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<210> 1
<211> 993
<212> PRT
<213> Homo sapiens

<400> 1
Met Pro Ala Leu Ala Arg Asp Gly Gly Gln Leu Pro Leu Leu Val Val 
1               5                   10                  15      

Phe Ser Ala Met Ile Phe Gly Thr Ile Thr Asn Gln Asp Leu Pro Val 
            20                  25                  30          

Ile Lys Cys Val Leu Ile Asn His Lys Asn Asn Asp Ser Ser Val Gly 
        35                  40                  45              

Lys Ser Ser Ser Tyr Pro Met Val Ser Glu Ser Pro Glu Asp Leu Gly 
    50                  55                  60                  

Cys Ala Leu Arg Pro Gln Ser Ser Gly Thr Val Tyr Glu Ala Ala Ala 
65                  70                  75                  80  

Val Glu Val Asp Val Ser Ala Ser Ile Thr Leu Gln Val Leu Val Asp 
                85                  90                  95      

Ala Pro Gly Asn Ile Ser Cys Leu Trp Val Phe Lys His Ser Ser Leu 
            100                 105                 110         

Asn Cys Gln Pro His Phe Asp Leu Gln Asn Arg Gly Val Val Ser Met 
        115                 120                 125             

Val Ile Leu Lys Met Thr Glu Thr Gln Ala Gly Glu Tyr Leu Leu Phe 
    130                 135                 140                 

Ile Gln Ser Glu Ala Thr Asn Tyr Thr Ile Leu Phe Thr Val Ser Ile 
145                 150                 155                 160 

Página 1



1151000.TXT

Arg Asn Thr Leu Leu Tyr Thr Leu Arg Arg Pro Tyr Phe Arg Lys Met 
                165                 170                 175     

Glu Asn Gln Asp Ala Leu Val Cys Ile Ser Glu Ser Val Pro Glu Pro 
            180                 185                 190         

Ile Val Glu Trp Val Leu Cys Asp Ser Gln Gly Glu Ser Cys Lys Glu 
        195                 200                 205             

Glu Ser Pro Ala Val Val Lys Lys Glu Glu Lys Val Leu His Glu Leu 
    210                 215                 220                 

Phe Gly Thr Asp Ile Arg Cys Cys Ala Arg Asn Glu Leu Gly Arg Glu 
225                 230                 235                 240 

Cys Thr Arg Leu Phe Thr Ile Asp Leu Asn Gln Thr Pro Gln Thr Thr 
                245                 250                 255     

Leu Pro Gln Leu Phe Leu Lys Val Gly Glu Pro Leu Trp Ile Arg Cys 
            260                 265                 270         

Lys Ala Val His Val Asn His Gly Phe Gly Leu Thr Trp Glu Leu Glu 
        275                 280                 285             

Asn Lys Ala Leu Glu Glu Gly Asn Tyr Phe Glu Met Ser Thr Tyr Ser 
    290                 295                 300                 

Thr Asn Arg Thr Met Ile Arg Ile Leu Phe Ala Phe Val Ser Ser Val 
305                 310                 315                 320 

Ala Arg Asn Asp Thr Gly Tyr Tyr Thr Cys Ser Ser Ser Lys His Pro 
                325                 330                 335     

Ser Gln Ser Ala Leu Val Thr Ile Val Glu Lys Gly Phe Ile Asn Ala 
            340                 345                 350         

Thr Asn Ser Ser Glu Asp Tyr Glu Ile Asp Gln Tyr Glu Glu Phe Cys 
        355                 360                 365             

Phe Ser Val Arg Phe Lys Ala Tyr Pro Gln Ile Arg Cys Thr Trp Thr 
    370                 375                 380                 

Phe Ser Arg Lys Ser Phe Pro Cys Glu Gln Lys Gly Leu Asp Asn Gly 
385                 390                 395                 400 

Tyr Ser Ile Ser Lys Phe Cys Asn His Lys His Gln Pro Gly Glu Tyr 
                405                 410                 415     
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Ile Phe His Ala Glu Asn Asp Asp Ala Gln Phe Thr Lys Met Phe Thr 
            420                 425                 430         

Leu Asn Ile Arg Arg Lys Pro Gln Val Leu Ala Glu Ala Ser Ala Ser 
        435                 440                 445             

Gln Ala Ser Cys Phe Ser Asp Gly Tyr Pro Leu Pro Ser Trp Thr Trp 
    450                 455                 460                 

