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27

Patentln version 3.5
1

20

PRT

Artificial Sequence

Synthesized immunograde peptide

1

Cys Thr Lys Arg Thr Gly Lys Pro GIn Gly Ser Arg Val Val Arg Lys
1 5 10 15

His Leu Pro Pro

<210>
<211>
<212>
<213>

<220>
<223>

<400>

20

2

21

PRT

Artificial Sequence

Synthesized immunograde peptide

2

Cys Lys Thr Ser Ser GIn Leu Arg Pro Pro Lys Asn Val Lys Val Ala
1

5 10 15

Arg Ala Ser Ala Arg

<210>
<211>
<212>
<213>

<220>

20

3

20

PRT

Artificial Sequence
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1101-013_ST25
<223> Synthesized immunograde peptide

<400> 3
Cys Lys Val Asn Glu Glu Leu Asn GIn Asn Gly Pro Glu Glu VvVal Pro
1 5 10 15

Glu Ser val Glu
20

<210> 4

<211> 114

<212> PRT

<213> Bos taurus
<400> 4

Met Thr Lys Arg Thr Gly Lys Pro GIn Gly Ser Arg Val Val Arg Lys
1 5 10 15

His Leu Pro Pro Val Thr Arg Asp Lys Arg Met Lys Thr Ser Ser GIn
20 25 30

Leu Arg Pro Pro Lys Asn Val Lys Val Ala Arg Ala Ser Ala Arg Val
35 40 45

Asn Asn His Leu Arg Ala Lys Leu Thr Lys Lys Thr Ser GIn Lys Pro
50 55 60

Pro Thr Thr Arg Asn Leu Arg Lys Asn Gly Gly Ser Lys Leu Cys Ser
65 70 75 80

GIn Cys Cys Lys Val Asn Glu Glu Leu Asn GIn Asn Gly Pro Glu Glu
85 90 95

Val Pro Glu Ser Val Glu lle Pro Val Ile Pro Ala Gly Pro Val Gly
100 105 110

Ser GIn

<210> 5

<211> 563

<212> DNA

<213> Bos taurus

<400> 5
atgagggtgt gtctccctgg ggaggggtat atatagcggt gctcaggggc tctggagcag 60

accactggga ggcctcaaaa tgactaagcg gactgggaag ccccaaggct ccagagtagt 120

taggaaacac ctgcctcctg ttacccggga caaaaggatg aagacctcct ctcaactgag 180
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gcccccaaaa
aaagctgacc
aggctcaaag
agaggaggtc
gtgacttgaa
ggccaacagt
aaaatcaacc
<210> 6
<211> 24
<212> DNA
<213>

<220>
<223>

<400> 6

aatgtcaagg
aagaaaactt
ctctgtagcc
ccagagagtg
ggcatggctc
acagacgtga

tgatgtgaaa

gqPCR primer 1

tggccagggc

ctcagaaacc
agtgttgcaa
tggagatccc
gagacctcag
ctattatacc

tta

Artificial Sequence

aagcatgagg gtgtgtctcc ctgg

<210> 7
<211> 23
<212> DNA
<213>
<220>
<223>
<400> 7

qPCR primer 2

Artificial Sequence

tcctaactac tctggagcct tgg

<210> 8
<211> 14
<212> DNA
<213>
<220>
<223>
<400> 8
agccctgtgce
<210> 9
<211> 114
<212> PRT
<213> Bos
<400> 9

Met Thr Lys Arg T

1

cctg

taurus

5

Artificial Sequence

nucleic acid probe

1101-013_ST25
aagtgcgaga gtgaataatc

acccaccaca aggaacctta
ggtgaatgaa gagctgaatc
tgtcattcca gcgggaccgg
aattcttcgg gggtcttgcc

