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<210>  1 

<211>  5 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 



<223>  Secuencia de HCDR1 

 

<400>  1 

 

Asp Tyr Ala Met Asn  

1               5    

 

 

<210>  2 

<211>  5 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  Secuencia de HCDR1 

 

<400>  2 

 

Ser Tyr Ala Ile Ser  

1               5    

 

 

<210>  3 

<211>  5 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  Secuencia de HCDR1 

 

<400>  3 



 

Ser Tyr Trp Ile Ser  

1               5    

 

 

<210>  4 

<211>  5 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  Secuencia de HCDR1 

 

<400>  4 

 

Ser Tyr Ala Met Ser  

1               5    

 

 

<210>  5 

<211>  7 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  Secuencia de HCDR1 

 

<400>  5 

 

Ser Ser Ser Tyr Tyr Trp Gly  

1               5            



 

 

<210>  6 

<211>  17 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  Secuencia de HCDR2 

 

<400>  6 

 

Ala Ile Ser Gly Ser Gly Gly Ser Thr Tyr Tyr Ala Asp Ser Val Lys  

1               5                   10                  15       

 

 

Gly  

     

 

 

<210>  7 

<211>  17 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  Secuencia de HCDR2 

 

<400>  7 

 

Gly Ile Ile Pro Ile Phe Gly Thr Ala Asn Tyr Ala Gln Lys Phe Gln  



1               5                   10                  15       

 

 

Gly  

     

 

 

<210>  8 

<211>  17 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  Secuencia de HCDR2 

 

<400>  8 

 

Gly Ile Lys Ser Gly Gly Ser Ser Lys Tyr Tyr Ala Asp Ser Val Lys  

1               5                   10                  15       

 

 

Gly  

     

 

 

<210>  9 

<211>  17 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 



<223>  Secuencia de HCDR2 

 

<400>  9 

 

Ile Ile Asn Asn Asn Val Gly Arg Thr Tyr Tyr Ala Asp Ser Val Lys  

1               5                   10                  15       

 

 

Gly  

     

 

 

<210>  10 

<211>  16 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  Secuencia de HCDR2 

 

<400>  10 

 

Asn Ile Tyr Tyr Arg Gly Asp Thr Tyr Tyr Ser Pro Ser Leu Lys Ser  

1               5                   10                  15       

 

 

<210>  11 

<211>  17 

<212>  PRT 

<213>  Secuencia artificial 

 



<220> 

<223>  Secuencia de HCDR2 

 

<400>  11 

 

Thr Ile Asn Asn Ser Gly Gly Gly Thr Tyr Tyr Ala Asp Ser Val Lys  

1               5                   10                  15       

 

 

Gly  

     

 

 

<210>  12 

<211>  17 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  Secuencia de HCDR2 

 

<400>  12 

 

Val Ile Ser Asp Ser Gly Gly Arg Thr Tyr Tyr Ala Asp Ser Val Lys  

1               5                   10                  15       

 

 

Gly  

     

 

 



<210>  13 

<211>  17 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  Secuencia de HCDR2 

 

<400>  13 

 

Tyr Ile Ile Pro Ile Ser Gly Thr Ala Arg Tyr Ala Gln Lys Phe Gln  

1               5                   10                  15       

 

 

Gly  

     

 

 

<210>  14 

<211>  15 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  Secuencia de HCDR3 

 

<400>  14 

 

Asp Gly Tyr Arg Arg Tyr Gly Ile Gly Arg Tyr Gly Phe Asp Tyr  

1               5                   10                  15   

 



 

<210>  15 

<211>  12 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  Secuencia de HCDR3 

 

<400>  15 

 

Glu Gly Gly Asp Tyr Tyr Tyr Tyr Gly Met Asp Val  

1               5                   10           

 

 

<210>  16 

<211>  12 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  Secuencia de HCDR3 

 

<400>  16 

 

Glu Gly Gly Lys Tyr Tyr Tyr Tyr Ala Met Asp Val  

1               5                   10           

 

 

<210>  17 

<211>  15 



<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  Secuencia de HCDR3 

 

<400>  17 

 

Glu Pro Gly Tyr Ser Ser Gly Leu Ser Val Asp Tyr Phe Asp Tyr  

1               5                   10                  15   

 

 

<210>  18 

<211>  6 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  Secuencia de HCDR3 

 

<400>  18 

 

Gly Phe Arg Phe Asp Tyr  

1               5        

 

 

<210>  19 

<211>  10 

<212>  PRT 

<213>  Secuencia artificial 

 



<220> 

<223>  Secuencia de HCDR3 

 

<400>  19 

 

Gly Pro Ala Tyr Thr Ile Val Phe Asp Tyr  

1               5                   10   

 

 

<210>  20 

<211>  10 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  Secuencia de HCDR3 

 

<400>  20 

 

Gly Pro Val Tyr Ser Leu Val Phe Asp Tyr  

1               5                   10   

 

 

<210>  21 

<211>  10 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  Secuencia de HCDR3 

 



<400>  21 

 

Gly Pro Val Tyr Ser Ser Val Phe Asp Tyr  

1               5                   10   

 

 

<210>  22 

<211>  10 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  Secuencia de HCDR3 

 

<400>  22 

 

His Val Asp Phe Tyr Arg Ala Leu Asp Tyr  

1               5                   10   

 

 

<210>  23 

<211>  13 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  Secuencia de HCDR3 

 

<400>  23 

 

Val Ala Asn Ala Ala Tyr Phe Arg Ser Gly Leu Asp Tyr  



1               5                   10               

 

 

<210>  24 

<211>  13 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  Secuencia de HCDR3 

 

<400>  24 

 

Val Gly His Pro Ala Trp Trp Arg Asp Ser Leu Asp Tyr  

1               5                   10               

 

 

<210>  25 

<211>  13 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  Secuencia de HCDR3 

 

<400>  25 

 

Val Arg Tyr Ser Ala Trp Tyr Arg Asp Ser Leu Asp Tyr  

1               5                   10               

 

 



<210>  26 

<211>  17 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  Secuencia de LCDR1 

 

<400>  26 

 

Lys Ser Ser Gln Ser Val Leu Tyr Ser Ser Asn Asn Lys Asn Tyr Leu  

1               5                   10                  15       

 

 

Ala  

     

 

 

<210>  27 

<211>  11 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  Secuencia de LCDR1 

 

<400>  27 

 

Arg Ala Ser Gln Ser Ile Ser Ser Tyr Leu Asn  

1               5                   10       

 



 

<210>  28 

<211>  12 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  Secuencia de LCDR1 

 

<400>  28 

 

Arg Ala Ser Gln Ser Val Lys Asn Ser Ser Leu Ala  

1               5                   10           

 

 

<210>  29 

<211>  11 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  Secuencia de LCDR1 

 

<400>  29 

 

Ser Gly Asp Lys Leu Gly Asp Lys Tyr Ala Cys  

1               5                   10       

 

 

<210>  30 

<211>  11 



<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  Secuencia de LCDR1 

 

<400>  30 

 

Ser Gly Asp Lys Leu Gly Asp Lys Tyr Val Cys  

1               5                   10       

 

 

<210>  31 

<211>  11 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  Secuencia de LCDR1 

 

<400>  31 

 

Ser Gly Asp Lys Leu Gly Asp Lys Tyr Val Ser  

1               5                   10       

 

 

<210>  32 

<211>  14 

<212>  PRT 

<213>  Secuencia artificial 

 



<220> 

<223>  Secuencia de LCDR1 

 

<400>  32 

 

Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser  

1               5                   10                   

 

 

<210>  33 

<211>  7 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  Secuencia de LCDR2 

 

<400>  33 

 

Ala Ala Ser Ser Leu Gln Ser  

1               5            

 

 

<210>  34 

<211>  7 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  Secuencia de LCDR2 

 



<400>  34 

 

Glu Val Ser Lys Arg Pro Ser  

1               5            

 

 

<210>  35 

<211>  7 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  Secuencia de LCDR2 

 

<400>  35 

 

His Asp Asn Lys Arg Pro Ser  

1               5            

 

 

<210>  36 

<211>  7 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  Secuencia de LCDR2 

 

<400>  36 

 

Gln Asp Ser Lys Arg Pro Ser  



1               5            

 

 

<210>  37 

<211>  7 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  Secuencia de LCDR2 

 

<400>  37 

 

Gln Asp Ser Arg Arg Pro Ser  

1               5            

 

 

<210>  38 

<211>  7 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  Secuencia de LCDR2 

 

<400>  38 

 

Thr Ala Ser Ser Arg Ala Thr  

1               5            

 

 



<210>  39 

<211>  7 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  Secuencia de LCDR2 

 

<400>  39 

 

Trp Ala Ser Thr Arg Glu Ser  

1               5            

 

 

<210>  40 

<211>  9 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  Secuencia de LCDR3 

 

<400>  40 

 

Gln Ala Trp Ala Ser Ser Thr Val Val  

1               5                    

 

 

<210>  41 

<211>  9 

<212>  PRT 



<213>  Secuencia artificial 

 

<220> 

<223>  Secuencia de LCDR3 

 

<400>  41 

 

Gln Ala Trp Val Ser Ser Thr Val Val  

1               5                    

 

 

<210>  42 

<211>  9 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  Secuencia de LCDR3 

 

<400>  42 

 

Gln Gln Ser Ser Ala Pro Pro Trp Thr  

1               5                    

 

 

<210>  43 

<211>  9 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 



<223>  Secuencia de LCDR3 

 

<400>  43 

 

Gln Gln Ser Tyr Ser Thr Pro Leu Thr  

1               5                    

 

 

<210>  44 

<211>  9 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  Secuencia de LCDR3 

 

<400>  44 

 

Gln Gln Tyr Tyr Ser Thr Pro Leu Thr  

1               5                    

 

 

<210>  45 

<211>  149 

<212>  PRT 

<213>  Macaca fascicularis 

 

<400>  45 

 

Met Gln Lys Gly Asp Gln Asn Pro Gln Ile Ala Ala His Val Ile Ser  

1               5                   10                  15       



 

 

Glu Ala Ser Ser Lys Thr Thr Ser Val Leu Gln Trp Ala Glu Lys Gly  

            20                  25                  30           

 

 

Tyr Tyr Thr Met Ser Asn Asn Leu Val Thr Leu Glu Asn Gly Lys Gln  

        35                  40                  45               

 

 

Leu Thr Val Lys Arg Gln Gly Leu Tyr Tyr Ile Tyr Ala Gln Val Thr  

    50                  55                  60                   

 

 

Phe Cys Ser Asn Arg Glu Ala Ser Ser Gln Ala Pro Phe Ile Ala Ser  

65                  70                  75                  80   

 

 

Leu Cys Leu Lys Ser Pro Gly Arg Phe Glu Arg Ile Leu Leu Arg Ala  

                85                  90                  95       

 

 

Ala Asn Thr His Ser Ser Ala Lys Pro Cys Gly Gln Gln Ser Ile His  

            100                 105                 110          

 

 

Leu Gly Gly Val Phe Glu Leu Gln Pro Gly Ala Ser Val Phe Val Asn  

        115                 120                 125              

 

 

Val Thr Asp Pro Ser Gln Val Ser His Gly Thr Gly Phe Thr Ser Phe  



    130                 135                 140                  

 

 

Gly Leu Leu Lys Leu  

145                  

 

 

<210>  46 

<211>  9 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  Secuencia de LCDR3 

 

<400>  46 

 

Gln Val Trp Asp Ser Ser Thr Val Val  

1               5                    

 

 

<210>  47 

<211>  10 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  Secuencia de LCDR3 

 

<400>  47 

 



Ser Ser Tyr Ala Gly Ser Asn Asn Leu Val  

1               5                   10   

 

 

<210>  48 

<211>  119 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  C40H20 

 

<400>  48 

 

Glu Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  

1               5                   10                  15       

 

 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Asp Tyr  

            20                  25                  30           

 

 

Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  

        35                  40                  45               

 

 

Ser Gly Ile Lys Ser Gly Gly Ser Ser Lys Tyr Tyr Ala Asp Ser Val  

    50                  55                  60                   

 

 

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  



65                  70                  75                  80   

 

 

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  

                85                  90                  95       

 

 

Ala Lys His Val Asp Phe Tyr Arg Ala Leu Asp Tyr Trp Gly Gln Gly  

            100                 105                 110          

 

 

Thr Leu Val Thr Val Ser Ser  

        115                  

 

 

<210>  49 

<211>  122 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  C40H21 

 

<400>  49 

 

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser  

1               5                   10                  15       

 

 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Ser Tyr  

            20                  25                  30           



 

 

Ala Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  

        35                  40                  45               

 

 

Gly Gly Ile Ile Pro Ile Phe Gly Thr Ala Asn Tyr Ala Gln Lys Phe  

    50                  55                  60                   

 

 

Gln Gly Arg Val Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr  

65                  70                  75                  80   

 

 

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  

                85                  90                  95       

 

 

Ala Arg Val Arg Tyr Ser Ala Trp Tyr Arg Asp Ser Leu Asp Tyr Trp  

            100                 105                 110          

 

 

Gly Gln Gly Thr Leu Val Thr Val Ser Ser  

        115                 120          

 

 

<210>  50 

<211>  122 

<212>  PRT 

<213>  Secuencia artificial 

 



<220> 

<223>  C40H25 

 

<400>  50 

 

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser  

1               5                   10                  15       

 

 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Ser Tyr  

            20                  25                  30           

 

 

Ala Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  

        35                  40                  45               

 

 

Gly Gly Ile Ile Pro Ile Phe Gly Thr Ala Asn Tyr Ala Gln Lys Phe  

    50                  55                  60                   

 

 

Gln Gly Arg Val Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr  

65                  70                  75                  80   

 

 

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  

                85                  90                  95       

 

 

Ala Arg Val Gly His Pro Ala Trp Trp Arg Asp Ser Leu Asp Tyr Trp  

            100                 105                 110          



 

 

Gly Gln Gly Thr Leu Val Thr Val Ser Ser  

        115                 120          

 

 

<210>  51 

<211>  122 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  C40H26 

 

<400>  51 

 

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser  

1               5                   10                  15       

 

 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Ser Tyr  

            20                  25                  30           

 

 

Ala Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  

        35                  40                  45               

 

 

Gly Gly Ile Ile Pro Ile Phe Gly Thr Ala Asn Tyr Ala Gln Lys Phe  

    50                  55                  60                   

 



 

Gln Gly Arg Val Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr  

65                  70                  75                  80   

 

 

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  

                85                  90                  95       

 

 

Ala Arg Val Ala Asn Ala Ala Tyr Phe Arg Ser Gly Leu Asp Tyr Trp  

            100                 105                 110          

 

 

Gly Gln Gly Thr Leu Val Thr Val Ser Ser  

        115                 120          

 

 

<210>  52 

<211>  124 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  C40H29 

 

<400>  52 

 

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser  

1               5                   10                  15       

 

 



Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Ser Tyr  

            20                  25                  30           

 

 

Trp Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  

        35                  40                  45               

 

 

Gly Tyr Ile Ile Pro Ile Ser Gly Thr Ala Arg Tyr Ala Gln Lys Phe  

    50                  55                  60                   

 

 

Gln Gly Arg Val Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr  

65                  70                  75                  80   

 

 

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  

                85                  90                  95       

 

 

Ala Arg Glu Pro Gly Tyr Ser Ser Gly Leu Ser Val Asp Tyr Phe Asp  

            100                 105                 110          

 

 

Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser  

        115                 120                  

 

 

<210>  53 

<211>  119 

<212>  PRT 



<213>  Secuencia artificial 

 

<220> 

<223>  C40H30 

 

<400>  53 

 

Glu Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  

1               5                   10                  15       

 

 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  

            20                  25                  30           

 

 

Ala Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  

        35                  40                  45               

 

 

Ser Ala Ile Ser Gly Ser Gly Gly Ser Thr Tyr Tyr Ala Asp Ser Val  

    50                  55                  60                   

 

 

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  

65                  70                  75                  80   

 

 

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  

                85                  90                  95       

 

 



Ala Arg Gly Pro Ala Tyr Thr Ile Val Phe Asp Tyr Trp Gly Gln Gly  

            100                 105                 110          

 

 

Thr Leu Val Thr Val Ser Ser  

        115                  

 

 

<210>  54 

<211>  119 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  C40H32 

 

<400>  54 

 

Glu Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  

1               5                   10                  15       

 

 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  

            20                  25                  30           

 

 

Ala Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  

        35                  40                  45               

 

 

Ser Ala Ile Ser Gly Ser Gly Gly Ser Thr Tyr Tyr Ala Asp Ser Val  



    50                  55                  60                   

 

 

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  

65                  70                  75                  80   

 

 

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  

                85                  90                  95       

 

 

Ala Arg Gly Pro Val Tyr Ser Leu Val Phe Asp Tyr Trp Gly Gln Gly  

            100                 105                 110          

 

 

Thr Leu Val Thr Val Ser Ser  

        115                  

 

 

<210>  55 

<211>  124 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  C40H33 

 

<400>  55 

 

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser  

1               5                   10                  15       



 

 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Ser Tyr  

            20                  25                  30           

 

 

Ala Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  

        35                  40                  45               

 

 

Gly Gly Ile Ile Pro Ile Phe Gly Thr Ala Asn Tyr Ala Gln Lys Phe  

    50                  55                  60                   

 

 

Gln Gly Arg Val Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr  

65                  70                  75                  80   

 

 

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  

                85                  90                  95       

 

 

Ala Arg Asp Gly Tyr Arg Arg Tyr Gly Ile Gly Arg Tyr Gly Phe Asp  

            100                 105                 110          

 

 

Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser  

        115                 120                  

 

 

<210>  56 



<211>  119 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  C40H38 

 

<400>  56 

 

Glu Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  

1               5                   10                  15       

 

 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  

            20                  25                  30           

 

 

Ala Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  

        35                  40                  45               

 

 

Ser Ala Ile Ser Gly Ser Gly Gly Ser Thr Tyr Tyr Ala Asp Ser Val  

    50                  55                  60                   

 

 

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  

65                  70                  75                  80   

 

 

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  

                85                  90                  95       



 

 

Ala Arg Gly Pro Val Tyr Ser Ser Val Phe Asp Tyr Trp Gly Gln Gly  

            100                 105                 110          

 

 

Thr Leu Val Thr Val Ser Ser  

        115                  

 

 

<210>  57 

<211>  121 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  C40H48 

 

<400>  57 

 

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  

1               5                   10                  15       

 

 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  

            20                  25                  30           

 

 

Ala Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  

        35                  40                  45               

 



 

Ser Ile Ile Asn Asn Asn Val Gly Arg Thr Tyr Tyr Ala Asp Ser Val  

    50                  55                  60                   

 

 

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  

65                  70                  75                  80   

 

 

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  

                85                  90                  95       

 

 

Ala Lys Glu Gly Gly Asp Tyr Tyr Tyr Tyr Gly Met Asp Val Trp Gly  

            100                 105                 110          

 

 

Gln Gly Thr Thr Val Thr Val Ser Ser  

        115                 120      

 

 

<210>  58 

<211>  121 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  C40H46 

 

<400>  58 

 



Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  

1               5                   10                  15       

 

 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  

            20                  25                  30           

 

 

Ala Met Ser Trp Val Arg Gln Ala Pro Gly Arg Gly Leu Glu Trp Val  

        35                  40                  45               

 

 

Ser Thr Ile Asn Asn Ser Gly Gly Gly Thr Tyr Tyr Ala Asp Ser Val  

    50                  55                  60                   

 

 

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  

65                  70                  75                  80   

 

 

Leu His Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  

                85                  90                  95       

 

 

Ala Lys Glu Gly Gly Lys Tyr Tyr Tyr Tyr Ala Met Asp Val Trp Gly  

            100                 105                 110          

 

 

Gln Gly Thr Thr Val Thr Val Ser Ser  

        115                 120      

 



 

<210>  59 

<211>  121 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  C40H45 

 

<400>  59 

 

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  

1               5                   10                  15       

 

 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Gly Ser Tyr  

            20                  25                  30           

 

 

Ala Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  

        35                  40                  45               

 

 

Ser Val Ile Ser Asp Ser Gly Gly Arg Thr Tyr Tyr Ala Asp Ser Val  

    50                  55                  60                   

 

 

Lys Gly Arg Phe Thr Ile Ser Arg Asp Tyr Ser Lys Asn Thr Leu Tyr  

65                  70                  75                  80   

 

 



Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  

                85                  90                  95       

 

 

Ala Lys Glu Gly Gly Asp Tyr Tyr Tyr Tyr Gly Met Asp Val Trp Gly  

            100                 105                 110          

 

 

Gln Gly Thr Thr Val Thr Val Ser Ser  

        115                 120      

 

 

<210>  60 

<211>  116 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  C40H43 

 

<400>  60 

 

Gln Leu Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  

1               5                   10                  15       

 

 

Ile Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Ser  

            20                  25                  30           

 

 

Ser Tyr Tyr Trp Gly Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu  



        35                  40                  45               

 

 

Trp Ile Gly Asn Ile Tyr Tyr Arg Gly Asp Thr Tyr Tyr Ser Pro Ser  

    50                  55                  60                   

 

 

Leu Lys Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe  

65                  70                  75                  80   

 

 

Ser Leu Lys Leu Asn Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr  

                85                  90                  95       

 

 

Cys Ala Lys Gly Phe Arg Phe Asp Tyr Trp Gly Gln Gly Thr Leu Val  

            100                 105                 110          

 

 

Thr Val Ser Ser  

        115      

 

 

<210>  61 

<211>  116 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  C40H52 

 



<400>  61 

 

Gln Leu Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  

1               5                   10                  15       

 

 

Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Ser  

            20                  25                  30           

 

 

Ser Tyr Tyr Trp Gly Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu  

        35                  40                  45               

 

 

Trp Ile Gly Asn Ile Tyr Tyr Arg Gly Asp Thr Tyr Tyr Ser Pro Ser  

    50                  55                  60                   

 

 

Leu Lys Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe  

65                  70                  75                  80   

 

 

Ser Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr  

                85                  90                  95       

 

 

Cys Ala Arg Gly Phe Arg Phe Asp Tyr Trp Gly Gln Gly Thr Leu Val  

            100                 105                 110          

 

 

