ser
95

Pro
15

o1y

agc
ser

ctc
Leu

agt
Ser

gag
Glu
80

ccg
Pro

Gly

Ser Ser Ser

30

Arg Leu Leu

48

96

144

192

240

288

327
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Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser
50 55 60

Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr ITe Ser Arg Leu Glu
65 70 75 80

Pro Glu Asp Phe Ala val Tyr Tyr Cys Gln Gln Tyr Gly Ser Ser Pro
85 90 95

Cys Thr Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
100 105

<210> 11

<211> 10

<212> PRT

<213> artificial
<220>

<223> (CDR1-x = dominio hipervariable x de Ta cadena pesada de AIN457
<400> 11

Gly Phe Thr Phe Ser Asn Tyr Trp Met Asn

1 5 10
<210> 12

<211> 11

<212> PRT

<213> artificial

<220>

<223> (CDR2-x = dominio hipervariable de la cadena pesada x de AIN457
<400> 12

Ala Ile Asn GIn Asp Gly Ser Glu Lys Tyr Tyr
5 10

1

<210> 13

<211> 23

<212> PRT

<213> ARTIFICIAL
<220>

<223> (CDR3-x = dominio hipervariable x de Ta cadena pesada de AIN457
<400> 13

Cys val Arg Asp Tyr Tyr Asp Ile Leu Thr Asp Tyr Tyr Ile His Tyr
1 5 10 15

Trp Tyr Phe Asp Leu Trp Gly
20
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<210>
<211>
<212>
<213>

<400>
Glu Ile
1
Glu Arg
Tyr Leu
Ile Tyr
Gly Ser
65
Pro Glu
Cys Thr
Ala Pro
Gly Thr
130
Ala Lys
145
Gln Glu
Ser Ser

