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<213> Secuencia artificial

<220>
<223> Proteina megaTAL especifica para TCRalfa

<400> 1
Met Gly Ser Cys Arg Tyr Pro Tyr Asp Val Pro Asp Tyr Ala Pro Pro
1 5 10 15

Lys Lys Lys Arg Lys Val Val Asp Leu Arg Thr Leu Gly Tyr Ser GIn
20 25 30

GIn GIn GIn Glu Lys lle Lys Pro Lys Val Arg Ser Thr Val Ala Gin
35 40 45

His His Glu Ala Leu Val Gly His Gly Phe Thr His Ala His lle Val
50 55 60

Ala Leu Ser GIn His Pro Ala Ala Leu Gly Thr Val Ala Val Thr Tyr
65 70 75 80

GIn His lle lle Thr Ala Leu Pro Glu Ala Thr His Glu Asp lle Val
85 90 95

Gly Val Gly Lys GIn Trp Ser Gly Ala Arg Ala Leu Glu Ala Leu Leu
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100 105 110

Thr Asp Ala Gly Glu Leu Arg Gly Pro Pro Leu GIn Leu Asp Thr Gly
115 120 125

GIn Leu Val Lys lle Ala Lys Arg Gly Gly Val Thr Ala Met Glu Ala
130 135 140

Val His Ala Ser Arg Asn Ala Leu Thr Gly Ala Pro Leu Asn Leu Thr
145 150 155 160

Pro Asp GIn Val Val Ala lle Ala Ser Asn lle Gly Gly Lys Gin Ala
165 170 175

Leu Glu Thr Val GIn Arg Leu Leu Pro Val Leu Cys GIn Asp His Gly
180 185 190

Leu Thr Pro Asp GIn Val Val Ala lle Ala Ser Asn lle Gly Gly Lys
195 200 205

GIn Ala Leu Glu Thr Val GiIn Arg Leu Leu Pro Val Leu Cys GIn Asp
210 215 220

His Gly Leu Thr Pro Asp GIn Val Val Ala lle Ala Ser Asn lle Gly
225 230 235 240

Gly Lys GIn Ala Leu Glu Thr Val GIn Arg Leu Leu Pro Val Leu Cys
245 250 255

GIn Asp His Gly Leu Thr Pro Asp GIn Val Val Ala lle Ala Ser Asn
260 265 270

Gly Gly Gly Lys GIn Ala Leu Glu Thr Val GIn Arg Leu Leu Pro Val
275 280 285

Leu Cys GIn Asp His Gly Leu Thr Pro Asp GIn Val Val Ala lle Ala
290 295 300

Ser His Asp Gly Gly Lys GIn Ala Leu Glu Thr Val GIn Arg Leu Leu
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305 310 315 320

Pro Val Leu Cys GIn Asp His Gly Leu Thr Pro Asp Gin Val Val Ala
325 330 335

lle Ala Ser His Asp Gly Gly Lys GIn Ala Leu Glu Thr Val GIn Arg
340 345 350

Leu Leu Pro Val Leu Cys GIn Asp His Gly Leu Thr Pro Asp Gin Val
355 360 365

Val Ala lle Ala Ser Asn lle Gly Gly Lys Gin Ala Leu Glu Thr Val
370 375 380

GIn Arg Leu Leu Pro Val Leu Cys GIn Asp His Gly Leu Thr Pro Asp
385 390 395 400

GIn Val Val Ala lle Ala Ser Asn Asn Gly Gly Lys GIn Ala Leu Glu
405 410 415

Thr Val GIn Arg Leu Leu Pro Val Leu Cys GIn Asp His Gly Leu Thr
420 425 430

Pro Asp GIn Val Val Ala lle Ala Ser Asn Gly Gly Gly Lys GIn Ala
435 440 445

Leu Glu Thr Val GIn Arg Leu Leu Pro Val Leu Cys GIn Asp His Gly
450 455 460

Leu Thr Pro Asp GIn Val Val Ala lle Ala Ser Asn Asn Gly Gly Lys
465 470 475 480

GIn Ala Leu Glu Thr Val GIn Arg Leu Leu Pro Val Leu Cys GIn Asp
485 490 495

His Gly Leu Thr Pro Asp GIn Val Val Ala lle Ala Ser Asn lle Gly
500 505 510

Gly Lys GIn Ala Leu Glu Ser lle Val Ala GIn Leu Ser Arg Pro Asp
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515 520 525

Pro Ala Leu Ala Ala Leu Thr Asn Asp His Leu Val Ala Leu Ala Cys
530 535 540

Leu Gly Gly Arg Pro Ala Met Asp Ala Val Lys Lys Gly Leu Pro His
545 550 555 560

Ala Pro Glu Leu lle Arg Arg Val Asn Arg Arg lle Gly Glu Arg Thr
565 570 575

Ser His Arg Val Ala lle Ser Arg Val Gly Gly Ser Ser Arg Arg Glu
580 585 590

Ser lle Asn Pro Trp lle Leu Thr Gly Phe Ala Asp Ala Glu Gly Ser
595 600 605

Phe lle Leu Asp lle Arg Asn Arg Asn Asn Glu Ser Asn Arg Tyr Arg
610 615 620

Thr Ser Leu Arg Phe Gin lle Thr Leu His Asn Lys Asp Lys Ser lle
625 630 635 640

Leu Glu Asn lle GIn Ser Thr Trp Lys Val Gly Lys lle Thr Asn Ser
645 650 655

Gly Asp Arg Ala Val Met Leu Arg Val Thr Arg Phe Glu Asp Leu Lys
660 665 670

Val lle lle Asp His Phe Glu Lys Tyr Pro Leu lle Thr GIn Lys Leu
675 680 685

Gly Asp Tyr Lys Leu Phe Lys GIn Ala Phe Ser Val Met Glu Asn Lys
690 695 700

Glu His Leu Lys Glu Asn Gly lle Lys Glu Leu Val Arg lle Lys Ala
705 710 715 720

Lys Met Asn Trp Gly Leu Thr Asp Glu Leu Lys Lys Ala Phe Pro Glu
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725 730 735

Asn lle Ser Lys Glu Arg Pro Leu lle Asn Lys Asn lle Pro Asn Phe
740 745 750

Lys Trp Leu Ala Gly Phe Thr Ser Gly Asp Gly Tyr Phe Gly Val Asn
755 760 765

Leu Lys Lys Val Lys Gly Asn Ala Lys Val Tyr Val Gly Leu Arg Phe
770 775 780

Ser lle Ser GIn His lle Arg Asp Lys Asn Leu Met Asn Ser Leu lle
785 790 795 800

Thr Tyr Leu Gly Cys Gly Ser lle Trp Glu Lys Asn Lys Ser Glu Phe
805 810 815

Ser Trp Leu Glu Phe Val Val Thr Lys Phe Ser Asp lle Asn Asp Lys
820 825 830

lle lle Pro Val Phe GIn Glu Asn Thr Leu lle Gly Val Lys Leu Glu
835 840 845

Asp Phe Glu Asp Trp Cys Lys Val Ala Lys Leu lle Glu Glu Lys Lys
850 855 860

His Leu Thr Glu Ser Gly Leu Asp Glu lle Lys Lys lle Lys Leu Asn
865 870 875 880

Met Asn Lys Gly Arg Val Phe
885

<210> 2

<211> 2464

<212> ADN

<213> Homo sapiens

<400> 2

actctaaaac gagaagtaca agtgagttcc cccaaggggt cggccgcegcc tettectgte

cccgcecctgce cggctgeccc aggccagtgg agtggcagec ccagaactgg gaccaccggg
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6

ggtggtgagg cggcccggcea ctgggagcetg catctgaggce ttagtcectg agcetetctge 180
ctgcccagac tagctgcacc tecteattece ctgegecccc ttectetceg gaagececcca 240
ggatggtgag gtggtttcac cgagacctca gtgggctgga tgcagagacc ctgctcaagg 300
gccgaggtgt ccacggtagc ttectggcte ggecccagtcg caagaaccag ggtgacttct 360
cgctctcegt cagggtgggg gatcaggtga cccatattcg gatccagaac tcaggggatt 420
tctatgacct gtatggaggg gagaagtttg cgactctgac agagcetggtg gagtactaca 480
ctcagcagca gggtgtcctg caggaccgeg acggcaccat catccacctc aagtacccge 540
tgaactgctc cgatcccact agtgagaggt ggtaccatgg ccacatgtct ggcgggcagg 600
cagagacgct gctgcaggec aagggcgagc cctggacgtt tettgtgegt gagagectca 660
gccagcctgg agacttcgtg ctttetgtge tcagtgacca geccaaggcet ggeccagget 720
ccccegctcag ggtcacccac atcaaggtca tgtgcgaggg tggacgctac acagtgggtg 780
gtttggagac cttcgacagc ctcacggacc tggtggagca tttcaagaag acggggattg 840
aggaggcctc aggcgcecttt gtctacctge ggcagecgta ctatgccacg agggtgaatg 900
cggctgacat tgagaaccga gtgttggaac tgaacaagaa gcaggagtcc gaggatacag 960

ccaaggctgg cttctgggag gagtttgaga gtttgcagaa gcaggaggtg aagaacttgc 1020

accagcgtct ggaagggcag cggccagaga acaagggcaa gaaccgctac aagaacattc 1080

tcecctttga ccacagecga gtgatectge agggacggga cagtaacatc cccgggtceg 1140
actacatcaa tgccaactac atcaagaacc agctgctagg ccctgatgag aacgctaaga 1200
cctacatcge cagccagggc tgtctggagg ccacggtcaa tgacttctgg cagatggegt 1260
ggcaggagaa cagccgtgtc atcgtcatga ccacccgaga ggtggagaaa ggccggaaca 1320
aatgcgtccc atactggccc gaggtgggcea tgcagcegtgce ttatgggcecc tactctgtga 1380
ccaactgcgg ggagcatgac acaaccgaat acaaactccg taccttacag gtctcccege 1440
tggacaatgg agacctgatt cgggagatct ggcattacca gtacctgagc tggcccgacc 1500
atggggtccce cagtgagcect gggggtgtce tcagcttcct ggaccagatc aaccagegge 1560
aggaaagtct gcctcacgca gggcccatca tcgtgcactg cagcgecggce atcggecgca 1620

caggcaccat cattgtcatc gacatgctca tggagaacat ctccaccaag ggcctggact 1680
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gtgacattga catccagaag accatccaga tggtgcgggce gcagcegceteg ggcatggtge 1740
agacggaggc gcagtacaag ttcatctacg tggccatcgce ccagttcatt gaaaccacta 1800
agaagaagct ggaggtcctg cagtcgcaga agggccagga gtcggagtac gggaacatca 1860
cctatccece agecatgaag aatgcccatg ccaaggcectc ccgcaccteg tccaagaget 1920
tggagtctag tgcagggacc gtggcetgegt cacctgtgag acggggtggce cagaggggac 1980
tgccagtgec gggtecccect gtgcetgtcete ctgacctgea ccaactgect gtacttgcce 2040
ccctgcacce ggetgcagac acaaggagga tgtgtatgag aacctgcaca ctaagaacaa 2100
gagggaggag aaagtgaaga agcagcggtc agcagacaag gagaagagca agggttccct 2160
caagaggaag tgagcggtgc tgtcctcagg tggccatgcc tcageectga cectgtggaa 2220
gcatttcgcg atggacagac tcacaacctg aacctaggag tgccccattc tittgtaatt 2280
taaatggctg catccccccce accteteect gaccctgtat atagcccage caggccccag 2340
gcagggccaa cccttctect cttgtaaata aagccctggg atcactgtga aaaaaaaaaa 2400
aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa
aaaa 2464