Thr Val Ser Ser  



        115      

 

 

<210>  62 

<211>  116 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  C40H53 

 

<400>  62 

 

Gln Leu Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  

1               5                   10                  15       

 

 

Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Ser  

            20                  25                  30           

 

 

Ser Tyr Tyr Trp Gly Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu  

        35                  40                  45               

 

 

Trp Ile Gly Asn Ile Tyr Tyr Arg Gly Asp Thr Tyr Tyr Ser Pro Ser  

    50                  55                  60                   

 

 

Leu Lys Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe  

65                  70                  75                  80   



 

 

Ser Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr  

                85                  90                  95       

 

 

Cys Ala Lys Gly Phe Arg Phe Asp Tyr Trp Gly Gln Gly Thr Leu Val  

            100                 105                 110          

 

 

Thr Val Ser Ser  

        115      

 

 

<210>  63 

<211>  108 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  C40L10 

 

<400>  63 

 

Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  

1               5                   10                  15       

 

 

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Lys Asn Ser  

            20                  25                  30           

 



 

Ser Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  

        35                  40                  45               

 

 

Ile Tyr Thr Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  

    50                  55                  60                   

 

 

Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  

65                  70                  75                  80   

 

 

Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Ser Ser Ala Pro Pro  

                85                  90                  95       

 

 

Trp Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys  

            100                 105              

 

 

<210>  64 

<211>  113 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  PH9L2 

 

<400>  64 

 



Asp Ile Val Met Thr Gln Ser Pro Asp Ser Leu Ala Val Ser Leu Gly  

1               5                   10                  15       

 

 

Glu Arg Ala Thr Ile Asn Cys Lys Ser Ser Gln Ser Val Leu Tyr Ser  

            20                  25                  30           

 

 

Ser Asn Asn Lys Asn Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln  

        35                  40                  45               

 

 

Pro Pro Lys Leu Leu Ile Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val  

    50                  55                  60                   

 

 

Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr  

65                  70                  75                  80   

 

 

Ile Ser Ser Leu Gln Ala Glu Asp Val Ala Val Tyr Tyr Cys Gln Gln  

                85                  90                  95       

 

 

Tyr Tyr Ser Thr Pro Leu Thr Phe Gly Gln Gly Thr Lys Val Glu Ile  

            100                 105                 110          

 

 

Lys  

     

 



 

<210>  65 

<211>  107 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  PH9L4 

 

<400>  65 

 

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly  

1               5                   10                  15       

 

 

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Ser Ile Ser Ser Tyr  

            20                  25                  30           

 

 

Leu Asn Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile  

        35                  40                  45               

 

 

Tyr Ala Ala Ser Ser Leu Gln Ser Gly Val Pro Ser Arg Phe Ser Gly  

    50                  55                  60                   

 

 

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro  

65                  70                  75                  80   

 

 



Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Ser Tyr Ser Thr Pro Leu  

                85                  90                  95       

 

 

Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys  

            100                 105          

 

 

<210>  66 

<211>  106 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  C40L64 

 

<400>  66 

 

Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln  

1               5                   10                  15       

 

 

Thr Ala Ser Ile Thr Cys Ser Gly Asp Lys Leu Gly Asp Lys Tyr Val  

            20                  25                  30           

 

 

Cys Trp Tyr Gln Gln Lys Pro Gly Gln Ser Pro Val Val Val Ile Tyr  

        35                  40                  45               

 

 

Gln Asp Ser Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser  



    50                  55                  60                   

 

 

Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met  

65                  70                  75                  80   

 

 

Asp Glu Ala Tyr Tyr Tyr Cys Gln Ala Trp Val Ser Ser Thr Val Val  

                85                  90                  95       

 

 

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu  

            100                 105      

 

 

<210>  67 

<211>  106 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  C40L63 

 

<400>  67 

 

Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln  

1               5                   10                  15       

 

 

Thr Ala Ser Ile Thr Cys Ser Gly Asp Lys Leu Gly Asp Lys Tyr Ala  

            20                  25                  30           



 

 

Cys Trp Tyr Gln Gln Lys Pro Gly Gln Ser Pro Val Leu Val Ile Tyr  

        35                  40                  45               

 

 

Gln Asp Ser Arg Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser  

    50                  55                  60                   

 

 

Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met  

65                  70                  75                  80   

 

 

Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Ala Ser Ser Thr Val Val  

                85                  90                  95       

 

 

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu  

            100                 105      

 

 

<210>  68 

<211>  106 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  C40L62 

 

<400>  68 



 

Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln  

1               5                   10                  15       

 

 

Thr Ala Ser Ile Ile Cys Ser Gly Asp Lys Leu Gly Asp Lys Tyr Val  

            20                  25                  30           

 

 

Cys Trp Tyr Gln Gln Lys Pro Gly Gln Ser Pro Val Val Val Ile Tyr  

        35                  40                  45               

 

 

His Asp Asn Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser  

    50                  55                  60                   

 

 

Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met  

65                  70                  75                  80   

 

 

Asp Glu Ala Asp Tyr Tyr Cys Gln Val Trp Asp Ser Ser Thr Val Val  

                85                  90                  95       

 

 

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu  

            100                 105      

 

 

<210>  69 

<211>  110 



<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  BCML12 

 

<400>  69 

 

Gln Ser Ala Leu Thr Gln Pro Pro Ser Ala Ser Gly Ser Pro Gly Gln  

1               5                   10                  15       

 

 

Ser Val Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr  

            20                  25                  30           

 

 

Asn Tyr Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu  

        35                  40                  45               

 

 

Met Ile Tyr Glu Val Ser Lys Arg Pro Ser Gly Val Pro Asp Arg Phe  

    50                  55                  60                   

 

 

Ser Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Val Ser Gly Leu  

65                  70                  75                  80   

 

 

Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Ala Gly Ser  

                85                  90                  95       

 



 

Asn Asn Leu Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu  

            100                 105                 110  

 

 

<210>  70 

<211>  106 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  C40L70 

 

<400>  70 

 

Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln  

1               5                   10                  15       

 

 

Thr Ala Ser Ile Thr Cys Ser Gly Asp Lys Leu Gly Asp Lys Tyr Val  

            20                  25                  30           

 

 

Cys Trp Tyr Gln Gln Lys Pro Gly Gln Ser Pro Val Leu Val Ile Tyr  

        35                  40                  45               

 

 

Gln Asp Ser Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser  

    50                  55                  60                   

 

 



Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met  

65                  70                  75                  80   

 

 

Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Val Ser Ser Thr Val Val  

                85                  90                  95       

 

 

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu  

            100                 105      

 

 

<210>  71 

<211>  106 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  C40L69 

 

<400>  71 

 

Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln  

1               5                   10                  15       

 

 

Thr Ala Ser Ile Thr Cys Ser Gly Asp Lys Leu Gly Asp Lys Tyr Val  

            20                  25                  30           

 

 

Ser Trp Tyr Gln Gln Lys Pro Gly Gln Ser Pro Val Leu Val Ile Tyr  



        35                  40                  45               

 

 

Gln Asp Ser Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser  

    50                  55                  60                   

 

 

Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met  

65                  70                  75                  80   

 

 

Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Val Ser Ser Thr Val Val  

                85                  90                  95       

 

 

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu  

            100                 105      

 

 

<210>  72 

<211>  106 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  C40L68 

 

<400>  72 

 

Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln  

1               5                   10                  15       



 

 

Thr Ala Ser Ile Thr Cys Ser Gly Asp Lys Leu Gly Asp Lys Tyr Val  

            20                  25                  30           

 

 

Ser Trp Tyr Gln Gln Lys Pro Gly Gln Ser Pro Val Val Val Ile Tyr  

        35                  40                  45               

 

 

Gln Asp Ser Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser  

    50                  55                  60                   

 

 

Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met  

65                  70                  75                  80   

 

 

Asp Glu Ala Tyr Tyr Tyr Cys Gln Ala Trp Val Ser Ser Thr Val Val  

                85                  90                  95       

 

 

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu  

            100                 105      

 

 

<210>  73 

<211>  99 

<212>  PRT 

<213>  Homo Sapiens 

 



<400>  73 

 

Gln Leu Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  

1               5                   10                  15       

 

 

Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Ser  

            20                  25                  30           

 

 

Ser Tyr Tyr Trp Gly Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu  

        35                  40                  45               

 

 

Trp Ile Gly Ser Ile Tyr Tyr Ser Gly Ser Thr Tyr Tyr Asn Pro Ser  

    50                  55                  60                   

 

 

Leu Lys Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe  

65                  70                  75                  80   

 

 

Ser Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr  

                85                  90                  95       

 

 

Cys Ala Arg  

             

 

 

<210>  74 



<211>  96 

<212>  PRT 

<213>  Homo Sapiens 

 

<400>  74 

 

Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  

1               5                   10                  15       

 

 

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Ser  

            20                  25                  30           

 

 

Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  

        35                  40                  45               

 

 

Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  

    50                  55                  60                   

 

 

Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  

65                  70                  75                  80   

 

 

Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Ser Ser Pro  

                85                  90                  95       

 

 

<210>  75 



<211>  277 

<212>  PRT 

<213>  Homo Sapiens 

 

<400>  75 

 

Met Val Arg Leu Pro Leu Gln Cys Val Leu Trp Gly Cys Leu Leu Thr  

1               5                   10                  15       

 

 

Ala Val His Pro Glu Pro Pro Thr Ala Cys Arg Glu Lys Gln Tyr Leu  

            20                  25                  30           

 

 

Ile Asn Ser Gln Cys Cys Ser Leu Cys Gln Pro Gly Gln Lys Leu Val  

        35                  40                  45               

 

 

Ser Asp Cys Thr Glu Phe Thr Glu Thr Glu Cys Leu Pro Cys Gly Glu  

    50                  55                  60                   

 

 

Ser Glu Phe Leu Asp Thr Trp Asn Arg Glu Thr His Cys His Gln His  

65                  70                  75                  80   

 

 

Lys Tyr Cys Asp Pro Asn Leu Gly Leu Arg Val Gln Gln Lys Gly Thr  

                85                  90                  95       

 

 

Ser Glu Thr Asp Thr Ile Cys Thr Cys Glu Glu Gly Trp His Cys Thr  



            100                 105                 110          

 

 

Ser Glu Ala Cys Glu Ser Cys Val Leu His Arg Ser Cys Ser Pro Gly  

        115                 120                 125              

 

 

Phe Gly Val Lys Gln Ile Ala Thr Gly Val Ser Asp Thr Ile Cys Glu  

    130                 135                 140                  

 

 

Pro Cys Pro Val Gly Phe Phe Ser Asn Val Ser Ser Ala Phe Glu Lys  

145                 150                 155                 160  

 

 

Cys His Pro Trp Thr Ser Cys Glu Thr Lys Asp Leu Val Val Gln Gln  

                165                 170                 175      

 

 

Ala Gly Thr Asn Lys Thr Asp Val Val Cys Gly Pro Gln Asp Arg Leu  

            180                 185                 190          

 

 

Arg Ala Leu Val Val Ile Pro Ile Ile Phe Gly Ile Leu Phe Ala Ile  

        195                 200                 205              

 

 

Leu Leu Val Leu Val Phe Ile Lys Lys Val Ala Lys Lys Pro Thr Asn  

    210                 215                 220                  

 

 



Lys Ala Pro His Pro Lys Gln Glu Pro Gln Glu Ile Asn Phe Pro Asp  

225                 230                 235                 240  

 

 

Asp Leu Pro Gly Ser Asn Thr Ala Ala Pro Val Gln Glu Thr Leu His  

                245                 250                 255      

 

 

Gly Cys Gln Pro Val Thr Gln Glu Asp Gly Lys Glu Ser Arg Ile Ser  

            260                 265                 270          

 

 

Val Gln Glu Arg Gln  

        275          

 

 

<210>  76 

<211>  173 

<212>  PRT 

<213>  Homo Sapiens 

 

<400>  76 

 

Glu Pro Pro Thr Ala Cys Arg Glu Lys Gln Tyr Leu Ile Asn Ser Gln  

1               5                   10                  15       

 

 

Cys Cys Ser Leu Cys Gln Pro Gly Gln Lys Leu Val Ser Asp Cys Thr  

            20                  25                  30           

 

 



Glu Phe Thr Glu Thr Glu Cys Leu Pro Cys Gly Glu Ser Glu Phe Leu  

        35                  40                  45               

 

 

Asp Thr Trp Asn Arg Glu Thr His Cys His Gln His Lys Tyr Cys Asp  

    50                  55                  60                   

 

 

Pro Asn Leu Gly Leu Arg Val Gln Gln Lys Gly Thr Ser Glu Thr Asp  

65                  70                  75                  80   

 

 

Thr Ile Cys Thr Cys Glu Glu Gly Trp His Cys Thr Ser Glu Ala Cys  

                85                  90                  95       

 

 

Glu Ser Cys Val Leu His Arg Ser Cys Ser Pro Gly Phe Gly Val Lys  

            100                 105                 110          

 

 

Gln Ile Ala Thr Gly Val Ser Asp Thr Ile Cys Glu Pro Cys Pro Val  

        115                 120                 125              

 

 

Gly Phe Phe Ser Asn Val Ser Ser Ala Phe Glu Lys Cys His Pro Trp  

    130                 135                 140                  

 

 

Thr Ser Cys Glu Thr Lys Asp Leu Val Val Gln Gln Ala Gly Thr Asn  

145                 150                 155                 160  

 



 

Lys Thr Asp Val Val Cys Gly Pro Gln Asp Arg Leu Arg  

                165                 170              

 

 

<210>  77 

<211>  278 

<212>  PRT 

<213>  Macaca fascicularis 

 

<400>  77 

 

Met Val Arg Leu Pro Leu Gln Cys Val Leu Trp Gly Cys Leu Leu Thr  

1               5                   10                  15       

 

 

Ala Val Tyr Pro Glu Pro Pro Thr Ala Cys Arg Glu Lys Gln Tyr Leu  

            20                  25                  30           

 

 

Ile Asn Ser Gln Cys Cys Ser Leu Cys Gln Pro Gly Gln Lys Leu Val  

        35                  40                  45               

 

 

Ser Asp Cys Thr Glu Phe Thr Glu Thr Glu Cys Leu Pro Cys Ser Glu  

    50                  55                  60                   

 

 

Ser Glu Phe Leu Asp Thr Trp Asn Arg Glu Thr Arg Cys His Gln His  

65                  70                  75                  80   

 



 

Lys Tyr Cys Asp Pro Asn Leu Gly Leu Arg Val Gln Gln Lys Gly Thr  

                85                  90                  95       

 

 

Ser Glu Thr Asp Thr Ile Cys Thr Cys Glu Glu Gly Leu His Cys Met  

            100                 105                 110          

 

 

Ser Glu Ser Cys Glu Ser Cys Val Pro His Arg Ser Cys Leu Pro Gly  

        115                 120                 125              

 

 

Phe Gly Val Lys Gln Ile Ala Thr Gly Val Ser Asp Thr Ile Cys Glu  

    130                 135                 140                  

 

 

Pro Cys Pro Val Gly Phe Phe Ser Asn Val Ser Ser Ala Phe Glu Lys  

145                 150                 155                 160  

 

 

Cys Arg Pro Trp Thr Ser Cys Glu Thr Lys Asp Leu Val Val Gln Gln  

                165                 170                 175      

 

 

Ala Gly Thr Asn Lys Thr Asp Val Val Cys Gly Pro Gln Asp Arg Gln  

            180                 185                 190          

 

 

Arg Ala Leu Val Val Ile Pro Ile Cys Leu Gly Ile Leu Phe Val Ile  

        195                 200                 205              



 

 

Leu Leu Leu Val Leu Val Phe Ile Lys Lys Val Ala Lys Lys Pro Asn  

    210                 215                 220                  

 

 

Asp Lys Ala Pro His Pro Lys Gln Glu Pro Gln Glu Ile Asn Phe Leu  

225                 230                 235                 240  

 

 

Asp Asp Leu Pro Gly Ser Asn Pro Ala Ala Pro Val Gln Glu Thr Leu  

                245                 250                 255      

 

 

His Gly Cys Gln Pro Val Thr Gln Glu Asp Gly Lys Glu Ser Arg Ile  

            260                 265                 270          

 

 

Ser Val Gln Glu Arg Gln  

        275              

 

 

<210>  78 

<211>  173 

<212>  PRT 

<213>  Macaca fascicularis 

 

<400>  78 

 

Glu Pro Pro Thr Ala Cys Arg Glu Lys Gln Tyr Leu Ile Asn Ser Gln  

1               5                   10                  15       



 

 

Cys Cys Ser Leu Cys Gln Pro Gly Gln Lys Leu Val Ser Asp Cys Thr  

            20                  25                  30           

 

 

Glu Phe Thr Glu Thr Glu Cys Leu Pro Cys Ser Glu Ser Glu Phe Leu  

        35                  40                  45               

 

 

Asp Thr Trp Asn Arg Glu Thr Arg Cys His Gln His Lys Tyr Cys Asp  

    50                  55                  60                   

 

 

Pro Asn Leu Gly Leu Arg Val Gln Gln Lys Gly Thr Ser Glu Thr Asp  

65                  70                  75                  80   

 

 

Thr Ile Cys Thr Cys Glu Glu Gly Leu His Cys Met Ser Glu Ser Cys  

                85                  90                  95       

 

 

Glu Ser Cys Val Pro His Arg Ser Cys Leu Pro Gly Phe Gly Val Lys  

            100                 105                 110          

 

 

Gln Ile Ala Thr Gly Val Ser Asp Thr Ile Cys Glu Pro Cys Pro Val  

        115                 120                 125              

 

 

Gly Phe Phe Ser Asn Val Ser Ser Ala Phe Glu Lys Cys Arg Pro Trp  



    130                 135                 140                  

 

 

Thr Ser Cys Glu Thr Lys Asp Leu Val Val Gln Gln Ala Gly Thr Asn  

145                 150                 155                 160  

 

 

Lys Thr Asp Val Val Cys Gly Pro Gln Asp Arg Gln Arg  

                165                 170              

 

 

<210>  79 

<211>  98 

<212>  PRT 

<213>  Homo Sapiens 

 

<400>  79 

 

Glu Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  

1               5                   10                  15       

 

 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  

            20                  25                  30           

 

 

Ala Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  

        35                  40                  45               

 

 

Ser Val Ile Tyr Ser Gly Gly Ser Ser Thr Tyr Tyr Ala Asp Ser Val  



    50                  55                  60                   

 

 

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  

65                  70                  75                  80   

 

 

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  

                85                  90                  95       

 

 

Ala Lys  

         

 

 

<210>  80 

<211>  98 

<212>  PRT 

<213>  Homo Sapiens 

 

<400>  80 

 

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser  

1               5                   10                  15       

 

 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Ser Tyr  

            20                  25                  30           

 

 

Ala Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  



        35                  40                  45               

 

 

Gly Gly Ile Ile Pro Ile Phe Gly Thr Ala Asn Tyr Ala Gln Lys Phe  

    50                  55                  60                   

 

 

Gln Gly Arg Val Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr  

65                  70                  75                  80   

 

 

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  

                85                  90                  95       

 

 

Ala Arg  

         

 

 

<210>  81 

<211>  98 

<212>  PRT 

<213>  Homo Sapiens 

 

<400>  81 

 

Glu Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  

1               5                   10                  15       

 

 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  



            20                  25                  30           

 

 

Ala Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  

        35                  40                  45               

 

 

Ser Ala Ile Ser Gly Ser Gly Gly Ser Thr Tyr Tyr Ala Asp Ser Val  

    50                  55                  60                   

 

 

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  

65                  70                  75                  80   

 

 

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  

                85                  90                  95       

 

 

Ala Lys  

         

 

 

<210>  82 

<211>  98 

<212>  PRT 

<213>  Homo Sapiens 

 

<400>  82 

 

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  



1               5                   10                  15       

 

 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  

            20                  25                  30           

 

 

Ala Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  

        35                  40                  45               

 

 

Ser Ala Ile Ser Gly Ser Gly Gly Ser Thr Tyr Tyr Ala Asp Ser Val  

    50                  55                  60                   

 

 

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  

65                  70                  75                  80   

 

 

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  

                85                  90                  95       

 

 

Ala Lys  

         

 

 

<210>  83 

<211>  259 

<212>  PRT 

<213>  Homo Sapiens 



 

<400>  83 

 

Met Ile Glu Thr Tyr Asn Gln Thr Ser Pro Arg Ser Ala Ala Thr Gly  

1               5                   10                  15       

 

 

Leu Pro Ile Ser Met Lys Ile Phe Met Tyr Leu Leu Thr Val Phe Leu  

            20                  25                  30           

 

 

Ile Thr Gln Met Ile Gly Ser Ala Leu Phe Ala Val Tyr Leu His Arg  

        35                  40                  45               

 

 

Arg Leu Asp Lys Ile Glu Asp Glu Arg Asn Leu His Glu Asp Phe Val  

    50                  55                  60                   

 

 

Phe Met Lys Thr Ile Gln Arg Cys Asn Thr Gly Glu Arg Ser Leu Ser  

65                  70                  75                  80   

 

 

Leu Leu Asn Cys Glu Glu Ile Lys Ser Gln Phe Glu Gly Phe Val Lys  

                85                  90                  95       

 

 

Asp Ile Met Leu Asn Lys Glu Glu Thr Lys Lys Glu Asn Ser Phe Glu  

            100                 105                 110          

 

 



Met Gln Lys Gly Asp Gln Asn Pro Gln Ile Ala Ala His Val Ile Ser  

        115                 120                 125              

 

 

Glu Ala Ser Ser Lys Thr Thr Ser Val Leu Gln Trp Ala Glu Lys Gly  

    130                 135                 140                  

 

 

Tyr Tyr Thr Met Ser Asn Asn Leu Val Thr Leu Glu Asn Gly Lys Gln  

145                 150                 155                 160  

 

 

Leu Thr Val Lys Arg Gln Gly Leu Tyr Tyr Ile Tyr Ala Gln Val Thr  

                165                 170                 175      

 

 

Phe Cys Ser Asn Arg Glu Ala Ser Ser Gln Ala Pro Phe Ile Ala Ser  

            180                 185                 190          

 

 

Leu Cys Leu Lys Ser Pro Gly Arg Phe Glu Arg Ile Leu Leu Arg Ala  

        195                 200                 205              

 

