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<210>  1 
<211>  32 
<212>  PRT 
<213>  Artificial 
 
<220> 
<223>  nucleasa TALENs  
 
<400>  1 
 
Asn Asn Asn Asn His Asp His Asp Asn Asn Asn Asn His Asp Asn Ile  
1               5                   10                  15       
 
 
His Asp His Asp Asn Ile His Asp Asn Ile Asn Asn His Asp His Asp  
            20                  25                  30           
 
 
<210>  2 
<211>  36 
<212>  PRT 
<213>  Artificial 
 
<220> 
<223>  nucleasa TALENs  
 
<400>  2 
 
Asn Gly Asn Ile Asn Ile Asn Ile Asn Asn His Asp Asn Ile Asn Gly  
1               5                   10                  15       
 
 
Asn Asn Asn Gly Asn Gly Asn Asn Asn Asn Asn Gly His Asp Asn Gly  
            20                  25                  30           
 



2 

Asn Asn Asn Gly  
        35       
 
 
<210>  3 
<211>  32 
<212>  PRT 
<213>  Artificial 
 
<220> 
<223>  nucleasa TALENs 
 
<400>  3 
 
Asn Asn His Asp Asn Gly Asn Gly Asn Gly Asn Ile Asn Ile Asn Ile  
1               5                   10                  15       
 
 
Asn Ile Asn Asn His Asp His Asp Asn Gly His Asp Asn Ile Asn Ile  
            20                  25                  30           
 
 
<210>  4 
<211>  36 
<212>  PRT 
<213>  Artificial 
 
<220> 
<223>  nucleasa TALENs 
 
<400>  4 
 
Asn Asn His Asp His Asp Asn Gly Asn Gly Asn Gly His Asp His Asp  
1               5                   10                  15       
 
 
Asn Gly Asn Gly His Asp His Asp His Asp Asn Gly Asn Asn His Asp  
            20                  25                  30           
 
 
His Asp Asn Ile  
        35       
 
 
<210>  5 
<211>  36 
<212>  PRT 
<213>  Artificial 
 
<220> 
<223>  nucleasa TALENs 
 
<400>  5 
 
Asn Asn Asn Asn His Asp His Asp Asn Asn Asn Asn His Asp Asn Ile  
1               5                   10                  15       
 



3 

His Asp His Asp Asn Ile His Asp Asn Ile Asn Asn His Asp His Asp  
            20                  25                  30           
 
 
Asn Ile His Asp  
        35       
 
 
<210>  6 
<211>  36 
<212>  PRT 
<213>  Artificial 
 
<220> 
<223>  nucleasa TALENs 
 
<400>  6 
 
Asn Gly Asn Gly Asn Ile Asn Ile Asn Ile Asn Asn His Asp Asn Ile  
1               5                   10                  15       
 
 
Asn Gly Asn Asn Asn Gly Asn Gly Asn Asn Asn Asn Asn Gly His Asp  
            20                  25                  30           
 
 
Asn Gly Asn Asn  
        35       
 
 
<210>  7 
<211>  36 
<212>  PRT 
<213>  Artificial 
 
<220> 
<223>  nucleasa TALENs 
 
<400>  7 
 
Asn Asn His Asp Asn Gly Asn Gly Asn Gly Asn Ile Asn Ile Asn Ile  
1               5                   10                  15       
 
 
Asn Ile Asn Asn His Asp His Asp Asn Gly His Asp Asn Ile Asn Ile  
            20                  25                  30           
 
 
Asn Ile Asn Ile  
        35       
 
 
<210>  8 
<211>  36 
<212>  PRT 
<213>  Artificial 
 



4 

<220> 
<223>  nucleasa TALENs 
 
<400>  8 
 
Asn Asn Asn Asn Asn Gly Asn Gly Asn Asn His Asp His Asp Asn Gly  
1               5                   10                  15       
 
 
Asn Gly Asn Gly His Asp His Asp Asn Gly Asn Gly His Asp His Asp  
            20                  25                  30           
 
 
His Asp Asn Gly  
        35       
 
 
<210>  9 
<211>  36 
<212>  PRT 
<213>  Artificial 
 
<220> 
<223>  nucleasa TALENs 
 
<400>  9 
 
Asn Asn His Asp Asn Gly Asn Gly Asn Gly Asn Ile Asn Ile Asn Ile  
1               5                   10                  15       
 
 
Asn Ile Asn Asn His Asp His Asp Asn Gly His Asp Asn Ile Asn Ile  
            20                  25                  30           
 
 
Asn Ile Asn Ile  
        35       
 
 
<210>  10 
<211>  36 
<212>  PRT 
<213>  Artificial 
 
<220> 
<223>  nucleasa TALENs 
 
<400>  10 
 
Asn Gly Asn Asn Asn Asn Asn Gly Asn Gly Asn Asn His Asp His Asp  
1               5                   10                  15       
 
 
Asn Gly Asn Gly Asn Gly His Asp His Asp Asn Gly Asn Gly His Asp  
            20                  25                  30           
 
 



5 

His Asp His Asp  
        35       
 
 
<210>  11 
<211>  34 
<212>  PRT 
<213>  Artificial 
 
<220> 
<223>  nucleasa TALENs 
 
<400>  11 
 
Asn Asn Asn Asn His Asp His Asp Asn Asn Asn Asn His Asp Asn Ile  
1               5                   10                  15       
 
 
His Asp His Asp Asn Ile His Asp Asn Ile Asn Asn His Asp His Asp  
            20                  25                  30           
 