<210> 3

<211> 867

<212> ADN

<213> Homo sapiens

<400> 3
atgcagatcc cacaggcgcc ctggccagtc gtctgggegg tgctacaact gggcetggegg 60

ccaggatggt tcttagactc cccagacagg ccctggaacc cccccacctt ctccccagee . 120
ctgctcgtgg tgaccgaagg ggacaacgcc accttcacct gcagcttctc caacacatcg 180
gagagcttcg tgctaaactg gtaccgcatg agccccagca accagacgga caagctggec 240
gccttcceeg aggaccgcag ccageceggce caggactgec getteegtgt cacacaactg 300
cccaacgggc gtgacttcca catgagcgtg gtcagggccc ggcgcaatga cagcggcacc 360
tacctctgtg gggccatctc cctggcccecec aaggcgcaga tcaaagagag cctgcgggca 420

gagctcaggg tgacagagag aagggcagaa gtgcccacag cccaccceag cccctcacce 480
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8
aggccagcecg gecagttcca aaccetggtg gttggtgteg tgggecggect getgggcage . 540

ctggtgctgc tagtctgggt cctggecgte atctgetcce gggecgecacg agggacaata 600
ggagccaggc gcaccggceca geccctgaag gaggacccct cagecgtgec tgtgttctct 660
gtggactatg gggagctgga tttccagtgg cgagagaaga ccccggagcec cceegtgece 720
tgtgtccctg agcagacgga gtatgccacc attgtcttic ctagcggaat gggcacctca 780
tccceegecce gecaggggctce agetgacgge cetcggagtg cccagecact gaggectgag 840
gatggacact gctcttggcece cctcetga 867

<210> 4

<211> 420

<212> ADN

<213> Homo sapiens

<400> 4
atgacatcca ttcgagctgt atttatattc ctgtggctgc agctggactt ggtgaatgga 60

gagaatgtgg agcagcatcc ttcaaccctg agtgtccagg agggagacag cgctgttatc 120
aagtgtactt attcagacag tgcctcaaac tacttccctt ggtataagca agaacttgga 180
aaaagacctc agcttattat agacattcgt tcaaatgtgg gcgaaaagaa agaccaacga 240
attgctgtta cattgaacaa gacagccaaa catttctccc tgcacatcac agagacccaa 300
cctgaagact cggctgtcta ctictgtgca gcaagtagga aggactctgg gggttaccag 360
aaagttacct ttggaactgg aacaaagctc caagtcatcc caaatatcca gaaccctgac 420
<210> 5

<211> 1027

<212> ADN

<213> Homo sapiens

<400> 5
ttggattatc aagtgtcaag tccaatctat gacatcaatt attatacatc ggagccctgc 60

caaaaaatca atgtgaagca aatcgcagcc cgcectectgce cteegcetcta ctcactggtg 120
ttcatctttg gttttgtggg caacatgctg gtcatcctca tcctgataaa ctgcaaaagg 180
ctgaagagca tgactgacat ctacctgctc aacctggcca tctctgacct gtttttcctt 240

cttactgtcc ccttctggge tcactatget geccgeccagt gggactttgg aaatacaatg 300
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9
tgtcaactct tgacagggct ctattttata ggcttcttct ctggaatctt cttcatcatc 360

ctcctgacaa tcgataggta cctggctgtce gtccatgcetg tgtttgcettt aaaagccagg 420
acggtcacct ttggggtggt gacaagtgtg atcacttggg tggtggctgt gtttgcgtct 480
ctcccaggaa tcatctttac cagatctcaa aaagaaggtc ttcattacac ctgcagetct 540
cattttccat acattaaaga tagtcatctt ggggctggtc ctgccgcetgce tigtcatggt 600
catctgctac tcgggaatcc taaaaactct gettcggtgt cgaaatgaga agaagaggca 660
cagggctgtg aggcttatct tcaccatcat gattgtttat tttctctict gggctcecta 720
caacattgtc cttctcctga acaccticca ggaattctit ggcctgaata attgcagtag 780
ctctaacagg ttggaccaag ctatgcaggt gacagagact cttgggatga cgcactgctg 840
catcaacccc atcatctatg cctttgtcgg ggagaagttc agaaactacc tcttagtctt 900
cttccaaaag cacattgcca aacgcttctg caaatgctgt tctattttcc agcaagagge 960
tcccgagcega gcaagcetcag tttacacccg atccactggg gagcaggaaa tatctgtggg 1020
cttgtga 1027

<210> 6

<211> 1912

<212> ADN

<213> Homo sapiens

<400> 6
ttttttttct tcectctagt gggcggggcea gaggagttag ccaagatgtg actttgaaac 60

cctcagcgtce tcagtgcecct titgttctaa acaaagaatt ttgtaattgg ttctaccaaa 120
gaaggatata atgaagtcac tatgggaaaa gatggggagg agagttgtag gattctacat 180
taattctctt gtgcccttag cccactactt cagaatttcc tgaagaaagce aagectgaat 240
tggtttttta aattgcttta aaaatttttt ttaactgggt taatgcttgc tgaattggaa 300
gtgaatgtcc attcctitgce ctcttttgca gatatacact tcagataact acaccgagga 360
aatgggctca ggggactatg actccatgaa ggaaccctgt ttccgtgaag aaaatgctaa 420
tttcaataaa atcttcctge ccaccatcta ctccatcatc ticttaactg geattgtggg 480
caatggattg gtcatcctgg tcatgggtta ccagaagaaa ctgagaagca tgacggacaa 540

gtacaggctg cacctgtcag tggccgacct cctctttgtc atcacgcettc ccttctggge 600
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agttgatgcc gtggcaaact ggtactttgg gaacttccta tgcaaggcag tccatgtcat 660
ctacacagtc aacctctaca gcagtgtcct catcctggcc ttcatcagtc tggaccgeta 720
cctggcecatc gtccacgceca ccaacagtca gaggccaagg aagcetgttgg ctgaaaaggt 780
ggtctatgtt ggcgtctgga tceetgecect cetgetgact attcccgact teatetttge . 840
caacgtcagt gaggcagatg acagatatat ctgtgaccgc ttctacccca atgacttgtg 900
ggtggttgtg ttccagtttc agcacatcat ggttggcctt atcctgectg gtattgtcat 960
cctgtectge tattgcatta tcatctccaa getgtcacac tccaagggcec accagaageg 1020
caaggccctc aagaccacag tcatcctcat cctggctttc ttcgectgtt ggctgectta 1080
ctacattggg atcagcatcg actccttcat cctcctggaa atcatcaage aagggtgtga 1140
gtttgagaac actgtgcaca agtggatttc catcaccgag gccctagctt tcttccactg 1200
ttgtctgaac cccatcctct atgctticct tggagccaaa tttaaaacct ctgcccagca 1260
cgcactcacc tectgtgagca gagggtccag cctcaagatc ctctccaaag gaaagcgagg 1320
tggacattca tctgtttcca ctgagtctga gtcttcaagt tttcactcca gctaacacag 1380
atgtaaaaga ctttttttta tacgataaat aacttttttt taagttacac atttttcaga 1440
tataaaagac tgaccaatat tgtacagttt ttattgcttg ttggattttt gtcttgtgtt 1500

tctttagttt ttgtgaagtt taattgactt atttatataa attttttttg tttcatattg 1560

atgtgtgtct aggcaggacc tgtggccaag ttcttagttg ctgtatgtct cgtggtagga 1620
ctgtagaaaa gggaactgaa cattccagag cgtgtagtga atcacgtaaa gctagaaatg 1680
atccccagct gtttatgcat agataatctc tccattcceg tggaacgttt ttectgttet 1740
taagacgtga ttttgctgta gaagatggca cttataacca aagcccaaag tggtatagaa 1800
atgctggttt ttcagttttc aggagtgggt tgatttcagc acctacagtg tacagtcttg 1860
tattaagttg ttaataaaag tacatgttaa acttaaaaaa aaaaaaaaaa aa 1912
<210> 7

<211> 2413

<212> ADN

<213> Homo sapiens

<400> 7
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11
ttcegtectt ccgtececgegg cectgtcage tggagegegg cgcaggcetet gecececeggecce 60

ggcggctctg geecggecgte cagtccgtge ggcggacccce gaggagcctc gatgtggatg 120
gccccgcegaa gttaagttet gggctegegce ttccacteeg cegegectte cteccagttt 180
ccgtecgcetce geecgceaccegg cttegttecee ccaaatctcg gaccegteect tcgegeccee 240
tcceegteeg cececagtge tgegttetee cectettgge tetectgegg ctgggggagg 300
ggcgggggte accatggecg aggcgcectca ggtggtggag atcgacccgg acttcgagece 360
gctgeeccgg cecgegcetegt gecacctggec getgeccagg cecggagttta geccagtccaa 420
ctcggccacc tccagecegg cgecgtcggg cagegeggcet gccaacceecg acgecgegge 480
gggcctgcecc tcggectegg ctgeegetgt cagegecgac ttcatgagca acctgagett 540
gctggaggag agcgaggact tcccgcaggce gececggcetee gtggeggegg cggtggegge . 600
ggcggcecgcec geggecgeca ccggggggcet gtgeggggac ttccagggee cggaggeggg 660
ctgcctgcac ccagegecac cgecageccce gecgeceggg ccgetgtcge agcaccegee 720
ggtgcccecce geegecgetg ggeegetege ggggcagecg cgcaagagca getegtceeg 780
ccgcaacgcg tggggcaacc tgtcctacge cgacctcatc accaaggcca tcgagagetc 840
ggcggagaag cggctcacgc tgtcgcagat ctacgagtgg atggtcaaga gegtgeecta 900
cttcaaggat aagggtgaca gcaacagctc ggcgggcetgg aagaattcaa ttcgtcataa 960
tctgtcccta cacagcaagt tcattcgtgt gcagaatgaa ggaactggaa aaagttettg 1020
gtggatgctc aatccagagg gtggcaagag cgggaaatct cctaggagaa gagctgcatc 1080
catggacaac aacagtaaat ttgctaagag ccgaagccga gectgccaaga agaaagcatc 1140
tctccagtet ggccaggagg gtgctgggga cagcecctgga tcacagtttt ccaaatggee 1200
tgcaagccct ggctctcaca gcaatgatga ctttgataac tggagtacat ttcgccctcg 1260
aactagctca aatgctagta ctattagtgg gagactctca cccattatga ccgaacagga 1320
tgatcttgga gaaggggatg tgcattctat ggtgtacccg ccatctgcecg caaagatgge 1380
ctctacttta cccagtctgt ctgagataag caatcccgaa aacatggaaa atcttttgga 1440
taatctcaac cttctctcat caccaacatc attaactgtt tcgacccagt cctcacctgg 1500