 

Ala Asn Thr His Ser Ser Ala Lys Pro Cys Gly Gln Gln Ser Ile His  

    210                 215                 220                  

 

 

Leu Gly Gly Val Phe Glu Leu Gln Pro Gly Ala Ser Val Phe Val Asn  

225                 230                 235                 240  

 



 

Val Thr Asp Pro Ser Gln Val Ser His Gly Thr Gly Phe Thr Ser Phe  

                245                 250                 255      

 

 

Gly Leu Leu  

             

 

 

<210>  84 

<211>  101 

<212>  PRT 

<213>  Homo Sapiens 

 

<400>  84 

 

Asp Ile Val Met Thr Gln Ser Pro Asp Ser Leu Ala Val Ser Leu Gly  

1               5                   10                  15       

 

 

Glu Arg Ala Thr Ile Asn Cys Lys Ser Ser Gln Ser Val Leu Tyr Ser  

            20                  25                  30           

 

 

Ser Asn Asn Lys Asn Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln  

        35                  40                  45               

 

 

Pro Pro Lys Leu Leu Ile Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val  

    50                  55                  60                   

 



 

Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr  

65                  70                  75                  80   

 

 

Ile Ser Ser Leu Gln Ala Glu Asp Val Ala Val Tyr Tyr Cys Gln Gln  

                85                  90                  95       

 

 

Tyr Tyr Ser Thr Pro  

            100      

 

 

<210>  85 

<211>  95 

<212>  PRT 

<213>  Homo Sapiens 

 

<400>  85 

 

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly  

1               5                   10                  15       

 

 

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Ser Ile Ser Ser Tyr  

            20                  25                  30           

 

 

Leu Asn Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile  

        35                  40                  45               

 



 

Tyr Ala Ala Ser Ser Leu Gln Ser Gly Val Pro Ser Arg Phe Ser Gly  

    50                  55                  60                   

 

 

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro  

65                  70                  75                  80   

 

 

Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Ser Tyr Ser Thr Pro  

                85                  90                  95   

 

 

<210>  86 

<211>  94 

<212>  PRT 

<213>  Homo Sapiens 

 

<400>  86 

 

Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln  

1               5                   10                  15       

 

 

Thr Ala Ser Ile Thr Cys Ser Gly Asp Lys Leu Gly Asp Lys Tyr Ala  

            20                  25                  30           

 

 

Cys Trp Tyr Gln Gln Lys Pro Gly Gln Ser Pro Val Leu Val Ile Tyr  

        35                  40                  45               

 



 

Gln Asp Ser Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser  

    50                  55                  60                   

 

 

Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met  

65                  70                  75                  80   

 

 

Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Asp Ser Ser Thr  

                85                  90                   

 

 

<210>  87 

<211>  99 

<212>  PRT 

<213>  Homo Sapiens 

 

<400>  87 

 

Gln Ser Ala Leu Thr Gln Pro Pro Ser Ala Ser Gly Ser Pro Gly Gln  

1               5                   10                  15       

 

 

Ser Val Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr  

            20                  25                  30           

 

 

Asn Tyr Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu  

        35                  40                  45               

 



 

Met Ile Tyr Glu Val Ser Lys Arg Pro Ser Gly Val Pro Asp Arg Phe  

    50                  55                  60                   

 

 

Ser Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Val Ser Gly Leu  

65                  70                  75                  80   

 

 

Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Ala Gly Ser  

                85                  90                  95       

 

 

Asn Asn Phe  

             

 

 

<210>  88 

<211>  149 

<212>  PRT 

<213>  Homo Sapiens 

 

<400>  88 

 

Met Gln Lys Gly Asp Gln Asn Pro Gln Ile Ala Ala His Val Ile Ser  

1               5                   10                  15       

 

 

Glu Ala Ser Ser Lys Thr Thr Ser Val Leu Gln Trp Ala Glu Lys Gly  

            20                  25                  30           

 



 

Tyr Tyr Thr Met Ser Asn Asn Leu Val Thr Leu Glu Asn Gly Lys Gln  

        35                  40                  45               

 

 

Leu Thr Val Lys Arg Gln Gly Leu Tyr Tyr Ile Tyr Ala Gln Val Thr  

    50                  55                  60                   

 

 

Phe Cys Ser Asn Arg Glu Ala Ser Ser Gln Ala Pro Phe Ile Ala Ser  

65                  70                  75                  80   

 

 

Leu Cys Leu Lys Ser Pro Gly Arg Phe Glu Arg Ile Leu Leu Arg Ala  

                85                  90                  95       

 

 

Ala Asn Thr His Ser Ser Ala Lys Pro Cys Gly Gln Gln Ser Ile His  

            100                 105                 110          

 

 

Leu Gly Gly Val Phe Glu Leu Gln Pro Gly Ala Ser Val Phe Val Asn  

        115                 120                 125              

 

 

Val Thr Asp Pro Ser Gln Val Ser His Gly Thr Gly Phe Thr Ser Phe  

    130                 135                 140                  

 

 

Gly Leu Leu Lys Leu  

145                  



 

 

<210>  89 

<211>  357 

<212>  ADN 

<213>  Secuencia artificial 

 

<220> 

<223>  ADN de VH de C40M67 

 

<400>  89 

gaagtgcagc tgctggaaag cggcggcggc ctggtgcagc cgggcggcag cctgcgcctg       60 

 

agctgcgcgg cgagcggctt tacctttagc gactatgcga tgaactgggt gcgccaggcg      120 

 

ccgggcaaag gcctggaatg ggtgagcggg atcaagagcg gcggtagctc caaatattat      180 

 

gcggatagcg tgaaaggccg ctttaccatt agccgcgata acagcaaaaa caccctgtat      240 

 

ctgcagatga acagcctgcg cgcggaagat accgcggtgt attattgcgc gaaacacgtt      300 

 

gacttttata gggccttgga ctattggggc cagggcaccc tggtgaccgt gagcagc         357 

 

 

<210>  90 

<211>  366 

<212>  ADN 

<213>  Secuencia artificial 

 

<220> 

<223>  ADN de VH de C40M66 



 

<400>  90 

caggtgcagc tggtgcagag cggcgcggaa gtgaaaaaac cgggcagcag cgtgaaagtg       60 

 

agctgcaaag cgagcggcgg cacctttagc agctatgcga ttagctgggt gcgccaggcg      120 

 

ccgggccagg gcctggaatg gatgggcggc attattccga tttttggcac cgcgaactat      180 

 

gcgcagaaat ttcagggccg cgtgaccatt accgcggatg aaagcaccag caccgcgtat      240 

 

atggaactga gcagcctgcg cagcgaagat accgcggtgt attattgcgc gcgcgttcgg      300 

 

tattcggcgt ggtataggga ctctttggac tattggggcc agggcaccct ggtgacagtc      360 

 

tcgagt                                                                 366 

 

 

<210>  91 

<211>  366 

<212>  ADN 

<213>  Secuencia artificial 

 

<220> 

<223>  ADN de VH de C40M63 

 

<400>  91 

caggtgcagc tggtgcagag cggcgcggaa gtgaaaaaac cgggcagcag cgtgaaagtg       60 

 

agctgcaaag cgagcggcgg cacctttagc agctatgcga ttagctgggt gcgccaggcg      120 

 

ccgggccagg gcctggaatg gatgggcggc attattccga tttttggcac cgcgaactat      180 



 

gcgcagaaat ttcagggccg cgtgaccatt accgcggatg aaagcaccag caccgcgtat      240 

 

atggaactga gcagcctgcg cagcgaagat accgcggtgt attattgcgc gcgcgtaggc      300 

 

catccggctt ggtggcgtga ttcgttggac tattggggcc agggcaccct ggtgaccgtg      360 

 

agcagc                                                                 366 

 

 

<210>  92 

<211>  366 

<212>  ADN 

<213>  Secuencia artificial 

 

<220> 

<223>  ADN de VH de C40M62 

 

<400>  92 

caggtgcagc tggtgcagag cggcgcggaa gtgaaaaaac cgggcagcag cgtgaaagtg       60 

 

agctgcaaag cgagcggcgg cacctttagc agctatgcga ttagctgggt gcgccaggcg      120 

 

ccgggccagg gcctggaatg gatgggcggc attattccga tttttggcac cgcgaactat      180 

 

gcgcagaaat ttcagggccg cgtgaccatt accgcggatg aaagcaccag caccgcgtat      240 

 

atggaactga gcagcctgcg cagcgaagat accgcggtgt attattgcgc gcgcgttgcc      300 

 

aacgctgcgt attttaggtc tggcttggac tattggggcc agggcaccct ggtgaccgtg      360 

 



agcagc                                                                 366 

 

 

<210>  93 

<211>  372 

<212>  ADN 

<213>  Secuencia artificial 

 

<220> 

<223>  ADN de VH de C40M59 

 

<400>  93 

caggtgcagc tggtgcagag cggcgcggaa gtgaaaaaac cgggcagcag cgtgaaagtg       60 

 

agctgcaaag cgagcggcgg caccttcagc tcctactgga ttagctgggt gcgccaggcg      120 

 

ccgggccagg gcctggaatg gatgggctac attattccga tcagtggcac tgcccgctac      180 

 

gcgcagaaat ttcagggccg cgtgaccatt accgctgatg aaagcaccag caccgcgtat      240 

 

atggaactga gcagcctgcg cagcgaagat accgcggtgt attattgcgc gcgcgaacca      300 

 

ggctacagta gtggcctgag cgttgactac tttgattact ggggccaggg caccctggtg      360 

 

acagtctcga gt                                                          372 

 

 

<210>  94 

<211>  357 

<212>  ADN 

<213>  Secuencia artificial 



 

<220> 

<223>  ADN de VH de C40M58 

 

<400>  94 

gaagtgcagc tgctggaaag cggcggcggc ctggtgcagc cgggcggcag cctgcgcctg       60 

 

agctgcgcgg cgagcggctt tacctttagc agctatgcga tgagctgggt gcgccaggcg      120 

 

ccgggcaaag gcctggaatg ggtgagcgcg atcagcggct ccggtggctc cacatattat      180 

 

gcggatagcg tgaaaggccg ctttaccatt tcacgagata acagcaaaaa caccctgtat      240 

 

ctgcagatga acagcctgcg cgcggaagat accgcggtgt attattgcgc gcgcggtcca      300 

 

gcatacacta tcgtttttga ttattggggc cagggcaccc tggtgacagt ctcgagt         357 

 

 

<210>  95 

<211>  357 

<212>  ADN 

<213>  Secuencia artificial 

 

<220> 

<223>  ADN de VH de C40M56 

 

<400>  95 

gaagtgcagc tgctggaaag cggcggcggc ctggtgcagc cgggcggcag cctgcgcctg       60 

 

agctgcgcgg cgagcggctt tacctttagc agctatgcga tgagctgggt gcgccaggcg      120 

 



ccgggcaaag gcctggaatg ggtgagcgcg atcagcggct ccggtggctc cacatattat      180 

 

gcggatagcg tgaaaggccg ctttaccatt tcacgagata acagcaaaaa caccctgtat      240 

 

ctgcagatga acagcctgcg cgcggaagat accgcggtgt attattgcgc gcgcggtcct      300 

 

gtttattctc tggtttttga ctactggggc cagggcaccc tggtgacagt ctcgagt         357 

 

 

<210>  96 

<211>  372 

<212>  ADN 

<213>  Secuencia artificial 

 

<220> 

<223>  ADN de VH de C40M55 

 

<400>  96 

caggtgcagc tggtgcagag cggcgcggaa gtgaaaaaac cgggcagcag cgtgaaagtg       60 

 

agctgcaaag cgagcggcgg caccttcagc agctatgcga ttagctgggt gcgccaggcg      120 

 

ccgggccagg gcctggaatg gatgggcggc attattccga tttttggcac cgctaactac      180 

 

gcgcagaaat ttcagggccg cgtgaccatt accgctgatg aaagcaccag caccgcgtat      240 

 

atggaactga gcagcctgcg cagcgaagat accgcggtgt attattgcgc gcgcgatggt      300 

 

tatcggcggt atggcatcgg tcgttacggt ttcgattatt ggggccaggg caccctggtg      360 

 

acagtctcga gt                                                          372 



 

 

<210>  97 

<211>  357 

<212>  ADN 

<213>  Secuencia artificial 

 

<220> 

<223>  ADN de VH de C40M51 

 

<400>  97 

gaagtgcagc tgctggaaag cggcggcggc ctggtgcagc cgggcggcag cctgcgcctg       60 

 

agctgcgcgg cgagcggctt tacctttagc agctatgcga tgagctgggt gcgccaggcg      120 

 

ccgggcaaag gcctggaatg ggtgagcgcg atcagcggct ccggtggctc cacatattat      180 

 

gcggatagcg tgaaaggccg ctttaccatt tcacgagata acagcaaaaa caccctgtat      240 

 

ctgcagatga acagcctgcg cgcggaagat accgcggtgt attattgcgc gcgcggccca      300 

 

gtttattcta gcgttttcga ctattggggc cagggcaccc tggtgacagt ctcgagt         357 

 

 

<210>  98 

<211>  363 

<212>  ADN 

<213>  Secuencia artificial 

 

<220> 

<223>  ADN de VH de C40M18 



 

<400>  98 

gaggtgcagc tggtggaatc tggcggagga ctggtgcagc ctggcggcag cctgagactg       60 

 

tcttgtgccg ccagcggctt caccttcagc agctacgcta tgagctgggt ccgacaggcc      120 

 

cctggcaagg gactggaatg ggtgtccatc atcaacaaca acgtgggccg gacctactac      180 

 

gccgacagcg tgaagggcag attcaccatc agccgggaca acagcaagaa caccctgtac      240 

 

ctgcagatga acagcctgcg ggccgaggac accgccgtgt actattgtgc caaagagggc      300 

 

ggcgattact actactacgg catggacgtg tggggccagg gcaccaccgt gacagtgtca      360 

 

tct                                                                    363 

 

 

<210>  99 

<211>  363 

<212>  ADN 

<213>  Secuencia artificial 

 

<220> 

<223>  ADN de VH de C40M17 

 

<400>  99 

gaggtgcagc tggtggaatc tggcggagga ctggtgcagc ctggcggcag cctgagactg       60 

 

tcttgtgccg ccagcggctt caccttcagc agctacgcta tgagctgggt ccgacaggcc      120 

 

cctggcagag gactcgagtg ggtgtccacc atcaacaaca gcggcggagg cacctactac      180 



 

gccgacagcg tgaagggcag attcaccatc agccgggaca acagcaagaa caccctgtac      240 

 

ctgcacatga acagcctgcg ggccgaggac accgccgtgt actattgtgc caaagagggc      300 

 

ggcaagtact actactatgc catggacgtg tggggccagg gcaccaccgt gacagtgtca      360 

 

tct                                                                    363 

 

 

<210>  100 

<211>  363 

<212>  ADN 

<213>  Secuencia artificial 

 

<220> 

<223>  ADN de VH de C40M12 

 

<400>  100 

gaggtgcagc tggtggaatc tggcggagga ctggtgcagc ctggcggcag cctgagactg       60 

 

tcttgtgccg ccagcggctt caccttcggc agctacgcta tgagctgggt ccgacaggcc      120 

 

cctggcaagg gactggaatg ggtgtccgtg atcagcgaca gcggcggcag aacctactac      180 

 

gccgacagcg tgaagggccg gttcaccatc agccgggact acagcaagaa caccctgtac      240 

 

ctgcagatga acagcctgcg ggccgaggac accgccgtgt actattgtgc caaagagggc      300 

 

ggcgattact actactacgg catggacgtg tggggccagg gcaccaccgt gacagtgtca      360 

 



tct                                                                    363 

 

 

<210>  101 

<211>  348 

<212>  ADN 

<213>  Secuencia artificial 

 

<220> 

<223>  ADN de VH de C40M9 

 

<400>  101 

cagctccagc tgcaggaatc tggccctggc ctggtcaagc ccagcgagat cctgagcctg       60 

 

acctgtaccg tgtccggcgg cagcatcagc agcagctctt actactgggg ctggatccgg      120 

 

cagcctcccg gcaagggact ggaatggatc ggcaacatct actaccgggg cgacacctac      180 

 

tacagcccca gcctgaagtc cagagtgacc atcagcgtgg acaccagcaa gaaccagttc      240 

 

tccctgaagc tgaacagcgt gacagccgcc gacaccgccg tgtactactg cgccaagggc      300 

 

ttcagattcg attactgggg ccagggcacc ctggtcaccg tgtcatct                   348 

 

 

<210>  102 

<211>  348 

<212>  ADN 

<213>  Secuencia artificial 

 

<220> 



<223>  ADN de VH de C40M105 

 

<400>  102 

cagctgcagc tgcaggagag cggccccggc ctggtgaagc ccagcgagac cctgagcctg       60 

 

acctgcaccg tgagcggcgg cagcatcagc agcagcagct actactgggg ctggatccgg      120 

 

cagccccccg gcaagggcct ggagtggatc ggcaacatct actaccgggg cgacacctac      180 

 

tacagcccca gcctgaagag ccgggtgacc atcagcgtgg acaccagcaa gaaccagttc      240 

 

agcctgaagc tgagcagcgt gaccgccgcc gacaccgccg tgtactactg cgcccggggc      300 

 

ttccggttcg actactgggg ccagggcacc ctggtgaccg tgagcagc                   348 

 

 

<210>  103 

<211>  348 

<212>  ADN 

<213>  Secuencia artificial 

 

<220> 

<223>  ADN de VH de C40M121 

 

<400>  103 

cagctgcagc tgcaggagag cggccccggc ctggtgaagc ccagcgagac cctgagcctg       60 

 

acctgcaccg tgagcggcgg cagcatcagc agcagcagct actactgggg ctggatccgg      120 

 

cagccccccg gcaagggcct ggagtggatc ggcaacatct actaccgggg cgacacctac      180 

 



tacagcccca gcctgaagag ccgggtgacc atcagcgtgg acaccagcaa gaaccagttc      240 

 

agcctgaagc tgagcagcgt gaccgccgcc gacaccgccg tgtactactg cgccaagggc      300 

 

ttccggttcg actactgggg ccagggcacc ctggtgaccg tgagcagc                   348 

 

 

<210>  104 

<211>  324 

<212>  ADN 

<213>  Secuencia artificial 

 

<220> 

<223>  ADN de VL de C40M67 

 

<400>  104 

gaaattgtgc tgacccagag cccgggcacc ctgagcctga gcccgggcga acgcgcgacc       60 

 

ctgagctgcc gcgcgagcca gagcgttaaa aatagcagtc tggcgtggta tcagcagaaa      120 

 

ccgggccagg cgccgcgcct gctgatttat actgcgagca gccgcgcgac cggcattccg      180 

 

gatcgcttta gcggcagcgg cagcggcacc gattttaccc tgaccattag ccgcctggaa      240 

 

ccggaagatt ttgcggtgta ttattgccag cagtcctccg cacctccgtg gacttttggc      300 

 

cagggcacca aagtggaaat taaa                                             324 

 

 

<210>  105 

<211>  339 



<212>  ADN 

<213>  Secuencia artificial 

 

<220> 

<223>  ADN de VL de C40M66 

 

<400>  105 

gacatcgtga tgacccagag ccccgacagc ctggccgtga gcctgggcga gcgggccacc       60 

 

atcaactgca agagcagcca gagcgtgctg tacagcagca acaacaagaa ctacctggcc      120 

 

tggtaccagc agaagcccgg ccagcccccc aagctgctga tctactgggc cagcacccgg      180 

 

gagagcggcg tgcccgaccg gttcagcggc agcggcagcg gcaccgactt caccctgacc      240 

 

atcagcagcc tgcaggccga ggacgtggcc gtgtactact gccagcagta ctacagcacc      300 

 

cccctgacct tcggccaggg caccaaggtg gagatcaag                             339 

 

 

<210>  106 

<211>  321 

<212>  ADN 

<213>  Secuencia artificial 

 

<220> 

<223>  ADN de VL de C40M59 

 

<400>  106 

gacatccaga tgacccagag ccccagcagc ctgagcgcca gcgtgggcga ccgggtgacc       60 

 



atcacctgcc gggccagcca gagcatcagc agctacctga actggtacca gcagaagccc      120 

 

ggcaaggccc ccaagctgct gatctacgcc gccagcagcc tgcagagcgg cgtgcccagc      180 

 

cggttcagcg gcagcggcag cggcaccgac ttcaccctga ccatcagcag cctgcagccc      240 

 

gaggacttcg ccacctacta ctgccagcag agctacagca cccccctgac cttcggccag      300 

 

ggcaccaagg tggagatcaa g                                                321 

 

 

<210>  107 

<211>  318 

<212>  ADN 

<213>  Secuencia artificial 

 

<220> 

<223>  ADN de VL de C40M18 

 

<400>  107 

tcctacgagc tgacccagcc tccctccgtg tctgtgtctc ctggccagac cgccagcatc       60 

 

acctgtagcg gcgacaagct gggcgacaaa tacgtgtgct ggtatcagca gaagcccggc      120 

 

cagagccccg tggtggtcat ctaccaggac agcaagaggc ccagcggcat ccccgagaga      180 

 

ttcagcggca gcaacagcgg caataccgcc accctgacca tcagcggcac ccaggccatg      240 

 

gacgaggcct actactactg ccaggcttgg gtgtccagca ccgtggtgtt tggcggaggc      300 

 

accaagctga ccgtgctg                                                    318 



 

 

<210>  108 

<211>  318 

<212>  ADN 

<213>  Secuencia artificial 

 

<220> 

<223>  ADN de VL de C40M17 

 

<400>  108 

tcctacgagc tgacccagcc tccctccgtg tctgtgtctc ctggccagac cgccagcatc       60 

 

acctgtagcg gcgacaagct gggcgataag tacgcctgct ggtatcagca gaagcccggc      120 

 

cagagccccg tgctggtcat ctaccaggac agcagaaggc ccagcggcat ccccgagaga      180 

 

ttcagcggca gcaacagcgg caataccgcc accctgacca tcagcggcac ccaggccatg      240 

 

gacgaggccg attactattg tcaggcctgg gccagcagca ccgtggtgtt tggcggcgga      300 

 

acaaagctga ccgtgctg                                                    318 

 