 
Asn Ile  
         
 
 
<210>  12 
<211>  36 
<212>  PRT 
<213>  Artificial 
 
<220> 
<223>  nucleasa TALENs 
 
<400>  12 
 
Asn Ile Asn Ile Asn Ile Asn Asn His Asp Asn Ile Asn Gly Asn Asn  
1               5                   10                  15       
 
 
Asn Gly Asn Gly Asn Asn Asn Asn Asn Gly His Asp Asn Gly Asn Asn  
            20                  25                  30           
 
 
Asn Gly Asn Gly  
        35       
 
 
<210>  13 
<211>  36 
<212>  PRT 
<213>  Artificial 
 
<220> 
<223>  nucleasa TALENs 
 
<400>  13 



6 

His Asp Asn Ile Asn Asn Asn Ile His Asp His Asp Asn Ile Asn Ile  
1               5                   10                  15       
 
 
His Asp Asn Ile Asn Gly Asn Asn His Asp Asn Gly Asn Gly Asn Gly  
            20                  25                  30           
 
 
Asn Ile Asn Ile  
        35       
 
 
<210>  14 
<211>  32 
<212>  PRT 
<213>  Artificial 
 
<220> 
<223>  nucleasa TALENs 
 
<400>  14 
 
His Asp His Asp Asn Ile Asn Gly Asn Gly Asn Asn Asn Ile Asn Ile  
1               5                   10                  15       
 
 
Asn Ile His Asp Asn Gly Asn Asn Asn Asn His Asp Asn Ile Asn Asn  
            20                  25                  30           
 
 
<210>  15 
<211>  34 
<212>  PRT 
<213>  Artificial 
 
<220> 
<223>  nucleasa TALENs 
 
<400>  15 
 
Asn Asn Asn Gly Asn Asn Asn Asn His Asp His Asp Asn Ile His Asp  
1               5                   10                  15       
 
 
Asn Asn Asn Ile His Asp His Asp His Asp His Asp Asn Ile Asn Ile  
            20                  25                  30           
 
 
Asn Asn  
         
 
 
<210>  16 
<211>  34 
<212>  PRT 
<213>  Artificial 
 



7 

<220> 
<223>  nucleasa TALENs 
 
<400>  16 
 
His Asp His Asp Asn Ile Asn Ile Asn Asn Asn Asn Asn Asn Asn Gly  
1               5                   10                  15       
 
 
Asn Gly Asn Gly Asn Ile Asn Asn His Asp Asn Ile Asn Asn Asn Ile  
            20                  25                  30           
 
 
Asn Asn  
         
 
 
<210>  17 
<211>  34 
<212>  PRT 
<213>  Artificial 
 
<220> 
<223>  nucleasa TALENs 
 
<400>  17 
 
His Asp Asn Ile Asn Asn Asn Ile Asn Ile Asn Asn Asn Asn His Asp  
1               5                   10                  15       
 
 
Asn Gly Asn Asn His Asp Asn Ile Asn Asn Asn Gly Asn Gly His Asp  
            20                  25                  30           
 
 
His Asp  
         
 
 
<210>  18 
<211>  32 
<212>  PRT 
<213>  Artificial 
 
<220> 
<223>  nucleasa TALENs 
 
<400>  18 
 
His Asp Asn Asn Asn Gly Asn Asn Asn Asn His Asp His Asp Asn Ile  
1               5                   10                  15       
 
 
His Asp Asn Ile His Asp His Asp Asn Asn Asn Gly Asn Asn Asn Gly  
            20                  25                  30           
 
 



8 

<210>  19 
<211>  36 
<212>  PRT 
<213>  Artificial 
 
<220> 
<223>  nucleasa TALENs 
 
<400>  19 
 
Asn Asn Asn Asn His Asp His Asp Asn Ile His Asp Asn Asn Asn Ile  
1               5                   10                  15       
 
 
His Asp His Asp His Asp His Asp Asn Ile Asn Ile Asn Asn Asn Ile  
            20                  25                  30           
 
 
His Asp Asn Ile  
        35       
 
 
<210>  20 
<211>  34 
<212>  PRT 
<213>  Artificial 
 
<220> 
<223>  nucleasa TALENs 
 
<400>  20 
 
Asn Ile Asn Gly Asn Gly His Asp His Asp Asn Ile Asn Ile Asn Asn  
1               5                   10                  15       
 
 
Asn Asn Asn Asn Asn Gly Asn Gly Asn Gly Asn Ile Asn Asn His Asp  
            20                  25                  30           
 
 
Asn Ile  
         
 
 
<210>  21 
<211>  34 
<212>  PRT 
<213>  Artificial 
 
<220> 
<223>  nucleasa TALENs 
 
<400>  21 
 
His Asp Asn Ile Asn Ile Asn Ile Asn Ile Asn Ile His Asp His Asp  
1               5                   10                  15       
 



9 

Asn Ile Asn Gly Asn Gly Asn Asn Asn Ile Asn Ile Asn Ile His Asp  
            20                  25                  30           
 
 
Asn Gly  
         
 
 
<210>  22 
<211>  32 
<212>  PRT 
<213>  Artificial 
 
<220> 
<223>  nucleasa TALENs 
 
<400>  22 
 
Asn Asn Asn Ile His Asp Asn Gly His Asp His Asp His Asp Asn Gly  
1               5                   10                  15       
 
 
His Asp Asn Gly Asn Asn His Asp Asn Gly Asn Gly Asn Asn Asn Asn  
            20                  25                  30           
 