caccatgatg cagcagacgc cgtgctactc gtttgcgcca ccaaacacca gtttgaattc 1560
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acccagccca aactaccaaa aatatacata tggccaatcc agcatgagcc ctttgcccca 1620

gatgcctata caaacactic aggacaataa gtcgagttat ggaggtatga gtcagtataa 1680
ctgtgcgcct ggactcttiga aggagttgct gactictgac tctcctecee ataatgacat 1740
tatgacacca gttgatcctg gggtagccca geccaacage cgggttctgg gccagaacgt 1800
catgatgggc cctaattcgg tcatgtcaac ctatggcagc caggcatctc ataacaaaat 1860
gatgaatccc agctcccata cccaccctgg acatgctcag cagacatctg cagttaacgg 1920
gcgtcccctg ccccacacgg taagcaccat gecccacacce tcgggtatga accgectgac 1980
ccaagtgaag acacctgtac aagtgcctct gccccacccce atgcagatga gtgecctggg 2040
gggctactcc tccgtgagcea getgcaatgg ctatggcaga atgggcecttc tccaccagga 2100
gaagctccca agtgacttgg atggcatgtt cattgagcgc ttagactgtg acatggaatc 2160
catcattcgg aatgacctca tggatggaga tacattggat tttaactttg acaatgtgtt 2220
gcccaaccaa agcttcccac acagtgtcaa gacaacgaca catagcetggg tgtcaggectg 2280
agggttagtg agcaggttac acttaaaagt acttcagatt gtctgacagc aggaactgag 2340
agaagcagtc caaagatgtc tttcaccaac tcccttttag ttttctcggt taaaaaaaaa 2400
aaaaaaaaaa aaa 2413

<210> 8

<211> 3286

<212> ADN

<213> Homo sapiens

<400> 8
gcgtgtcggg cgcggaaggg ggaggeggec cggggegece gegagtgagg cgeggggegg 60

cgaagggagc gcgggtggeg gcacttgetg ccgeggectt ggatgggetg ggecceecte . 120
gccgcetecgce ctectccaca cgegeggegg ccgeggegag ggggacgege cgecegggge 180
ccggcacctt cgggaacccc ccggeccgga gectgeggec tgegeegect cggecgeegg 240
gagccccgtg gagccccecge cgecgegecg ccccgeggac cggacgetga gggcactcgg 300
ggcggggegce gegeteggge agacgtttge ggggaggggg gegectgeeg ggccceggeg 360
accaccttgg gggtcgeggg ccggcetcggg gggegeccag tgegggecct cgegggegee 420

gggcagcgac cagccctgag cggagcetgtt ggcecgeggeg ggaggcectee cggacgecee . 480
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cagccccccg aacgctcgec cgggecggeg ggagtcggeg cccceceggga ggtecegetecg 540
gtcgtecegeg geggagegtt tgetcetggg acaggeggtg ggaccgggge gtcgecggag 600
acgcccccag cgaagttggg ctetccaggt gtgggggtcee cggggggtag cgacgtcgecg 660
gacccggcct gtgggatggg cggcccggag aagactgegce tcggecegtgt tcatacttgt - 720
ccgtgggcect gaggtcceceg gaggatgacc tagcactgaa aagccceggce cggectccee 780
agggtccccg aggacgaagt tgaccctgac cgggcecgtct cccagttctg aggeccgggt 840
cccactggaa ctecgegtetg agcecgecgte ccggaccecce ggtgeccgece ggtccgcaga 900
ccctgcaccg ggcettggact cgcagecggg actgacgtgt agaacaatcg tttctgttgg 960
aagaagggtt tttcecttce ttttggggtt tttgttgect tttttttte ttttttettt 1020
gtaaaatttt ggagaaggga agtcggaaca caaggaagga ccgctcaccc gcggactcag 1080
ggctggceggce gggactccag gaccetgggt ccagcatgga ggtggtggac ccgcagcage 1140
tgggcatgtt cacggagggc gagctgatgt cggtgggtat ggacacgttc atccaccgca 1200
tcgactccac cgaggtcatc taccagccgce geccgcaageg ggccaagcete atcggcaagt 1260
acctgatggg ggacctgctg ggggaaggct cttacggcaa ggtgaaggag gtgctggact 1320
cggagacgct gtgcaggagg gccgtcaaga tcctcaagaa gaagaagttg cgaaggatcc 1380
ccaacgggga ggccaacgtg aagaaggaaa ttcaactact gaggaggtta cggcacaaaa 1440
atgtcatcca gctggtggat gtgttataca acgaagagaa gcagaaaatg tatatggtga 1500
tggagtactg cgtgtgtggc atgcaggaaa tgctggacag cgtgccggag aagcegtttcc 1560
cagtgtgcca ggcccacggg tacttctgtc agctgattga cggectggag tacctgcata 1620
gccagggcat tgtgcacaag gacatcaagc cggggaacct gctgctcacc accggtggca 1680
ccctcaaaat ctccgacctg ggegtggecg aggcactgea ceegttcgeg gecggacgaca 1740
cctgecggac cageccagggce teceeceggctt tccagecgece cgagattgee aacggectgg 1800
acaccttctc cggcttcaag gtggacatct ggtcggcetgg ggtcaccctc tacaacatca 1860
ccacgggtct gtaccccttc gaaggggaca acatctacaa gttgttigag aacatcggga 1920
aggggagcta cgccatccecg ggcgactgtg geceeecgct ctetgacctg ctgaaaggga 1980

tgcttgagta cgaaccggcec aagaggttct ccatccggca gatccggecag cacagetggt 2040
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tccggaagaa acatcctceg getgaagcac cagtgcccat cccaccgage ccagacacca 2100
aggaccggtg gcgcagceatg actgtggtgce cgtacttgga ggacctgcac ggecgeggacg 2160
aggacgagga cctcttcgac atcgaggatg acatcatcta cactcaggac ttcacggtge 2220
ccggacaggt cccagaagag gaggccagtc acaatggaca gcgccggggce ctccccaagg 2280
ccgtgtgtat gaacggcaca gaggcggcegce agctgagcac caaatccagg gcggagggec 2340
gggcccccaa ccctgecege aaggcectgct ccgecagecag caagateccge cggetgtcgg 2400
cctgcaagca gecagtgaggce tggcecgcectg cageecegtgt ccaggagcecc cgecaggtge 2460
ccgcgcecagg cccteagtct teetgeeggt teccgecegec ctceccggaga ggtggecgee 2520
atgcttctgt gccgaccacg ccccaggacce tccggagege cetgcaggge cgggcagggg 2580
gacagcaggg accgggcgca gccctceccc ctcggecgcec cggcagtgca cgeggcettgt 2640
tgacttcgca gccececgggeg gagcecttcece gggegggegt gggaggaggg aggeggectc 2700
catgcacttt atgtggagac tactggcccc geecgtggcece tegtgetceg cagggegece 2760
agcgcecgtce ggcggcecccg ccgcagacca getggegggt gtggagacca ggctectgac . 2820
cccgccatge atgcagegcce acctggaagce cgecgeggcecg ctttggtttt ttgtttggtt 2880
ggttccattt tctttttttc tttttttttt taagaaaaaa taaaaggtgg atttgagctg 2940
tggctgtgag gggtgtttgg gagetgetgg gtggcagggg ggetgtgggg tegggetcac 3000
gtcgeggecg ccetttgeget ctegggteac cetgetttgg cggeceggec ggagggcagg 3060
accctcacct ctcccccaag gecactgegc tettgggace ccagagaaaa cccggagcaa 3120
gcaggagtgt gcggtcaata tttatatcat ccagaaaaga aaaacacgag aaacgccatc 3180
gcgggatggt gcagacgegg cggggactcg gagggtgccg tgcgggcgag gecgeccaaa 3240
tttggcaata aataaagctt gggaagcttg gacctgaaaa aaaaaa 3286
<210> 9
<211> 6767
<212> ADN
<213> Homo sapiens

<400> 9
aagtttccaa gtggtcaact tgaccgatgc tttggcaatt gaaaaagggc agaaaggcgc 60
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gggctagtgg gtggatgggg acaaagatct aagtcacctt cttccagcgt gtgagcctgg 120

gaggagggtg ggggtcctga ggagcaagag gtacgaggaa ggaaaaggag agggcttctg 180
ggttagtttc cacctcctgce tttccaactc acggcegcttt ccttccggaa aggacgetgg 240
attcagggcg cgccagtacg cgcagtageg geeccgegagt cggcaggtgg gtageccegg 300
cgcgggagga aggggaagtt accttccect cggaagaggg cgcetggcetce cccatcectge . 360
ctttataata aggccaccgg aggagaggaa gcagccagct gecgtetgeg ctttgcaaag ™ 420
catgcagtta ggggagcagc tcttggtgag ctcagtgaac ctgcctggceg cgcacticta 480
ccecgetggag agtgcgcgag geggcagegg cgggagegct ggecacctee ccagegegge 540
cccectetect cagaagttgg acttagacaa agcgtccaag aagttttceg geagtetcte 600
ctgcgaggceg gtgagcgggg ageccgeage cgccagegea ggggecceeg cggecatget 660
tagtgacacc gacgccgggg acgcatttge cagcgcetgeg gecagtggeca ageceggggee . 720
cccggacggce cgcaagggct ceceeectgegg ggaggaggag ctgeccteeg cegetgcage . 780
cgcegcecgcec geecgeegeeg cggcetgegge cactgegegc tactccatgg acagectgag 840
ctccgagegg tactacctece agtcececgg tectcagggg tcggagetgg ctgegeeetg 900
ctcactcttc ccgtaccagg cggeggetgg ggegecccac ggacctgtgt acccggetce . 960
taacggggcg cgctacccect acggctccat getgeeecece ggeggcttee cecgeggetgt 1020
gtgcccacce gggagggcegce agttcggecc aggageeggt gcgggeagtg gegegggegg 1080
tagcagcggce gggggeggeg geecgggeac ctatcagtac agccaggggg ctecgetcta 1140
cgggccgtac cctggagecg cageggeggg atcttgcgga ggactggggg gectgggggt 1200
tccaggttct ggcttcegtg cccacgtceta cetgtgcaac cggectetgt ggectcaaatt 1260
ccaccgccac caaactgaga tgatcattac gaaacagggc aggtgagcgce agegtggagg 1320
ggcccctggg ttcggggata aagggtgacg tgtggtcctg gggaaggtce gggatgaggg 1380
agctgaaccc agttgttccg cgcggtgcett agagtgtttc accgegegcea ataaatctcc 1440
gtagacaccg catctccaat gcggtgtccc tetgtgtcag tgccecggeg getctigcag 1500
ggtgccaatg ttacggctgt acaccgcttt tccctecccat catcctcace tgaacagacc 1560

