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gaggatccgg cgtacgcggg taagggcgcg agcaccccgt cgcagacggce ctgggcgctg 1680
atggcgctca tcgcgggcgg cagggcggag tccgaggccg cgcgccgcgg cgtgcaatac 1740
ctcgtggaga cgcagcgccc ggacggcggc tgggatgagce cgtactacac cggcacgggc 1800
ttcccagggg attggtacct cggctacacc atgtaccgcc acgtgtttcc gacgctcgcg 1860
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