 
<210>  23 
<211>  32 
<212>  PRT 
<213>  Artificial 
 
<220> 
<223>  nucleasa TALENs 
 
<400>  23 
 
Asn Gly His Asp Asn Asn His Asp Asn Gly Asn Asn Asn Asn Asn Ile  
1               5                   10                  15       
 
 
His Asp His Asp Asn Ile Asn Ile Asn Ile His Asp Asn Ile Asn Asn  
            20                  25                  30           
 
 
<210>  24 
<211>  36 
<212>  PRT 
<213>  Artificial 
 
<220> 
<223>  nucleasa TALENs 
 
<400>  24 
 
His Asp Asn Ile Asn Ile Asn Gly Asn Asn Asn Asn Asn Gly Asn Gly  
1               5                   10                  15       
 



10 

Asn Gly Asn Gly Asn Gly Asn Asn Asn Ile Asn Asn Asn Asn His Asp  
            20                  25                  30           
 
 
Asn Gly Asn Gly  
        35       
 
 
<210>  25 
<211>  36 
<212>  PRT 
<213>  Artificial 
 
<220> 
<223>  nucleasa TALENs 
 
<400>  25 
 
Asn Ile Asn Ile Asn Ile Asn Ile Asn Asn His Asp His Asp Asn Gly  
1               5                   10                  15       
 
 
His Asp Asn Ile Asn Ile Asn Ile Asn Ile Asn Ile His Asp His Asp  
            20                  25                  30           
 
 
Asn Ile Asn Gly  
        35       
 
 
<210>  26 
<211>  36 
<212>  PRT 
<213>  Artificial 
 
<220> 
<223>  nucleasa TALENs 
 
<400>  26 
 
His Asp Asn Gly Asn Asn His Asp Asn Gly Asn Gly Asn Asn Asn Asn  
1               5                   10                  15       
 
 
Asn Gly Asn Gly Asn Asn His Asp His Asp Asn Gly Asn Gly Asn Gly  
            20                  25                  30           
 
 
His Asp His Asp  
        35       
 
 
<210>  27 
<211>  36 
<212>  PRT 
<213>  Artificial 
 



11 

<220> 
<223>  nucleasa TALENs 
 
<400>  27 
 
His Asp Asn Ile Asn Ile Asn Ile Asn Ile Asn Ile His Asp His Asp  
1               5                   10                  15       
 
 
Asn Ile Asn Gly Asn Gly Asn Asn Asn Ile Asn Ile Asn Ile His Asp  
            20                  25                  30           
 
 
Asn Gly Asn Asn  
        35       
 
 
<210>  28 
<211>  36 
<212>  PRT 
<213>  Artificial 
 
<220> 
<223>  nucleasa TALENs 
 
<400>  28 
 
Asn Asn Asn Ile His Asp Asn Gly His Asp His Asp His Asp Asn Gly  
1               5                   10                  15       
 
 
His Asp Asn Gly Asn Asn His Asp Asn Gly Asn Gly Asn Asn Asn Asn  
            20                  25                  30           
 
 
Asn Gly Asn Gly  
        35       
 
 
<210>  29 
<211>  49 
<212>  ADN 
<213>  Bos taurus 
 
<400>  29 
ggccggcacc acagccactt cgctggacca aacagaccaa catgcttta                   49 
 
 
<210>  30 
<211>  47 
<212>  ADN 
<213>  Bos taurus 
 
<400>  30 
gctttaaaag cctcaaaaac cattgaaact ggcagggaag gaaaggc                     47 
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<210>  31 
<211>  50 
<212>  ADN 
<213>  Bos taurus 
 
<400>  31 
ggccggcacc acagccactt cgctggacca aacagaccaa catgctttaa                  50 
 
 
<210>  32 
<211>  52 
<212>  ADN 
<213>  Bos taurus 
 
<400>  32 
gctttaaaag cctcaaaaac cattgaaact ggcagggaag gaaaggcaac ca               52 
 
 
<210>  33 
<211>  52 
<212>  ADN 
<213>  Bos taurus 
 
<400>  33 
gctttaaaag cctcaaaaac cattgaaact ggcagggaag gaaaggcaac ca               52 
 
 
<210>  34 
<211>  48 
<212>  ADN 
<213>  Bos taurus 
 
<400>  34 
ggccggcacc acagccactt cgctggacca aacagaccaa catgcttt                    48 
 
 
<210>  35 
<211>  46 
<212>  ADN 
<213>  Bos taurus 
 
<400>  35 
cagaccaaca tgctttaaaa gcctcaaaaa ccattgaaac tggcag                      46 
 
 
<210>  36 
<211>  50 
<212>  ADN 
<213>  Bos taurus 
 
<400>  36 
gtggccacga ccccaagaca aaaccccctt gatctctgct aaacccttgg                  50 
 
 
<210>  37 
<211>  46 
<212>  ADN 
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<213>  Bos taurus 
 
<400>  37 
cagaaggctg cagttccaag cctgaccaag acacggtgtg gccacg                      46 
 
 
<210>  38 
<211>  51 
<212>  ADN 
<213>  Bos taurus 
 
<400>  38 
ggccacgacc ccaagacaaa acccccttga tctctgctaa acccttggaa t                51 
 
 
<210>  39 
<211>  52 
<212>  ADN 
<213>  Bos taurus 
 
<400>  39 
caaaaaccat tgaaactggc agggaaggaa aggcaaccaa gcagagggag tc               52 
 
