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Palabras clave utilizadas

Teichoic AND acid AND antobody and conjugate and rifampicin
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LA BUSQUEDA CPC (Opcional):
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Categorias
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(DD/MM/AAAA) documentos
citados***
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ISA/IPEA (****)
£PO W02004050846 17/06/2004 1-70 Y
W02005081711 09/09/2005 - Y
USPTO
JPO
KIPO
Patbase*
EPOQUE NET*
Google Patents
Patent Lens
Espacenet
NCBI

*** Categorias especiales de documentos citados:

“A” documento que define el estado general de la técnica no
considerado como particularmente relevante.

“E” solicitud de patente o patente anterior pero publicada en la fecha de
presentacion internacional o en fecha posterior.

“P” documento publicado antes de la fecha de presentacion
internacional pero con posterioridad a la fecha de prioridad reivindicada.

“X” documento particularmente relevante; la invencion reivindicada no
puede considerarse nueva o que implique una actividad inventiva por
referencia al documento aisladamente considerado.

“Y” documento particularmente relevante; la invencion reivindicada no
puede considerarse que implique una actividad inventiva cuando el
documento se asocia a otro u otros documentos de la misma naturaleza,
cuya combinacién resulta evidente para un experto en la materia.

**** Indicar entre paréntesis la Autoridad que realiz6 la bisqueda o el informe preliminar Ejs: EPO, JP, INAPI.

Literatura no patente
**Se incluye entre otros, toda la referencia de la
literatura no patente.
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# Search query Results Options

9 b5and8 4 View | Browse | Hits | Optimise | more...
8  FT=(rifampicin) 7685 View | Browse | Hits | Optimise | more...
7 5and6 1 View | Browse | Hits | Optimise | more...
6  TAC=(rifampicin) 1295 View | Browse | Hits | Optimise | more...
5 3and4 15  View | Browse | Hits | Optimise | more...
4 TAC=(conjugate®) 124141 View | Browse | Hits | Optimise | more...
3 1and2 44 View | Browse | Hits | Optimise | more...
2  TAC=(antibody) 121308 View | Browse | Hits | Optimise | more...
1 TAC=(teichoic) 119 View | Browse | Hits | Optimise | more...

SEQ ID 119 Regi6n variable cadena ligera

Your Collections

allows you to create, add to, manage and edit
collections of search results.

Create Collection

Filters [-] Sort (-]

ply these filters/search terms

Minimum coverage

WO_2014_194247_119 (BLASTP 113aa vs patse Start another search

Results
Query: DIQLTQSPDSLAVSLGERATINCKSSQSIFRTSRNKNLLN... (Length: 113aa)

P Show summary of result average and medians

Location in document

Grants, in claims (1) . v Grants (35) - v Applications, in claims (16) - v Applications (143) . v

Showing sequences for documents published before Thu May 30 2013.

o
100 %0 Showing 1 to 25 of 178 filtered hits - 500 total hits *
90
Minimum similarity Sequence Coverage Similarity ;lkel:‘ggr;:\ent E-value BLAST score  Patent number
@
100 90 80
a0 I 100% 85.0% 113aa 2.89E-67 206.84 bits US 2011/0177074 A1 O
SEQID 6 US2011/0177074 A1 Public collections: ®
Sequence length: 113aa
Blast score
200 to 240 COMPOSITIONS AND METHODS FOR INHIBITING PDGFRBETA AND VEGF-A
Maximum E-value EE ys, Published Jul 20, 2011, Filed Mar 26, 2009
Applicants: SIVAKUMAR PALLAVUR V, GILBERTSON DEBRA G, SNAVELY MARSHALL D, MABRY GEORGE R, Yl EUGENE C, YAO YUE,
1 s PRESNELL SCOTTR
Organism: Homo sapiens
W Date
Thisdate: 31/05/2013 I 100% 85.0% 113aa 2.89E-67  206.84bits  US2011/0177074 Al -
(@ PoBLGAION | ® PG SEQ ID 10 US 2011/0177074 A1 Public collections: B8
Sequence length: 113aa
Select: All None Selected:0
i1 Alignments o
o Max Total Que =
Description Query Ident  Accession
score score cover value
] Chain A, Structure Of 4497 Fab Bound To Synthetic Wall Teichoic Acid Fragment 238 238 100% 4e-78 100% 5D6C A
—] anti-SARS-CoV immunoglobulin light chain variable region [Homo sapiens] 205 205 100% 1e-66 85% ABA54614.1
~) immunoglobulin light chain variable region YM2-PPS-4-K4-31 [Homo sapiens] 205 205 100% 2e-66 84% ABC67041.1
—) immunoglobulin IgM light chain variable region [Homo sapiens| 204 204 100% 3e-66 84% AAD03722.1
) anti-rabies virus immunoglobulin light chain variable region [Homo sapiens 203 203 100% 4e-66 85% AAY33442.1
) lg light chain variable domain [Homo sapiens! 203 203 100% 9e-66 83% AAB48604.1
1 immunoaalohulin heavv chain V reaion IHamn saniens] 202 202 100% 1e-B5 83% AMK70254.1




