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SEQIDNO: 3

Sequences producing significant alignments:
Select: All None Selected:0

ot Alignments O
- Max | Total Cue )
Description " Ident Accession
score score cover value
] PREDICTED: Seripla lalandi dorsalis omnithine carbamayltransferase (otc), mRNA 276 276 82% 1e-69 73% XM 0234157871
[_] PREDICTED: Seriola dumerili ornithine carbamoyltransferase (otc)_mRNA 254 254 B82% 6Ge-63 T2% XM 0227406201

L] PREDICTED: Mothobranchius furzeri ornithine carbamoyltransferase (otc), transcript variant X2, mRNA 193 193 74% 1e-44 72% XM 015966212.1

] PREDICTED: Mothobranchius furzeri ornithine carbamoyltransferase (otc),_transcript variant X1, mRNA 193 193 74% 1e-44 72% XM 0159662101

SEQ ID NO: 4

Sequences producing significant alignments:
Select: All None Selected:0

it Alignments o
Description stfe ;:i ?:fg \fallzue Ident Accession
] PREDICTED: Panthera pardus ornithing carbamoyltransferase (OTC),_mBRNA G606 606 99% de-169 TT7% M 0194172341
|| PREDICTED: Panthera tigris altaica ornithine carbamoyltransferase (OTC), mRNA 601 601 99% 2e-167 77% XM 007085475.2
] PREDICTED: Rhinclophus sinicus omithing carbamoyltransferase (OTC), mMRNA 592 592 99% 1e-164 T7% XM 0197475551
[ PREDICTED: Equus asinus ornithing carbamoyltransferase (OTC), franscript variant X1,_mRNA 568 568 99% 2e-157 TE% XM 0148530491
[l PREDICTED: Equus caballus ornithine carbamoyliransferase (OTC), franscript variant X1, mRMNA 551 651 99% 2e-152 76% XM 0014837506
] PREDICTED: Equus przewalskii omithine carbamoyltransferase (OTC), transcript variant X1, mRNA 551 551  99% 2e-152 T6% XM 0085375541
|| PREDICTED: Equus asinus ornithine carbamoyltransferase (OTC), franscript variant X2, mRNA 545 545 92% Be-151 TT7% XM 0148530501
] PREDICTED: Equus caballus ornithine carbamoyltransferase (OTC), transcript variant X4 _mRNA 529 529  92% Se-146 TE% XM 0236335211
[ PREDICTED: Equus caballus ornithine carbamoyliransferase (OTC), transcript variant X3 _mRMNA 529 529 92% 9e-146 T6% XM 0236338201
] PREDICTED: Equus przewalskii ornithine carbamoyliransferase (OTC), transcript variant X2, mRNA 529 529  92% 9e-146 TE% XM 0085373551
] PREDICTED: Minippterus natalensis ornithine carbameoyltransferase (OTC), mRNA 492 492 99% 1e-134 T5% XM 0161970491
[ PREDICTED: Equus caballus ornithine carbamoyliransferase (OTC), franscript variant X2 mRMNA 442 442 T7% 1e-M9 T6% XM 0236338191
] PREDICTED: Mothobranchius furzeri ornithine carbamoyltransferase (ote), transcript variant X2 mBNA 159 159 74% 1e-34 T719% XM 0159662121
[ PREDICTED: Nothobranchius furzeri ornithine carbamoyltransferase (otc), transcript variant X1, mRNA 159 159  T74%  1e-34 71% XM 0159662101

SEQ ID NO: 5



Sequences producing significant alignments:
Select: All None Selected:0

1 Alignments O
Description ST;:; STcO;i il;fg vallzue Ident Accession

[J PREDICTED: Salvelinus alpinus omithine carbamoyltransferase (otc), mMRNA 340 340 T74% 4e-89 TE% X 0240097651
[J PREDICTED: Salmo salar ornithine carbamoyltransferase (otc), mRNA 340 340 T4%  4e-89 T5% XM 0141742031
] Salmo salar clone ssal-evd-526-032 Omithine carbamoyliransferase, mitochondrial precursor putative mf 340 340 74% 4e-89 75% BT050229.2

] PREDICTED: Oncorhynchus tshawytscha omithine carbamoyiiransferase (otc), mRNA 329 320 74% Oe-86 T4% X 0244007251
L] PREDICTED: Cncorhynchus kisutch omithing carbamoyliransferase (otc), mRMNA 324 324 T74% de-84 T4% XM 0204604241
[CJ PREDICTED: Clupea harengus omithine carbamoyliransferase, mitochondrial-like (LOC105911450), mR 291 291  71% 4e-74 74% XM 0128402461
[J PREDICTED: Clupea harengus omithine carbamoyliransferase, mitochondrial-like (LOC105811458), mR 202 202 28% 2e-47 79% XM 0128402551
[[] PREDICTED: Astyanax mexicanus ornithine carbamoyltransferase (otc), mRNA 193 193 83% le-44 Ti1% XM 022565665 1
[ Chromatiaceae bacterium 2141 TSTBD.0c.01a, complete genome 621 621 3% de-05 95% CPO19836.1