Lys Lys Cys Ser Asp Lys Ser Pro Asn Cys Thr Glu Glu Ile Thr Glu 
465                 470                 475                 480 

Gly Val Trp Asn Arg Lys Ala Asn Arg Lys Val Phe Gly Gln Trp Val 
                485                 490                 495     

Ser Ser Ser Thr Leu Asn Met Ser Glu Ala Ile Lys Gly Phe Leu Val 
            500                 505                 510         

Lys Cys Cys Ala Tyr Asn Ser Leu Gly Thr Ser Cys Glu Thr Ile Leu 
        515                 520                 525             

Leu Asn Ser Pro Gly Pro Phe Pro Phe Ile Gln Asp Asn Ile Ser Phe 
    530                 535                 540                 

Tyr Ala Thr Ile Gly Val Cys Leu Leu Phe Ile Val Val Leu Thr Leu 
545                 550                 555                 560 

Leu Ile Cys His Lys Tyr Lys Lys Gln Phe Arg Tyr Glu Ser Gln Leu 
                565                 570                 575     

Gln Met Val Gln Val Thr Gly Ser Ser Asp Asn Glu Tyr Phe Tyr Val 
            580                 585                 590         

Asp Phe Arg Glu Tyr Glu Tyr Asp Leu Lys Trp Glu Phe Pro Arg Glu 
        595                 600                 605             

Asn Leu Glu Phe Gly Lys Val Leu Gly Ser Gly Ala Phe Gly Lys Val 
    610                 615                 620                 

Met Asn Ala Thr Ala Tyr Gly Ile Ser Lys Thr Gly Val Ser Ile Gln 
625                 630                 635                 640 

Val Ala Val Lys Met Leu Lys Glu Lys Ala Asp Ser Ser Glu Arg Glu 
                645                 650                 655     

Ala Leu Met Ser Glu Leu Lys Met Met Thr Gln Leu Gly Ser His Glu 
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            660                 665                 670         

Asn Ile Val Asn Leu Leu Gly Ala Cys Thr Leu Ser Gly Pro Ile Tyr 
        675                 680                 685             

Leu Ile Phe Glu Tyr Cys Cys Tyr Gly Asp Leu Leu Asn Tyr Leu Arg 
    690                 695                 700                 

Ser Lys Arg Glu Lys Phe His Arg Thr Trp Thr Glu Ile Phe Lys Glu 
705                 710                 715                 720 

His Asn Phe Ser Phe Tyr Pro Thr Phe Gln Ser His Pro Asn Ser Ser 
                725                 730                 735     

Met Pro Gly Ser Arg Glu Val Gln Ile His Pro Asp Ser Asp Gln Ile 
            740                 745                 750         

Ser Gly Leu His Gly Asn Ser Phe His Ser Glu Asp Glu Ile Glu Tyr 
        755                 760                 765             

Glu Asn Gln Lys Arg Leu Glu Glu Glu Glu Asp Leu Asn Val Leu Thr 
    770                 775                 780                 

Phe Glu Asp Leu Leu Cys Phe Ala Tyr Gln Val Ala Lys Gly Met Glu 
785                 790                 795                 800 

Phe Leu Glu Phe Lys Ser Cys Val His Arg Asp Leu Ala Ala Arg Asn 
                805                 810                 815     

Val Leu Val Thr His Gly Lys Val Val Lys Ile Cys Asp Phe Gly Leu 
            820                 825                 830         

Ala Arg Asp Ile Met Ser Asp Ser Asn Tyr Val Val Arg Gly Asn Ala 
        835                 840                 845             

Arg Leu Pro Val Lys Trp Met Ala Pro Glu Ser Leu Phe Glu Gly Ile 
    850                 855                 860                 

Tyr Thr Ile Lys Ser Asp Val Trp Ser Tyr Gly Ile Leu Leu Trp Glu 
865                 870                 875                 880 

Ile Phe Ser Leu Gly Val Asn Pro Tyr Pro Gly Ile Pro Val Asp Ala 
                885                 890                 895     

Asn Phe Tyr Lys Leu Ile Gln Asn Gly Phe Lys Met Asp Gln Pro Phe 
            900                 905                 910         
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Tyr Ala Thr Glu Glu Ile Tyr Ile Ile Met Gln Ser Cys Trp Ala Phe 
        915                 920                 925             