aactccatac attaagaatg

accttcgggc
gaaaaaacgg
agaacggacc
tgggcagcca
gctgagtact

aaaagaaaat

hr Gly Lys Pro GIn Gly Ser Arg Val Val Arg Lys
10 15

His Leu Pro Pro Val Thr Arg Asp Lys Arg Met Lys Thr Ser Ser GIn

Pagina 3

240
300
360
420
480
540
563

24

23
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Leu Arg

Asn Asn
50

Pro Thr
65

GIn Cys

Val Pro

Ser GIn

<210>
<211>
<212>
<213>
<400>
1

His Leu

Leu Arg

Asn Asn

50

Pro Thr
65
GIn Gly

Val Pro

Ser GIn

Pro

35

Thr

Cys

Glu

10
114
PRT

20

Pro

Leu

Arg

Lys

Ser
100

Lys

GIn

Asn

Val

85

Val

Bos taurus

10

Pro

Pro

35

Thr

Ser

Glu

Pro

20

Lys

Leu

Arg

Lys

Ser
100

Met Thr Lys Arg Thr
5

val

Thr

GIn

Asn

val

85

val

Asn

Ala

Leu

70

Asn

Glu

Gly

Thr

Asn

Ala

Leu

70

Asn

Glu

Val
Lys
55

Ser

Glu

Lys

Arg

Val

Lys

55

Arg

Glu

Thr

Lys

40

Leu

Lys

Glu

Pro

Pro

Gly

Lys

40

Leu

Lys

Glu

Pro

25

Val

Thr

Asn

Leu

Val
105

GIn
Lys
25

Val

Thr

Leu

Val
105

1101-013_ST25

Ala Arg Ala

Lys

Gly

Asn
90

Gly

10

Arg

Ala

Lys

Gly

Asn
90

Lys
Gly
75

GIn

Pro

Ser

Met

Lys

Lys

Gly

75

GIn

Pro

Thr
60
Ser

Asn

Ala

Arg

Lys

Ala

Thr

60

Ser

Asn

Ala
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Ser

45

Ser

Lys

Gly

Gly

val

Thr

Ser

45

Ser

Lys

Gly

Gly

30

Ala

GIn

Leu

Pro

Pro
110

val

Ser

30

Ala

GIn

Leu

Pro

Pro
110

Arg

Lys

Cys

Glu

95

Val

Arg

15

Ser

Arg

Lys

Cys

Glu

95

val

Val

Pro

Ser

80

Glu

Gly

Lys

GIn

val

Pro

Ser

80

Glu

Gly



<210>
<211>
<212>
<213>
<400>
Met Thr
1

His Leu
Leu Arg

Asn Asn
50

Pro Thr
65

GIn Gly
Val Pro
Ser GIn

<210>
<211>
<212>
<213>
<400>

Met Thr
1

His Leu
Leu Arg

Asn Asn
50

11

114

PRT

Bos taurus
11

Lys Arg Thr
5

Pro Pro Val
20

Ala Lys Thr
35

His Leu GIn
Thr Arg Asn

Ser Lys Val
85

Glu Ser Vval
100

12

114

PRT

Bos taurus
12

Lys Arg Thr
5
Pro Arg Phe
20

Pro Lys Thr
35

His Leu GIn

Gly

Thr

Asn

Ala

Leu

70

Asn

Glu

Gly

Thr

Asn

Ala

Lys

Arg

Val

Lys

55

Arg

Glu

Met

Lys

Arg

Val

Lys
55

Pro

Gly

Lys

40

Leu

Lys

Glu

Pro

Pro

Asp

Lys

40

Leu

GlIn
Lys
25

Val

Thr

Leu

Val
105

GIn
Lys
25

Val

Thr

1101-013_ST25

Gly

10

Arg

Ala

Lys

Gly

Asn
90

Ser

Met

Lys

Lys

Gly

75

GIn

Pro

Arg

Lys

Ala

Thr

60

Ser

Asn

Ala

Gly Ser Arg
10

Arg Met Lys

val

Thr

Ser

45

Ser

Lys

Gly

Gly

Val

Thr

Ala Arg Ala Ser

Lys Lys Thr
60
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45

Ser

val

Ser

30

Ala

GlIn

Leu

Pro

Pro
110

Val

Ser

30

Ala

GIn

Arg

15

Ser

Arg

Lys

Cys

Glu

95

val

Arg

Ser

Arg

Lys

Lys