SEQ ID NO: 8
Sequences producing significant alignments:
Select: All None Selected:0
i1 Alignments o
Descripticn STg:; ;:i il;fg vallzue Ident Accassion

[C] PREDICTED: Panthera pardus ornithine carbamoyltransferase (OTC), mRNA 612 612 99% Be-171 77% XM 0194172341
[C] PREDICTED: Panthera tigris altaica ornithine carbamayliransferase (QTC), mRNA 606 606 99% de-169 77% X0 0070854752
L] PREDICTED: Rhinolophus sinicus omithine carbamoyliransferase (OTC), mRNA 597 E97  99% Ze-166 TT7% XM 0197478551
L] PREDICTED: Equus asinus ornithine carbamoyliransferase (OTC), transcript variant X1, mRNA 573 E73  99% de-159 TE% XM 0143530491
[J PREDICTED: Equus caballus ornithine carbamoyliransferase (OTC), ranscript variant X1, mRNA 556 EBE  99% de-154 TE% XM 0014837506
[C] PREDICTED: Equus przewalskii ornithine carbamoyltransferase (OTC), transcript variant X1, mRNA bbG6  BBE  99% de-154 TE% XM 008537854 1
() PREDICTEL: Equus asinus ornithine carbamoyliransferase (OTC), franscript variant X2, mRNA 551 551 92% 2e-152 77% XM 0148530501
[C] PREDICTED: Equus caballus ornithine carbamoyltransferase (OTC), franscript variant X4 _mRNA 534 534 92% 2e-147 TE% XM 0236338211
[C] PREDICTED: Equus caballus ornithine carbameyltransferase (OTC), franscript variant X3_mRNA 534 B34 92% 2e-147 T7% XM 0236338201
[J PREDICTED: Equus przewalskii omithine carbamoyliransferase (OTC), transcript variant X2, mRNA 534 B34 92% Z2e-147 TT7% XM 0085378551
[[J PREDICTED: Miniopterus natalensis ornithine carbamoyliransferase (OTC), mRNA 497 497 99% 2e-136 75% XM 0161970481
[C] PREDICTED: Equus caballus ornithine carbamoyltransferase (CTC), franscript variant X2, mRNA 448 448 TT%  2e-121 TT% XM 0236338181
[] PREDICTED: Nothobranchius furzeri ornithine carbamoyltransferase (otc), transcript variant X2, mRNA 165 165 74%  3e-36 71% XM 0159662121
[C] PREDICTED: Mothobranchius furzeri ornithine carbamoyliransferase (otc), transcript variant X1, mRNA 165 165 74% 3e-36 T1% XM 0159662101

SEQ ID NO: 9




Sequences producing significant alignments:
Select All None Selected:0

It Alignments O
Description sh:c?:(e ;Ot:i ?:fg vallzue Ident Accession

[J PREDICTED: Salvelinus alpinus ormithine carbamoyliransferase (otc), mRNA 316 316 69% 7Ve-82 T5% X 0240037851
[[] PRELICTED: Salmo salar omnithine carbamoyliransferase (otc), mRNA M6 316 69% Te-82 To8% XM 0141742031
[l Salmo salar clone ssal-evd-526-082 Omithine carbamoyliransferase, mitochondrial precursor putative mf 316 316 69%  7e-B2 T5% BT050289.2

[J PREDICTED: Clupea harengus omithine carbamoyliransferase,_mitochondrial-like (LOC105911450), mR 307 307  71% 4e-79 T74% XM 01228402451
[J PREDICTED: Oncorhynchus tshawytscha ormithine carbamoyliransferase (otc), mRNA 305 305 69% 2e-78 T4% XM 0244097281
(] PREDICTED: Cncorhynchus kisutch omithine carbamoyliransferase (ofc), mRNA 300 300 69% Te-77 T4% XM 0204604241
L] PREDICTED: Clupea harengus omithine carbamoyliransferase, mitochondrial-like (LOC105911459), mR 235 235 28% 2e-57 81% XM 0122402551
[J PREDICTED: Astyanax mexicanus ornithine carbamoyliransferase (ofc),_mRNA 189 189 74% 2e-43 T1% XM 0226656651
[ Anthracocystis flocculosa PF-1 hypathetical protein partial mRNA 132 132 25% 3Je-26 76% XM 0072800801
[J Trichosporon asahii var. asahii CBS 2479 omithine carbamoyitransferase partial mRNA 128 128 20% de-25 7T8% XM 0143273261
[J Chromatiaceas bacterium 2141T STED.0c.01a, complete genome 621 621 3% 4e-05 95% CPO199381