 

<210>  109 

<211>  318 

<212>  ADN 

<213>  Secuencia artificial 

 

<220> 

<223>  ADN de VL de C40M12 



 

<400>  109 

tcctacgagc tgacccagcc tccctccgtg tctgtgtctc ctggccagac cgccagcatc       60 

 

atctgcagcg gcgacaagct gggcgacaaa tacgtgtgct ggtatcagca gaagcccggc      120 

 

cagagccccg tggtggtcat ctaccacgac aacaagaggc ccagcggcat ccccgagaga      180 

 

ttcagcggca gcaacagcgg caataccgcc accctgacca tcagcggcac ccaggccatg      240 

 

gacgaggccg actactactg ccaggtctgg gacagcagca ccgtggtgtt tggcggaggc      300 

 

accaagctga ccgtgctg                                                    318 

 

 

<210>  110 

<211>  330 

<212>  ADN 

<213>  Secuencia artificial 

 

<220> 

<223>  ADN de VL de C40M9 

 

<400>  110 

cagtctgccc tgacacagcc tcctagcgcc tctggctctc ctggccagag cgtgaccatc       60 

 

agctgtaccg gcaccagctc cgacgtgggc ggctacaact acgtgtcctg gtatcagcag      120 

 

caccccggca aggcccctaa gctgatgatc tacgaggtgt ccaagcggcc cagcggcgtg      180 

 

ccagatagat tcagcggcag caagagcggc aacaccgcca gcctgacagt gtctggactg      240 



 

caggccgagg acgaggccga ctactactgt agcagctacg ccggcagcaa caacctggtg      300 

 

ttcggcggag gcaccaagct gaccgtgctg                                       330 

 

 

<210>  111 

<211>  318 

<212>  ADN 

<213>  Secuencia artificial 

 

<220> 

<223>  ADN de VL de C40M102 

 

<400>  111 

agctacgagc tgacccagcc ccccagcgtg agcgtgagcc ccggccagac cgccagcatc       60 

 

acctgcagcg gcgacaagct gggcgacaag tacgtgtgct ggtaccagca gaagcccggc      120 

 

cagagccccg tgctggtgat ctaccaggac agcaagcggc ccagcggcat ccccgagcgg      180 

 

ttcagcggca gcaacagcgg caacaccgcc accctgacca tcagcggcac ccaggccatg      240 

 

gacgaggccg actactactg ccaggcctgg gtgagcagca ccgtggtgtt cggcggcggc      300 

 

accaagctga ccgtgctg                                                    318 

 

 

<210>  112 

<211>  318 

<212>  ADN 



<213>  Secuencia artificial 

 

<220> 

<223>  ADN de VL de C40M103 

 

<400>  112 

agctacgagc tgacccagcc ccccagcgtg agcgtgagcc ccggccagac cgccagcatc       60 

 

acctgcagcg gcgacaagct gggcgacaag tacgtgagct ggtaccagca gaagcccggc      120 

 

cagagccccg tgctggtgat ctaccaggac agcaagcggc ccagcggcat ccccgagcgg      180 

 

ttcagcggca gcaacagcgg caacaccgcc accctgacca tcagcggcac ccaggccatg      240 

 

gacgaggccg actactactg ccaggcctgg gtgagcagca ccgtggtgtt cggcggcggc      300 

 

accaagctga ccgtgctg                                                    318 

 

 

<210>  113 

<211>  318 

<212>  ADN 

<213>  Secuencia artificial 

 

<220> 

<223>  ADN de VL de C40M104 

 

<400>  113 

agctacgagc tgacccagcc ccccagcgtg agcgtgagcc ccggccagac cgccagcatc       60 

 

acctgcagcg gcgacaagct gggcgacaag tacgtgagct ggtaccagca gaagcccggc      120 



 

cagagccccg tggtggtgat ctaccaggac agcaagcggc ccagcggcat ccccgagcgg      180 

 

ttcagcggca gcaacagcgg caacaccgcc accctgacca tcagcggcac ccaggccatg      240 

 

gacgaggcct actactactg ccaggcctgg gtgagcagca ccgtggtgtt cggcggcggc      300 

 

accaagctga ccgtgctg                                                    318 

 

 

<210>  114 

<211>  449 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  Cadena pesada de C40M67 

 

<400>  114 

 

Glu Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  

1               5                   10                  15       

 

 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Asp Tyr  

            20                  25                  30           

 

 

Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  

        35                  40                  45               

 



 

Ser Gly Ile Lys Ser Gly Gly Ser Ser Lys Tyr Tyr Ala Asp Ser Val  

    50                  55                  60                   

 

 

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  

65                  70                  75                  80   

 

 

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  

                85                  90                  95       

 

 

Ala Lys His Val Asp Phe Tyr Arg Ala Leu Asp Tyr Trp Gly Gln Gly  

            100                 105                 110          

 

 

Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe  

        115                 120                 125              

 

 

Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu  

    130                 135                 140                  

 

 

Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp  

145                 150                 155                 160  

 

 

Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu  

                165                 170                 175      



 

 

Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser  

            180                 185                 190          

 

 

Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro  

        195                 200                 205              

 

 

Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys  

    210                 215                 220                  

 

 

Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro  

225                 230                 235                 240  

 

 

Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser  

                245                 250                 255      

 

 

Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp  

            260                 265                 270          

 

 

Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn  

        275                 280                 285              

 

 

Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val  



    290                 295                 300                  

 

 

Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu  

305                 310                 315                 320  

 

 

Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys  

                325                 330                 335      

 

 

Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr  

            340                 345                 350          

 

 

Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr  

        355                 360                 365              

 

 

Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu  

    370                 375                 380                  

 

 

Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu  

385                 390                 395                 400  

 

 

Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys  

                405                 410                 415      

 

 



Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu  

            420                 425                 430          

 

 

Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly  

        435                 440                 445              

 

 

Lys  

     

 

 

<210>  115 

<211>  452 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  Cadena pesada de C40M66 

 

<400>  115 

 

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser  

1               5                   10                  15       

 

 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Ser Tyr  

            20                  25                  30           

 

 

Ala Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  



        35                  40                  45               

 

 

Gly Gly Ile Ile Pro Ile Phe Gly Thr Ala Asn Tyr Ala Gln Lys Phe  

    50                  55                  60                   

 

 

Gln Gly Arg Val Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr  

65                  70                  75                  80   

 

 

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  

                85                  90                  95       

 

 

Ala Arg Val Arg Tyr Ser Ala Trp Tyr Arg Asp Ser Leu Asp Tyr Trp  

            100                 105                 110          

 

 

Gly Gln Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro  

        115                 120                 125              

 

 

Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr  

    130                 135                 140                  

 

 

Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr  

145                 150                 155                 160  

 

 



Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro  

                165                 170                 175      

 

 

Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr  

            180                 185                 190          

 

 

Val Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn  

        195                 200                 205              

 

 

His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser  

    210                 215                 220                  

 

 

Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu  

225                 230                 235                 240  

 

 

Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu  

                245                 250                 255      

 

 

Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser  

            260                 265                 270          

 

 

His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu  

        275                 280                 285              

 



 

Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr  

    290                 295                 300                  

 

 

Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn  

305                 310                 315                 320  

 

 

Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro  

                325                 330                 335      

 

 

Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln  

            340                 345                 350          

 

 

Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val  

        355                 360                 365              

 

 

Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val  

    370                 375                 380                  

 

 

Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro  

385                 390                 395                 400  

 

 

Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr  

                405                 410                 415      



 

 

Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val  

            420                 425                 430          

 

 

Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu  

        435                 440                 445              

 

 

Ser Pro Gly Lys  

    450          

 

 

<210>  116 

<211>  452 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  Cadena pesada de C40M63 

 

<400>  116 

 

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser  

1               5                   10                  15       

 

 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Ser Tyr  

            20                  25                  30           

 



 

Ala Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  

        35                  40                  45               

 

 

Gly Gly Ile Ile Pro Ile Phe Gly Thr Ala Asn Tyr Ala Gln Lys Phe  

    50                  55                  60                   

 

 

Gln Gly Arg Val Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr  

65                  70                  75                  80   

 

 

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  

                85                  90                  95       

 

 

Ala Arg Val Gly His Pro Ala Trp Trp Arg Asp Ser Leu Asp Tyr Trp  

            100                 105                 110          

 

 

Gly Gln Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro  

        115                 120                 125              

 

 

Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr  

    130                 135                 140                  

 

 

Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr  

145                 150                 155                 160  



 

 

Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro  

                165                 170                 175      

 

 

Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr  

            180                 185                 190          

 

 

Val Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn  

        195                 200                 205              

 

 

His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser  

    210                 215                 220                  

 

 

Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu  

225                 230                 235                 240  

 

 

Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu  

                245                 250                 255      

 

 

Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser  

            260                 265                 270          

 

 

His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu  



        275                 280                 285              

 

 

Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr  

    290                 295                 300                  

 

 

Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn  

305                 310                 315                 320  

 

 

Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro  

                325                 330                 335      

 

 

Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln  

            340                 345                 350          

 

 

Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val  

        355                 360                 365              

 

 

Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val  

    370                 375                 380                  

 

 

Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro  

385                 390                 395                 400  

 

 



Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr  

                405                 410                 415      

 

 

Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val  

            420                 425                 430          

 

 

Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu  

        435                 440                 445              

 

 

Ser Pro Gly Lys  

    450          

 

 

<210>  117 

<211>  452 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  Cadena pesada de C40M62 

 

<400>  117 

 

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser  

1               5                   10                  15       

 

 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Ser Tyr  



            20                  25                  30           

 

 

Ala Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  

        35                  40                  45               

 

 

Gly Gly Ile Ile Pro Ile Phe Gly Thr Ala Asn Tyr Ala Gln Lys Phe  

    50                  55                  60                   

 

 

Gln Gly Arg Val Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr  

65                  70                  75                  80   

 

 

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  

                85                  90                  95       

 

 

Ala Arg Val Ala Asn Ala Ala Tyr Phe Arg Ser Gly Leu Asp Tyr Trp  

            100                 105                 110          

 

 

Gly Gln Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro  

        115                 120                 125              

 

 

Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr  

    130                 135                 140                  

 

 



Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr  

145                 150                 155                 160  

 

 

Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro  

                165                 170                 175      

 

 

Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr  

            180                 185                 190          

 

 

Val Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn  

        195                 200                 205              

 

 

His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser  

    210                 215                 220                  

 

 

Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu  

225                 230                 235                 240  

 

 

Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu  

                245                 250                 255      

 

 

Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser  

            260                 265                 270          

 



 

His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu  

        275                 280                 285              

 

 

Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr  

    290                 295                 300                  

 

 

Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn  

305                 310                 315                 320  

 

 

Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro  

                325                 330                 335      

 

 

Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln  

            340                 345                 350          

 

 

Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val  

        355                 360                 365              

 

 

Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val  

    370                 375                 380                  

 

 

Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro  

385                 390                 395                 400  



 

 

Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr  

                405                 410                 415      

 

 

Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val  

            420                 425                 430          

 

 

Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu  

        435                 440                 445              

 

 

Ser Pro Gly Lys  

    450          

 

 

<210>  118 

<211>  454 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  Cadena pesada de C40M59 

 

<400>  118 

 

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser  

1               5                   10                  15       

 



 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Ser Tyr  

            20                  25                  30           

 

 

Trp Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  

        35                  40                  45               

 

 

Gly Tyr Ile Ile Pro Ile Ser Gly Thr Ala Arg Tyr Ala Gln Lys Phe  

    50                  55                  60                   

 

 

Gln Gly Arg Val Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr  

65                  70                  75                  80   

 

 

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  

                85                  90                  95       

 

 

Ala Arg Glu Pro Gly Tyr Ser Ser Gly Leu Ser Val Asp Tyr Phe Asp  

            100                 105                 110          

 

 

Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys  

        115                 120                 125              

 

 

Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly  

    130                 135                 140                  



 

 

Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro  

145                 150                 155                 160  

 

 

Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr  

                165                 170                 175      

 

 

Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val  

            180                 185                 190          

 

 

Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn  

        195                 200                 205              

 

 

Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro  

    210                 215                 220                  

 

 

Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu  

225                 230                 235                 240  

 

 

Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp  

                245                 250                 255      

 

 

Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp  



            260                 265                 270          

 

 

Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly  

        275                 280                 285              

 

 

Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn  

    290                 295                 300                  

 

 

Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp  

305                 310                 315                 320  

 

 

Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro  

                325                 330                 335      

 

 

Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu  

            340                 345                 350          

 

 

Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn  

        355                 360                 365              

 

 

Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile  

    370                 375                 380                  

 

 



Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr  

385                 390                 395                 400  

 

 

Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys  

                405                 410                 415      

 

 

Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys  

            420                 425                 430          

 

 

Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu  

        435                 440                 445              

 

 

Ser Leu Ser Pro Gly Lys  

    450                  

 

 

<210>  119 

<211>  449 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  Cadena pesada de C40M58 

 

<400>  119 

 

Glu Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  



1               5                   10                  15       

 

 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  

            20                  25                  30           

 

 

Ala Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  

        35                  40                  45               

 

 

Ser Ala Ile Ser Gly Ser Gly Gly Ser Thr Tyr Tyr Ala Asp Ser Val  

    50                  55                  60                   

 

 

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  

65                  70                  75                  80   

 

 

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  

                85                  90                  95       

 

 

Ala Arg Gly Pro Ala Tyr Thr Ile Val Phe Asp Tyr Trp Gly Gln Gly  

            100                 105                 110          

 

 

Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe  

        115                 120                 125              

 

 



Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu  

    130                 135                 140                  

 

 

Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp  

145                 150                 155                 160  

 

 

Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu  

                165                 170                 175      

 

 

Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser  

            180                 185                 190          

 

 

Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro  

        195                 200                 205              

 

 

Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys  

    210                 215                 220                  

 

 

Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro  

225                 230                 235                 240  

 

 

Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser  

                245                 250                 255      

 



 

Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp  

            260                 265                 270          

 

 

Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn  

        275                 280                 285              

 

 

Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val  

    290                 295                 300                  

 

 

Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu  

305                 310                 315                 320  

 

 

Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys  

                325                 330                 335      

 

 

Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr  

            340                 345                 350          

 

 

Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr  

        355                 360                 365              

 

 

Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu  

    370                 375                 380                  



 

 

Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu  

385                 390                 395                 400  

 

 

Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys  

                405                 410                 415      

 

 

Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu  

            420                 425                 430          

 

 

Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly  

        435                 440                 445              

 

 

Lys  

     

 

 

<210>  120 

<211>  449 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  Cadena pesada de C40M56 

 

<400>  120 



 

Glu Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  

1               5                   10                  15       

 

 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  

            20                  25                  30           

 

 

Ala Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  

        35                  40                  45               

 

 

Ser Ala Ile Ser Gly Ser Gly Gly Ser Thr Tyr Tyr Ala Asp Ser Val  

    50                  55                  60                   

 

 

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  

65                  70                  75                  80   

 

 

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  

                85                  90                  95       

 

 

Ala Arg Gly Pro Val Tyr Ser Leu Val Phe Asp Tyr Trp Gly Gln Gly  

            100                 105                 110          

 

 

Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe  

        115                 120                 125              



 

 

Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu  

    130                 135                 140                  

 

 

Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp  

145                 150                 155                 160  

 

 

Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu  

                165                 170                 175      

 

 

Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser  

            180                 185                 190          

 

 

Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro  

        195                 200                 205              

 

 

Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys  

    210                 215                 220                  

 

 

Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro  

225                 230                 235                 240  

 

 

Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser  



                245                 250                 255      

 

 

Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp  

            260                 265                 270          

 

 

Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn  

        275                 280                 285              

 

 

Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val  

    290                 295                 300                  

 

 

Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu  

305                 310                 315                 320  

 

 

Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys  

                325                 330                 335      

 

 

Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr  

            340                 345                 350          

 

 

Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr  

        355                 360                 365              

 

 



Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu  

    370                 375                 380                  

 

 

Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu  

385                 390                 395                 400  

 

 

Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys  

                405                 410                 415      

 

 

Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu  

            420                 425                 430          

 

 

Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly  

        435                 440                 445              

 

 

Lys  

     

 

 

<210>  121 

<211>  454 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  Cadena pesada de C40M55 



 

<400>  121 

 

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser  

1               5                   10                  15       

 

 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Ser Tyr  

            20                  25                  30           

 

 

Ala Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  

        35                  40                  45               

 

 

Gly Gly Ile Ile Pro Ile Phe Gly Thr Ala Asn Tyr Ala Gln Lys Phe  

    50                  55                  60                   

 

 

Gln Gly Arg Val Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr  

65                  70                  75                  80   

 

 

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  

                85                  90                  95       

 

 

Ala Arg Asp Gly Tyr Arg Arg Tyr Gly Ile Gly Arg Tyr Gly Phe Asp  

            100                 105                 110          

 

 



Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys  

        115                 120                 125              

 

 

Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly  

    130                 135                 140                  

 

 

Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro  

145                 150                 155                 160  

 

 

Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr  

                165                 170                 175      

 

 

Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val  

            180                 185                 190          

 

 

Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn  

        195                 200                 205              

 

 

Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro  

    210                 215                 220                  

 

 

Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu  

225                 230                 235                 240  

 



 

Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp  

                245                 250                 255      

 

 

Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp  

            260                 265                 270          

 

 

Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly  

        275                 280                 285              

 

 

Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn  

    290                 295                 300                  

 

 

Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp  

305                 310                 315                 320  

 

 

Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro  

                325                 330                 335      

 

 

Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu  

            340                 345                 350          

 

 

Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn  

        355                 360                 365              



 

 

Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile  

    370                 375                 380                  

 

 

Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr  

385                 390                 395                 400  

 

 

Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys  

                405                 410                 415      

 

 

Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys  

            420                 425                 430          

 

 

Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu  

        435                 440                 445              

 

 

Ser Leu Ser Pro Gly Lys  

    450                  

 

 

<210>  122 

<211>  449 

<212>  PRT 

<213>  Secuencia artificial 

 



<220> 

<223>  Cadena pesada de C40M51 

 

<400>  122 

 

Glu Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  

1               5                   10                  15       

 

 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  

            20                  25                  30           

 

 

Ala Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  

        35                  40                  45               

 

 

Ser Ala Ile Ser Gly Ser Gly Gly Ser Thr Tyr Tyr Ala Asp Ser Val  

    50                  55                  60                   

 

 

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  

65                  70                  75                  80   

 

 

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  

                85                  90                  95       

 

 

Ala Arg Gly Pro Val Tyr Ser Ser Val Phe Asp Tyr Trp Gly Gln Gly  

            100                 105                 110          



 

 

Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe  

        115                 120                 125              

 

 

Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu  

    130                 135                 140                  

 

 

Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp  

145                 150                 155                 160  

 

 

Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu  

                165                 170                 175      

 

 

Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser  

            180                 185                 190          

 

 

Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro  

        195                 200                 205              

 

 

Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys  

    210                 215                 220                  

 

 

Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro  



225                 230                 235                 240  

 

 

Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser  

                245                 250                 255      

 

 

Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp  

            260                 265                 270          

 

 

Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn  

        275                 280                 285              

 

 

Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val  

    290                 295                 300                  

 

 

Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu  

305                 310                 315                 320  

 

 

Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys  

                325                 330                 335      

 

 

Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr  

            340                 345                 350          

 

 



Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr  

        355                 360                 365              

 

 

Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu  

    370                 375                 380                  

 

 

Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu  

385                 390                 395                 400  

 

 

Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys  

                405                 410                 415      

 

 

Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu  

            420                 425                 430          

 

 

Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly  

        435                 440                 445              

 

 

Lys  

     

 

 

<210>  123 

<211>  451 

<212>  PRT 



<213>  Secuencia artificial 

 

<220> 

<223>  Cadena pesada de C40M18 

 

<400>  123 

 

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  

1               5                   10                  15       

 

 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  

            20                  25                  30           

 

 

Ala Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  

        35                  40                  45               

 

 

Ser Ile Ile Asn Asn Asn Val Gly Arg Thr Tyr Tyr Ala Asp Ser Val  

    50                  55                  60                   

 

 

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  

65                  70                  75                  80   

 

 

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  

                85                  90                  95       

 

 



Ala Lys Glu Gly Gly Asp Tyr Tyr Tyr Tyr Gly Met Asp Val Trp Gly  

            100                 105                 110          

 

 

Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser  

        115                 120                 125              

 

 

Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala  

    130                 135                 140                  

 

 

Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val  

145                 150                 155                 160  

 

 

Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala  

                165                 170                 175      

 

 

Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val  

            180                 185                 190          

 

 

Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His  

        195                 200                 205              

 

 

Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys  

    210                 215                 220                  

 



 

Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly  

225                 230                 235                 240  

 

 

Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met  

                245                 250                 255      

 

 

Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His  

            260                 265                 270          

 

 

Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val  

        275                 280                 285              

 

 

His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr  

    290                 295                 300                  

 

 

Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly  

305                 310                 315                 320  

 

 

Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile  

                325                 330                 335      

 

 

Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val  

            340                 345                 350          



 

 

Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser  

        355                 360                 365              

 

 

Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu  

    370                 375                 380                  

 

 

Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro  

385                 390                 395                 400  

 

 

Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val  

                405                 410                 415      

 

 

Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met  

            420                 425                 430          

 

 

His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser  

        435                 440                 445              

 

 

Pro Gly Lys  

    450      

 

 

<210>  124 



<211>  451 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  Cadena pesada de C40M17 

 

<400>  124 

 

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  

1               5                   10                  15       

 

 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  

            20                  25                  30           

 

 

Ala Met Ser Trp Val Arg Gln Ala Pro Gly Arg Gly Leu Glu Trp Val  

        35                  40                  45               

 

 

Ser Thr Ile Asn Asn Ser Gly Gly Gly Thr Tyr Tyr Ala Asp Ser Val  

    50                  55                  60                   

 

 

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  

65                  70                  75                  80   

 

 

Leu His Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  

                85                  90                  95       



 

 

Ala Lys Glu Gly Gly Lys Tyr Tyr Tyr Tyr Ala Met Asp Val Trp Gly  

            100                 105                 110          

 

 

Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser  

        115                 120                 125              

 

 

Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala  

    130                 135                 140                  

 

 

Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val  

145                 150                 155                 160  

 

 

Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala  

                165                 170                 175      

 

 

Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val  

            180                 185                 190          

 

 

Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His  

        195                 200                 205              

 

 

Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys  



    210                 215                 220                  

 

 

Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly  

225                 230                 235                 240  

 

 

Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met  

                245                 250                 255      

 

 

Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His  

            260                 265                 270          

 

 

Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val  

        275                 280                 285              

 

 

His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr  

    290                 295                 300                  

 

 

Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly  

305                 310                 315                 320  

 

 

Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile  

                325                 330                 335      

 

 



Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val  

            340                 345                 350          

 

 

Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser  

        355                 360                 365              

 

 

Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu  

    370                 375                 380                  

 

 

Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro  

385                 390                 395                 400  

 

 

Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val  

                405                 410                 415      

 

 

Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met  

            420                 425                 430          

 

 

His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser  

        435                 440                 445              

 

 

Pro Gly Lys  

    450      

 



 

<210>  125 

<211>  451 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  Cadena pesada de C40M12 

 

<400>  125 

 

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  

1               5                   10                  15       

 

 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Gly Ser Tyr  

            20                  25                  30           

 

 

Ala Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  

        35                  40                  45               

 

 

Ser Val Ile Ser Asp Ser Gly Gly Arg Thr Tyr Tyr Ala Asp Ser Val  

    50                  55                  60                   

 

 

Lys Gly Arg Phe Thr Ile Ser Arg Asp Tyr Ser Lys Asn Thr Leu Tyr  

65                  70                  75                  80   

 

 



Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  

                85                  90                  95       

 

 

Ala Lys Glu Gly Gly Asp Tyr Tyr Tyr Tyr Gly Met Asp Val Trp Gly  

            100                 105                 110          

 

 

Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser  

        115                 120                 125              

 

 

Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala  

    130                 135                 140                  

 

 

Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val  

145                 150                 155                 160  

 

 

Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala  

                165                 170                 175      

 

 

Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val  

            180                 185                 190          

 

 

Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His  

        195                 200                 205              

 



 

Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys  

    210                 215                 220                  

 

 

Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly  

225                 230                 235                 240  

 

 

Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met  

                245                 250                 255      

 

 

Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His  

            260                 265                 270          

 

 

Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val  

        275                 280                 285              

 

 

His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr  

    290                 295                 300                  

 

 

Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly  

305                 310                 315                 320  

 

 

Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile  

                325                 330                 335      



 

 

Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val  

            340                 345                 350          

 

 

Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser  

        355                 360                 365              

 

 

Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu  

    370                 375                 380                  

 

 

Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro  

385                 390                 395                 400  

 

 

Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val  

                405                 410                 415      

 

 

Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met  

            420                 425                 430          

 

 

His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser  

        435                 440                 445              

 

 

Pro Gly Lys  



    450      

 

 

<210>  126 

<211>  446 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  Cadena pesada de C40M9 

 

<400>  126 

 

Gln Leu Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  

1               5                   10                  15       

 

 

Ile Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Ser  

            20                  25                  30           

 

 

Ser Tyr Tyr Trp Gly Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu  

        35                  40                  45               

 

 

Trp Ile Gly Asn Ile Tyr Tyr Arg Gly Asp Thr Tyr Tyr Ser Pro Ser  

    50                  55                  60                   

 

 

Leu Lys Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe  

65                  70                  75                  80   



 

 

Ser Leu Lys Leu Asn Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr  

                85                  90                  95       

 

 

Cys Ala Lys Gly Phe Arg Phe Asp Tyr Trp Gly Gln Gly Thr Leu Val  

            100                 105                 110          

 

 

Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala  

        115                 120                 125              

 

 

Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu  

    130                 135                 140                  

 

 

Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly  

145                 150                 155                 160  

 

 

Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser  

                165                 170                 175      

 

 

Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu  

            180                 185                 190          

 

 

Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr  



        195                 200                 205              

 

 

Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr  

    210                 215                 220                  

 

 

Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe  

225                 230                 235                 240  

 

 

Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro  

                245                 250                 255      

 

 

Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu Val  

            260                 265                 270          

 

 

Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr  

        275                 280                 285              

 

 

Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val  

    290                 295                 300                  

 

 

Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys  

305                 310                 315                 320  

 

 



Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser  

                325                 330                 335      

 

 

Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro  

            340                 345                 350          

 

 

Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val  

        355                 360                 365              

 

 

Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly  

    370                 375                 380                  

 

 

Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp  

385                 390                 395                 400  

 

 

Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp  

                405                 410                 415      

 

 

Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His  

            420                 425                 430          

 

 

Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys  

        435                 440                 445      

 



 

<210>  127 

<211>  446 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  Cadena pesada de C40M105 

 

<400>  127 

 

Gln Leu Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  

1               5                   10                  15       

 

 

Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Ser  

            20                  25                  30           

 

 

Ser Tyr Tyr Trp Gly Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu  

        35                  40                  45               

 

 

Trp Ile Gly Asn Ile Tyr Tyr Arg Gly Asp Thr Tyr Tyr Ser Pro Ser  

    50                  55                  60                   

 

 

Leu Lys Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe  

65                  70                  75                  80   

 

 



Ser Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr  

                85                  90                  95       

 

 

Cys Ala Arg Gly Phe Arg Phe Asp Tyr Trp Gly Gln Gly Thr Leu Val  

            100                 105                 110          

 

 

Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala  

        115                 120                 125              

 

 

Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu  

    130                 135                 140                  

 

 

Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly  

145                 150                 155                 160  

 

 

Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser  

                165                 170                 175      

 

 

Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu  

            180                 185                 190          

 

 

Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr  

        195                 200                 205              

 



 

Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr  

    210                 215                 220                  

 

 

Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe  

225                 230                 235                 240  

 

 

Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro  

                245                 250                 255      

 

 

Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu Val  

            260                 265                 270          

 

 

Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr  

        275                 280                 285              

 

 

Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val  

    290                 295                 300                  

 

 

Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys  

305                 310                 315                 320  

 

 

Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser  

                325                 330                 335      



 

 

Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro  

            340                 345                 350          

 

 

Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val  

        355                 360                 365              

 

 

Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly  

    370                 375                 380                  

 

 

Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp  

385                 390                 395                 400  

 

 

Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp  

                405                 410                 415      

 

 

Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His  

            420                 425                 430          

 

 

Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys  

        435                 440                 445      

 

 

<210>  128 



<211>  446 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  Cadena pesada de C40M121 

 

<400>  128 

 

Gln Leu Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  

1               5                   10                  15       

 

 

Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Ser  

            20                  25                  30           

 

 

Ser Tyr Tyr Trp Gly Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu  

        35                  40                  45               

 

 

Trp Ile Gly Asn Ile Tyr Tyr Arg Gly Asp Thr Tyr Tyr Ser Pro Ser  

    50                  55                  60                   

 

 

Leu Lys Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe  

65                  70                  75                  80   

 

 

Ser Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr  

                85                  90                  95       



 

 

Cys Ala Lys Gly Phe Arg Phe Asp Tyr Trp Gly Gln Gly Thr Leu Val  

            100                 105                 110          

 

 

Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala  

        115                 120                 125              

 

 

Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu  

    130                 135                 140                  

 

 

Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly  

145                 150                 155                 160  

 

 

Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser  

                165                 170                 175      

 

 

Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu  

            180                 185                 190          

 

 

Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr  

        195                 200                 205              

 

 

Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr  



    210                 215                 220                  

 

 

Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe  

225                 230                 235                 240  

 

 

Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro  

                245                 250                 255      

 

 

Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu Val  

            260                 265                 270          

 

 

Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr  

        275                 280                 285              

 

 

Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val  

    290                 295                 300                  

 

 

Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys  

305                 310                 315                 320  

 

 

Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser  

                325                 330                 335      

 

 



Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro  

            340                 345                 350          

 

 

Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val  

        355                 360                 365              

 

 

Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly  

    370                 375                 380                  

 

 

Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp  

385                 390                 395                 400  

 

 

Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp  

                405                 410                 415      

 

 

Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His  

            420                 425                 430          

 

 

Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys  

        435                 440                 445      

 

 

<210>  129 

<211>  446 

<212>  PRT 



<213>  Secuencia artificial 

 

<220> 

<223>  Cadena pesada de C40M126 

 

<400>  129 

 

Gln Leu Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  

1               5                   10                  15       

 

 

Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Ser  

            20                  25                  30           

 

 

Ser Tyr Tyr Trp Gly Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu  

        35                  40                  45               

 

 

Trp Ile Gly Asn Ile Tyr Tyr Arg Gly Asp Thr Tyr Tyr Ser Pro Ser  

    50                  55                  60                   

 

 

Leu Lys Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe  

65                  70                  75                  80   

 

 

Ser Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr  

                85                  90                  95       

 

 



Cys Ala Lys Gly Phe Arg Phe Asp Tyr Trp Gly Gln Gly Thr Leu Val  

            100                 105                 110          

 

 

Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala  

        115                 120                 125              

 

 

Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu  

    130                 135                 140                  

 

 

Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly  

145                 150                 155                 160  

 

 

Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser  

                165                 170                 175      

 

 

Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu  

            180                 185                 190          

 

 

Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr  

        195                 200                 205              

 

 

Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr  

    210                 215                 220                  

 



 

Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe  

225                 230                 235                 240  

 

 

Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro  

                245                 250                 255      

 

 

Glu Val Thr Cys Val Val Val Asp Val Glu His Glu Asp Pro Glu Val  

            260                 265                 270          

 

 

Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr  

        275                 280                 285              

 

 

Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val  

    290                 295                 300                  

 

 

Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys  

305                 310                 315                 320  

 

 

Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser  

                325                 330                 335      

 

 

Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro  

            340                 345                 350          



 

 

Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val  

        355                 360                 365              

 

 

Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly  

    370                 375                 380                  

 

 

Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp  

385                 390                 395                 400  

 

 

Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp  

                405                 410                 415      

 

 

Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His  

            420                 425                 430          

 

 

Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys  

        435                 440                 445      

 

 

<210>  130 

<211>  215 

<212>  PRT 

<213>  Secuencia artificial 

 



<220> 

<223>  Cadena liviana C40M67 

 

<400>  130 

 

Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  

1               5                   10                  15       

 

 

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Lys Asn Ser  

            20                  25                  30           

 

 

Ser Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  

        35                  40                  45               

 

 

Ile Tyr Thr Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  

    50                  55                  60                   

 

 

Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  

65                  70                  75                  80   

 

 

Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Ser Ser Ala Pro Pro  

                85                  90                  95       

 

 

Trp Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala  

            100                 105                 110          



 

 

Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser  

        115                 120                 125              

 

 

Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu  

    130                 135                 140                  

 

 

Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser  

145                 150                 155                 160  

 

 

Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu  

                165                 170                 175      

 

 

Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val  

            180                 185                 190          

 

 

Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys  

        195                 200                 205              

 

 

Ser Phe Asn Arg Gly Glu Cys  

    210                 215  

 

 

<210>  131 



<211>  220 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  Cadena liviana C40M66 

 

<400>  131 

 

Asp Ile Val Met Thr Gln Ser Pro Asp Ser Leu Ala Val Ser Leu Gly  

1               5                   10                  15       

 

 

Glu Arg Ala Thr Ile Asn Cys Lys Ser Ser Gln Ser Val Leu Tyr Ser  

            20                  25                  30           

 

 

Ser Asn Asn Lys Asn Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln  

        35                  40                  45               

 

 

Pro Pro Lys Leu Leu Ile Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val  

    50                  55                  60                   

 

 

Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr  

65                  70                  75                  80   

 

 

Ile Ser Ser Leu Gln Ala Glu Asp Val Ala Val Tyr Tyr Cys Gln Gln  

                85                  90                  95       



 

 

Tyr Tyr Ser Thr Pro Leu Thr Phe Gly Gln Gly Thr Lys Val Glu Ile  

            100                 105                 110          

 

 

Lys Arg Thr Val Ala Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp  

        115                 120                 125              

 

 

Glu Gln Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn  

    130                 135                 140                  

 

 

Phe Tyr Pro Arg Glu Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu  

145                 150                 155                 160  

 

 

Gln Ser Gly Asn Ser Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp  

                165                 170                 175      

 

 

Ser Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr  

            180                 185                 190          

 

 

Glu Lys His Lys Val Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser  

        195                 200                 205              

 

 

Ser Pro Val Thr Lys Ser Phe Asn Arg Gly Glu Cys  



    210                 215                 220  

 

 

<210>  132 

<211>  214 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  Cadena liviana C40M59 

 

<400>  132 

 

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly  

1               5                   10                  15       

 

 

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Ser Ile Ser Ser Tyr  

            20                  25                  30           

 

 

Leu Asn Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile  

        35                  40                  45               

 

 

Tyr Ala Ala Ser Ser Leu Gln Ser Gly Val Pro Ser Arg Phe Ser Gly  

    50                  55                  60                   

 

 

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro  

65                  70                  75                  80   



 

 

Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Ser Tyr Ser Thr Pro Leu  

                85                  90                  95       

 

 

Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala  

            100                 105                 110          

 

 

Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly  

        115                 120                 125              

 

 

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala  

    130                 135                 140                  

 

 

Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln  

145                 150                 155                 160  

 

 

Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser  

                165                 170                 175      

 

 

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr  

            180                 185                 190          

 

 

Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser  



        195                 200                 205              

 

 

Phe Asn Arg Gly Glu Cys  

    210                  

 

 

<210>  133 

<211>  212 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  Cadena liviana C40M18 

 

<400>  133 

 

Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln  

1               5                   10                  15       

 

 

Thr Ala Ser Ile Thr Cys Ser Gly Asp Lys Leu Gly Asp Lys Tyr Val  

            20                  25                  30           

 

 

Cys Trp Tyr Gln Gln Lys Pro Gly Gln Ser Pro Val Val Val Ile Tyr  

        35                  40                  45               

 

 

Gln Asp Ser Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser  

    50                  55                  60                   



 

 

Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met  

65                  70                  75                  80   

 

 

Asp Glu Ala Tyr Tyr Tyr Cys Gln Ala Trp Val Ser Ser Thr Val Val  

                85                  90                  95       

 

 

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln Pro Lys Ala Ala  

            100                 105                 110          

 

 

Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu Leu Gln Ala Asn  

        115                 120                 125              

 

 

Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr Pro Gly Ala Val  

    130                 135                 140                  

 

 

Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys Ala Gly Val Glu  

145                 150                 155                 160  

 

 

Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys Tyr Ala Ala Ser Ser  

                165                 170                 175      

 

 

Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His Arg Ser Tyr Ser  



            180                 185                 190          

 

 

Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys Thr Val Ala Pro  

        195                 200                 205              

 

 

Thr Glu Cys Ser  

    210          

 

 

<210>  134 

<211>  212 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  Cadena liviana C40M17 

 

<400>  134 

 

Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln  

1               5                   10                  15       

 

 

Thr Ala Ser Ile Thr Cys Ser Gly Asp Lys Leu Gly Asp Lys Tyr Ala  

            20                  25                  30           

 

 

Cys Trp Tyr Gln Gln Lys Pro Gly Gln Ser Pro Val Leu Val Ile Tyr  

        35                  40                  45               



 

 

Gln Asp Ser Arg Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser  

    50                  55                  60                   

 

 

Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met  

65                  70                  75                  80   

 

 

Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Ala Ser Ser Thr Val Val  

                85                  90                  95       

 

 

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln Pro Lys Ala Ala  

            100                 105                 110          

 

 

Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu Leu Gln Ala Asn  

        115                 120                 125              

 

 

Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr Pro Gly Ala Val  

    130                 135                 140                  

 

 

Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys Ala Gly Val Glu  

145                 150                 155                 160  

 

 

Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys Tyr Ala Ala Ser Ser  



                165                 170                 175      

 

 

Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His Arg Ser Tyr Ser  

            180                 185                 190          

 

 

Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys Thr Val Ala Pro  

        195                 200                 205              

 

 

Thr Glu Cys Ser  

    210          

 

 

<210>  135 

<211>  212 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  Cadena liviana C40M12 

 

<400>  135 

 

Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln  

1               5                   10                  15       

 

 

Thr Ala Ser Ile Ile Cys Ser Gly Asp Lys Leu Gly Asp Lys Tyr Val  

            20                  25                  30           



 

 

Cys Trp Tyr Gln Gln Lys Pro Gly Gln Ser Pro Val Val Val Ile Tyr  

        35                  40                  45               

 

 

His Asp Asn Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser  

    50                  55                  60                   

 

 

Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met  

65                  70                  75                  80   

 

 

Asp Glu Ala Asp Tyr Tyr Cys Gln Val Trp Asp Ser Ser Thr Val Val  

                85                  90                  95       

 

 

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln Pro Lys Ala Ala  

            100                 105                 110          

 

 

Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu Leu Gln Ala Asn  

        115                 120                 125              

 

 

Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr Pro Gly Ala Val  

    130                 135                 140                  

 

 

Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys Ala Gly Val Glu  



145                 150                 155                 160  

 

 

Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys Tyr Ala Ala Ser Ser  

                165                 170                 175      

 

 

Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His Arg Ser Tyr Ser  

            180                 185                 190          

 

 

Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys Thr Val Ala Pro  

        195                 200                 205              

 

 

Thr Glu Cys Ser  

    210          

 

 

<210>  136 

<211>  216 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  Cadena liviana C40M9 

 

<400>  136 

 

Gln Ser Ala Leu Thr Gln Pro Pro Ser Ala Ser Gly Ser Pro Gly Gln  

1               5                   10                  15       



 

 

Ser Val Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr  

            20                  25                  30           

 

 

Asn Tyr Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu  

        35                  40                  45               

 

 

Met Ile Tyr Glu Val Ser Lys Arg Pro Ser Gly Val Pro Asp Arg Phe  

    50                  55                  60                   

 

 

Ser Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Val Ser Gly Leu  

65                  70                  75                  80   

 

 

Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Ala Gly Ser  

                85                  90                  95       

 

 

Asn Asn Leu Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln  

            100                 105                 110          

 

 

Pro Lys Ala Ala Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu  

        115                 120                 125              

 

 

Leu Gln Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr  



    130                 135                 140                  

 

 

Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys  

145                 150                 155                 160  

 

 

Ala Gly Val Glu Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys Tyr  

                165                 170                 175      

 

 

Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His  

            180                 185                 190          

 

 

Arg Ser Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys  

        195                 200                 205              

 

 

Thr Val Ala Pro Thr Glu Cys Ser  

    210                 215      

 

 

<210>  137 

<211>  212 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  Cadena liviana C40M102 

 



<400>  137 

 

Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln  

1               5                   10                  15       

 

 

Thr Ala Ser Ile Thr Cys Ser Gly Asp Lys Leu Gly Asp Lys Tyr Val  

            20                  25                  30           

 

 

Cys Trp Tyr Gln Gln Lys Pro Gly Gln Ser Pro Val Leu Val Ile Tyr  

        35                  40                  45               

 

 

Gln Asp Ser Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser  

    50                  55                  60                   

 

 

Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met  

65                  70                  75                  80   

 

 

Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Val Ser Ser Thr Val Val  

                85                  90                  95       

 

 

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln Pro Lys Ala Ala  

            100                 105                 110          

 

 

Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu Leu Gln Ala Asn  



        115                 120                 125              

 

 

Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr Pro Gly Ala Val  

    130                 135                 140                  

 

 

Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys Ala Gly Val Glu  

145                 150                 155                 160  

 

 

Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys Tyr Ala Ala Ser Ser  

                165                 170                 175      

 

 

Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His Arg Ser Tyr Ser  

            180                 185                 190          

 

 

Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys Thr Val Ala Pro  

        195                 200                 205              

 

 

Thr Glu Cys Ser  

    210          

 

 

<210>  138 

<211>  212 

<212>  PRT 

<213>  Secuencia artificial 



 

<220> 

<223>  Cadena liviana C40M103 

 

<400>  138 

 

Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln  

1               5                   10                  15       

 

 

Thr Ala Ser Ile Thr Cys Ser Gly Asp Lys Leu Gly Asp Lys Tyr Val  

            20                  25                  30           

 

 

Ser Trp Tyr Gln Gln Lys Pro Gly Gln Ser Pro Val Leu Val Ile Tyr  

        35                  40                  45               

 

 

Gln Asp Ser Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser  

    50                  55                  60                   

 

 

Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met  

65                  70                  75                  80   

 

 

Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Val Ser Ser Thr Val Val  

                85                  90                  95       

 

 

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln Pro Lys Ala Ala  



            100                 105                 110          

 

 

Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu Leu Gln Ala Asn  

        115                 120                 125              

 

 

Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr Pro Gly Ala Val  

    130                 135                 140                  

 

 

Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys Ala Gly Val Glu  

145                 150                 155                 160  

 

 

Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys Tyr Ala Ala Ser Ser  

                165                 170                 175      

 

 

Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His Arg Ser Tyr Ser  

            180                 185                 190          

 

 

Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys Thr Val Ala Pro  

        195                 200                 205              

 

 

Thr Glu Cys Ser  

    210          

 

 



<210>  139 

<211>  212 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  Cadena liviana C40M104 

 

<400>  139 

 

Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln  

1               5                   10                  15       

 

 

Thr Ala Ser Ile Thr Cys Ser Gly Asp Lys Leu Gly Asp Lys Tyr Val  

            20                  25                  30           

 

 

Ser Trp Tyr Gln Gln Lys Pro Gly Gln Ser Pro Val Val Val Ile Tyr  

        35                  40                  45               

 

 

Gln Asp Ser Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser  

    50                  55                  60                   

 

 

Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met  

65                  70                  75                  80   

 

 

Asp Glu Ala Tyr Tyr Tyr Cys Gln Ala Trp Val Ser Ser Thr Val Val  



                85                  90                  95       

 

 

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln Pro Lys Ala Ala  

            100                 105                 110          

 

 

Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu Leu Gln Ala Asn  

        115                 120                 125              

 

 

Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr Pro Gly Ala Val  

    130                 135                 140                  

 

 

Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys Ala Gly Val Glu  

145                 150                 155                 160  

 

 

Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys Tyr Ala Ala Ser Ser  

                165                 170                 175      

 

 

Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His Arg Ser Tyr Ser  

            180                 185                 190          

 

 

Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys Thr Val Ala Pro  

        195                 200                 205              

 

 



Thr Glu Cys Ser  

    210          

 

 

<210>  140 

<211>  1347 

<212>  ADN 

<213>  Secuencia artificial 

 

<220> 

<223>  ADN de HC de C40M67 

 