tggaggaggc ggaaatggaa attagggcat gtccacaagc tggattcgtt agatcctcct 1620
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gctcggeggt atgcttgtge atgectgeat gccggecaagg agccacggat agggaagget 1680

caagagctgg ccacctgagc gcagtagatg ggctcccgca gttttaggeg ccagggtctc 1740
cacggggcgt ctccgggagg tgggcatgaa ggctagageg ccggectegg aagctcggtc 1800
ggagtaggtg gttagatctg ccctggagec agacctggcet cgggttcggt gcgcgagaaa 1860
gttctgatat acatccaact gctaacactg gctacttctg gggaaaggga ggggtgggtg 1920
ctgagagagg ggcactcaaa ggggactttt agcctaaagt tttaatatat atttttaaca 1980
agaataacct aatattgttc tctggtactt ttcaaaatgg tgcatttaaa aattagtagt 2040
ttttaacatt ctaggagaaa aattttaaga gcgtctgaaa gggccgagaa tatgagectt 2100
cggaagcacg cgcgaatttg gaatataccg atgttggggc aagctttttt tttttttttt 2160
tttttttttt tttttttttt ttttgaaaag acggaaaggt tccaagagtt gccaactcaa 2220
aaatatttta catagtttca gaccacttga tctaccagca ttctgticac tgcaaacttt 2280
taaatgtgtt ccgaccctat cccaggtgtc tggggaaccc gctggggect gggcectgttc 2340
taggacatcc caattaaaat cgatttttct gattctattc ccttgcacag gegcatgttt 2400
cctttcttga gcttcaacat aaacggactc aatcccactg cccactacaa tgtgttcgta 2460

gaggtggtgc tggcggaccce caaccactgg cgcttccagg ggggcaaatg ggtgacctgt 2520

ggcaaagccg acaataacat gcagggtgag cagagaagag gectcgggccg gggaggaacg 2580

ggcgggaaga aatcgtaacc ctcgactcac acaactcaca tttaaatgta gcactttttt 2640
tttcccctte cattctgagg cctagaggtg ttagtatgag tgtctttgag ttgettgttt 2700
gacggagagg agagtttgct aagtcagatt tcttgtctge caatatgtag atatttagaa 2760
cctttaacta agacatcacc ccacccccca atccctacgt ttaacaaatc agtagtcata 2820
agctctccag gtgggaaggg ctectgggat tctaatgtic acttgagaaa gcccagccaa 2880
agtttagttc acccataaat atccaactgt cttccatcgg atgttgccct tacagcttta 2940
gaaggcccca aattgacctt caagagtcat ctctigttag ctcegtttct aaattctgaa 3000
atgccattca ggggagtccc tagtgcaagg aaggttggaa gcacaggggc ctgggaggga 3060
tatggatgta gtcctgctgg tctccactgg cetctttaag caacttttac tgggagacca 3120

actgtaagtc tagctcttat atcttgctca tagctaagag acatccctce getttctcca 3180
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tttgtaaaca gccctatatg cttgggtttt gtgttttgtt tcattttctc ttaggcaaca 3240

aaatgtatgt tcacccagag tctcctaata ctggttccca ctggatgaga caggagattt 3300
cattcgggaa attaaaactc accaataaca aaggcgcaaa taacaacaac acccaggtag 3360
agtgacagag caggagggga tatcttctgg ctttgactat aaggcttttt tctaataaga 3420
gtccctactc ttttcactgt atttataata tttgcatttg tgacctgttt gctcgectat 3480
ttctaaccat ttttgttctt ttgacctttc tcatcticac tttcttattg gatttcgata 3540

acagtgagtt gactattaag aacagaaata gcgaagtatt ttgggaattt aggaaaccaa 3600
gaggaaagca tatctatcac aaccacatac ccagctatga tttaaatttc aaaaaaaaag 3660
tgggggggca ataatgagac ctttaaactt gcaataaaca aagctgttag tgaggagcat 3720
ttagaagtcc aataccaaaa tacataattt gtcaaaatct aattttgttg aaccactaag 3780
aggcttttta gatttagcaa tttttttctg tactctttcc agatgatagt cttacaatcc 3840
ttacacaaat accaaccccg actgcatatt gttgaagtta cagaggatgg cgtggaggac 3900
ttgaatgagc cctcaaagac ccagactttt accttctcag aaacgcaatt cattgcagtg 3960
actgcctacc aaaacaccga tgtgagtgtc ccagacatct caagaatctc taaagctaag 4020
gtccagcatg ataaatcact caatgactgt ttttctcccc tatctagatt actcaactaa 4080
agattgatca taaccccttt gcaaaaggct tcagagacaa ctatgattcg taagtgcagc 4140
ttttatccac acttgcctga tcatctctga gcaggacata catcaacagg cactttgetg 4200
ataatgtatt ttaggaagag cttttacctt tgggattttt acatattttt ctttttccaa 4260

aattttttcc tttactaatc ttgctttaga tttttctcag aaaggttgtg ttaattictg 4320
aagaaatgtt aaggacttaa aaatgaagag gtttttttag catttgagtg aagatttgaa 4380
attttaagaa tctgcattta tatatacctt tcttttcatt tgatccattt ttttatcctc 4440
ccaagagcag atattattac tctcccccac ccccactttt ttttttaaca taagaaaaaa 4500
ctgaaactaa gaggatgtaa tttcacaaca cgaaatagca aggccctgct ctttttaaaa 4560
tctgagtttt ctaccgccac agccagtgtt ttttccatca cattgacaaa ggaggtttga 4620
tctgagtttt tcgtgttcta ggactagtaa aggtagattt tctatagttt aaatacttga 4680

tgcctaggag gaaacttttt cttgcatggt gggaaatttt tcccaataag ccaagagtcc 4740
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agctaaaatg ggccagtgca tctcctgect ctgttctttc agcccaacag accagecactt 4800

tcggtgtaga taaccaacac aagcecttttt catttctggg aggtggtttg titggggaca 4860
acattagggt tttttttttt ttttaagtgt ttctctttat attgtagcat gtacaccgct 4920

tcagaaaatg acaggttaac tccatctcce acggattcte ctagatccca tcagattgtc 4980
cctggaggtc ggtacggcegt tcaatcecttc ttcccggagce cctttgtcaa cactttacct 5040
caagcccgct attataatgg cgagagaacc gtgccacaga ccaacggcct cctttcaccc 5100
caacagagcg aagaggtggc caaccctccc cageggtggc ttgtcacgec tgtccagcaa 5160
cctgggacca acaaactaga catcagttcc tatgaatctg aatatacttc tagcacattg 5220
ctcccatatg geattaaatc cttgeccectt cagacatcce atgccetggg gtattaccca 5280
gacccaacct ttcctgcaat ggcagggtgg ggaggtcgag gttcttacca gaggaagatg 5340
gcagctggac taccatggac ctccagaaca agccccactg tgttctctga agatcagetc 5400
tccaaggaga aagtgaaaga ggaaattggc tcttcttgga tagagacacc cccttccatc 5460
aaatctctag attccaatga ttcaggagta tacaccagtg cttgtaagcg aaggeggetg 5520
tctectagca actccagtaa tgaaaattca cectccataa agtgtgagga cattaatget 5580
gaagagtata gtaaagacac ctcaaaaggc atgggagggt attatgcttt ttacacaact 5640
ccctaaagag ttattttaac ctcaaaaatt agctaacttt ttgcagatgg acttggtggt 5700
gttttttgtt gtcttctttg cctaggttge caaaaagatg tttgccttce accttgatge 5760
atcctgtttt gtgcaattct ctaaaagaag gtgccaaagc tttttgattg ctgcaggtaa 5820
ctgaaacaaa cctagcattt ttaaaaaata agattaatgg aagactttaa ggtattttaa 5880
aattcgaagg gtatccaagg ttctgtattt atttattggg gagacactaa cccttcaaag 5940
aagcaggctg tgaacattgg gtgcccagtg ctatcagatg agttaaaacc tttgattctc 6000
atttctattt gtaaattctt aagcaaatag aagccgagtg ttaaggtgtt ttgcttctga 6060
aagagggctg tgccttcegt ttcagaagga gacattttge tgttacattc tgccagggge 6120
aaaagatact aggcccagga gtcaagaaaa gcttttgtga aagtgatagt ttcacctgac 6180
tttgattcct taaccccegg cttttggaac aagccatgtt tgccctagtc caggattgece 6240

tcacttgaga cttgctaggc ctctgetgtg tgctggggtg geccagtggga ctcaggagag 6300
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agcaagctaa ggagtcacca aaaaaaaaaa aaaaaaaaag ggagaattta aaagtgtaca 6360

gttgtgtgtt tagatacact atagaataat gtggtatata tigtacaaat agtctacata 6420
ggtgtctggg ataatgtaaa actggtgctt tggctttgta aagaatttgc aaatcactta 6480
acagctgcag gggcaagggg agagtttcat catccccatg atatttggga atattctgtt 6540
tacttcttag atagttaaga atgtattcag ctactatgta ctaacttgaa ccgtgtttaa 6600
ggaaaactcc tatttcatcc tcticttgeg ccatceccte tecectaactt ggtaatgtga 6660
agaaactaaa acctgatacc acagctccta taggcatttt agagatcttg gatttttatg 6720
tacagtctta gtcattttta ataaatgtgg ttcagtaagg gaacgga 6767
<210> 10