GIn

val

Pro

Ser

80

Glu

Gly

Lys

GIn

Val

Pro



1101-013_ST25

Pro Thr Thr Arg Asn Leu Arg Lys Ile Arg Gly Ser Lys Leu Cys Ser
65 70 75 80

GIn Cys Ser Lys Val Asn Glu Val Leu Asn GIn Asn Gly Pro Glu Glu
85 90 95

Val Pro Glu Ser Val Glu Met Pro VvVal Ile Pro Val Gly Pro Val Gly
100 105 110

Ser GIn

<210> 13

<211> 114

<212> PRT

<213> Pantholops hodgsonii

<400> 13

Met Thr Lys Val Thr Gly Lys GIn GIn Gly Ser Arg Val Val Met Lys
1 5 10 15

His Leu Ala Pro Val Thr Trp Asn Lys Arg Met Lys Thr Ser Ser GIn
20 25 30

Leu Arg Ser Lys Lys Asn Val Lys Val Ala Arg Val Pro Val Arg Val
35 40 45

Asn Asn His Leu GIn Ala Lys Leu Thr Lys Lys Thr Ser GIn Lys Pro
50 55 60

Pro Thr Thr Arg Lys Leu Lys Lys lle Arg Gly Pro Lys Leu Cys Ser
65 70 75 80

Arg Cys Ser Lys Val Asn Glu Lys Leu Asn GIn Asn Gly Pro Glu Glu
85 90 95

Val Pro Glu Ser Val Glu Thr Pro Val Ile Pro Ala Gly Thr Val Gly
100 105 110

Ser GIn

<210> 14

<211> 114

<212> PRT

<213> Pantholops hodgsonii

<400> 14
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Leu

Asp

Pro

65

Trp

Val

Arg

Thr

Leu

Arg

Asn

50

Thr

Cys

Pro

GIn

<210>
<211>
<212>
<213>

<400>

Lys

Pro

Ser

35

Thr

Ser

Glu

15
119
PRT

Val Thr

Pro Vval
20

Lys Lys

Leu GIn

Arg Lys

Lys Val

85

Ile Leu
100

Bos taurus

15

Gly

Thr

Asn

Ala

Leu

70

Asn

GIn

Met Thr Lys Val Thr Gly

1

His

Leu

Asn

Pro

65

GlIn

Leu

Arg

Asn

50

Thr

Cys

Pro

5

Pro Vval
20

Thr

Ser Lys Lys His
35

His

Thr

Ser

Leu GIn

Arg Asn

Lys Val
85

Ala

Leu
70

Asn

Lys

Trp

Val

Lys

55

Lys

Glu

Thr

Lys

GIn

Val

Lys

55

Arg

Glu

Pro

Asp

Lys

40

Leu

Lys

Glu

Pro

Pro

Asp

Lys

40

Met

Lys

Glu

1101-013_ST25

GIn Gly Ser Arg Val
10

Asn

25

Val

Thr

lle

Leu

Val
105

GIn

Lys

25

Val

Thr

Ile

Leu

Arg

Ala

Lys

Arg

Asn

90

lle

Gly

10

Arg

Ala

Lys

Arg

Met

Arg

Lys

Gly

75

GIn

Pro

Ser

Met

Arg

Lys

Gly
75

Lys

val

Thr

60

Pro

Asn

Ala

Arg

Glu

Val

Thr

60

Ser

Asn GIn Asn

90

Pagina 7

Thr

Pro

45

Ser

Lys

Gly

Gly

val

Thr

Ser

45

Ser

Lys

Gly

Val

Ser

30

Val

GIn

Leu

Pro

Thr
110

val

Ser

30

val

GIn

Leu

Pro

Met

Ser

Arg

Lys

Cys

Glu

95

Val

Arg

15

Ser

Arg

Lys

Cys

val
95

Lys

GIn

Val

Pro

Ser

80

Glu

Gly

Lys

GIn

val

Pro

Ser

80

Glu



1101-013_ST25

Val Pro Asp Cys Gly His Pro Cys His Ser Ser Gly Thr Gly Trp GIn
100 105 110

Pro Val Thr Ser Arg His Gly

115
<210> 16
<211> 93
<212> PRT
<213> Bos taurus
<400> 16
Met Glu Thr Ser Ser GIn Leu Arg Ser Lys Lys His Val Lys Val Ala
1 5 10 15
Arg Val Ser Val Arg Val Asn Asn His Leu GIn Ala Lys Met Thr Lys