SEQ ID N° 156 Region variable cadena pesada

Your Collections

allows you to create, add to, manage and edit
collections of search results.

Create Collection

Filters [-]

Apply these filters/search terms

Minimum coverage

Sort (-]

WO_2014_194247_156 (BLASTP 116aa vs patse

Results
Query: EVQLVESGGGLVQPGGSLRLSCSASGFSFNSFWMHWVRQV...

>

Location in document

Grants,inclaims (0) [ll v/  Grents (22) [l v

Showing sequences for documents published before Thu May 30 2013.

Start another search

(Length: 1l6aa)

Show summary of result average and medians

Applications, in claims (19) [l v

Applications (159) [ll v

L
100 20 Showing 1 to 25 of 181 filtered hits - 500 total hits *
90
L. . Sequence Coverage Similarity Alignment E-value BLAST score  Patent number 0
Minimum similarity length
{
100 90 80 70
2 .. 100% T1.7% 12laa 3.24E-63  196.82bits  US 2012/0058906 A1
SEQID 1,734 US 2012/0058906 A1 Public collections: B®
Sequence length: 121aa
Blast score
180 to 250 COMBINATORIAL ANTIBODY LIBRARIES AND USES THEREOF
Maximum E-value BE s, Published Mar 7, 2012, Filed Nov 3, 2009
Applicants: SMIDER VAUGHN, GRAZIANO JAMES, MAO HELEN HONGYUAN, SONG BYEONG DOO, CASE TYSON, BAZIRGAN OMAR
1 s Organism: Artificial
W Date
® BEFORE | © arter )
— .. 100% T1.7% 12laa 3.24E-63  196.82bits  US2012/0316071A1
Thisdate: 31/05/2013 SEQ D 2,078 US 2012/0316071 A1 Public collections: 8
® PUBLICATION | & Fune Sequence length: 121aa
> Sequence length METHODS FOR AFFINITY MATURATION-BASED ANTIBODY OPTIMIZATION
Sequences producing significant alignments:
Select: All None Selected:0
i1 Alignments o
Description paxj(glotal | QueryisgE Ident Accession
score score cover value
] Chain B, Structure Of 4497 Fab Bound To Synthetic Wall Teichoic Acid Fragment 242 242 100% 1e-79 99% 5D6C B
) lg heavy chain variable region, VH3 family [Homo sapiens] 199 199 100% 4e-64 80% AAQ05762.1
~) immunoglobulin G heavy chain variable region [Homo sapiens! 197 197 100% 1e-63 81% AEX29523.1
] lg heavy chain variable region, VH3 family [Homo sapiens| 197 197 100% 2e-63 82% AAQ05745.1
~) immunoglobulin A heavy chain variable region [Homo sapiens] 197 197 100% 2e-63 79% AGP01334.1
~) immunoglobulin heavy chain variable region [Homo sapiens] 196 196 100% 4e-63 79% CAE45536.1
—) immunoglobulin A heavy chain variable region [Homo sapiens| 196 196 100% 5e-63 79% AGP01449.1