<211> 2471

<212> ADN

<213> Homo sapiens

<400> 10
ggggacgaag ggaagctcca gegtgtggece ccggegagtg cggataaaag ccgecccgee 60

gggctcgggc ttcattctga geccgagceccg gtgeccaageg cagctagetc agcaggegge 120
agcggceggcc tgagcttcag ggcagecagce teccteeegg tetcgectte cetegeggte . 180
agcatgaaag ccttcagtcc cgtgaggtcc gttaggaaaa acagcctgtc ggaccacage 240
ctgggcatct cccggagcaa aacccctgtg gacgacccga tgagectgct atacaacatg 300
aacgactgct actccaagct caaggagctg gtgcccagcea tcccccagaa caagaaggtg 360
agcaagatgg aaatcctgca gcacgtcatc gactacatct tggacctgca gatcgeectg 420
gactcgcatc ccactattgt cagcctgcat caccagagac ccgggcagaa ccaggegtcc 480
aggacgccgc tgaccaccct caacacggat atcagcatcc tgtccttgca ggtaagacct 540
gctceggggt cccegecceg cecgecgeaca cteceegeggt cgtetgggcet gtcactagga 600
gatccgtagc ccagacggtg actttcgtat gagctattta actttatttt cttcagaatc 660
tgctgtagat tgagctgtgce gtgaaattgce tagtaagttc tgacatgtta atgcgtctgt 720
ctttaaatct gaattgttac cataaacgtg tttaatggaa cttgctggtc tgtggactac 780
aaaaaaaaaa aaaaaaaaaa aaaaaccctt tctacttaac attgtcttaa cctcgtactc 840

tttatcctct ttctttccag gcettctgaat teecttctga gttaatgtca aatgacagca 900
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aagcactgtg tggctgaata agcggtgagt gtttgctigt gccaccegtg ggtaaactge 960
cccteggtgt gtgtgegege gegegceatgt gtttttgett gtgtatctat aaaatgtctg 1020
atttggtaaa tgcatgctta cttcgcggtg ttacccgtac tacattgtct cactagacat 1080
gaaggagctt gtagctttgg gtgctcgaga tcacagaaca ttttccttta aaaggaaatg 1140
atgccaataa cttactacga aggcggccga ggaacgtgtg tattggcttt gtagcaaatg 1200
taatgccctg gatcttccta cgagtectct ggtactatga ggtactaacc tccactgtaa 1260
ttaatcttac cgccacaaat tccatagtga tectecttce ctaaaactat agtectctgg 1320
gattctctgg gctagttgag gattgctacce ctgtgcecttc aaccctgtga tgtgggatcc 1380
cagacttccc tatctgttaa ctaaagggct gttttcaatc aaataattgt tacgagaagc 1440
agactggcgc ctgtagcact getgttggag atccaaatag gagattgggt tgggaagttt 1500
ttcccttgag tetetgcetat tttaatgttt aatttgegcet gtcgaggcega gtgtgtgtgt 1560
tgcatctgga cgccagggtt tgcccaatct ttgagtgttt ggttaaatgt tcaaactgtg 1620
gcttcctece ggegcecagte gecegectet geccttaggt tacattetet taaacatgecc 1680
tttctccecc actetttcge aggtgttcat gatttctttt attctttgca caacaacaac 1740

aacaacaaat tcacggaatc ttttaagtgc tgaacttatt tttcaaccat ttcacaagga 1800

ggacaagttg aatggacctt tttaaaaaga aaaaaaaaat ggaaggaaaa ctaagaatga 1860

tcatcttcce agggtgttct cttacttgga ctgtgatatt cgttatttat gaaaaagact 1920
tttaaatgcc ctttctgcag ttggaagagtt ttctttatat actattccca ccatggggag 1980
cgaaaacgtt aaaatcacaa ggaattgccc aatctaagca gactttgect tttttcaaag 2040
gtggagcgtg aataccagaa ggatccagta ttcagtcact taaatgaagt cttttggtca 2100
gaaattacct ttttgacaca agcctactga atgctgtgta tatatttata tataaatata 2160
tctatttgag tgaaaccttg tgaactcttt aattagagtt ticttgtata gtggcagaga 2220
tgtctatttc tgcattcaaa agtgtaatga tgtacttatt catgctaaac tttttataaa 2280
agtttagttg taaacttaac ccttttatac aaaataaatc aagtgtgttt attgaatggt 2340
gattgcctgc tttatttcag aggaccagtg ctttgatttt tattatgcta tgttataact 2400

gaacccaaat aaatacaagt tcaaatttat gtagactgta taagattata ataaaacatg 2460
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tctgaagtca a 2471

<210> 11

<211> 4018

<212> ADN

<213> Homo sapiens

<400> 11
caggcagcgc tgegtcctge tgecgcacgtg ggaagcecctg geccecggceca cecceccgegat 60

gccgegcegct ceecgetgee gagecegtgeg ctecetgetg cgcagecact accgegaggt 120
gctgcegcetg gecacgttcg tgeggegect ggggecccag ggetggeggce tggtgcageg 180
cggggacccg geggctttce gegegetggt ggeccagtge ctggtgtgeg tgeectggga 240
cgcacggccg ccceccgecg ceccctectt ccgecaggtg tectgectga aggagetggt . 300
ggcccgagtg ctgcagaggce tgtgcgageg cggcgcegaag aacgtgetgg cetteggett 360
cgcgcetgetg gacggggecc gecgggggcecce ccccgaggcc ttcaccacca gegtgegcag . 420
ctacctgccc aacacggtga ccgacgcact gcgggggagce ggggegtggg ggetgetget 480
gcgceegegtg ggcgacgacg tgetggttca cetgetggea cgetgegegce tetttgtget 540
ggtggctccc agcetgegect accaggtgtg cgggecgecg ctgtaccage tcggegetge 600
cactcaggcc cggcccccge cacacgcetag tggaccccga aggegtctgg gatgcgaacg 660
ggcctggaac catagcgtca gggaggcecgg ggtccecctg ggectgecag ceccegggtge 720
gaggaggcgc gggggcagtg ccagccgaag tetgecgttg cccaagagge ccaggegtgg 780
cgctgeccect gagcecggagce ggacgeccegt tgggcagggg teetgggecc acccgggecag 840
gacgcgtgga ccgagtgacc gtggtttctg tgtggtgtca cctgccagac ccgccgaaga 900
agccacctct ttggagggtg cgctctetgg cacgegecac teccacceat ccgtgggeeg . 960
ccagcaccac gcgggceccce catccacatc gecggcecacca cgtcectggg acacgecttg 1020
tcceeeggtg tacgecgaga ccaagcactt cctctactce tcaggecgaca aggagcaget 1080
gcggcecctcc ttectactca getctetgag geccagectg actggegcete ggaggcetegt 1140
ggagaccatc tttctgggtt ccaggccctg gatgccaggg actccecgea ggttgecececeg 1200

cctgecccag cgcetactgge aaatgeggcec cetgtttetg gagcetgcettg ggaaccacge 1260
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gcagtgcccc tacggggtgc tcctcaagac geactgeccg ctgegagcetg cggtcaccee 1320

agcagccggt gtctgtgece gggagaagcec ccagggctcet gtggeggecce ccgaggagga 1380
ggacacagac ccccgtegcec tggtgcagct getccgecag cacagcagcec cetggcaggt 1440
gtacggcttc gtgcgggcect gectgegeeg getggtgece ccaggectet ggggetccag 1500
gcacaacgaa cgccgcttcc tcaggaacac caagaagttc atctccctgg ggaagcatge 1560
caagctctcg ctgcaggagc tgacgtggaa gatgagcgtg cgggactgcg cttggetgeg 1620
caggagccca ggggttggct gtgttccgge cgcagagceac cgtetgegtg aggagatcct 1680
ggccaagttc ctgcactggc tgatgagtgt gtacgtcgtc gagctgctca ggtctttett 1740
ttatgtcacg gagaccacgt ttcaaaagaa caggctcttt tictaccgga agagtgtctg 1800
gagcaagttg caaagcattg gaatcagaca gcacttgaag agggtgcagc tgcgggaget 1860
gtcggaagca gaggtcaggc agcatcggga agccaggccc gecctgetga cgtccagact 1920
ccgcttcatc cccaagectg acgggctgeg gecgattgtg aacatggact acgtegtggg 1980
agccagaacg ttccgcagag aaaagagggc cgagcegtcete acctcgaggg tgaaggcact 2040
gttcagcgtg ctcaactacg agcgggegeg gegecceggce ctectgggeg cetetgtget . 2100
gggcctggac gatatccaca gggcctggceg caccttegtg ctgegtgtge gggecccagga 2160
cccgccegcect gagetgtact ttgtcaaggt ggatgtgacg ggcgegtacg acaccatcce 2220
ccaggacagg ctcacggagg tcatcgccag catcatcaaa ccccagaaca cgtactgegt 2280
gcgtcggtat gecgtggtee agaaggcecgce ccatgggcac gtccgcaagg cettcaagag 2340
ccacgtctct accttgacag acctccagcec gtacatgcga cagttcgtgg ctcacctgca 2400
ggagaccagc ccgctgaggg atgccgtegt catcgagcag agctcctcee tgaatgagge 2460
cagcagtggc ctcttcgacg tcttcctacg cttcatgtge caccacgeceg tgecgecatcag 2520
gggcaagtcc tacgtccagt gccaggggat cccgcagggc tccatectct ccacgetget 2580
ctgcagcctg tgctacggceg acatggagaa caagctgttt gcggggattc ggcgggacgg 2640
gctgcetectg cgtttggtgg atgatttctt gttggtgaca cctcacctca cccacgcgaa 2700
aaccttcctc aggaccctgg tccgaggtgt cecectgagtat ggctgegtgg tgaacttgeg 2760

gaagacagtg gtgaacttcc ctgtagaaga cgaggccctg ggtggcacgg cttttgttca 2820
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gatgccggcec cacggcctat tceeetggtg cggectgetg ctggatacce ggaccetgga 2880

ggtgcagagc gactactcca gctatgcccg gacctccatc agagccagtc tcaccticaa 2940
ccgceggcttc aaggetggga ggaacatgeg tcgcaaactc tttggggtcet tgcggetgaa 3000
gtgtcacagc ctgtttctgg atttgcaggt gaacagcctc cagacggtgt gcaccaacat 3060
ctacaagatc ctcctgetge aggcegtacag gtttcacgcea tgtgtgetge ageteccatt 3120
tcatcagcaa gtttggaaga accccacatt tttcctgcge gtcatctctg acacggectc 3180
cctetgctac tccatcctga aagccaagaa cgcagggatg tcgetggggg ccaagggege 3240
cgccggcecct ctgcectecg aggcecgtgea gtggcetgtge caccaagceat tectgetcaa 3300
gctgactcga caccgtgtca cctacgtgec actcectgggg tcactcagga cagcccagac 3360
gcagctgagt cggaagctcc cggggacgac gctgactgec ctggaggecg cagccaacce 3420
ggcactgccc tcagacttca agaccatcct ggactgatgg ccacccgecce acagccagge 3480
cgagagcaga caccagcagc cctgtcacge cgggctctac gtcccaggga gggaggggeg 3540
gcccacaccce aggeccgeac cgcetgggagt ctgaggectg agtgagtgtt tggccgagge 3600
ctgcatgtcc ggctgaaggce tgagtgtceg getgaggcect gagegagtgt ccagccaagg 3660
gctgagtgtc cagcacacct gecgtcttca cttccccaca ggetggegcet cggcetccace 3720
ccagggccag cttttcctca ccaggagcecce ggcttccact ccccacatag gaatagtcca 3780
tccccagatt cgccattgtt caccectecge cetgecctec tttgecttce acccccacca 3840
tccaggtgga gaccctgaga aggaccctgg gagctctggg aatttggagt gaccaaaggt 3900
gtgccctgta cacaggcgag gaccctgcac ctggatgggg gtcectgtgg gtcaaattgg 3960
ggggaggtgc tgtgggagta aaatactgaa tatatgagtt tttcagtttt gaaaaaaa 4018
<210> 12