<400>  140 

gaagtgcagc tgctggaaag cggcggcggc ctggtgcagc cgggcggcag cctgcgcctg       60 

 

agctgcgcgg cgagcggctt tacctttagc gactatgcga tgaactgggt gcgccaggcg      120 

 

ccgggcaaag gcctggaatg ggtgagcggg atcaagagcg gcggtagctc caaatattat      180 

 

gcggatagcg tgaaaggccg ctttaccatt agccgcgata acagcaaaaa caccctgtat      240 

 

ctgcagatga acagcctgcg cgcggaagat accgcggtgt attattgcgc gaaacacgtt      300 

 

gacttttata gggccttgga ctattggggc cagggcaccc tggtgaccgt gagcagcgcc      360 

 

tccaccaagg gcccatcggt cttccccctg gcaccctcct ccaagagcac ctctgggggc      420 

 

acagcggccc tgggctgcct ggtcaaggac tacttccccg aaccggtgac ggtgtcgtgg      480 

 

aactcaggcg ccctgaccag cggcgtgcac accttcccgg ctgtcctaca gtcctcagga      540 

 



ctctactccc tcagcagcgt ggtgaccgtg ccctccagca gcttgggcac ccagacctac      600 

 

atctgcaacg tgaatcacaa gcccagcaac accaaggtgg acaagaaagt tgagcccaaa      660 

 

tcttgtgaca aaactcacac atgcccaccg tgcccagcac ctgaactcct ggggggaccg      720 

 

tcagtcttcc tcttcccccc aaaacccaag gacaccctca tgatctcccg gacccctgag      780 

 

gtcacatgcg tggtggtgga cgtgagccac gaagaccctg aggtcaagtt caactggtac      840 

 

gtggacggcg tggaggtgca taatgccaag acaaagccgc gggaggagca gtacaacagc      900 

 

acgtaccgtg tggtcagcgt cctcaccgtc ctgcaccagg actggctgaa tggcaaggag      960 

 

tacaagtgca aggtctccaa caaagccctc ccagccccca tcgagaaaac catctccaaa     1020 

 

gccaaagggc agccccgaga accacaggtg tacaccctgc ccccatcccg ggaggagatg     1080 

 

accaagaacc aggtcagcct gacctgcctg gtcaaaggct tctatcccag cgacatcgcc     1140 

 

gtggagtggg agagcaatgg gcagccggag aacaactaca agaccacgcc tcccgtgctg     1200 

 

gactccgacg gctccttctt cctctacagc aagctcaccg tggacaagag caggtggcag     1260 

 

caggggaacg tcttctcatg ctccgtgatg catgaggctc tgcacaacca ctacacgcag     1320 

 

aagagcctct ccctgtctcc gggtaaa                                         1347 

 

 

<210>  141 

<211>  1356 



<212>  ADN 

<213>  Secuencia artificial 

 

<220> 

<223>  ADN de HC de C40M66 

 

<400>  141 

caggtgcagc tggtgcagag cggcgcggaa gtgaaaaaac cgggcagcag cgtgaaagtg       60 

 

agctgcaaag cgagcggcgg cacctttagc agctatgcga ttagctgggt gcgccaggcg      120 

 

ccgggccagg gcctggaatg gatgggcggc attattccga tttttggcac cgcgaactat      180 

 

gcgcagaaat ttcagggccg cgtgaccatt accgcggatg aaagcaccag caccgcgtat      240 

 

atggaactga gcagcctgcg cagcgaagat accgcggtgt attattgcgc gcgcgttcgg      300 

 

tattcggcgt ggtataggga ctctttggac tattggggcc agggcaccct ggtgacagtc      360 

 

tcgagtgcct ccaccaaggg cccatcggtc ttccccctgg caccctcctc caagagcacc      420 

 

tctgggggca cagcggccct gggctgcctg gtcaaggact acttccccga accggtgacg      480 

 

gtgtcgtgga actcaggcgc cctgaccagc ggcgtgcaca ccttcccggc tgtcctacag      540 

 

tcctcaggac tctactccct cagcagcgtg gtgaccgtgc cctccagcag cttgggcacc      600 

 

cagacctaca tctgcaacgt gaatcacaag cccagcaaca ccaaggtgga caagaaagtt      660 

 

gagcccaaat cttgtgacaa aactcacaca tgcccaccgt gcccagcacc tgaactcctg      720 

 



gggggaccgt cagtcttcct cttcccccca aaacccaagg acaccctcat gatctcccgg      780 

 

acccctgagg tcacatgcgt ggtggtggac gtgagccacg aagaccctga ggtcaagttc      840 

 

aactggtacg tggacggcgt ggaggtgcat aatgccaaga caaagccgcg ggaggagcag      900 

 

tacaacagca cgtaccgtgt ggtcagcgtc ctcaccgtcc tgcaccagga ctggctgaat      960 

 

ggcaaggagt acaagtgcaa ggtctccaac aaagccctcc cagcccccat cgagaaaacc     1020 

 

atctccaaag ccaaagggca gccccgagaa ccacaggtgt acaccctgcc cccatcccgg     1080 

 

gaggagatga ccaagaacca ggtcagcctg acctgcctgg tcaaaggctt ctatcccagc     1140 

 

gacatcgccg tggagtggga gagcaatggg cagccggaga acaactacaa gaccacgcct     1200 

 

cccgtgctgg actccgacgg ctccttcttc ctctacagca agctcaccgt ggacaagagc     1260 

 

aggtggcagc aggggaacgt cttctcatgc tccgtgatgc atgaggctct gcacaaccac     1320 

 

tacacgcaga agagcctctc cctgtctccg ggtaaa                               1356 

 

 

<210>  142 

<211>  1356 

<212>  ADN 

<213>  Secuencia artificial 

 

<220> 

<223>  ADN de HC de C40M63 

 



<400>  142 

caggtgcagc tggtgcagag cggcgcggaa gtgaaaaaac cgggcagcag cgtgaaagtg       60 

 

agctgcaaag cgagcggcgg cacctttagc agctatgcga ttagctgggt gcgccaggcg      120 

 

ccgggccagg gcctggaatg gatgggcggc attattccga tttttggcac cgcgaactat      180 

 

gcgcagaaat ttcagggccg cgtgaccatt accgcggatg aaagcaccag caccgcgtat      240 

 

atggaactga gcagcctgcg cagcgaagat accgcggtgt attattgcgc gcgcgtaggc      300 

 

catccggctt ggtggcgtga ttcgttggac tattggggcc agggcaccct ggtgaccgtg      360 

 

agcagcgcct ccaccaaggg cccatcggtc ttccccctgg caccctcctc caagagcacc      420 

 

tctgggggca cagcggccct gggctgcctg gtcaaggact acttccccga accggtgacg      480 

 

gtgtcgtgga actcaggcgc cctgaccagc ggcgtgcaca ccttcccggc tgtcctacag      540 

 

tcctcaggac tctactccct cagcagcgtg gtgaccgtgc cctccagcag cttgggcacc      600 

 

cagacctaca tctgcaacgt gaatcacaag cccagcaaca ccaaggtgga caagaaagtt      660 

 

gagcccaaat cttgtgacaa aactcacaca tgcccaccgt gcccagcacc tgaactcctg      720 

 

gggggaccgt cagtcttcct cttcccccca aaacccaagg acaccctcat gatctcccgg      780 

 

acccctgagg tcacatgcgt ggtggtggac gtgagccacg aagaccctga ggtcaagttc      840 

 

aactggtacg tggacggcgt ggaggtgcat aatgccaaga caaagccgcg ggaggagcag      900 

 



tacaacagca cgtaccgtgt ggtcagcgtc ctcaccgtcc tgcaccagga ctggctgaat      960 

 

ggcaaggagt acaagtgcaa ggtctccaac aaagccctcc cagcccccat cgagaaaacc     1020 

 

atctccaaag ccaaagggca gccccgagaa ccacaggtgt acaccctgcc cccatcccgg     1080 

 

gaggagatga ccaagaacca ggtcagcctg acctgcctgg tcaaaggctt ctatcccagc     1140 

 

gacatcgccg tggagtggga gagcaatggg cagccggaga acaactacaa gaccacgcct     1200 

 

cccgtgctgg actccgacgg ctccttcttc ctctacagca agctcaccgt ggacaagagc     1260 

 

aggtggcagc aggggaacgt cttctcatgc tccgtgatgc atgaggctct gcacaaccac     1320 

 

tacacgcaga agagcctctc cctgtctccg ggtaaa                               1356 

 

 

<210>  143 

<211>  1356 

<212>  ADN 

<213>  Secuencia artificial 

 

<220> 

<223>  ADN de HC de C40M62 

 

<400>  143 

caggtgcagc tggtgcagag cggcgcggaa gtgaaaaaac cgggcagcag cgtgaaagtg       60 

 

agctgcaaag cgagcggcgg cacctttagc agctatgcga ttagctgggt gcgccaggcg      120 

 

ccgggccagg gcctggaatg gatgggcggc attattccga tttttggcac cgcgaactat      180 



 

gcgcagaaat ttcagggccg cgtgaccatt accgcggatg aaagcaccag caccgcgtat      240 

 

atggaactga gcagcctgcg cagcgaagat accgcggtgt attattgcgc gcgcgttgcc      300 

 

aacgctgcgt attttaggtc tggcttggac tattggggcc agggcaccct ggtgaccgtg      360 

 

agcagcgcct ccaccaaggg cccatcggtc ttccccctgg caccctcctc caagagcacc      420 

 

tctgggggca cagcggccct gggctgcctg gtcaaggact acttccccga accggtgacg      480 

 

gtgtcgtgga actcaggcgc cctgaccagc ggcgtgcaca ccttcccggc tgtcctacag      540 

 

tcctcaggac tctactccct cagcagcgtg gtgaccgtgc cctccagcag cttgggcacc      600 

 

cagacctaca tctgcaacgt gaatcacaag cccagcaaca ccaaggtgga caagaaagtt      660 

 

gagcccaaat cttgtgacaa aactcacaca tgcccaccgt gcccagcacc tgaactcctg      720 

 

gggggaccgt cagtcttcct cttcccccca aaacccaagg acaccctcat gatctcccgg      780 

 

acccctgagg tcacatgcgt ggtggtggac gtgagccacg aagaccctga ggtcaagttc      840 

 

aactggtacg tggacggcgt ggaggtgcat aatgccaaga caaagccgcg ggaggagcag      900 

 

tacaacagca cgtaccgtgt ggtcagcgtc ctcaccgtcc tgcaccagga ctggctgaat      960 

 

ggcaaggagt acaagtgcaa ggtctccaac aaagccctcc cagcccccat cgagaaaacc     1020 

 

atctccaaag ccaaagggca gccccgagaa ccacaggtgt acaccctgcc cccatcccgg     1080 

 



gaggagatga ccaagaacca ggtcagcctg acctgcctgg tcaaaggctt ctatcccagc     1140 

 

gacatcgccg tggagtggga gagcaatggg cagccggaga acaactacaa gaccacgcct     1200 

 

cccgtgctgg actccgacgg ctccttcttc ctctacagca agctcaccgt ggacaagagc     1260 

 

aggtggcagc aggggaacgt cttctcatgc tccgtgatgc atgaggctct gcacaaccac     1320 

 

tacacgcaga agagcctctc cctgtctccg ggtaaa                               1356 

 

 

<210>  144 

<211>  1362 

<212>  ADN 

<213>  Secuencia artificial 

 

<220> 

<223>  ADN de HC de C40M59 

 

<400>  144 

caggtgcagc tggtgcagag cggcgcggaa gtgaaaaaac cgggcagcag cgtgaaagtg       60 

 

agctgcaaag cgagcggcgg caccttcagc tcctactgga ttagctgggt gcgccaggcg      120 

 

ccgggccagg gcctggaatg gatgggctac attattccga tcagtggcac tgcccgctac      180 

 

gcgcagaaat ttcagggccg cgtgaccatt accgctgatg aaagcaccag caccgcgtat      240 

 

atggaactga gcagcctgcg cagcgaagat accgcggtgt attattgcgc gcgcgaacca      300 

 

ggctacagta gtggcctgag cgttgactac tttgattact ggggccaggg caccctggtg      360 



 

acagtctcga gtgcctccac caagggccca tcggtcttcc ccctggcacc ctcctccaag      420 

 

agcacctctg ggggcacagc ggccctgggc tgcctggtca aggactactt ccccgaaccg      480 

 

gtgacggtgt cgtggaactc aggcgccctg accagcggcg tgcacacctt cccggctgtc      540 

 

ctacagtcct caggactcta ctccctcagc agcgtggtga ccgtgccctc cagcagcttg      600 

 

ggcacccaga cctacatctg caacgtgaat cacaagccca gcaacaccaa ggtggacaag      660 

 

aaagttgagc ccaaatcttg tgacaaaact cacacatgcc caccgtgccc agcacctgaa      720 

 

ctcctggggg gaccgtcagt cttcctcttc cccccaaaac ccaaggacac cctcatgatc      780 

 

tcccggaccc ctgaggtcac atgcgtggtg gtggacgtga gccacgaaga ccctgaggtc      840 

 

aagttcaact ggtacgtgga cggcgtggag gtgcataatg ccaagacaaa gccgcgggag      900 

 

gagcagtaca acagcacgta ccgtgtggtc agcgtcctca ccgtcctgca ccaggactgg      960 

 

ctgaatggca aggagtacaa gtgcaaggtc tccaacaaag ccctcccagc ccccatcgag     1020 

 

aaaaccatct ccaaagccaa agggcagccc cgagaaccac aggtgtacac cctgccccca     1080 

 

tcccgggagg agatgaccaa gaaccaggtc agcctgacct gcctggtcaa aggcttctat     1140 

 

cccagcgaca tcgccgtgga gtgggagagc aatgggcagc cggagaacaa ctacaagacc     1200 

 

acgcctcccg tgctggactc cgacggctcc ttcttcctct acagcaagct caccgtggac     1260 

 



aagagcaggt ggcagcaggg gaacgtcttc tcatgctccg tgatgcatga ggctctgcac     1320 

 

aaccactaca cgcagaagag cctctccctg tctccgggta aa                        1362 

 

 

<210>  145 

<211>  1347 

<212>  ADN 

<213>  Secuencia artificial 

 

<220> 

<223>  ADN de HC de C40M58 

 

<400>  145 

gaagtgcagc tgctggaaag cggcggcggc ctggtgcagc cgggcggcag cctgcgcctg       60 

 

agctgcgcgg cgagcggctt tacctttagc agctatgcga tgagctgggt gcgccaggcg      120 

 

ccgggcaaag gcctggaatg ggtgagcgcg atcagcggct ccggtggctc cacatattat      180 

 

gcggatagcg tgaaaggccg ctttaccatt tcacgagata acagcaaaaa caccctgtat      240 

 

ctgcagatga acagcctgcg cgcggaagat accgcggtgt attattgcgc gcgcggtcca      300 

 

gcatacacta tcgtttttga ttattggggc cagggcaccc tggtgacagt ctcgagtgcc      360 

 

tccaccaagg gcccatcggt cttccccctg gcaccctcct ccaagagcac ctctgggggc      420 

 

acagcggccc tgggctgcct ggtcaaggac tacttccccg aaccggtgac ggtgtcgtgg      480 

 

aactcaggcg ccctgaccag cggcgtgcac accttcccgg ctgtcctaca gtcctcagga      540 



 

ctctactccc tcagcagcgt ggtgaccgtg ccctccagca gcttgggcac ccagacctac      600 

 

atctgcaacg tgaatcacaa gcccagcaac accaaggtgg acaagaaagt tgagcccaaa      660 

 

tcttgtgaca aaactcacac atgcccaccg tgcccagcac ctgaactcct ggggggaccg      720 

 

tcagtcttcc tcttcccccc aaaacccaag gacaccctca tgatctcccg gacccctgag      780 

 

gtcacatgcg tggtggtgga cgtgagccac gaagaccctg aggtcaagtt caactggtac      840 

 

gtggacggcg tggaggtgca taatgccaag acaaagccgc gggaggagca gtacaacagc      900 

 

acgtaccgtg tggtcagcgt cctcaccgtc ctgcaccagg actggctgaa tggcaaggag      960 

 

tacaagtgca aggtctccaa caaagccctc ccagccccca tcgagaaaac catctccaaa     1020 

 

gccaaagggc agccccgaga accacaggtg tacaccctgc ccccatcccg ggaggagatg     1080 

 

accaagaacc aggtcagcct gacctgcctg gtcaaaggct tctatcccag cgacatcgcc     1140 

 

gtggagtggg agagcaatgg gcagccggag aacaactaca agaccacgcc tcccgtgctg     1200 

 

gactccgacg gctccttctt cctctacagc aagctcaccg tggacaagag caggtggcag     1260 

 

caggggaacg tcttctcatg ctccgtgatg catgaggctc tgcacaacca ctacacgcag     1320 

 

aagagcctct ccctgtctcc gggtaaa                                         1347 

 

 

<210>  146 



<211>  1347 

<212>  ADN 

<213>  Secuencia artificial 

 

<220> 

<223>  ADN de HC de C40M56 

 

<400>  146 

gaagtgcagc tgctggaaag cggcggcggc ctggtgcagc cgggcggcag cctgcgcctg       60 

 

agctgcgcgg cgagcggctt tacctttagc agctatgcga tgagctgggt gcgccaggcg      120 

 

ccgggcaaag gcctggaatg ggtgagcgcg atcagcggct ccggtggctc cacatattat      180 

 

gcggatagcg tgaaaggccg ctttaccatt tcacgagata acagcaaaaa caccctgtat      240 

 

ctgcagatga acagcctgcg cgcggaagat accgcggtgt attattgcgc gcgcggtcct      300 

 

gtttattctc tggtttttga ctactggggc cagggcaccc tggtgacagt ctcgagtgcc      360 

 

tccaccaagg gcccatcggt cttccccctg gcaccctcct ccaagagcac ctctgggggc      420 

 

acagcggccc tgggctgcct ggtcaaggac tacttccccg aaccggtgac ggtgtcgtgg      480 

 

aactcaggcg ccctgaccag cggcgtgcac accttcccgg ctgtcctaca gtcctcagga      540 

 

ctctactccc tcagcagcgt ggtgaccgtg ccctccagca gcttgggcac ccagacctac      600 

 

atctgcaacg tgaatcacaa gcccagcaac accaaggtgg acaagaaagt tgagcccaaa      660 

 

tcttgtgaca aaactcacac atgcccaccg tgcccagcac ctgaactcct ggggggaccg      720 



 

tcagtcttcc tcttcccccc aaaacccaag gacaccctca tgatctcccg gacccctgag      780 

 

gtcacatgcg tggtggtgga cgtgagccac gaagaccctg aggtcaagtt caactggtac      840 

 

gtggacggcg tggaggtgca taatgccaag acaaagccgc gggaggagca gtacaacagc      900 

 

acgtaccgtg tggtcagcgt cctcaccgtc ctgcaccagg actggctgaa tggcaaggag      960 

 

tacaagtgca aggtctccaa caaagccctc ccagccccca tcgagaaaac catctccaaa     1020 

 

gccaaagggc agccccgaga accacaggtg tacaccctgc ccccatcccg ggaggagatg     1080 

 

accaagaacc aggtcagcct gacctgcctg gtcaaaggct tctatcccag cgacatcgcc     1140 

 

gtggagtggg agagcaatgg gcagccggag aacaactaca agaccacgcc tcccgtgctg     1200 

 

gactccgacg gctccttctt cctctacagc aagctcaccg tggacaagag caggtggcag     1260 

 

caggggaacg tcttctcatg ctccgtgatg catgaggctc tgcacaacca ctacacgcag     1320 

 

aagagcctct ccctgtctcc gggtaaa                                         1347 

 

 

<210>  147 

<211>  1362 

<212>  ADN 

<213>  Secuencia artificial 

 

<220> 

<223>  ADN de HC de C40M55 



 

<400>  147 

caggtgcagc tggtgcagag cggcgcggaa gtgaaaaaac cgggcagcag cgtgaaagtg       60 

 

agctgcaaag cgagcggcgg caccttcagc agctatgcga ttagctgggt gcgccaggcg      120 

 

ccgggccagg gcctggaatg gatgggcggc attattccga tttttggcac cgctaactac      180 

 

gcgcagaaat ttcagggccg cgtgaccatt accgctgatg aaagcaccag caccgcgtat      240 

 

atggaactga gcagcctgcg cagcgaagat accgcggtgt attattgcgc gcgcgatggt      300 

 

tatcggcggt atggcatcgg tcgttacggt ttcgattatt ggggccaggg caccctggtg      360 

 

acagtctcga gtgcctccac caagggccca tcggtcttcc ccctggcacc ctcctccaag      420 

 

agcacctctg ggggcacagc ggccctgggc tgcctggtca aggactactt ccccgaaccg      480 

 

gtgacggtgt cgtggaactc aggcgccctg accagcggcg tgcacacctt cccggctgtc      540 

 

ctacagtcct caggactcta ctccctcagc agcgtggtga ccgtgccctc cagcagcttg      600 

 

ggcacccaga cctacatctg caacgtgaat cacaagccca gcaacaccaa ggtggacaag      660 

 

aaagttgagc ccaaatcttg tgacaaaact cacacatgcc caccgtgccc agcacctgaa      720 

 

ctcctggggg gaccgtcagt cttcctcttc cccccaaaac ccaaggacac cctcatgatc      780 

 

tcccggaccc ctgaggtcac atgcgtggtg gtggacgtga gccacgaaga ccctgaggtc      840 

 

aagttcaact ggtacgtgga cggcgtggag gtgcataatg ccaagacaaa gccgcgggag      900 



 

gagcagtaca acagcacgta ccgtgtggtc agcgtcctca ccgtcctgca ccaggactgg      960 

 

ctgaatggca aggagtacaa gtgcaaggtc tccaacaaag ccctcccagc ccccatcgag     1020 

 

aaaaccatct ccaaagccaa agggcagccc cgagaaccac aggtgtacac cctgccccca     1080 

 

tcccgggagg agatgaccaa gaaccaggtc agcctgacct gcctggtcaa aggcttctat     1140 

 

cccagcgaca tcgccgtgga gtgggagagc aatgggcagc cggagaacaa ctacaagacc     1200 

 

acgcctcccg tgctggactc cgacggctcc ttcttcctct acagcaagct caccgtggac     1260 

 

aagagcaggt ggcagcaggg gaacgtcttc tcatgctccg tgatgcatga ggctctgcac     1320 

 

aaccactaca cgcagaagag cctctccctg tctccgggta aa                        1362 

 