20 25 30

Lys Thr Ser GIn Lys Pro Pro Thr Thr Arg Asn Leu Arg Lys lle Arg

35 40 45
Gly Ser Lys Leu Cys Ser GIn Cys Ser Lys Val Asn Glu Glu Leu Asn

50 55 60
GIn Asn Gly Pro Val Glu Val Pro Asp Cys Gly His Pro Cys His Ser
65 70 75 80
Ser Gly Thr Gly Trp GIn Pro Val Thr Ser Arg His Gly
85 90

<210> 17
<211> 607
<212> DNA
<213> Bos taurus
<400> 17
acccagggcc accattggct gggcaggaga cttgctgacc tcataaagca tgagggtgtg
tctccectggg gaggggtata tatagcggtg ctcaggggct ctggagcaga ccactgggag
gcctcaaaat gactaagcgg actgggaagc cccaaggctc cagagtagtt aggaaacacc
tgcctcctgt tacccgggac aaaaggatga agacctcctc tcaactgagg cccccaaaaa
atgtcaaggt ggccagggca agtgcgagag tgaataatca ccttcaggca aagctgacca
agaaaacttc tcagaaacca cccaccacaa ggaaccttag caaaaacgga ggctcaaagc
tctgtagcca gtgttgcaag gtgaatgaag agctgaatca gaacggacca gaggaggtcc
cagagagtgt ggagatccct gtcattccag cgggaccggt gggcagccag tgacttgaag
gcatggctag agacctcaga attcttcggg ggtcttgccg ctgagtactg gccaacagta

Pagina 8
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cagacgtgac

gaaatta

<210>
<211>
<212>
<213>

18

415
DNA
Bos

<400> 18
atatagcggt

gactgggaag
caaaaggatg
aagtgcgaga
gcccaccacg
ggtgaatgaa
tgtcattcca
<210>
<211>

<212>
<213>

19

666
DNA
Bos

<400> 19
ctgaattgct

cacccagggc
gtctccctgg
ggcctcaaaa
ctgcctcctg
aatgtcaagg
aagaaaactt
ctctgtagcc
ccagagagtg
ggtatggcta
acagacattg
gtgaaa
<210>

<211>

<212>
<213>

20
1080
DNA
Bos

tattatacca

taurus

gctcacgggce
ccccaaggct
aagacctcct
gtgaataatc
aggaacctta
gagctgaatc

gcgggaccgg

taurus

ccccatcccc
caccattggc
ggaggggtat
tgactaagcg
ttacccgggg
tggccaaggc
ctcagaaacc
agggttccaa
tggagatgcc
gagacctcag

actattatac

taurus

actccataca

tctggagcag
ccagagtagt
ctcaattgag
acctacaggc
gaaaaatcgg
agaacggacc

tgggcagcca

cgctagaggt
tgggcaggag
atatagcggt
gactgggaag
caaaaggatg
aagtgcgaga
gcccaccacg
ggtgaatgaa
tgtcattcca
aaatctttgg

caactgcata

1101-013_ST25

ttaagaatga

accactggga
taggaaacac
gcccaaaaca
aaagctgacc
aggctcaaag
agaggaggtc
gtgacttgaa

gtcaggatgg
acttgctgac

gctcaggggc
ccccaaggct
aagacctcct
gtgaataatc
aggaacctta
gagctgaatc
gcgggaccgg
gggtcttgcc