 
<210>  40 
<211>  49 
<212>  ADN 
<213>  Bos taurus 
 
<400>  40 
tcgctggacc aaacagacca acatgcttta aaagcctcaa aaaccattg                   49 
 
 
<210>  41 
<211>  52 
<212>  ADN 
<213>  Bos taurus 
 
<400>  41 
aaaagcctca aaaaccattg aaactggcag ggaaggaaag gcaaccaagc ag               52 
 
 
<210>  42 
<211>  52 
<212>  ADN 
<213>  Bos taurus 
 
<400>  42 
caaaaaccat tgaaactggc agggaaggaa aggcaaccaa gcagagggag tc               52 
 
 
<210>  43 
<211>  18 
<212>  ADN 
<213>  Bos taurus 
 
<400>  43 
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gaggctttta aagcatgt                                                     18 
 
 
<210>  44 
<211>  90 
<212>  ADN 
<213>  Artificial 
 
<220> 
<223>  plantilla de introgresión 
 
<400>  44 
ggccctgggc atggccggca ccacagccac ttctctagac caaacagacc aacatgttta       60 
 
aaagcctcaa aaaccattga aactggcagg                                        90 
 
 
<210>  45 
<211>  91 
<212>  ADN 
<213>  Artificial 
 
<220> 
<223>  plantilla de introgresión 
 
<400>  45 
ggccctgggc atggccggca ccacagccac ttcgctggac caaacagacc aacatgcttt       60 
 
aaaagcctca aaaaccattg aaactggcag g                                      91 
 
 
<210>  46 
<211>  90 
<212>  ADN 
<213>  Artificial 
 
<220> 
<223>  plantilla de introgresión 
 
<400>  46 
agcctgacca agacacggtg tggccatgac cccaagactc tagacccttg atctctgcta       60 
 
aacccttgga atacgtggag atccacaagg                                        90 
 
 
<210>  47 
<211>  90 
<212>  ADN 
<213>  Artificial 
 
<220> 
<223>  plantilla de introgresión 
 
<400>  47 
agcctgacca agacacggtg tggccacgac cccaagacaa aacccccttg atctctgcta       60 
 
aacccttgga atacgtggag atccacaagg                                        90 
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<210>  48 
<211>  90 
<212>  ADN 
<213>  Artificial 
 
<220> 
<223>  plantilla de introgresión 
 
<400>  48 
gcaccacagc cacttcgctg gaccaaacag accaacatgc tttaaaagcc tcaaaaacca       60 
 
ttgaaactgg cagggaagga aaggcaacca                                        90 
 
 
<210>  49 
<211>  90 
<212>  ADN 
<213>  Artificial 
 
<220> 
<223>  plantilla de introgresión 
 
<400>  49 
gcaccacagc cacttcgctg gaccaaacag accaacatgc tttaaaagcc tcaaaaacca       60 
 
ttgaaactgg cagggaagga aaggcaacca                                        90 
 
 
<210>  50 
<211>  20 
<212>  ADN 
<213>  Artificial 
 
<220> 
<223>  Cebador para análisis RFLP 
 
<400>  50 
accttacatg tctccaggcc                                                   20 
 
 
<210>  51 
<211>  21 
<212>  ADN 
<213>  Artificial 
 
<220> 
<223>  Cebador para análisis RFLP 
 
<400>  51 
gggacacctt tgagtactcc t                                                 21 
 
 
<210>  52 
<211>  20 
<212>  ADN 
<213>  Artificial 
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<220> 
<223>  Cebador para análisis RFLP 
 
<400>  52 
accttacatg tctccaggcc                                                   20 
 
 
<210>  53 
<211>  21 
<212>  ADN 
<213>  Artificial 
 
<220> 
<223>  Cebador para análisis RFLP 
 
<400>  53 
gggacacctt tgagtactcc t                                                 21 
 
 
<210>  54 
<211>  20 
<212>  ADN 
<213>  Artificial 
 
<220> 
<223>  Cebador para análisis RFLP 
 
<400>  54 
accttacatg tctccaggcc                                                   20 
 
 
<210>  55 
<211>  21 
<212>  ADN 
<213>  Artificial 
 
<220> 
<223>  Cebador para análisis RFLP 
 
<400>  55 
gggacacctt tgagtactcc t                                                 21 
 
 
<210>  56 
<211>  2387 
<212>  ADN 
<213>  Bos taurus 
 
<400>  56 
ggcaaatgct gaggatactt tccaagtgaa ccctgagtga acctctaata tatttatttc       60 
 
ctgtggaaag aggaaggagc caacatgaag gaaaatgcag catctagagt ggttttcatt      120 
 
ttgctacttt ttctcagtgt cagccttctg aatggacagt cacctcctga aaaacccaag      180 
 
ctcgttaaat gtcggtctcc tggaaaggaa acattcacct gctggtggga gcctggggca      240 
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gatggaggac ttcctaccaa ttacacgctg acttaccaca aggaaggaga aacactcatc      300 
 