<211> 2335

<212> ADN

<213> Homo sapiens

<400> 12
gttattctct ggaacatgaa acattctgtt gtgctcatat catgcaaatt atcactagta 60

ggagagcaga gagtggaaat gttccaggta taaagaccca caagataaag aagctcagag 120

tcgttagaaa caggagcaga tgtacagggt ttgcctgact cacactcaag gttgcataag 180
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caagatttca aaattaatcc tattctggag acctcaaccc aatgtacaat gttcctgact 240
ggaaaagaag aactatattt ttctgatttt ttttttcaaa tctttaccat tagttgccct 300
gtatctcegc cttcactttc tgcaggaaac tttatttcct actictgcat gccaagtttc 360
tacctctaga tetgtttggt tcagttgctg agaagectga cataccagga ctgectgaga 420
caagccacaa gctgaacaga gaaagtggat tgaacaagga cgcatttccc cagtacatcc 480
acaacatgct gtccacatct cgttctcggt ttatcagaaa taccaacgag agcggtgaag 540
aagtcaccac cttttttgat tatgattacg gtgctccctg tcataaattt gacgtgaage 600
aaattggggc ccaactcctg cctecgctct actcgetggt gttcatcttt ggttttgtgg 660
gcaacatgct ggtcgtcctc atcttaataa actgcaaaaa gctgaagtgce ttgactgaca 720
tttacctgct caacctggcc atctctgatc tgcttttict tattactctc ccattgtggg 780
ctcactctgce tgcaaatgag tgggtctttg ggaatgcaat gtgcaaatta ttcacaggge 840
tgtatcacat cggttatttt ggcggaatct tcttcatcat cctectgaca atcgatagat 900
acctggctat tgtccatgct gtgtttgctt taaaagccag gacggtcacc tttggggtgg 960
tgacaagtgt gatcacctgg ttggtggctg tgtttgcttc tgtcccagga atcatcttta 1020
ctaaatgcca gaaagaagat tctgtttatg tctgtggcecc ttattttcca cgaggatgga 1080
ataatttcca cacaataatg aggaacattt tggggctggt cctgccgcetg ctcatcatgg 1140
tcatctgcta ctcgggaatc ctgaaaaccc tgcttcggtg tcgaaacgag aagaagagge 1200
atagggcagt gagagtcatc ttcaccatca tgattgttta ctttctctic tggactccct 1260
ataatattgt cattctcctg aacaccttcc aggaattctt cggcectgagt aactgtgaaa 1320
gcaccagtca actggaccaa gccacgcagg tgacagagac tcttgggatg actcactget 1380
gcatcaatcc catcatctat gccttcgttg gggagaagtt cagaaggtat ctctcggtgt 1440
tcttccgaaa gcacatcacc aagcgcttct gcaaacaatg tccagttttc tacagggaga 1500
cagtggatgg agtgacttca acaaacacgc cttccactgg ggagcaggaa gtctcggetg 1560
gtttataaaa cgaggagcag tttgattgtt gtttataaag ggagataaca atctgtatat 1620
aacaacaaac ttcaagggtt tgttgaacaa tagaaacctg taaagcaggt gcccaggaac 1680

ctcagggctg tgtgtactaa tacagactat gtcacccaat gcatatccaa catgtgctca 1740
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gggaataatc cagaaaaact gtgggtagag actttgactc tccagaaagc tcatctcagc 1800

tcctgaaaaa tgcctcatta ccttgtgcta atcctctttt tctagtcttc ataatttctt 1860

cactcaatct ctgattctgt caatgtcttg aaatcaaggg ccagctggag gtgaagaaga 1920

gaatgtgaca ggcacagatg aatgggagtg agggatagtg gggtcagggc tgagaggaga

aggagggaga catgagcatg gctgagcctg gacaaagaca aaggtgagca aagggctcac

gcattcagcc aggagatgat actggtcctt agccccatct gccacgtgta tttaaccttg 2100

aagggttcac caggtcaggg agagtttggg aactgcaata acctgggagt tttggtggag 2160

tccgatgatt ctettttgca taagtgcatg acatattttt gctttattac agtttatcta 2220

tggcacccat gcaccttaca tttgaaatct atgaaatatc atgctccatt gttcagatge 2280

ttcttaggcc acatccccect gictaaaaat tcagaaaatt tttgtttata aaaga 2335

<210>
<211>
<212>
<213>

<400>

13

1657

ADN

Homo sapiens

13

tctcacagga agccacgcac ccttgaaagg caccgggtcc ttcttagcat cgtgcttcct 60

gagcaagcct ggcattgcct cacagacctt cctcagagcce gctttcagaa aagcaagctg 120

cttetggttg ggcccagacc tgccttgagg agcctgtaga gttaaaaaat gaaccccacg 180

gatatagcag acaccaccct cgatgaaagc atatacagca attactatct gtatgaaagt 240

atccccaagc cttgcaccaa agaaggcatc aaggcatttg gggagctctt cctgcceccca 300

ctgtattcct tggtttttgt atttggtctg cttggaaatt ctgtggtggt tctggtcctg 360

ttcaaataca agcggctcag gtccatgact gatgtgtacc tgctcaacct tgccatctcg 420

gatctgctct tegtgttttc ccteectttt tggggctact atgcagcaga ccagtgggtt 480

tttgggctag gtctgtgcaa gatgatttcc tggatgtact tggtgggctt ttacagtggce 540

atattctttg tcatgctcat gagcattgat agatacctgg caattgtgca cgcggtgttt 600

tccttgaggg caaggacctt gacttatggg gtcatcacca gtttggctac atggtcagtg 660

gctgtgttcg ccteccttee tggctttetg ticageactt gttatactga gcgcaaccat 720

1980

2040
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acctactgca aaaccaagta ctctctcaac tccacgacgt ggaaggttct cagctcectg 780

gaaatcaaca ttctcggatt ggtgatcccce ttagggatca tgctgttttg ctactccatg 840
atcatcagga ccttgcagca ttgtaaaaat gagaagaaga acaaggcggt gaagatgatc 900
tttgcegtgg tggtectctt cettgggttc tggacacctt acaacatagt getettccta 960
gagaccctgg tggagctaga agtccttcag gactgcacct ttgaaagata cttggactat 1020
gccatccagg ccacagaaac tetggctttt gttcactgcet gecttaatce catcatctac 1080
ttttttctgg gggagaaatt tcgcaagtac atcctacagc tcttcaaaac ctgcagggge 1140
ctttttgtgc tctgccaata ctgtgggctce ctccaaattt actctgetga cacccccage 1200
tcatcttaca cgcagtccac catggatcat gatctccatg atgctctgta gaaaaatgaa 1260
atggtgaaat gcagagtcaa tgaactttcc acattcagag cttacttaaa atigtatttt 1320
agtaagagat tcctgagceca gtgtcaggag gaaggcttac acccacagtg gaaagacage 1380
ttctcatcct gcaggceagct ttttctctce cactagacaa gtccagectg gcaagggttc 1440
acctgggctg aggcatcctt cctcacacca ggcttgectg caggcatgag tcagtctgat 1500
gagaactctg agcagtgctt gaatgaagtt gtaggtaata ttgcaaggca aagactattc 1560
ccttctaacc tgaactgatg ggtttctcca gagggaattg cagagtactg gctgatggag 1620
taaatcgcta ccttttgctg tggcaaatgg gecctct 1657

<210> 14

<211> 750

<212> PRT

<213> Homo sapiens

<400> 14

l:/let Trp As5n Leu Leu HijoGIu Thr Asp1S5er Ala Val Ala Thr Ala Arg

Arg Pro Arg Trp Leu Cys Ala Gly Ala Leu Val Leu Ala Gly Gly Phe
20 25 30

Phe Leu Leu Gly Phe Leu Phe Gly Trp Phe lle Lys Ser Ser Asn Glu
35 40 45
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Ala Thr Asn lle Thr Pro Lys His Asn Met Lys Ala Phe Leu Asp Glu
50 55 60

Leu Lys Ala Glu Asn lle Lys Lys Phe Leu Tyr Asn Phe Thr GIn lle
65 70 75 80

Pro His Leu Ala Gly Thr Glu GIn Asn Phe GIn Leu Ala Lys Gin lle
85 90 95

GIn Ser GIn Trp Lys Glu Phe Gly Leu Asp Ser Val Glu Leu Ala His
100 105 110

Tyr Asp Val Leu Leu Ser Tyr Pro Asn Lys Thr His Pro Asn Tyr lle
115 120 125

Ser lle lle Asn Glu Asp Gly Asn Glu lle Phe Asn Thr Ser Leu Phe
130 135 140

Glu Pro Pro Pro Pro Gly Tyr Glu Asn Val Ser Asp lle Val Pro Pro
145 150 155 160

Phe Ser Ala Phe Ser Pro GIn Gly Met Pro Glu Gly Asp Leu Val Tyr
165 170 175

Val Asn Tyr Ala Arg Thr Glu Asp Phe Phe Lys Leu Glu Arg Asp Met
180 185 190

Lys lle Asn Cys Ser Gly Lys lle Val lle Ala Arg Tyr Gly Lys Val
195 200 205

Phe Arg Gly Asn Lys Val Lys Asn Ala GIn Leu Ala Gly Ala Lys Gly
210 215 220

Val lle Leu Tyr Ser Asp Pro Ala Asp Tyr Phe Ala Pro Gly Val Lys
225 230 235 240

Ser Tyr Pro Asp Gly Trp Asn Leu Pro Gly Gly Gly Val Gin Arg Gly
245 250 255
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Asn lle Leu Asn Leu Asn Gly Ala Gly Asp Pro Leu Thr Pro Gly Tyr
260 265 270

Pro Ala Asn Glu Tyr Ala Tyr Arg Arg Gly lle Ala Glu Ala Val Gly
275 280 285

Leu Pro Ser lle Pro Val His Pro lle Gly Tyr Tyr Asp Ala GIn Lys
290 295 300

Leu Leu Glu Lys Met Gly Gly Ser Ala Pro Pro Asp Ser Ser Trp Arg
305 310 315 320

Gly Ser Leu Lys Val Pro Tyr Asn Val Gly Pro Gly Phe Thr Gly Asn
325 330 335

Phe Ser Thr GiIn Lys Val Lys Met His lle His Ser Thr Asn Glu Val
340 345 350

Thr Arg lle Tyr Asn Val lle Gly Thr Leu Arg Gly Ala Val Glu Pro
355 360 365

Asp Arg Tyr Val lle Leu Gly Gly His Arg Asp Ser Trp Val Phe Gly
370 375 380

Gly lle Asp Pro GIn Ser Gly Ala Ala Val Val His Glu lle Val Arg
385 390 395 400

Ser Phe Gly Thr Leu Lys Lys Glu Gly Trp Arg Pro Arg Arg Thr lle
405 410 415

Leu Phe Ala Ser Trp Asp Ala Glu Glu Phe Gly Leu Leu Gly Ser Thr
420 425 430

Glu Trp Ala Glu Glu Asn Ser Arg Leu Leu GIn Glu Arg Gly Val Ala
435 440 445

Tyr lle Asn Ala Asp Ser Ser lle Glu Gly Asn Tyr Thr Leu Arg Val
450 455 460
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Asp Cys Thr Pro Leu Met Tyr Ser Leu Val His Asn Leu Thr Lys Glu
465 470 475 480