Tyr Ala

Ser Phe
210

14
215
PRT
homo

14

val

Ala

Ala

35

Gly

Gly

Asp

Phe

Ser

115

Ala

val

Ser

Thr

Cys

Asn

sapiens

Leu

Thr

20

Trp

Ala

Ser

Phe

Gly

val

Ser

Gln

val

Leu

180

Glu

Arg

Thr

5

Leu

Tyr

Ser

Gly

Ala

85

Gln

Phe

val

Trp

Thr

165

Thr

val

Gly
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Gln

Ser

Gln

Ser

Thr

70

val

Gly

Ile

val

Leu

Thr

Glu

Ser

Cys

Gln

Arg

55

Asp

Tyr

Thr

Phe

135

val

Gln

Ser

His

Cys
215

Pro

Arg

Lys

Ala

Phe

Tyr

Arg

Pro

120

Leu

Asp

Asp

Lys

Gln
200

Gly

Ala

25

Pro

Thr

Thr

Cys

Leu

105

Pro

Leu

Asn

Ser

Ala

185

Gly

Thr

10

Ser

Gly

Gly

Leu

Gln

90

Glu

Ser

Asn

Ala

Lys

Asp

Leu

Leu

Gln

Gln

Ile

Thr

75

Gln

Ile

Asp

Asn

Leu

155

Asp

Tyr

Ser

Ser

Ser

Ala

Pro

60

Ile

Tyr

Lys

Glu

Phe

140

Gln

Ser

Glu

Ser
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Leu

val

Pro

45

Asp

Ser

Gly

Arg

Gln

125

Tyr

Ser

Thr

Lys

Pro
205

Ser

Ser

30

Arg

Arg

Arg

Ser

Thr

110

Leu

Pro

Gly

Tyr

His

190

val

Pro

15

Ser

Leu

Phe

Leu

Ser

95

val

Lys

Arg

Asn

Ser

175

Lys

Thr

Gly

Ser

Leu

Ser

Glu

80

Pro

Ser

ser
160
Leu

val

Lys



<210>
<211>
<212>
<213>

<400>

15
457
PRT
homo

15

Glu val GlIn
1

Ser

Trp

Ala

Lys

Leu

val

Tyr

Ser

Thr

145

Pro

val

Ser

Ile

Leu

Met

Ala

50

Gly

Gln

Arg

Phe

Thr

130

Ser

Glu

His

Ser

Cys
210

Arg

Asn

35

Ile

Arg

Met

Asp

Lys

Gly

Pro

Thr

val

195

Asn

sapiens

Leu

Leu

20

Trp

Asn

Phe

Asn

Tyr

Leu

Gly

Gly

val

Phe

180

val

val

val

5

Ser

val

Gln

Thr

Ser

85

Tyr

Trp

Pro

Thr

Thr

165

Pro

Thr

Asn
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Glu

Cys

Arg

Asp

Ile

70

Leu

Asp

Gly

Ser

Ala

150

val

Ala

val

His

Ser

Ala

Gln

Gly

55

Ser

Arg

Ile

Arg

val

135

Ala

Ser

val

Pro

Gly

Ala

Ala

40

Ser

Arg

val

Leu

Gly

Phe

Leu

Trp

Leu

Ser

200

Pro

Gly

Ser

25

Pro

Glu

Asp

Glu

Thr

105

Thr

Pro

Gly

Asn

Gln

185

Ser

Ser

Gly

10

Gly

Gly

Lys

Asn

Asp

90

Asp

Leu

Leu

Cys

Ser

170

Ser

Ser

Asn

Leu

Phe

Lys

Tyr

Ala

75

Thr

Tyr

val

Ala

Leu

155

Gly

Ser

Leu

Thr

val

Thr

Gly

Tyr

Lys

Ala

Tyr

Thr

Pro

140

val

Ala

Gly

Gly

Lys
220
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Gln

Phe

Leu

45

val

Asn

val

Ile

val

125

Ser

Lys

Leu

Leu

Thr

205

val

Pro

Ser

30

Glu

Gly

Ser

Tyr

His

110

Ser

Ser

Asp

Thr

Tyr

Gln

Asp

Gly

15

Asn

Trp

Ser

Leu

Tyr

95

Tyr

Ser

Lys

Tyr

Ser

175

Ser

Thr

Lys

Gly

Tyr

val

val

Tyr

Cys

Trp

Ser

Phe

160

Gly

Leu

Tyr

Arg



val

225

Ala

Pro

val

val

GlIn

305

GlIn

Ala

Pro

Thr

Ser

385

Tyr

Tyr

Phe

Lys

Glu

Pro

Lys

val

Asp

290

Tyr

Asp

Leu

Arg

Asp

Lys

Ser

Ser

Ser
450

Pro

Glu

Asp

Asp

Gly

Asn

Trp

Pro

Glu

355

Asn

Ile

Thr

Lys

Lys

Leu

Thr

260

val

val

Ser

Leu

Ala

340

Pro

Gln

Ala

Thr

Leu

420

Ser

Ser

Ser

Leu

245

Leu

Ser

Glu

Thr

Asn

325

Pro

Gln

val

val

Pro

405

Thr

val

Leu
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Cys Asp Lys Thr His
230

Gly

Met

His

val

Tyr

310

Gly

Ile

val

Ser

Glu

390

Pro

val

Met

Ser

Gly

Ile

Glu

His

295

Arg

Lys

Glu

Tyr

Leu

375

Trp

val

Asp

His

Pro
455

Pro

Ser

Asp

Asn

val

Glu

Lys

Thr

360

Thr

Glu

Leu

Lys

Glu

440

Gly

Ser

Arg

Pro

Ala

val

Tyr

Thr

345

Leu

Cys

Ser

Asp

Ser

425

Ala

Lys

val

250

Thr

Glu

Lys

Ser

Pro

Leu

Asn

ser

410

Arg

Leu

Thr Cys Pro Pro Cys

235

Phe

Pro

val

Thr

val

315

cys

Ser

Pro

val

Gly

Asp

Trp

Leu

Glu

Lys

Lys

Lys

Ser

Gly

GlIn

Asn
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Phe

val

Phe

285

Pro

Thr

val

Ala

Arg

Gly

Pro

Ser

GlIn

His
445

Pro

Thr

270

Asn

Arg

val

Ser

Lys

Glu

Phe

Glu

Phe

Pro

255

Cys

Trp

Glu

Leu

Asn

335

Gly

Glu

Tyr

Asn

Phe

415

Asn

Thr

Pro

240

Lys

val

Tyr

Glu

His

320

Lys

GlIn

Met

Pro

Asn

400

Leu

val

GlIn