catgaatgtc cagactacaa aaccgggggc cccaactcct gctactttag caagaagcac      360 
 
acctccatat ggaagatgta cgtcatcaca gtaaacgcca tcaaccagat gggaatcagt      420 
 
tcctcggatc cactttatgt gcacgtgact tacatagttg aaccagagcc tcctgcaaac      480 
 
ctgactttgg aattaaaaca tccagaagat agaaaaccat atctatggat aaaatggtct      540 
 
ccacccacca tgactgatgt aaaatctggt tggttcatta tccagtacga aattcgatta      600 
 
aaacctgaga aagcaactga ttgggagact cattttactc tgaagcaaac tcagcttaag      660 
 
attttcaact tatatccagg acaaaaatac cttgtgcaga ttcgctgcaa gccagaccat      720 
 
ggatactgga gtgagtggag cccagagagc tccatccaga tacctaatga cttcccagtg      780 
 
aaggacacaa gcatgtggat ctttgtggcc atcctttctg ctgtcatctg tttgattatg      840 
 
gtctgggcag tggctttgaa gggctatagc atggtgacct gcatcctccc accagttcca      900 
 
gggccaaaaa taaaaggatt tgatgttcat ctgctggaga agggcaagtc cgaagaactt      960 
 
ctgcgagctc tggaaagcca agacttcccc cccacttctg actgcgagga cttgctgatg     1020 
 
gagttcatag aggtagatga ctgtgaggac cagcagctga tgccacgccc ctccaaagaa     1080 
 
cacacggagc aaggcgtgaa gcccatgcac ctggatcttg acagtgactc tggccggggc     1140 
 
agctgcgaca gcccttcgct cttgtctgaa aagtgtgatg aacctcaggc ccatccctcc     1200 
 
aagttccata ctcccgaggg ccctgagaag ctggagaatc cggaaacaaa ccttacatgt     1260 
 
ctccaggccc ctcagagcac aagcgtggaa ggcaaaatcc cctattttct ggccaatgga     1320 
 
cccaaatctt ccacatggcc tttcccgcag ccccccagcc tatacagccc cagatattct     1380 
 
taccacaaca ttgctgacgt gtgtgagctg gccctgggca tggccggcac cacagccact     1440 
 
tcgctggacc aaacagacca acatgcttta aaagcctcaa aaaccattga aactggcagg     1500 
 
gaaggaaagg caaccaagca gagggagtca gaaggctgca gttccaagcc tgaccaagac     1560 
 
acggtgtggc cacgacccca agacaaaacc cccttgatct ctgctaaacc cttggaatac     1620 
 
gtggagatcc acaaggtcag ccaagatgga gtgctggctc tgttcccaaa acaaaacgag     1680 
 
aagtttggcg cccctgaagc cagcaaggag tactcaaagg tgtcccgggt gacagatagc     1740 
 
aacatcctgg tattggtgcc ggatccgcaa gcgcaaaacc tgactctgtt agaagaacca     1800 
 
gccaagaagg ccccgccagc cctgccatag aatccagcca aggccgacct ggctatctcc     1860 
 
cccacaaccc caggcaactg cagactccag ttgggctggg gactgggtcc cgcaggtttt     1920 
 
atgcactctt gcagtgagag ttatggaagg atgggttcaa ttgtgatttt ccttcaggga     1980 
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acactacaga gtacgtgaaa tgcactctac cagagagggc tcaagaacag ggttagaatg     2040 
 
acactaccca actcccagtt cactcttaat tctctatttt caaccagttg cctctttgtc     2100 
 
caacagctga ttccagaaca aatcgttcca tcttgtgtga tttgtagatt tacttttttg     2160 
 
ctattagttg tcagattata tgttcaaaga tataaaagca cattgcctag tattcttaag     2220 
 
agacagtgcc aataggtata taatctggaa aaggccttca tggtttcgta tgtgacagag     2280 
 
gggtataagt cagtcaaaat tgtttaccat gggaagatgg tagataggag agaaatgcca     2340 
 
tgaaaaccac tttgaagacc agttgcttaa cctttgcact cctcttt                   2387 
 
 
<210>  57 
<211>  581 
<212>  PRT 
<213>  Bos taurus 
 
<400>  57 
 
Met Lys Glu Asn Ala Ala Ser Arg Val Val Phe Ile Leu Leu Leu Phe  
1               5                   10                  15       
 
 
Leu Ser Val Ser Leu Leu Asn Gly Gln Ser Pro Pro Glu Lys Pro Lys  
            20                  25                  30           
 
 
Leu Val Lys Cys Arg Ser Pro Gly Lys Glu Thr Phe Thr Cys Trp Trp  
        35                  40                  45               
 
 
Glu Pro Gly Ala Asp Gly Gly Leu Pro Thr Asn Tyr Thr Leu Thr Tyr  
    50                  55                  60                   
 
 
His Lys Glu Gly Glu Thr Leu Ile His Glu Cys Pro Asp Tyr Lys Thr  
65                  70                  75                  80   
 
 
Gly Gly Pro Asn Ser Cys Tyr Phe Ser Lys Lys His Thr Ser Ile Trp  
                85                  90                  95       
 
 
Lys Met Tyr Val Ile Thr Val Asn Ala Ile Asn Gln Met Gly Ile Ser  
            100                 105                 110          
 
 
Ser Ser Asp Pro Leu Tyr Val His Val Thr Tyr Ile Val Glu Pro Glu  
        115                 120                 125              
 
 
Pro Pro Ala Asn Leu Thr Leu Glu Leu Lys His Pro Glu Asp Arg Lys  
    130                 135                 140                  
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Pro Tyr Leu Trp Ile Lys Trp Ser Pro Pro Thr Met Thr Asp Val Lys  
145                 150                 155                 160  
 
 
Ser Gly Trp Phe Ile Ile Gln Tyr Glu Ile Arg Leu Lys Pro Glu Lys  
                165                 170                 175      
 
 
Ala Thr Asp Trp Glu Thr His Phe Thr Leu Lys Gln Thr Gln Leu Lys  
            180                 185                 190          
 