Leu Lys Ser Pro Asp Glu Gly Phe Glu Gly Lys Ser Leu Tyr Glu Ser
485 490 495

Trp Thr Lys Lys Ser Pro Ser Pro Glu Phe Ser Gly Met Pro Arg lle
500 505 510

Ser Lys Leu Gly Ser Gly Asn Asp Phe Glu Val Phe Phe GIn Arg Leu
515 520 525

Gly lle Ala Ser Gly Arg Ala Arg Tyr Thr Lys Asn Trp Glu Thr Asn
530 535 540

Lys Phe Ser Gly Tyr Pro Leu Tyr His Ser Val Tyr Glu Thr Tyr Glu
545 550 555 560

Leu Val Glu Lys Phe Tyr Asp Pro Met Phe Lys Tyr His Leu Thr Val
565 570 575

Ala GIn Val Arg Gly Gly Met Val Phe Glu Leu Ala Asn Ser lle Val
580 585 590

Leu Pro Phe Asp Cys Arg Asp Tyr Ala Val Val Leu Arg Lys Tyr Ala
595 600 605

Asp Lys lle Tyr Ser lle Ser Met Lys His Pro GIn Glu Met Lys Thr
610 615 620

Tyr Ser Val Ser Phe Asp Ser Leu Phe Ser Ala Val Lys Asn Phe Thr
625 630 635 640

Glu lle Ala Ser Lys Phe Ser Glu Arg Leu GIn Asp Phe Asp Lys Ser
645 650 655

Asn Pro lle Val Leu Arg Met Met Asn Asp GIn Leu Met Phe Leu Glu
660 665 670
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Arg Ala Phe lle Asp Pro Leu Gly Leu Pro Asp Arg Pro Phe Tyr Arg
675 680 685

His Val lle Tyr Ala Pro Ser Ser His Asn Lys Tyr Ala Gly Glu Ser
690 695 700

Phe Pro Gly lle Tyr Asp Ala Leu Phe Asp lle Glu Ser Lys Val Asp
705 710 715 720

Pro Ser Lys Ala Trp Gly Glu Val Lys Arg GIn lle Tyr Val Ala Ala
725 730 735

Phe Thr Val GIn Ala Ala Ala Glu Thr Leu Ser Glu Val Ala
740 745 750

<210> 15

<211> 123

<212> PRT

<213> Homo sapiens

<400> 15
Met Lys Ala Val Leu Leu Ala Leu Leu Met Ala Gly Leu Ala Leu GIn
1 5 10 15

Pro Gly Thr Ala Leu Leu Cys Tyr Ser Cys Lys Ala GIn Val Ser Asn
20 25 30

Glu Asp Cys Leu GIn Val Glu Asn Cys Thr GIn Leu Gly Glu GIn Cys
35 40 45

Trp Thr Ala Arg lle Arg Ala Val Gly Leu Leu Thr Val lle Ser Lys
50 55 60

Gly Cys Ser Leu Asn Cys Val Asp Asp Ser GIn Asp Tyr Tyr Val Gly
65 70 75 80

Lys Lys Asn lle Thr Cys Cys Asp Thr Asp Leu Cys Asn Ala Ser Gly
85 90 95

Ala His Ala Leu GIn Pro Ala Ala Ala lle Leu Ala Leu Leu Pro Ala
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100 105 110

Leu Gly Leu Leu Leu Trp Gly Pro Gly Gin Leu
115 120

<210> 16

<211> 622

<212> PRT

<213> Homo sapiens

<400> 16
Met Ala Leu Pro Thr Ala Arg Pro Leu Leu Gly Ser Cys Gly Thr Pro
1 5 10 15

Ala Leu Gly Ser Leu Leu Phe Leu Leu Phe Ser Leu Gly Trp Val GIn
20 25 30

Pro Ser Arg Thr Leu Ala Gly Glu Thr Gly GIn Glu Ala Ala Pro Leu
35 40 45

Asp Gly Val Leu Ala Asn Pro Pro Asn lle Ser Ser Leu Ser Pro Arg
50 55 60

GIn Leu Leu Gly Phe Pro Cys Ala Glu Val Ser Gly Leu Ser Thr Glu
65 70 75 80

Arg Val Arg Glu Leu Ala Val Ala Leu Ala GIn Lys Asn Val Lys Leu
85 90 95

Ser Thr Glu GIn Leu Arg Cys Leu Ala His Arg Leu Ser Glu Pro Pro
100 105 110

Glu Asp Leu Asp Ala Leu Pro Leu Asp Leu Leu Leu Phe Leu Asn Pro
115 120 125

Asp Ala Phe Ser Gly Pro GIn Ala Cys Thr His Phe Phe Ser Arg lle
130 135 140

Thr Lys Ala Asn Val Asp Leu Leu Pro Arg Gly Ala Pro Glu Arg GIn
145 150 155 160
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Arg Leu Leu Pro Ala Ala Leu Ala Cys Trp Gly Val Arg Gly Ser Leu
165 170 175

Leu Ser Glu Ala Asp Val Arg Ala Leu Gly Gly Leu Ala Cys Asp Leu
180 185 190

Pro Gly Arg Phe Val Ala Glu Ser Ala Glu Val Leu Leu Pro Arg Leu
195 200 205

Val Ser Cys Pro Gly Pro Leu Asp GIn Asp GIn GIn Glu Ala Ala Arg
210 215 220

Ala Ala Leu GIn Gly Gly Gly Pro Pro Tyr Gly Pro Pro Ser Thr Trp
225 230 235 240

Ser Val Ser Thr Met Asp Ala Leu Arg Gly Leu Leu Pro Val Leu Gly
245 250 255

GIn Pro lle lle Arg Ser lle Pro GIn Gly lle Val Ala Ala Trp Arg
260 265 270

GIn Arg Ser Ser Arg Asp Pro Ser Trp Arg GIn Pro Glu Arg Thr lle
275 280 285

Leu Arg Pro Arg Phe Arg Arg Glu Val Glu Lys Thr Ala Cys Pro Ser
290 295 300

Gly Lys Lys Ala Arg Glu lle Asp Glu Ser Leu lle Phe Tyr Lys Lys
305 310 315 320

Trp Glu Leu Glu Ala Cys Val Asp Ala Ala Leu Leu Ala Thr GIn Met
325 330 335

Asp Arg Val Asn Ala lle Pro Phe Thr Tyr Glu GIn Leu Asp Val Leu
340 345 350

Lys His Lys Leu Asp Glu Leu Tyr Pro GIn Gly Tyr Pro Glu Ser Val
355 360 365
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lle GIn His Leu Gly Tyr Leu Phe Leu Lys Met Ser Pro Glu Asp lle
370 375 380

Arg Lys Trp Asn Val Thr Ser Leu Glu Thr Leu Lys Ala Leu Leu Glu
385 390 395 400

Val Asn Lys Gly His Glu Met Ser Pro GIn Val Ala Thr Leu lle Asp
405 410 415

Arg Phe Val Lys Gly Arg Gly GIn Leu Asp Lys Asp Thr Leu Asp Thr
420 425 430

Leu Thr Ala Phe Tyr Pro Gly Tyr Leu Cys Ser Leu Ser Pro Glu Glu
435 440 445

Leu Ser Ser Val Pro Pro Ser Ser lle Trp Ala Val Arg Pro Gin Asp
450 455 460

Leu Asp Thr Cys Asp Pro Arg GIn Leu Asp Val Leu Tyr Pro Lys Ala
465 470 475 480

Arg Leu Ala Phe GIn Asn Met Asn Gly Ser Glu Tyr Phe Val Lys lle
485 490 495

GIn Ser Phe Leu Gly Gly Ala Pro Thr Glu Asp Leu Lys Ala Leu Ser
500 505 510

GIn GIn Asn Val Ser Met Asp Leu Ala Thr Phe Met Lys Leu Arg Thr
515 520 525

Asp Ala Val Leu Pro Leu Thr Val Ala Glu Val GIn Lys Leu Leu Gly
530 535 540

Pro His Val Glu Gly Leu Lys Ala Glu Glu Arg His Arg Pro Val Arg
545 550 555 560

Asp Trp lle Leu Arg GIn Arg GIn Asp Asp Leu Asp Thr Leu Gly Leu
565 570 575
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Gly Leu GIn Gly Gly lle Pro Asn Gly Tyr Leu Val Leu Asp Leu Ser
580 585 590

Val GIn Glu Ala Leu Ser Gly Thr Pro Cys Leu Leu Gly Pro Gly Pro
595 600 605

Val Leu Thr Val Leu Ala Leu Leu Leu Ala Ser Thr Leu Ala
610 615 620

<210> 17

<211> 556

<212> PRT

<213> Homo sapiens

<400> 17
Met Pro Pro Pro Arg Leu Leu Phe Phe Leu Leu Phe Leu Thr Pro Met
1 5 10 15

Glu Val Arg Pro Glu Glu Pro Leu Val Val Lys Val Glu Glu Gly Asp
20 25 30

Asn Ala Val Leu GIn Cys Leu Lys Gly Thr Ser Asp Gly Pro Thr GIn
35 40 45

GIn Leu Thr Trp Ser Arg Glu Ser Pro Leu Lys Pro Phe Leu Lys Leu
50 55 60

Ser Leu Gly Leu Pro Gly Leu Gly lle His Met Arg Pro Leu Ala Ser
65 70 75 80

Trp Leu Phe lle Phe Asn Val Ser GIn GIn Met Gly Gly Phe Tyr Leu
85 90 95

Cys GIn Pro Gly Pro Pro Ser Glu Lys Ala Trp GIn Pro Gly Trp Thr
100 105 110

Val Asn Val Glu Gly Ser Gly Glu Leu Phe Arg Trp Asn Val Ser Asp
115 120 125
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Leu Gly Gly Leu Gly Cys Gly Leu Lys Asn Arg Ser Ser Glu Gly Pro
130 135 140

Ser Ser Pro Ser Gly Lys Leu Met Ser Pro Lys Leu Tyr Val Trp Ala
145 150 155 160

Lys Asp Arg Pro Glu lle Trp Glu Gly Glu Pro Pro Cys Val Pro Pro
165 170 175

Arg Asp Ser Leu Asn GIn Ser Leu Ser GIn Asp Leu Thr Met Ala Pro
180 185 190

Gly Ser Thr Leu Trp Leu Ser Cys Gly Val Pro Pro Asp Ser Val Ser
195 200 205

Arg Gly Pro Leu Ser Trp Thr His Val His Pro Lys Gly Pro Lys Ser
210 215 220

Leu Leu Ser Leu Glu Leu Lys Asp Asp Arg Pro Ala Arg Asp Met Trp
225 230 235 240

Val Met Glu Thr Gly Leu Leu Leu Pro Arg Ala Thr Ala GIn Asp Ala
245 250 255

Gly Lys Tyr Tyr Cys His Arg Gly Asn Leu Thr Met Ser Phe His Leu
260 265 270

Glu lle Thr Ala Arg Pro Val Leu Trp His Trp Leu Leu Arg Thr Gly
275 280 285

Gly Trp Lys Val Ser Ala Val Thr Leu Ala Tyr Leu lle Phe Cys Leu
290 295 300

Cys Ser Leu Val Gly lle Leu His Leu GIn Arg Ala Leu Val Leu Arg
305 310 315 320

Arg Lys Arg Lys Arg Met Thr Asp Pro Thr Arg Arg Phe Phe Lys Val
325 330 335
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Thr Pro Pro Pro Gly Ser Gly Pro GIn Asn GIn Tyr Gly Asn Val Leu
340 345 350