cattaagaat

aaataaaatc

ggcctcaaaa
ctgcctcectg
aatgtcaagg
aagaaaactt
ctctgtagcc
ccagagagtg

ggtatggcta

ggctttgtga
ctcataaagc
tctggagcag
ccagagtagt
ctcaattgag
acctacaggc
gaaaaatcgg
agaacggacc
tgggcagcca
actgagtact

gaaaataaaa
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aacctgatgt

tgactaagcg
ttacccgggg
tggccaaggc
ctcagaaacc
agggttccaa
tggagatgcc

gagac

tgtcaaggcc
atgagggtgt
accactggga
taggaaacac
ggccaaaaca
aaagctgacc
aggctcaaaa
agaggaggtc
gtgacttgaa
ggccaacagt

tcaacctgat

600
607

60
120
180
240
300
360
415

60
120
180
240
300
360
420
480
540
600
660
666



<400> 20
atctaaatca

aacaaaatcc
aatgaaattc
agaaaataaa
aattccctta
actctccctg
tgaaggcctc
ctccccatcc
gccaccattg
ggggaggggt
aatgactaag
ttttacccgg
ggtggccagg
ttctcagaaa
ccagtgttcc
tgtggagatg
tagagacctc
gactattata
<210>
<211>

<212>
<213>

21
498
DNA

<400> 21

accactggga
tatgaaacac
gtccaagaaa
aaagctgacc
aggcccaaag
agaggaggtc
gtgacctcaa
ggtcaatagt

tcaacctgat

gtgaaacaaa
tcttatattt
attcttgatt
cttatgttaa
catttttaca
ccatgtgacc
tttaggggaa
tccgctagag
gctgggcagg
atatatagcg
cggactggga
gacaaaagga
gcaagtgcga
ccgcccacca
aaggtgaatg
cctgtcattc
agaaatcttc

ccaactccat

ggcctcaaaa
ctggctcctg
aatgtcaagg
aagaaaactt
ctctgtagcc
ccagagagtg
agcatggcta
acagacgttg

gtgaaatt

gtattcactg
gaacataaaa
gtcagttatt
ctggggctgce
gtcataaata
catcagagtt
ttacaaatgc
gtgtcagggt
agacttgctg
gtgctcaggg
agccccaagg
tgaagacctc
gagtgaataa
caaggaacct
aagtgctcaa
cagtgggacc
ggggtcttgc

acattaagaa

Pantholops hodgsonii

tgactaaggt
ttacctggaa
tggccagggt
ctcagaaacc
ggtgctccaa
tggagacccc
gagacctcag

actattatac

1101-013_ST25

caaggaacaa
tgtcttgctg
ttgagactat
ttaagctgta
gatataatag
gacttagaga
cccatttctc
ggggctttgt
acctcataaa
gctctggagc
ctccagagta
ctctcaactg
tcaccttcag
tagaaaaatc
tcagaacgga
ggtgggcagc
cgctgaatac

tgaaaataaa

gactgggaag

caaaaggatg
acctgtgaga
acccaccaca
ggtgaatgaa
tgtcattcca
aaatgttcag

caactgcata

Pagina

acttttttta
aatttgaaaa
ggaaaacggt
tcttttgcag
acaaggtttg
gatgaggatg
ccaccaaaac
gatgtcaagg
gcatgagggt
agaccactgg
gttaggaaac
aggcccaaaa
gcaaagctga
agaggctcaa
ccagaggagg
cagtgacttg
tgtccaacag

atcaacctga

caacaaggct
aagacttcct
gtgaataatc
aggaaactta
aagctgaatc
gcaggaacag
gggtcttgcc

cattcataat

10

gcttgaaaaa
ataggtttga
cttatgttag
attttttttt
gaggagacac
gcagggagtt
atctgaattg
ctcacccagg
gtgtctccct
gaggcctcaa
acctgccacg
caaatgtcaa
ccaagaaaac
agctctgtag
tcccagagag
aaggcatggc
tacagacgtt

tgtgaaagta

ccagagtagt
ctcaactgag
accttcaggc
aaaaaatcag
agaatggacc
tgggcagcca
gcttagtact

gaaaataaaa

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080

60
120
180
240
300
360
420
480
498



<210> 22

<211> 500
<212> DNA
<213>

<400> 22
accactggga

tatgaaacac
gtccaagaaa
aaagctgacc
aggcccaaag
agaagaggtc
gtgacctcag
ggccaacagt
tcaacctgat
<210> 23