Asp Ser Arg Lys Arg Pro Ser Phe Pro Asn Leu Thr Ser Phe Leu Gly 
    930                 935                 940                 

Cys Gln Leu Ala Asp Ala Glu Glu Ala Met Tyr Gln Asn Val Asp Gly 
945                 950                 955                 960 

Arg Val Ser Glu Cys Pro His Thr Tyr Gln Asn Arg Arg Pro Phe Ser 
                965                 970                 975     

Arg Glu Met Asp Leu Gly Leu Leu Ser Pro Gln Ala Gln Val Glu Asp 
            980                 985                 990         

Ser 
    

<210> 2
<211> 3848
<212> ADN
<213> Homo sapiens

<400> 2
acctgcagcg cgaggcgcgc cgctccaggc ggcatcgcag ggctgggccg gcgcggcctg       60

gggaccccgg gctccggagg ccatgccggc gttggcgcgc gacggcggcc agctgccgct      120

gctcgttgtt ttttctgcaa tgatatttgg gactattaca aatcaagatc tgcctgtgat      180

caagtgtgtt ttaatcaatc ataagaacaa tgattcatca gtggggaagt catcatcata      240

tcccatggta tcagaatccc cggaagacct cgggtgtgcg ttgagacccc agagctcagg      300

gacagtgtac gaagctgccg ctgtggaagt ggatgtatct gcttccatca cactgcaagt      360

gctggtcgac gccccaggga acatttcctg tctctgggtc tttaagcaca gctccctgaa      420

ttgccagcca cattttgatt tacaaaacag aggagttgtt tccatggtca ttttgaaaat      480

gacagaaacc caagctggag aatacctact ttttattcag agtgaagcta ccaattacac      540

aatattgttt acagtgagta taagaaatac cctgctttac acattaagaa gaccttactt      600

tagaaaaatg gaaaaccagg acgccctggt ctgcatatct gagagcgttc cagagccgat      660

cgtggaatgg gtgctttgcg attcacaggg ggaaagctgt aaagaagaaa gtccagctgt      720

tgttaaaaag gaggaaaaag tgcttcatga attatttggg acggacataa ggtgctgtgc      780

cagaaatgaa ctgggcaggg aatgcaccag gctgttcaca atagatctaa atcaaactcc      840

tcagaccaca ttgccacaat tatttcttaa agtaggggaa cccttatgga taaggtgcaa      900

agctgttcat gtgaaccatg gattcgggct cacctgggaa ttagaaaaca aagcactcga      960

ggagggcaac tactttgaga tgagtaccta ttcaacaaac agaactatga tacggattct     1020
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gtttgctttt gtatcatcag tggcaagaaa cgacaccgga tactacactt gttcctcttc     1080