 
Ile Phe Asn Leu Tyr Pro Gly Gln Lys Tyr Leu Val Gln Ile Arg Cys  
        195                 200                 205              
 
 
Lys Pro Asp His Gly Tyr Trp Ser Glu Trp Ser Pro Glu Ser Ser Ile  
    210                 215                 220                  
 
 
Gln Ile Pro Asn Asp Phe Pro Val Lys Asp Thr Ser Met Trp Ile Phe  
225                 230                 235                 240  
 
 
Val Ala Ile Leu Ser Ala Val Ile Cys Leu Ile Met Val Trp Ala Val  
                245                 250                 255      
 
 
Ala Leu Lys Gly Tyr Ser Met Val Thr Cys Ile Leu Pro Pro Val Pro  
            260                 265                 270          
 
 
Gly Pro Lys Ile Lys Gly Phe Asp Val His Leu Leu Glu Lys Gly Lys  
        275                 280                 285              
 
 
Ser Glu Glu Leu Leu Arg Ala Leu Glu Ser Gln Asp Phe Pro Pro Thr  
    290                 295                 300                  
 
 
Ser Asp Cys Glu Asp Leu Leu Met Glu Phe Ile Glu Val Asp Asp Cys  
305                 310                 315                 320  
 
 
Glu Asp Gln Gln Leu Met Pro Arg Pro Ser Lys Glu His Thr Glu Gln  
                325                 330                 335      
 
 
Gly Val Lys Pro Met His Leu Asp Leu Asp Ser Asp Ser Gly Arg Gly  
            340                 345                 350          
 
 
Ser Cys Asp Ser Pro Ser Leu Leu Ser Glu Lys Cys Asp Glu Pro Gln  
        355                 360                 365              
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Ala His Pro Ser Lys Phe His Thr Pro Glu Gly Pro Glu Lys Leu Glu  
    370                 375                 380                  
 
 
Asn Pro Glu Thr Asn Leu Thr Cys Leu Gln Ala Pro Gln Ser Thr Ser  
385                 390                 395                 400  
 
 
Val Glu Gly Lys Ile Pro Tyr Phe Leu Ala Asn Gly Pro Lys Ser Ser  
                405                 410                 415      
 
 
Thr Trp Pro Phe Pro Gln Pro Pro Ser Leu Tyr Ser Pro Arg Tyr Ser  
            420                 425                 430          
 
 
Tyr His Asn Ile Ala Asp Val Cys Glu Leu Ala Leu Gly Met Ala Gly  
        435                 440                 445              
 
 
Thr Thr Ala Thr Ser Leu Asp Gln Thr Asp Gln His Ala Leu Lys Ala  
    450                 455                 460                  
 
 
Ser Lys Thr Ile Glu Thr Gly Arg Glu Gly Lys Ala Thr Lys Gln Arg  
465                 470                 475                 480  
 
 
Glu Ser Glu Gly Cys Ser Ser Lys Pro Asp Gln Asp Thr Val Trp Pro  
                485                 490                 495      
 
 
Arg Pro Gln Asp Lys Thr Pro Leu Ile Ser Ala Lys Pro Leu Glu Tyr  
            500                 505                 510          
 
 
Val Glu Ile His Lys Val Ser Gln Asp Gly Val Leu Ala Leu Phe Pro  
        515                 520                 525              
 
 
Lys Gln Asn Glu Lys Phe Gly Ala Pro Glu Ala Ser Lys Glu Tyr Ser  
    530                 535                 540                  
 
 
Lys Val Ser Arg Val Thr Asp Ser Asn Ile Leu Val Leu Val Pro Asp  
545                 550                 555                 560  
 
 
Pro Gln Ala Gln Asn Leu Thr Leu Leu Glu Glu Pro Ala Lys Lys Ala  
                565                 570                 575      
 
 
Pro Pro Ala Leu Pro  
            580      
 
 
<210>  58 
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<211>  206 
<212>  ADN 
<213>  Bos taurus 
 
<400>  58 
gggcatggcc ggcaccacag ccacttcgct ggaccaaaca gaccaacatg cttaaaagcc       60 
 
tcaaaaacca ttgaaactgg cagggaagga aaggcaacca agcagggagt cagaaggctg      120 
 
cagttccaag cctgaccaag acacggtgtg gccacgaccc caagacaaaa cccccttgat      180 
 
ctctgctaaa cccttggaat acgtgg                                           206 
 
 
<210>  59 
<211>  83 
<212>  ADN 
<213>  Secuencia Artificial 
 
<220> 
<223>  Introgresión sintetizada de SLICK1 en células de bovino nativas 
 
<400>  59 
cctgggcatg gccggcacca cagccacttc gctggaccaa acagaccaac atgtttaaaa       60 
 
gcctcaaaaa ccattgaaac tgg                                               83 
 
 
<210>  60 
<211>  83 
<212>  ADN 
<213>  Secuencia Artificial 
 
<220> 
<223>  Introgresión sintetizada de SLICK1 en células de bovino nativas 
 
<400>  60 
ggacccgtac cggccgtggt gtcggtgaag cgacctggtt tgtctggttg tacaaatttt       60 
 
cggagttttt ggtaactttg acc                                               83 
 
 
<210>  61 
<211>  92 
<212>  ADN 
<213>  Bos taurus 
 
<400>  61 
aagcctgacc aagacacggt gtggccacga ccccaagaca aaaccccctt gatctctgct       60 
 
aaacccttgg aatacgtgga gatccacaag gt                                     92 
 
 
<210>  62 
<211>  57 
<212>  ADN 
<213>  Bos taurus 
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<400>  62 
ccacttcgct ggaccaaaca gaccaacatg ctttaaaagc ctcaaaaacc attgaaa          57 
 