<211> 476
<212> DNA
<213> Bos

<400> 23
ctcaaaatga

cctcctgtta
gtcaaggtgg
aaaacttctc
tgtagccagt
gactgtggac
ggctagagac
cattgactat
<210> 24

<211> 476
<212> DNA
<213> Bos

<400> 24
ctcaaaatga

cctcctgtta
gtcaaggtgg
aaaacttctc

tgtagccagt

ggcctcaaaa
ctgcctectg
aatgtcaagg
aagaaaactt
ctctgtagct
ccagagattc
agcatggcta
acagatgttg

gtgaaattaa

taurus

ctaaggtgac
cccaagacaa
ccagggtaag
agaaaccgcc
gttccaaggt
acccctgtca
ctcagaaatc

tataccaact

taurus

ctaaggtgac
cccaagacaa
ccagggtaag
agaaaccgcc

gttccaaggt

Pantholops hodgsonii

tgactaaggt
ttacctggga
tggccagggt
ctcagaaacc
ggtgctccaa
tgcagacccc
gagacctcag

actattatac

tgggaagcca
aaggatggag
tgtgagagtg
caccacaagg
aaatgaagag
ttccagcgga

ttcggggggce

gcatacatta

tgggaagcca
aaggatggag
tgtgagagtg
caccacaagg

aaatgaagag

1101-013_ST25

gactgggaag

caacaggatg
acctgtgaga
acccaccaca
ggtgaatgaa
tgtcattcca
aaatcttctg

caactgcata

caaggctcca
acctcctctc
aataatcacc
aaccttagaa
ctgaatcaga
accggttggc
ttgctgctga

agaatgaaaa

caaggctcca
acctcctctc
aataatcacc
aaccttagaa

ctgaatcaga
Pagina

ccacaaggct
aagacttcct
gtggataatc
aggaaactta
gagctgaatc
gcaggaacgg
gggtcttgcce

cattcataat

gagtagttag
aattgaggtc
ttcaggcaaa
aaatcagagg
acggaccagt
agccagtgac
gtactagcca

taaaatcaac

gagtagttag
aattgaggtc
ttcaggcaaa
aaatcagagg

acggaccagt
11

ccagagtagt
ctcaactgag
accttcaggc
aaaaaatcag
agaacggacc
tgggcaggca
gctgagtact

gaaaataaaa

gaaacacctc
caaaaaacat
gatgaccaag
ctcaaagctc
ggaggtccca
ttcaaggcat
acagtacaga

ctgatg

gaaacacctc
caaaaaacat
gatgaccaag
ctcaaagctc

ggaggtccca

60
120
180
240
300
360
420
480
500

60
120
180
240
300
360
420
476

60
120
180
240
300



1101-013_ST25
gactgtggac acccctgtca ttccagcgga accggttggc agccagtgac ttcaaggcat
ggctagagac ctcagaaatc ttcggggggc ttgctgctga gtactagcca acagtacaga

cattgactat tataccaact gcatacatta agaatgaaaa taaaatcaac ctgatg

<210> 25
<211> 27
<212> DNA

<213> Artificial Sequence

<220>
<223> Tforward primer for GX1 cDNA

<400> 25
ggtggtcata tgactaagcg gactggg

<210> 26
<211> 57
<212> DNA

<213> Artificial sequence

<220>
<223> reverse primer for GX1 cDNA

<400> 26
ggtggtaact agtgcatctc ccgtgatgca accctggctg cccaccggtc ccgctgg

<210> 27
<211> 33
<212> DNA

<213> Artificial sequence

<220>
<223> reverse primer for GX1 cDNA for in vitro translation

<400> 27
gtggtggtgc tcgagctggce tgcccaccgg tcc

Pagina 12

360
420
476

27

57

33