aaagcatccc agtcaatcag ctttggttac catcgtagaa aagggattta taaatgctac     1140

caattcaagt gaagattatg aaattgacca atatgaagag ttttgttttt ctgtcaggtt     1200

taaagcctac ccacaaatca gatgtacgtg gaccttctct cgaaaatcat ttccttgtga     1260

gcaaaagggt cttgataacg gatacagcat atccaagttt tgcaatcata agcaccagcc     1320

aggagaatat atattccatg cagaaaatga tgatgcccaa tttaccaaaa tgttcacgct     1380

gaatataaga aggaaacctc aagtgctcgc agaagcatcg gcaagtcagg cgtcctgttt     1440

ctcggatgga tacccattac catcttggac ctggaagaag tgttcagaca agtctcccaa     1500

ctgcacagaa gagatcacag aaggagtctg gaatagaaag gctaacagaa aagtgtttgg     1560

acagtgggtg tcgagcagta ctctaaacat gagtgaagcc ataaaagggt tcctggtcaa     1620

gtgctgtgca tacaattccc ttggcacatc ttgtgagacg atccttttaa actctccagg     1680

ccccttccct ttcatccaag acaacatctc attctatgca acaattggtg tttgtctcct     1740

cttcattgtc gttttaaccc tgctaatttg tcacaagtac aaaaagcaat ttaggtatga     1800

aagccagcta cagatggtac aggtgaccgg ctcctcagat aatgagtact tctacgttga     1860

tttcagagaa tatgaatatg atctcaaatg ggagtttcca agagaaaatt tagagtttgg     1920

gaaggtacta ggatcaggtg cttttggaaa agtgatgaac gcaacagctt atggaattag     1980

caaaacagga gtctcaatcc aggttgccgt caaaatgctg aaagaaaaag cagacagctc     2040

tgaaagagag gcactcatgt cagaactcaa gatgatgacc cagctgggaa gccacgagaa     2100

tattgtgaac ctgctggggg cgtgcacact gtcaggacca atttacttga tttttgaata     2160

ctgttgctat ggtgatcttc tcaactatct aagaagtaaa agagaaaaat ttcacaggac     2220

ttggacagag attttcaagg aacacaattt cagtttttac cccactttcc aatcacatcc     2280

aaattccagc atgcctggtt caagagaagt tcagatacac ccggactcgg atcaaatctc     2340

agggcttcat gggaattcat ttcactctga agatgaaatt gaatatgaaa accaaaaaag     2400

gctggaagaa gaggaggact tgaatgtgct tacatttgaa gatcttcttt gctttgcata     2460

tcaagttgcc aaaggaatgg aatttctgga atttaagtcg tgtgttcaca gagacctggc     2520

cgccaggaac gtgcttgtca cccacgggaa agtggtgaag atatgtgact ttggattggc     2580

tcgagatatc atgagtgatt ccaactatgt tgtcaggggc aatgcccgtc tgcctgtaaa     2640

atggatggcc cccgaaagcc tgtttgaagg catctacacc attaagagtg atgtctggtc     2700

atatggaata ttactgtggg aaatcttctc acttggtgtg aatccttacc ctggcattcc     2760

ggttgatgct aacttctaca aactgattca aaatggattt aaaatggatc agccatttta     2820

tgctacagaa gaaatataca ttataatgca atcctgctgg gcttttgact caaggaaacg     2880
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gccatccttc cctaatttga cttcgttttt aggatgtcag ctggcagatg cagaagaagc     2940

gatgtatcag aatgtggatg gccgtgtttc ggaatgtcct cacacctacc aaaacaggcg     3000

acctttcagc agagagatgg atttggggct actctctccg caggctcagg tcgaagattc     3060

gtagaggaac aatttagttt taaggacttc atccctccac ctatccctaa caggctgtag     3120

attaccaaaa caagattaat ttcatcacta aaagaaaatc tattatcaac tgctgcttca     3180

ccagactttt ctctagaagc tgtctgcgtt tactcttgtt ttcaaaggga cttttgtaaa     3240

atcaaatcat cctgtcacaa ggcaggagga gctgataatg aactttattg gagcattgat     3300

ctgcatccaa ggccttctca ggctggcttg agtgaattgt gtacctgaag tacagtatat     3360

tcttgtaaat acataaaaca aaagcatttt gctaaggaga agctaatatg attttttaag     3420

tctatgtttt aaaataatat gtaaattttt cagctattta gtgatatatt ttatgggtgg     3480

gaataaaatt tctactacag aattgcccat tattgaatta tttacatggt ataattaggg     3540

caagtcttaa ctggagttca cgaaccccct gaaattgtgc acccatagcc acctacacat     3600

tccttccaga gcacgtgtgc ttttacccca agatacaagg aatgtgtagg cagctatggt     3660

tgtcacagcc taagatttct gcaacaacag gggttgtatt gggggaagtt tataatgaat     3720

aggtgttcta ccataaagag taatacatca cctagacact ttggcggcct tcccagactc     3780

agggccagtc agaagtaaca tggaggatta gtattttcaa taaagttact cttgtcccca     3840

caaaaaaa                                                              3848

<210> 3
<211> 6
<212> PRT
<213> Secuencia Artificial

<220>
<221> source
<223> /note="Descripción de la Secuencia Artificial: Sintético
      6xHis tag"

<400> 3
His His His His His His 
1               5       

<210> 4
<211> 54
<212> PRT
<213> Secuencia Artificial

<220>
<221> source
<223> /note="Descripción de la secuencia artificial: polipéptido
      sintético"

<400> 4
Gly Gly Glu Glu Glu Glu Tyr Glu Glu Glu Glu Tyr Glu Glu Glu Glu 
1               5                   10                  15      
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Tyr Glu Glu Glu Glu Tyr Glu Glu Glu Glu Tyr Glu Glu Glu Glu Tyr 
            20                  25                  30          

Glu Glu Glu Glu Tyr Glu Glu Glu Glu Tyr Glu Glu Glu Glu Tyr Glu 
        35                  40                  45              

Glu Glu Glu Tyr Glu Glu 
    50                  
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