 
<210>  63 
<211>  57 
<212>  ADN 
<213>  Bos taurus 
 
<400>  63 
ggtgaagcga cctggtttgt ctggttgtac gaaattttcg gagtttttgg taacttt          57 
 
 
<210>  64 
<211>  581 
<212>  PRT 
<213>  Bos taurus 
 
<400>  64 
 
Met Lys Glu Asn Ala Ala Ser Arg Val Val Phe Ile Leu Leu Leu Phe  
1               5                   10                  15       
 
 
Leu Ser Val Ser Leu Leu Asn Gly Gln Ser Pro Pro Glu Lys Pro Lys  
            20                  25                  30           
 
 
Leu Val Lys Cys Arg Ser Pro Gly Lys Glu Thr Phe Thr Cys Trp Trp  
        35                  40                  45               
 
 
Glu Pro Gly Ala Asp Gly Gly Leu Pro Thr Asn Tyr Thr Leu Thr Tyr  
    50                  55                  60                   
 
 
His Lys Glu Gly Glu Thr Leu Ile His Glu Cys Pro Asp Tyr Lys Thr  
65                  70                  75                  80   
 
 
Gly Gly Pro Asn Ser Cys Tyr Phe Ser Lys Lys His Thr Ser Ile Trp  
                85                  90                  95       
 
 
Lys Met Tyr Val Ile Thr Val Asn Ala Ile Asn Gln Met Gly Ile Ser  
            100                 105                 110          
 
 
Ser Ser Asp Pro Leu Tyr Val His Val Thr Tyr Ile Val Glu Pro Glu  
        115                 120                 125              
 
 
Pro Pro Ala Asn Leu Thr Leu Glu Leu Lys His Pro Glu Asp Arg Lys  
    130                 135                 140                  
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Pro Tyr Leu Trp Ile Lys Trp Ser Pro Pro Thr Met Thr Asp Val Lys  
145                 150                 155                 160  
 
 
Ser Gly Trp Phe Ile Ile Gln Tyr Glu Ile Arg Leu Lys Pro Glu Lys  
                165                 170                 175      
 
 
Ala Thr Asp Trp Glu Thr His Phe Thr Leu Lys Gln Thr Gln Leu Lys  
            180                 185                 190          
 
 
Ile Phe Asn Leu Tyr Pro Gly Gln Lys Tyr Leu Val Gln Ile Arg Cys  
        195                 200                 205              
 
 
Lys Pro Asp His Gly Tyr Trp Ser Glu Trp Ser Pro Glu Ser Ser Ile  
    210                 215                 220                  
 
 
Gln Ile Pro Asn Asp Phe Pro Val Lys Asp Thr Ser Met Trp Ile Phe  
225                 230                 235                 240  
 
 
Val Ala Ile Leu Ser Ala Val Ile Cys Leu Ile Met Val Trp Ala Val  
                245                 250                 255      
 
 
Ala Leu Lys Gly Tyr Ser Met Val Thr Cys Ile Leu Pro Pro Val Pro  
            260                 265                 270          
 
 
Gly Pro Lys Ile Lys Gly Phe Asp Val His Leu Leu Glu Lys Gly Lys  
        275                 280                 285              
 
 
Ser Glu Glu Leu Leu Arg Ala Leu Glu Ser Gln Asp Phe Pro Pro Thr  
    290                 295                 300                  
 
 
Ser Asp Cys Glu Asp Leu Leu Met Glu Phe Ile Glu Val Asp Asp Cys  
305                 310                 315                 320  
 
 
Glu Asp Gln Gln Leu Met Pro Arg Pro Ser Lys Glu His Thr Glu Gln  
                325                 330                 335      
 
 
Gly Val Lys Pro Met His Leu Asp Leu Asp Ser Asp Ser Gly Arg Gly  
            340                 345                 350          
 
 
Ser Cys Asp Ser Pro Ser Leu Leu Ser Glu Lys Cys Asp Glu Pro Gln  
        355                 360                 365              
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Ala His Pro Ser Lys Phe His Thr Pro Glu Gly Pro Glu Lys Leu Glu  
    370                 375                 380                  
 
 
Asn Pro Glu Thr Asn Leu Thr Cys Leu Gln Ala Pro Gln Ser Thr Ser  
385                 390                 395                 400  
 
 
Val Glu Gly Lys Ile Pro Tyr Phe Leu Ala Asn Gly Pro Lys Ser Ser  
                405                 410                 415      
 
 
Thr Trp Pro Phe Pro Gln Pro Pro Ser Leu Tyr Ser Pro Arg Tyr Ser  
            420                 425                 430          
 
 
Tyr His Asn Ile Ala Asp Val Cys Glu Leu Ala Leu Gly Met Ala Gly  
        435                 440                 445              
 
 
Thr Thr Ala Thr Ser Leu Asp Gln Thr Asp Gln His Ala Leu Lys Ala  
    450                 455                 460                  
 
 
Ser Lys Thr Ile Glu Thr Gly Arg Glu Gly Lys Ala Thr Lys Gln Arg  
465                 470                 475                 480  
 
 
Glu Ser Glu Gly Cys Ser Ser Lys Pro Asp Gln Asp Thr Val Trp Pro  
                485                 490                 495      
 
 
Arg Pro Gln Asp Lys Thr Pro Leu Ile Ser Ala Lys Pro Leu Glu Tyr  
            500                 505                 510          
 