 

<210>  148 

<211>  1347 

<212>  ADN 

<213>  Secuencia artificial 

 

<220> 

<223>  ADN de HC de C40M51 

 

<400>  148 

gaagtgcagc tgctggaaag cggcggcggc ctggtgcagc cgggcggcag cctgcgcctg       60 

 

agctgcgcgg cgagcggctt tacctttagc agctatgcga tgagctgggt gcgccaggcg      120 

 



ccgggcaaag gcctggaatg ggtgagcgcg atcagcggct ccggtggctc cacatattat      180 

 

gcggatagcg tgaaaggccg ctttaccatt tcacgagata acagcaaaaa caccctgtat      240 

 

ctgcagatga acagcctgcg cgcggaagat accgcggtgt attattgcgc gcgcggccca      300 

 

gtttattcta gcgttttcga ctattggggc cagggcaccc tggtgacagt ctcgagtgcc      360 

 

tccaccaagg gcccatcggt cttccccctg gcaccctcct ccaagagcac ctctgggggc      420 

 

acagcggccc tgggctgcct ggtcaaggac tacttccccg aaccggtgac ggtgtcgtgg      480 

 

aactcaggcg ccctgaccag cggcgtgcac accttcccgg ctgtcctaca gtcctcagga      540 

 

ctctactccc tcagcagcgt ggtgaccgtg ccctccagca gcttgggcac ccagacctac      600 

 

atctgcaacg tgaatcacaa gcccagcaac accaaggtgg acaagaaagt tgagcccaaa      660 

 

tcttgtgaca aaactcacac atgcccaccg tgcccagcac ctgaactcct ggggggaccg      720 

 

tcagtcttcc tcttcccccc aaaacccaag gacaccctca tgatctcccg gacccctgag      780 

 

gtcacatgcg tggtggtgga cgtgagccac gaagaccctg aggtcaagtt caactggtac      840 

 

gtggacggcg tggaggtgca taatgccaag acaaagccgc gggaggagca gtacaacagc      900 

 

acgtaccgtg tggtcagcgt cctcaccgtc ctgcaccagg actggctgaa tggcaaggag      960 

 

tacaagtgca aggtctccaa caaagccctc ccagccccca tcgagaaaac catctccaaa     1020 

 

gccaaagggc agccccgaga accacaggtg tacaccctgc ccccatcccg ggaggagatg     1080 



 

accaagaacc aggtcagcct gacctgcctg gtcaaaggct tctatcccag cgacatcgcc     1140 

 

gtggagtggg agagcaatgg gcagccggag aacaactaca agaccacgcc tcccgtgctg     1200 

 

gactccgacg gctccttctt cctctacagc aagctcaccg tggacaagag caggtggcag     1260 

 

caggggaacg tcttctcatg ctccgtgatg catgaggctc tgcacaacca ctacacgcag     1320 

 

aagagcctct ccctgtctcc gggtaaa                                         1347 

 

 

<210>  149 

<211>  1353 

<212>  ADN 

<213>  Secuencia artificial 

 

<220> 

<223>  ADN de HC de C40M18 

 

<400>  149 

gaggtgcagc tggtggaatc tggcggagga ctggtgcagc ctggcggcag cctgagactg       60 

 

tcttgtgccg ccagcggctt caccttcagc agctacgcta tgagctgggt ccgacaggcc      120 

 

cctggcaagg gactggaatg ggtgtccatc atcaacaaca acgtgggccg gacctactac      180 

 

gccgacagcg tgaagggcag attcaccatc agccgggaca acagcaagaa caccctgtac      240 

 

ctgcagatga acagcctgcg ggccgaggac accgccgtgt actattgtgc caaagagggc      300 

 



ggcgattact actactacgg catggacgtg tggggccagg gcaccaccgt gacagtgtca      360 

 

tctgcctcca ccaagggccc atcggtcttc cccctggcac cctcctccaa gagcacctct      420 

 

gggggcacag cggccctggg ctgcctggtc aaggactact tccccgaacc ggtgacggtg      480 

 

tcgtggaact caggcgccct gaccagcggc gtgcacacct tcccggctgt cctacagtcc      540 

 

tcaggactct actccctcag cagcgtggtg accgtgccct ccagcagctt gggcacccag      600 

 

acctacatct gcaacgtgaa tcacaagccc agcaacacca aggtggacaa gaaagttgag      660 

 

cccaaatctt gtgacaaaac tcacacatgc ccaccgtgcc cagcacctga actcctgggg      720 

 

ggaccgtcag tcttcctctt ccccccaaaa cccaaggaca ccctcatgat ctcccggacc      780 

 

cctgaggtca catgcgtggt ggtggacgtg agccacgaag accctgaggt caagttcaac      840 

 

tggtacgtgg acggcgtgga ggtgcataat gccaagacaa agccgcggga ggagcagtac      900 

 

aacagcacgt accgtgtggt cagcgtcctc accgtcctgc accaggactg gctgaatggc      960 

 

aaggagtaca agtgcaaggt ctccaacaaa gccctcccag cccccatcga gaaaaccatc     1020 

 

tccaaagcca aagggcagcc ccgagaacca caggtgtaca ccctgccccc atcccgggag     1080 

 

gagatgacca agaaccaggt cagcctgacc tgcctggtca aaggcttcta tcccagcgac     1140 

 

atcgccgtgg agtgggagag caatgggcag ccggagaaca actacaagac cacgcctccc     1200 

 

gtgctggact ccgacggctc cttcttcctc tacagcaagc tcaccgtgga caagagcagg     1260 



 

tggcagcagg ggaacgtctt ctcatgctcc gtgatgcatg aggctctgca caaccactac     1320 

 

acgcagaaga gcctctccct gtctccgggt aaa                                  1353 

 

 

<210>  150 

<211>  1353 

<212>  ADN 

<213>  Secuencia artificial 

 

<220> 

<223>  ADN de HC de C40M17 

 

<400>  150 

gaggtgcagc tggtggaatc tggcggagga ctggtgcagc ctggcggcag cctgagactg       60 

 

tcttgtgccg ccagcggctt caccttcagc agctacgcta tgagctgggt ccgacaggcc      120 

 

cctggcagag gactcgagtg ggtgtccacc atcaacaaca gcggcggagg cacctactac      180 

 

gccgacagcg tgaagggcag attcaccatc agccgggaca acagcaagaa caccctgtac      240 

 

ctgcacatga acagcctgcg ggccgaggac accgccgtgt actattgtgc caaagagggc      300 

 

ggcaagtact actactatgc catggacgtg tggggccagg gcaccaccgt gacagtgtca      360 

 

tctgcctcca ccaagggccc atcggtcttc cccctggcac cctcctccaa gagcacctct      420 

 

gggggcacag cggccctggg ctgcctggtc aaggactact tccccgaacc ggtgacggtg      480 

 



tcgtggaact caggcgccct gaccagcggc gtgcacacct tcccggctgt cctacagtcc      540 

 

tcaggactct actccctcag cagcgtggtg accgtgccct ccagcagctt gggcacccag      600 

 

acctacatct gcaacgtgaa tcacaagccc agcaacacca aggtggacaa gaaagttgag      660 

 

cccaaatctt gtgacaaaac tcacacatgc ccaccgtgcc cagcacctga actcctgggg      720 

 

ggaccgtcag tcttcctctt ccccccaaaa cccaaggaca ccctcatgat ctcccggacc      780 

 

cctgaggtca catgcgtggt ggtggacgtg agccacgaag accctgaggt caagttcaac      840 

 

tggtacgtgg acggcgtgga ggtgcataat gccaagacaa agccgcggga ggagcagtac      900 

 

aacagcacgt accgtgtggt cagcgtcctc accgtcctgc accaggactg gctgaatggc      960 

 

aaggagtaca agtgcaaggt ctccaacaaa gccctcccag cccccatcga gaaaaccatc     1020 

 

tccaaagcca aagggcagcc ccgagaacca caggtgtaca ccctgccccc atcccgggag     1080 

 

gagatgacca agaaccaggt cagcctgacc tgcctggtca aaggcttcta tcccagcgac     1140 

 

atcgccgtgg agtgggagag caatgggcag ccggagaaca actacaagac cacgcctccc     1200 

 

gtgctggact ccgacggctc cttcttcctc tacagcaagc tcaccgtgga caagagcagg     1260 

 

tggcagcagg ggaacgtctt ctcatgctcc gtgatgcatg aggctctgca caaccactac     1320 

 

acgcagaaga gcctctccct gtctccgggt aaa                                  1353 

 

 



<210>  151 

<211>  1353 

<212>  ADN 

<213>  Secuencia artificial 

 

<220> 

<223>  ADN de HC de C40M12 

 

<400>  151 

gaggtgcagc tggtggaatc tggcggagga ctggtgcagc ctggcggcag cctgagactg       60 

 

tcttgtgccg ccagcggctt caccttcggc agctacgcta tgagctgggt ccgacaggcc      120 

 

cctggcaagg gactggaatg ggtgtccgtg atcagcgaca gcggcggcag aacctactac      180 

 

gccgacagcg tgaagggccg gttcaccatc agccgggact acagcaagaa caccctgtac      240 

 

ctgcagatga acagcctgcg ggccgaggac accgccgtgt actattgtgc caaagagggc      300 

 

ggcgattact actactacgg catggacgtg tggggccagg gcaccaccgt gacagtgtca      360 

 

tctgcctcca ccaagggccc atcggtcttc cccctggcac cctcctccaa gagcacctct      420 

 

gggggcacag cggccctggg ctgcctggtc aaggactact tccccgaacc ggtgacggtg      480 

 

tcgtggaact caggcgccct gaccagcggc gtgcacacct tcccggctgt cctacagtcc      540 

 

tcaggactct actccctcag cagcgtggtg accgtgccct ccagcagctt gggcacccag      600 

 

acctacatct gcaacgtgaa tcacaagccc agcaacacca aggtggacaa gaaagttgag      660 

 



cccaaatctt gtgacaaaac tcacacatgc ccaccgtgcc cagcacctga actcctgggg      720 

 

ggaccgtcag tcttcctctt ccccccaaaa cccaaggaca ccctcatgat ctcccggacc      780 

 

cctgaggtca catgcgtggt ggtggacgtg agccacgaag accctgaggt caagttcaac      840 

 

tggtacgtgg acggcgtgga ggtgcataat gccaagacaa agccgcggga ggagcagtac      900 

 

aacagcacgt accgtgtggt cagcgtcctc accgtcctgc accaggactg gctgaatggc      960 

 

aaggagtaca agtgcaaggt ctccaacaaa gccctcccag cccccatcga gaaaaccatc     1020 

 

tccaaagcca aagggcagcc ccgagaacca caggtgtaca ccctgccccc atcccgggag     1080 

 

gagatgacca agaaccaggt cagcctgacc tgcctggtca aaggcttcta tcccagcgac     1140 

 

atcgccgtgg agtgggagag caatgggcag ccggagaaca actacaagac cacgcctccc     1200 

 

gtgctggact ccgacggctc cttcttcctc tacagcaagc tcaccgtgga caagagcagg     1260 

 

tggcagcagg ggaacgtctt ctcatgctcc gtgatgcatg aggctctgca caaccactac     1320 

 

acgcagaaga gcctctccct gtctccgggt aaa                                  1353 

 

 

<210>  152 

<211>  1338 

<212>  ADN 

<213>  Secuencia artificial 

 

<220> 



<223>  ADN de HC de C40M9 

 

<400>  152 

cagctccagc tgcaggaatc tggccctggc ctggtcaagc ccagcgagat cctgagcctg       60 

 

acctgtaccg tgtccggcgg cagcatcagc agcagctctt actactgggg ctggatccgg      120 

 

cagcctcccg gcaagggact ggaatggatc ggcaacatct actaccgggg cgacacctac      180 

 

tacagcccca gcctgaagtc cagagtgacc atcagcgtgg acaccagcaa gaaccagttc      240 

 

tccctgaagc tgaacagcgt gacagccgcc gacaccgccg tgtactactg cgccaagggc      300 

 

ttcagattcg attactgggg ccagggcacc ctggtcaccg tgtcatctgc ctccaccaag      360 

 

ggcccatcgg tcttccccct ggcaccctcc tccaagagca cctctggggg cacagcggcc      420 

 

ctgggctgcc tggtcaagga ctacttcccc gaaccggtga cggtgtcgtg gaactcaggc      480 

 

gccctgacca gcggcgtgca caccttcccg gctgtcctac agtcctcagg actctactcc      540 

 

ctcagcagcg tggtgaccgt gccctccagc agcttgggca cccagaccta catctgcaac      600 

 

gtgaatcaca agcccagcaa caccaaggtg gacaagaaag ttgagcccaa atcttgtgac      660 

 

aaaactcaca catgcccacc gtgcccagca cctgaactcc tggggggacc gtcagtcttc      720 

 

ctcttccccc caaaacccaa ggacaccctc atgatctccc ggacccctga ggtcacatgc      780 

 

gtggtggtgg acgtgagcca cgaagaccct gaggtcaagt tcaactggta cgtggacggc      840 

 



gtggaggtgc ataatgccaa gacaaagccg cgggaggagc agtacaacag cacgtaccgt      900 

 

gtggtcagcg tcctcaccgt cctgcaccag gactggctga atggcaagga gtacaagtgc      960 

 

aaggtctcca acaaagccct cccagccccc atcgagaaaa ccatctccaa agccaaaggg     1020 

 

cagccccgag aaccacaggt gtacaccctg cccccatccc gggaggagat gaccaagaac     1080 

 

caggtcagcc tgacctgcct ggtcaaaggc ttctatccca gcgacatcgc cgtggagtgg     1140 

 

gagagcaatg ggcagccgga gaacaactac aagaccacgc ctcccgtgct ggactccgac     1200 

 

ggctccttct tcctctacag caagctcacc gtggacaaga gcaggtggca gcaggggaac     1260 

 

gtcttctcat gctccgtgat gcatgaggct ctgcacaacc actacacgca gaagagcctc     1320 

 

tccctgtctc cgggtaaa                                                   1338 

 

 

<210>  153 

<211>  1338 

<212>  ADN 

<213>  Secuencia artificial 

 

<220> 

<223>  ADN de HC de C40M105 

 

<400>  153 

cagctgcagc tgcaggagag cggccccggc ctggtgaagc ccagcgagac cctgagcctg       60 

 

acctgcaccg tgagcggcgg cagcatcagc agcagcagct actactgggg ctggatccgg      120 



 

cagccccccg gcaagggcct ggagtggatc ggcaacatct actaccgggg cgacacctac      180 

 

tacagcccca gcctgaagag ccgggtgacc atcagcgtgg acaccagcaa gaaccagttc      240 

 

agcctgaagc tgagcagcgt gaccgccgcc gacaccgccg tgtactactg cgcccggggc      300 

 

ttccggttcg actactgggg ccagggcacc ctggtgaccg tgagcagcgc ctccaccaag      360 

 

ggcccatcgg tcttccccct ggcaccctcc tccaagagca cctctggggg cacagcggcc      420 

 

ctgggctgcc tggtcaagga ctacttcccc gaaccggtga cggtgtcgtg gaactcaggc      480 

 

gccctgacca gcggcgtgca caccttcccg gctgtcctac agtcctcagg actctactcc      540 

 

ctcagcagcg tggtgaccgt gccctccagc agcttgggca cccagaccta catctgcaac      600 

 

gtgaatcaca agcccagcaa caccaaggtg gacaagaaag ttgagcccaa atcttgtgac      660 

 

aaaactcaca catgcccacc gtgcccagca cctgaactcc tggggggacc gtcagtcttc      720 

 

ctcttccccc caaaacccaa ggacaccctc atgatctccc ggacccctga ggtcacatgc      780 

 

gtggtggtgg acgtgagcca cgaagaccct gaggtcaagt tcaactggta cgtggacggc      840 

 

gtggaggtgc ataatgccaa gacaaagccg cgggaggagc agtacaacag cacgtaccgt      900 

 

gtggtcagcg tcctcaccgt cctgcaccag gactggctga atggcaagga gtacaagtgc      960 

 

aaggtctcca acaaagccct cccagccccc atcgagaaaa ccatctccaa agccaaaggg     1020 

 



cagccccgag aaccacaggt gtacaccctg cccccatccc gggaggagat gaccaagaac     1080 

 

caggtcagcc tgacctgcct ggtcaaaggc ttctatccca gcgacatcgc cgtggagtgg     1140 

 

gagagcaatg ggcagccgga gaacaactac aagaccacgc ctcccgtgct ggactccgac     1200 

 

ggctccttct tcctctacag caagctcacc gtggacaaga gcaggtggca gcaggggaac     1260 

 

gtcttctcat gctccgtgat gcatgaggct ctgcacaacc actacacgca gaagagcctc     1320 

 

tccctgtctc cgggtaaa                                                   1338 

 

 

<210>  154 

<211>  1338 

<212>  ADN 

<213>  Secuencia artificial 

 

<220> 

<223>  ADN de HC de C40M121 

 

<400>  154 

cagctgcagc tgcaggagag cggccccggc ctggtgaagc ccagcgagac cctgagcctg       60 

 

acctgcaccg tgagcggcgg cagcatcagc agcagcagct actactgggg ctggatccgg      120 

 

cagccccccg gcaagggcct ggagtggatc ggcaacatct actaccgggg cgacacctac      180 

 

tacagcccca gcctgaagag ccgggtgacc atcagcgtgg acaccagcaa gaaccagttc      240 

 

agcctgaagc tgagcagcgt gaccgccgcc gacaccgccg tgtactactg cgccaagggc      300 



 

ttccggttcg actactgggg ccagggcacc ctggtgaccg tgagcagcgc ctccaccaag      360 

 

ggcccatcgg tcttccccct ggcaccctcc tccaagagca cctctggggg cacagcggcc      420 

 

ctgggctgcc tggtcaagga ctacttcccc gaaccggtga cggtgtcgtg gaactcaggc      480 

 

gccctgacca gcggcgtgca caccttcccg gctgtcctac agtcctcagg actctactcc      540 

 

ctcagcagcg tggtgaccgt gccctccagc agcttgggca cccagaccta catctgcaac      600 

 

gtgaatcaca agcccagcaa caccaaggtg gacaagaaag ttgagcccaa atcttgtgac      660 

 

aaaactcaca catgcccacc gtgcccagca cctgaactcc tggggggacc gtcagtcttc      720 

 

ctcttccccc caaaacccaa ggacaccctc atgatctccc ggacccctga ggtcacatgc      780 

 

gtggtggtgg acgtgagcca cgaagaccct gaggtcaagt tcaactggta cgtggacggc      840 

 

gtggaggtgc ataatgccaa gacaaagccg cgggaggagc agtacaacag cacgtaccgt      900 

 

gtggtcagcg tcctcaccgt cctgcaccag gactggctga atggcaagga gtacaagtgc      960 

 

aaggtctcca acaaagccct cccagccccc atcgagaaaa ccatctccaa agccaaaggg     1020 

 

cagccccgag aaccacaggt gtacaccctg cccccatccc gggaggagat gaccaagaac     1080 

 

caggtcagcc tgacctgcct ggtcaaaggc ttctatccca gcgacatcgc cgtggagtgg     1140 

 

gagagcaatg ggcagccgga gaacaactac aagaccacgc ctcccgtgct ggactccgac     1200 

 



ggctccttct tcctctacag caagctcacc gtggacaaga gcaggtggca gcaggggaac     1260 

 

gtcttctcat gctccgtgat gcatgaggct ctgcacaacc actacacgca gaagagcctc     1320 

 

tccctgtctc cgggtaaa                                                   1338 

 

 

<210>  155 

<211>  1338 

<212>  ADN 

<213>  Secuencia artificial 

 

<220> 

<223>  ADN de HC de C40M126 

 

<400>  155 

cagctgcagc tgcaggagag cggccccggc ctggtgaagc ccagcgagac cctgagcctg       60 

 

acctgcaccg tgagcggcgg cagcatcagc agcagcagct actactgggg ctggatccgg      120 

 

cagccccccg gcaagggcct ggagtggatc ggcaacatct actaccgggg cgacacctac      180 

 

tacagcccca gcctgaagag ccgggtgacc atcagcgtgg acaccagcaa gaaccagttc      240 

 

agcctgaagc tgagcagcgt gaccgccgcc gacaccgccg tgtactactg cgccaagggc      300 

 

ttccggttcg actactgggg ccagggcacc ctggtgaccg tgagcagcgc ctccaccaag      360 

 

ggcccatcgg tcttccccct ggcaccctcc tccaagagca cctctggggg cacagcggcc      420 

 

ctgggctgcc tggtcaagga ctacttcccc gaaccggtga cggtgtcgtg gaactcaggc      480 



 

gccctgacca gcggcgtgca caccttcccg gctgtcctac agtcctcagg actctactcc      540 

 

ctcagcagcg tggtgaccgt gccctccagc agcttgggca cccagaccta catctgcaac      600 

 

gtgaatcaca agcccagcaa caccaaggtg gacaagaaag ttgagcccaa atcttgtgac      660 

 

aaaactcaca catgcccacc gtgcccagca cctgaactcc tggggggacc gtcagtcttc      720 

 

ctcttccccc caaaacccaa ggacaccctc atgatctccc ggacccctga ggtcacatgc      780 

 

gtggtggtgg acgtggagca cgaagaccct gaggtcaagt tcaactggta cgtggacggc      840 

 

gtggaggtgc ataatgccaa gacaaagccg cgggaggagc agtacaacag cacgtaccgt      900 

 

gtggtcagcg tcctcaccgt cctgcaccag gactggctga atggcaagga gtacaagtgc      960 

 

aaggtctcca acaaagccct cccagccccc atcgagaaaa ccatctccaa agccaaaggg     1020 

 

cagccccgag aaccacaggt gtacaccctg cccccatccc gggaggagat gaccaagaac     1080 

 

caggtcagcc tgacctgcct ggtcaaaggc ttctatccca gcgacatcgc cgtggagtgg     1140 

 

gagagcaatg ggcagccgga gaacaactac aagaccacgc ctcccgtgct ggactccgac     1200 

 

ggctccttct tcctctacag caagctcacc gtggacaaga gcaggtggca gcaggggaac     1260 

 

gtcttctcat gctccgtgat gcatgaggct ctgcacaacc actacacgca gaagagcctc     1320 

 

tccctgtctc cgggtaaa                                                   1338 

 



 

<210>  156 

<211>  645 

<212>  ADN 

<213>  Secuencia artificial 

 

<220> 

<223>  ADN de LC de C40M67 

 

<400>  156 

gaaattgtgc tgacccagag cccgggcacc ctgagcctga gcccgggcga acgcgcgacc       60 

 

ctgagctgcc gcgcgagcca gagcgttaaa aatagcagtc tggcgtggta tcagcagaaa      120 

 

ccgggccagg cgccgcgcct gctgatttat actgcgagca gccgcgcgac cggcattccg      180 

 

gatcgcttta gcggcagcgg cagcggcacc gattttaccc tgaccattag ccgcctggaa      240 

 

ccggaagatt ttgcggtgta ttattgccag cagtcctccg cacctccgtg gacttttggc      300 

 

cagggcacca aagtggaaat taaacgtacg gtggctgcac catctgtctt catcttcccg      360 

 

ccatctgatg agcagttgaa atctggaact gcctctgttg tgtgcctgct gaataacttc      420 

 

tatcccagag aggccaaagt acagtggaag gtggataacg ccctccaatc gggtaactcc      480 

 

caggagagtg tcacagagca ggacagcaag gacagcacct acagcctcag cagcaccctg      540 

 

acgctgagca aagcagacta cgagaaacac aaagtctacg cctgcgaagt cacccatcag      600 

 

ggcctgagct cgcccgtcac aaagagcttc aacaggggag agtgt                      645 



 

 

<210>  157 

<211>  660 

<212>  ADN 

<213>  Secuencia artificial 

 

<220> 

<223>  ADN de LC de C40M66 

 

<400>  157 

gacatcgtga tgacccagag ccccgacagc ctggccgtga gcctgggcga gcgggccacc       60 

 

atcaactgca agagcagcca gagcgtgctg tacagcagca acaacaagaa ctacctggcc      120 

 

tggtaccagc agaagcccgg ccagcccccc aagctgctga tctactgggc cagcacccgg      180 

 

gagagcggcg tgcccgaccg gttcagcggc agcggcagcg gcaccgactt caccctgacc      240 

 

atcagcagcc tgcaggccga ggacgtggcc gtgtactact gccagcagta ctacagcacc      300 

 

cccctgacct tcggccaggg caccaaggtg gagatcaagc ggaccgtggc cgcccccagc      360 

 

gtgttcatct tcccccccag cgacgagcag ctgaagagcg gaaccgcaag cgtggtgtgc      420 

 

ctgctgaaca acttctaccc ccgggaggcc aaggtgcagt ggaaggtgga caacgccctg      480 

 

cagagcggca acagccagga gagcgtgacc gagcaggaca gcaaggacag cacctacagc      540 

 

ctgagcagca ccctgaccct gagcaaggcc gactacgaga agcacaaggt gtacgcttgc      600 

 



gaggtgaccc accagggcct gagcagcccc gtgaccaaga gcttcaaccg gggcgagtgc      660 

 

 

<210>  158 

<211>  642 

<212>  ADN 

<213>  Secuencia artificial 

 

<220> 

<223>  ADN de LC de C40M59 

 

<400>  158 

gacatccaga tgacccagag ccccagcagc ctgagcgcca gcgtgggcga ccgggtgacc       60 

 

atcacctgcc gggccagcca gagcatcagc agctacctga actggtacca gcagaagccc      120 

 

ggcaaggccc ccaagctgct gatctacgcc gccagcagcc tgcagagcgg cgtgcccagc      180 

 

cggttcagcg gcagcggcag cggcaccgac ttcaccctga ccatcagcag cctgcagccc      240 

 

gaggacttcg ccacctacta ctgccagcag agctacagca cccccctgac cttcggccag      300 

 

ggcaccaagg tggagatcaa gcggaccgtg gccgccccca gcgtgttcat cttccccccc      360 

 

agcgacgagc agctgaagag cggaaccgca agcgtggtgt gcctgctgaa caacttctac      420 

 

ccccgggagg ccaaggtgca gtggaaggtg gacaacgccc tgcagagcgg caacagccag      480 

 

gagagcgtga ccgagcagga cagcaaggac agcacctaca gcctgagcag caccctgacc      540 

 

ctgagcaagg ccgactacga gaagcacaag gtgtacgctt gcgaggtgac ccaccagggc      600 



 

ctgagcagcc ccgtgaccaa gagcttcaac cggggcgagt gc                         642 

 

 

<210>  159 

<211>  636 

<212>  ADN 

<213>  Secuencia artificial 

 

<220> 

<223>  ADN de LC de C40M18 

 

<400>  159 

tcctacgagc tgacccagcc tccctccgtg tctgtgtctc ctggccagac cgccagcatc       60 

 

acctgtagcg gcgacaagct gggcgacaaa tacgtgtgct ggtatcagca gaagcccggc      120 

 

cagagccccg tggtggtcat ctaccaggac agcaagaggc ccagcggcat ccccgagaga      180 

 

ttcagcggca gcaacagcgg caataccgcc accctgacca tcagcggcac ccaggccatg      240 

 

gacgaggcct actactactg ccaggcttgg gtgtccagca ccgtggtgtt tggcggaggc      300 

 

accaagctga ccgtgctggg tcagcccaag gctgcaccca gtgtcactct gttcccgccc      360 

 

tcctctgagg agcttcaagc caacaaggcc acactggtgt gtctcataag tgacttctac      420 

 

ccgggagccg tgacagtggc ctggaaggcc gatagcagcc ccgtcaaggc gggagtggag      480 

 

accaccacac cctccaaaca aagcaacaac aagtacgcgg ccagcagcta tctgagcctg      540 

 



acgcctgagc agtggaagtc ccacagaagc tacagctgcc aggtcacgca tgaagggagc      600 

 

accgtggaga agacagtggc ccctacagaa tgttca                                636 

 

 

<210>  160 

<211>  636 

<212>  ADN 

<213>  Secuencia artificial 

 

<220> 

<223>  ADN de LC de C40M17 

 

<400>  160 

tcctacgagc tgacccagcc tccctccgtg tctgtgtctc ctggccagac cgccagcatc       60 

 

acctgtagcg gcgacaagct gggcgataag tacgcctgct ggtatcagca gaagcccggc      120 

 

cagagccccg tgctggtcat ctaccaggac agcagaaggc ccagcggcat ccccgagaga      180 

 

ttcagcggca gcaacagcgg caataccgcc accctgacca tcagcggcac ccaggccatg      240 

 

gacgaggccg attactattg tcaggcctgg gccagcagca ccgtggtgtt tggcggcgga      300 

 

acaaagctga ccgtgctggg tcagcccaag gctgcaccca gtgtcactct gttcccgccc      360 

 

tcctctgagg agcttcaagc caacaaggcc acactggtgt gtctcataag tgacttctac      420 

 

ccgggagccg tgacagtggc ctggaaggcc gatagcagcc ccgtcaaggc gggagtggag      480 

 

accaccacac cctccaaaca aagcaacaac aagtacgcgg ccagcagcta tctgagcctg      540 



 

acgcctgagc agtggaagtc ccacagaagc tacagctgcc aggtcacgca tgaagggagc      600 

 

accgtggaga agacagtggc ccctacagaa tgttca                                636 

 

 

<210>  161 

<211>  636 

<212>  ADN 

<213>  Secuencia artificial 

 

<220> 

<223>  ADN de LC de C40M12 

 

<400>  161 

tcctacgagc tgacccagcc tccctccgtg tctgtgtctc ctggccagac cgccagcatc       60 

 

atctgcagcg gcgacaagct gggcgacaaa tacgtgtgct ggtatcagca gaagcccggc      120 

 

cagagccccg tggtggtcat ctaccacgac aacaagaggc ccagcggcat ccccgagaga      180 

 

ttcagcggca gcaacagcgg caataccgcc accctgacca tcagcggcac ccaggccatg      240 

 

gacgaggccg actactactg ccaggtctgg gacagcagca ccgtggtgtt tggcggaggc      300 

 

accaagctga ccgtgctggg tcagcccaag gctgcaccca gtgtcactct gttcccgccc      360 

 

tcctctgagg agcttcaagc caacaaggcc acactggtgt gtctcataag tgacttctac      420 

 

ccgggagccg tgacagtggc ctggaaggcc gatagcagcc ccgtcaaggc gggagtggag      480 

 



accaccacac cctccaaaca aagcaacaac aagtacgcgg ccagcagcta tctgagcctg      540 

 

acgcctgagc agtggaagtc ccacagaagc tacagctgcc aggtcacgca tgaagggagc      600 

 

accgtggaga agacagtggc ccctacagaa tgttca                                636 

 

 

<210>  162 

<211>  648 

<212>  ADN 

<213>  Secuencia artificial 

 

<220> 

<223>  ADN de LC de C40M9 

 

<400>  162 

cagtctgccc tgacacagcc tcctagcgcc tctggctctc ctggccagag cgtgaccatc       60 

 

agctgtaccg gcaccagctc cgacgtgggc ggctacaact acgtgtcctg gtatcagcag      120 

 

caccccggca aggcccctaa gctgatgatc tacgaggtgt ccaagcggcc cagcggcgtg      180 

 

ccagatagat tcagcggcag caagagcggc aacaccgcca gcctgacagt gtctggactg      240 

 

caggccgagg acgaggccga ctactactgt agcagctacg ccggcagcaa caacctggtg      300 

 

ttcggcggag gcaccaagct gaccgtgctg ggtcagccca aggctgcacc cagtgtcact      360 

 

ctgttcccgc cctcctctga ggagcttcaa gccaacaagg ccacactggt gtgtctcata      420 

 

agtgacttct acccgggagc cgtgacagtg gcctggaagg ccgatagcag ccccgtcaag      480 



 

gcgggagtgg agaccaccac accctccaaa caaagcaaca acaagtacgc ggccagcagc      540 

 

tatctgagcc tgacgcctga gcagtggaag tcccacagaa gctacagctg ccaggtcacg      600 

 

catgaaggga gcaccgtgga gaagacagtg gcccctacag aatgttca                   648 

 

 

<210>  163 

<211>  636 

<212>  ADN 

<213>  Secuencia artificial 

 

<220> 

<223>  ADN de LC de C40M102 

 

<400>  163 

agctacgagc tgacccagcc ccccagcgtg agcgtgagcc ccggccagac cgccagcatc       60 

 

acctgcagcg gcgacaagct gggcgacaag tacgtgtgct ggtaccagca gaagcccggc      120 

 

cagagccccg tgctggtgat ctaccaggac agcaagcggc ccagcggcat ccccgagcgg      180 

 

ttcagcggca gcaacagcgg caacaccgcc accctgacca tcagcggcac ccaggccatg      240 

 

gacgaggccg actactactg ccaggcctgg gtgagcagca ccgtggtgtt cggcggcggc      300 

 

accaagctga ccgtgctggg tcagcccaag gctgcaccca gtgtcactct gttcccgccc      360 

 

tcctctgagg agcttcaagc caacaaggcc acactggtgt gtctcataag tgacttctac      420 

 



ccgggagccg tgacagtggc ctggaaggcc gatagcagcc ccgtcaaggc gggagtggag      480 

 

accaccacac cctccaaaca aagcaacaac aagtacgcgg ccagcagcta tctgagcctg      540 

 

acgcctgagc agtggaagtc ccacagaagc tacagctgcc aggtcacgca tgaagggagc      600 

 

accgtggaga agacagtggc ccctacagaa tgttca                                636 

 

 

<210>  164 

<211>  636 

<212>  ADN 

<213>  Secuencia artificial 

 

<220> 

<223>  ADN de LC de C40M103 

 

<400>  164 

agctacgagc tgacccagcc ccccagcgtg agcgtgagcc ccggccagac cgccagcatc       60 

 

acctgcagcg gcgacaagct gggcgacaag tacgtgagct ggtaccagca gaagcccggc      120 

 

cagagccccg tgctggtgat ctaccaggac agcaagcggc ccagcggcat ccccgagcgg      180 

 

ttcagcggca gcaacagcgg caacaccgcc accctgacca tcagcggcac ccaggccatg      240 

 

gacgaggccg actactactg ccaggcctgg gtgagcagca ccgtggtgtt cggcggcggc      300 

 

accaagctga ccgtgctggg tcagcccaag gctgcaccca gtgtcactct gttcccgccc      360 

 

tcctctgagg agcttcaagc caacaaggcc acactggtgt gtctcataag tgacttctac      420 



 

ccgggagccg tgacagtggc ctggaaggcc gatagcagcc ccgtcaaggc gggagtggag      480 

 

accaccacac cctccaaaca aagcaacaac aagtacgcgg ccagcagcta tctgagcctg      540 

 

acgcctgagc agtggaagtc ccacagaagc tacagctgcc aggtcacgca tgaagggagc      600 

 

accgtggaga agacagtggc ccctacagaa tgttca                                636 

 

 

<210>  165 

<211>  636 

<212>  ADN 

<213>  Secuencia artificial 

 

<220> 

<223>  ADN de LC de C40M104 

 

<400>  165 

agctacgagc tgacccagcc ccccagcgtg agcgtgagcc ccggccagac cgccagcatc       60 

 

acctgcagcg gcgacaagct gggcgacaag tacgtgagct ggtaccagca gaagcccggc      120 

 

cagagccccg tggtggtgat ctaccaggac agcaagcggc ccagcggcat ccccgagcgg      180 

 

ttcagcggca gcaacagcgg caacaccgcc accctgacca tcagcggcac ccaggccatg      240 

 

gacgaggcct actactactg ccaggcctgg gtgagcagca ccgtggtgtt cggcggcggc      300 

 

accaagctga ccgtgctggg tcagcccaag gctgcaccca gtgtcactct gttcccgccc      360 

 



tcctctgagg agcttcaagc caacaaggcc acactggtgt gtctcataag tgacttctac      420 

 

ccgggagccg tgacagtggc ctggaaggcc gatagcagcc ccgtcaaggc gggagtggag      480 

 

accaccacac cctccaaaca aagcaacaac aagtacgcgg ccagcagcta tctgagcctg      540 

 

acgcctgagc agtggaagtc ccacagaagc tacagctgcc aggtcacgca tgaagggagc      600 

 

accgtggaga agacagtggc ccctacagaa tgttca                                636 

 

 

<210>  166 

<211>  120 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  VH de Nivolumab 

 

<400>  166 

 

Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala  

1               5                   10                  15       

 

 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asn Tyr  

            20                  25                  30           

 

 

Tyr Met Tyr Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  

        35                  40                  45               



 

 

Gly Gly Ile Asn Pro Ser Asn Gly Gly Thr Asn Phe Asn Glu Lys Phe  

    50                  55                  60                   

 

 

Lys Asn Arg Val Thr Leu Thr Thr Asp Ser Ser Thr Thr Thr Ala Tyr  

65                  70                  75                  80   

 

 

Met Glu Leu Lys Ser Leu Gln Phe Asp Asp Thr Ala Val Tyr Tyr Cys  

                85                  90                  95       

 

 

Ala Arg Arg Asp Tyr Arg Phe Asp Met Gly Phe Asp Tyr Trp Gly Gln  

            100                 105                 110          

 

 

Gly Thr Thr Val Thr Val Ser Ser  

        115                 120  

 

 

<210>  167 

<211>  111 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  VL de Nivolumab 

 

<400>  167 



 

Glu Ile Val Leu Thr Gln Ser Pro Ala Thr Leu Ser Leu Ser Pro Gly  

1               5                   10                  15       

 

 

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Lys Gly Val Ser Thr Ser  

            20                  25                  30           

 

 

Gly Tyr Ser Tyr Leu His Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro  

        35                  40                  45               

 

 

Arg Leu Leu Ile Tyr Leu Ala Ser Tyr Leu Glu Ser Gly Val Pro Ala  

    50                  55                  60                   

 

 

Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser  

65                  70                  75                  80   

 

 

Ser Leu Glu Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln His Ser Arg  

                85                  90                  95       

 

 

Asp Leu Pro Leu Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys  

            100                 105                 110      

 

 

<210>  168 

<211>  113 



<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  VH de Keytruda 

 

<400>  168 

 

Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Trp Gln Pro Gly Arg  

1               5                   10                  15       

 

 

Ser Leu Arg Leu Asp Cys Lys Ala Ser Gly Ile Thr Phe Ser Asn Ser  

            20                  25                  30           

 

 

Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  

        35                  40                  45               

 

 

Ala Val Ile Trp Tyr Asp Gly Ser Lys Arg Tyr Tyr Ala Asp Ser Val  

    50                  55                  60                   

 

 

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Phe  

65                  70                  75                  80   

 

 

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  

                85                  90                  95       

 



 

Ala Thr Asn Asp Asp Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser  

            100                 105                 110          

 

 

Ser  

     

 

 

<210>  169 

<211>  107 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  VL de keytruda 

 

<400>  169 

 

Glu Ile Val Leu Thr Gln Ser Pro Ala Thr Leu Ser Leu Ser Pro Gly  

1               5                   10                  15       

 

 

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Tyr  

            20                  25                  30           

 

 

Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile  

        35                  40                  45               

 

 



Tyr Asp Ala Ser Asn Arg Ala Thr Gly Ile Pro Ala Arg Phe Ser Gly  

    50                  55                  60                   

 

 

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Glu Pro  

65                  70                  75                  80   

 

 

Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Ser Ser Asn Trp Pro Arg  

                85                  90                  95       

 

 

Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys  

            100                 105          

 

 

<210>  170 

<211>  121 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  VH de Durvalumab 

 

<400>  170 

 

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  

1               5                   10                  15       

 

 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Arg Tyr  



            20                  25                  30           

 

 

Trp Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  

        35                  40                  45               

 

 

Ala Asn Ile Lys Gln Asp Gly Ser Glu Lys Tyr Tyr Val Asp Ser Val  

    50                  55                  60                   

 

 

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr  

65                  70                  75                  80   

 

 

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  

                85                  90                  95       

 

 

Ala Arg Glu Gly Gly Trp Phe Gly Glu Leu Ala Phe Asp Tyr Trp Gly  

            100                 105                 110          

 

 

Gln Gly Thr Leu Val Thr Val Ser Ser  

        115                 120      

 

 

<210>  171 

<211>  108 

<212>  PRT 

<213>  Secuencia artificial 



 

<220> 

<223>  VL de Durvalumab 

 

<400>  171 

 

Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  

1               5                   10                  15       

 

 

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Arg Val Ser Ser Ser  

            20                  25                  30           

 

 

Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  

        35                  40                  45               

 

 

Ile Tyr Asp Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  

    50                  55                  60                   

 

 

Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  

65                  70                  75                  80   

 

 

Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Ser Leu Pro  

                85                  90                  95       

 

 

Trp Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys  



            100                 105              

 

 

<210>  172 

<211>  118 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  VH de Atezolizumab 

 

<400>  172 

 

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  

1               5                   10                  15       

 

 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Asp Ser  

            20                  25                  30           

 

 

Trp Ile His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  

        35                  40                  45               

 

 

Ala Trp Ile Ser Pro Tyr Gly Gly Ser Thr Tyr Tyr Ala Asp Ser Val  

    50                  55                  60                   

 

 

Lys Gly Arg Phe Thr Ile Ser Ala Asp Thr Ser Lys Asn Thr Ala Tyr  

65                  70                  75                  80   



 

 

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  

                85                  90                  95       

 

 

Ala Arg Arg His Trp Pro Gly Gly Phe Asp Tyr Trp Gly Gln Gly Thr  

            100                 105                 110          

 

 

Leu Val Thr Val Ser Ser  

        115              

 

 

<210>  173 

<211>  107 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  VL de Atezolizumab 

 

<400>  173 

 

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly  

1               5                   10                  15       

 

 

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Asp Val Ser Thr Ala  

            20                  25                  30           

 



 

Val Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile  

        35                  40                  45               

 

 

Tyr Ser Ala Ser Phe Leu Tyr Ser Gly Val Pro Ser Arg Phe Ser Gly  

    50                  55                  60                   

 

 

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro  

65                  70                  75                  80   

 

 

Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Tyr Leu Tyr His Pro Ala  

                85                  90                  95       

 

 

Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys  

            100                 105          

 

 

<210>  174 

<211>  120 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  VH de Avelumab 

 

<400>  174 

 



Glu Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  

1               5                   10                  15       

 

 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  

            20                  25                  30           

 

 

Ile Met Met Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  

        35                  40                  45               

 

 

Ser Ser Ile Tyr Pro Ser Gly Gly Ile Thr Phe Tyr Ala Asp Thr Val  

    50                  55                  60                   

 

 

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  

65                  70                  75                  80   

 

 

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  

                85                  90                  95       

 

 

Ala Arg Ile Lys Leu Gly Thr Val Thr Thr Val Asp Tyr Trp Gly Gln  

            100                 105                 110          

 

 

Gly Thr Leu Val Thr Val Ser Ser  

        115                 120  

 



 

<210>  175 

<211>  110 

<212>  PRT 

<213>  Secuencia artificial 

 

<220> 

<223>  VL de Avelumab 

 

<400>  175 

 

Gln Ser Ala Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln  

1               5                   10                  15       

 

 

Ser Ile Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr  

            20                  25                  30           

 

 

Asn Tyr Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu  

        35                  40                  45               

 

 

Met Ile Tyr Asp Val Ser Asn Arg Pro Ser Gly Val Ser Asn Arg Phe  

    50                  55                  60                   

 

 

Ser Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu  

65                  70                  75                  80   

 

 



Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Ser Ser  

                85                  90                  95       

 

 

Ser Thr Arg Val Phe Gly Thr Gly Thr Lys Val Thr Val Leu  

            100                 105                 110  

 

 