 
Val Glu Ile His Lys Val Ser Gln Asp Gly Val Leu Ala Leu Phe Pro  
        515                 520                 525              
 
 
Lys Gln Asn Glu Lys Phe Gly Ala Pro Glu Ala Ser Lys Glu Tyr Ser  
    530                 535                 540                  
 
 
Lys Val Ser Arg Val Thr Asp Ser Asn Ile Leu Val Leu Val Pro Asp  
545                 550                 555                 560  
 
 
Pro Gln Ala Gln Asn Leu Thr Leu Leu Glu Glu Pro Ala Lys Lys Ala  
                565                 570                 575      
 
 
Pro Pro Ala Leu Pro  
            580      
 
 
<210>  65 
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<211>  2387 
<212>  ADN 
<213>  Bos Taurus 
 
<400>  65 
ggcaaatgct gaggatactt tccaagtgaa ccctgagtga acctctaata tatttatttc       60 
 
ctgtggaaag aggaaggagc caacatgaag gaaaatgcag catctagagt ggttttcatt      120 
 
ttgctacttt ttctcagtgt cagccttctg aatggacagt cacctcctga aaaacccaag      180 
 
ctcgttaaat gtcggtctcc tggaaaggaa acattcacct gctggtggga gcctggggca      240 
 
gatggaggac ttcctaccaa ttacacgctg acttaccaca aggaaggaga aacactcatc      300 
 
catgaatgtc cagactacaa aaccgggggc cccaactcct gctactttag caagaagcac      360 
 
acctccatat ggaagatgta cgtcatcaca gtaaacgcca tcaaccagat gggaatcagt      420 
 
tcctcggatc cactttatgt gcacgtgact tacatagttg aaccagagcc tcctgcaaac      480 
 
ctgactttgg aattaaaaca tccagaagat agaaaaccat atctatggat aaaatggtct      540 
 
ccacccacca tgactgatgt aaaatctggt tggttcatta tccagtacga aattcgatta      600 
 
aaacctgaga aagcaactga ttgggagact cattttactc tgaagcaaac tcagcttaag      660 
 
attttcaact tatatccagg acaaaaatac cttgtgcaga ttcgctgcaa gccagaccat      720 
 
ggatactgga gtgagtggag cccagagagc tccatccaga tacctaatga cttcccagtg      780 
 
aaggacacaa gcatgtggat ctttgtggcc atcctttctg ctgtcatctg tttgattatg      840 
 
gtctgggcag tggctttgaa gggctatagc atggtgacct gcatcctccc accagttcca      900 
 
gggccaaaaa taaaaggatt tgatgttcat ctgctggaga agggcaagtc cgaagaactt      960 
 
ctgcgagctc tggaaagcca agacttcccc cccacttctg actgcgagga cttgctgatg     1020 
 
gagttcatag aggtagatga ctgtgaggac cagcagctga tgccacgccc ctccaaagaa     1080 
 
cacacggagc aaggcgtgaa gcccatgcac ctggatcttg acagtgactc tggccggggc     1140 
 
agctgcgaca gcccttcgct cttgtctgaa aagtgtgatg aacctcaggc ccatccctcc     1200 
 
aagttccata ctcccgaggg ccctgagaag ctggagaatc cggaaacaaa ccttacatgt     1260 
 
ctccaggccc ctcagagcac aagcgtggaa ggcaaaatcc cctattttct ggccaatgga     1320 
 
cccaaatctt ccacatggcc tttcccgcag ccccccagcc tatacagccc cagatattct     1380 
 
taccacaaca ttgctgacgt gtgtgagctg gccctgggca tggccggcac cacagccact     1440 
 
tcgctggacc aaacagacca acatgcttta aaagcctcaa aaaccattga aactggcagg     1500 
 
gaaggaaagg caaccaagca gagggagtca gaaggctgca gttccaagcc tgaccaagac     1560 
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acggtgtggc cacgacccca agacaaaacc cccttgatct ctgctaaacc cttggaatac     1620 
 
gtggagatcc acaaggtcag ccaagatgga gtgctggctc tgttcccaaa acaaaacgag     1680 
 
aagtttggcg cccctgaagc cagcaaggag tactcaaagg tgtcccgggt gacagatagc     1740 
 
aacatcctgg tattggtgcc ggatccgcaa gcgcaaaacc tgactctgtt agaagaacca     1800 
 
gccaagaagg ccccgccagc cctgccatag aatccagcca aggccgacct ggctatctcc     1860 
 
cccacaaccc caggcaactg cagactccag ttgggctggg gactgggtcc cgcaggtttt     1920 
 
atgcactctt gcagtgagag ttatggaagg atgggttcaa ttgtgatttt ccttcaggga     1980 
 
acactacaga gtacgtgaaa tgcactctac cagagagggc tcaagaacag ggttagaatg     2040 
 
acactaccca actcccagtt cactcttaat tctctatttt caaccagttg cctctttgtc     2100 
 
caacagctga ttccagaaca aatcgttcca tcttgtgtga tttgtagatt tacttttttg     2160 
 
ctattagttg tcagattata tgttcaaaga tataaaagca cattgcctag tattcttaag     2220 
 
agacagtgcc aataggtata taatctggaa aaggccttca tggtttcgta tgtgacagag     2280 
 
gggtataagt cagtcaaaat tgtttaccat gggaagatgg tagataggag agaaatgcca     2340 
 
tgaaaaccac tttgaagacc agttgcttaa cctttgcact cctcttt                   2387 
 
 