Ser Leu Pro Thr Pro Thr Ser Gly Leu Gly Arg Ala GiIn Arg Trp Ala
355 360 365

Ala Gly Leu Gly Gly Thr Ala Pro Ser Tyr Gly Asn Pro Ser Ser Asp
370 375 380

Val GIn Ala Asp Gly Ala Leu Gly Ser Arg Ser Pro Pro Gly Val Gly
385 390 395 400

Pro Glu Glu Glu Glu Gly Glu Gly Tyr Glu Glu Pro Asp Ser Glu Glu
405 410 415

Asp Ser Glu Phe Tyr Glu Asn Asp Ser Asn Leu Gly GIn Asp GIn Leu
420 425 430

Ser GIn Asp Gly Ser Gly Tyr Glu Asn Pro Glu Asp Glu Pro Leu Gly
435 440 445

Pro Glu Asp Glu Asp Ser Phe Ser Asn Ala Glu Ser Tyr Glu Asn Glu
450 455 460

Asp Glu Glu Leu Thr GIn Pro Val Ala Arg Thr Met Asp Phe Leu Ser
465 470 475 480

Pro His Gly Ser Ala Trp Asp Pro Ser Arg Glu Ala Thr Ser Leu Gly
485 490 495

Ser GIn Ser Tyr Glu Asp Met Arg Gly lle Leu Tyr Ala Ala Pro GIn
500 505 510

Leu Arg Ser lle Arg Gly GIn Pro Gly Pro Asn His Glu Glu Asp Ala
515 520 525

Asp Ser Tyr Glu Asn Met Asp Asn Pro Asp Gly Pro Asp Pro Ala Trp
530 535 540
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Gly Gly Gly Gly Arg Met Gly Thr Trp Ser Thr Arg
545 550 555

<210> 18

<211> 297

<212> PRT

<213> Homo sapiens

<400> 18
Met Thr Thr Pro Arg Asn Ser Val Asn Gly Thr Phe Pro Ala Glu Pro
1 5 10 15

Met Lys Gly Pro lle Ala Met GIn Ser Gly Pro Lys Pro Leu Phe Arg
20 25 30

Arg Met Ser Ser Leu Val Gly Pro Thr GIn Ser Phe Phe Met Arg Glu
35 40 45

Ser Lys Thr Leu Gly Ala Val GIn lle Met Asn Gly Leu Phe His lle
50 55 60

Ala Leu Gly Gly Leu Leu Met lle Pro Ala Gly lle Tyr Ala Pro lle
65 70 75 80

Cys Val Thr Val Trp Tyr Pro Leu Trp Gly Gly lle Met Tyr lle lle
85 90 95

Ser Gly Ser Leu Leu Ala Ala Thr Glu Lys Asn Ser Arg Lys Cys Leu
100 105 110

Val Lys Gly Lys Met lle Met Asn Ser Leu Ser Leu Phe Ala Ala lle
115 120 125

Ser Gly Met lle Leu Ser lle Met Asp lle Leu Asn lle Lys lle Ser
130 135 140

His Phe Leu Lys Met Glu Ser Leu Asn Phe lle Arg Ala His Thr Pro
145 150 155 160
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Tyr lle Asn lle Tyr Asn Cys Glu Pro Ala Asn Pro Ser Glu Lys Asn
165 170 175

Ser Pro Ser Thr GIn Tyr Cys Tyr Ser lle GIn Ser Leu Phe Leu Gly
180 185 190

lle Leu Ser Val Met Leu lle Phe Ala Phe Phe GIn Glu Leu Val lle
195 200 205

Ala Gly lle Val Glu Asn Glu Trp Lys Arg Thr Cys Ser Arg Pro Lys
210 215 220

Ser Asn lle Val Leu Leu Ser Ala Glu Glu Lys Lys Glu GiIn Thr lle
225 230 235 240

Glu lle Lys Glu Glu Val Val Gly Leu Thr Glu Thr Ser Ser GIn Pro
245 250 255

Lys Asn Glu Glu Asp lle Glu lle lle Pro lle GIn Glu Glu Glu Glu
260 265 270

Glu Glu Thr Glu Thr Asn Phe Pro Glu Pro Pro GIn Asp GIn Glu Ser
275 280 285

Ser Pro lle Glu Asn Asp Ser Ser Pro
290 295

<210> 19

<211> 937

<212> PRT

<213> Homo sapiens

<400> 19
Met His Arg Pro Arg Arg Arg Gly Thr Arg Pro Pro Leu Leu Ala Leu
1 5 10 15

Leu Ala Ala Leu Leu Leu Ala Ala Arg Gly Ala Ala Ala GIn Glu Thr
20 25 30

Glu Leu Ser Val Ser Ala Glu Leu Val Pro Thr Ser Ser Trp Asn lle
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35 40 45

Ser Ser Glu Leu Asn Lys Asp Ser Tyr Leu Thr Leu Asp Glu Pro Met
50 55 60

Asn Asn lle Thr Thr Ser Leu Gly GIn Thr Ala Glu Leu His Cys Lys
65 70 75 80

Val Ser Gly Asn Pro Pro Pro Thr lle Arg Trp Phe Lys Asn Asp Ala
85 90 95

Pro Val Val GIn Glu Pro Arg Arg Leu Ser Phe Arg Ser Thr lle Tyr
100 105 110

Gly Ser Arg Leu Arg lle Arg Asn Leu Asp Thr Thr Asp Thr Gly Tyr
115 120 125

Phe GIn Cys Val Ala Thr Asn Gly Lys Glu Val Val Ser Ser Thr Gly
130 135 140

Val Leu Phe Val Lys Phe Gly Pro Pro Pro Thr Ala Ser Pro Gly Tyr
145 150 155 160

Ser Asp Glu Tyr Glu Glu Asp Gly Phe Cys GIn Pro Tyr Arg Gly lle
165 170 175

Ala Cys Ala Arg Phe lle Gly Asn Arg Thr Val Tyr Met Glu Ser Leu
180 185 190

His Met GIn Gly Glu lle Glu Asn Gin lle Thr Ala Ala Phe Thr Met
195 200 205

lle Gly Thr Ser Ser His Leu Ser Asp Lys Cys Ser GIn Phe Ala lle
210 215 220

Pro Ser Leu Cys His Tyr Ala Phe Pro Tyr Cys Asp Glu Thr Ser Ser
225 230 235 240

Val Pro Lys Pro Arg Asp Leu Cys Arg Asp Glu Cys Glu lle Leu Glu
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245 250 255

Asn Val Leu Cys GIn Thr Glu Tyr lle Phe Ala Arg Ser Asn Pro Met
260 265 270

lle Leu Met Arg Leu Lys Leu Pro Asn Cys Glu Asp Leu Pro GIn Pro
275 280 285

Glu Ser Pro Glu Ala Ala Asn Cys lle Arg lle Gly lle Pro Met Ala
290 295 300

Asp Pro lle Asn Lys Asn His Lys Cys Tyr Asn Ser Thr Gly Val Asp
305 310 315 320

Tyr Arg Gly Thr Val Ser Val Thr Lys Ser Gly Arg GIn Cys GIn Pro
325 330 335

Trp Asn Ser GIn Tyr Pro His Thr His Thr Phe Thr Ala Leu Arg Phe
340 345 350

Pro Glu Leu Asn Gly Gly His Ser Tyr Cys Arg Asn Pro Gly Asn GIn
355 360 365

Lys Glu Ala Pro Trp Cys Phe Thr Leu Asp Glu Asn Phe Lys Ser Asp
370 375 380

Leu Cys Asp lle Pro Ala Cys Asp Ser Lys Asp Ser Lys Glu Lys Asn
385 390 395 400

Lys Met Glu lle Leu Tyr lle Leu Val Pro Ser Val Ala lle Pro Leu
405 410 415

Ala lle Ala Leu Leu Phe Phe Phe lle Cys Val Cys Arg Asn Asn GIn
420 425 430

Lys Ser Ser Ser Ala Pro Val GIn Arg GIn Pro Lys His Val Arg Gly
435 440 445

GIn Asn Val Glu Met Ser Met Leu Asn Ala Tyr Lys Pro Lys Ser Lys
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450 455 460

Ala Lys Glu Leu Pro Leu Ser Ala Val Arg Phe Met Glu Glu Leu Gly
465 470 475 480

Glu Cys Ala Phe Gly Lys lle Tyr Lys Gly His Leu Tyr Leu Pro Gly
485 490 495

Met Asp His Ala GIn Leu Val Ala lle Lys Thr Leu Lys Asp Tyr Asn
500 505 510

Asn Pro GIn GIn Trp Thr Glu Phe GIn GIn Glu Ala Ser Leu Met Ala
515 520 525

Glu Leu His His Pro Asn lle Val Cys Leu Leu Gly Ala Val Thr GIn
530 535 540

Glu GIn Pro Val Cys Met Leu Phe Glu Tyr lle Asn GIn Gly Asp Leu
545 550 555 560

His Glu Phe Leu lle Met Arg Ser Pro His Ser Asp Val Gly Cys Ser
565 570 575

Ser Asp Glu Asp Gly Thr Val Lys Ser Ser Leu Asp His Gly Asp Phe
580 585 590

Leu His lle Ala lle GIn lle Ala Ala Gly Met Glu Tyr Leu Ser Ser
595 600 605

His Phe Phe Val His Lys Asp Leu Ala Ala Arg Asn lle Leu lle Gly
610 615 620

Glu GIn Leu His Val Lys lle Ser Asp Leu Gly Leu Ser Arg Glu lle
625 630 635 640

Tyr Ser Ala Asp Tyr Tyr Arg Val GIn Ser Lys Ser Leu Leu Pro lle
645 650 655

Arg Trp Met Pro Pro Glu Ala lle Met Tyr Gly Lys Phe Ser Ser Asp
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660 665 670

Ser Asp lle Trp Ser Phe Gly Val Val Leu Trp Glu lle Phe Ser Phe
675 680 685

Gly Leu GIn Pro Tyr Tyr Gly Phe Ser Asn Gin Glu Val lle Glu Met
690 695 700

Val Arg Lys Arg GIn Leu Leu Pro Cys Ser Glu Asp Cys Pro Pro Arg
705 710 715 720

Met Tyr Ser Leu Met Thr Glu Cys Trp Asn Glu lle Pro Ser Arg Arg
725 730 735

Pro Arg Phe Lys Asp lle His Val Arg Leu Arg Ser Trp Glu Gly Leu
740 745 750

Ser Ser His Thr Ser Ser Thr Thr Pro Ser Gly Gly Asn Ala Thr Thr
755 760 765

GIn Thr Thr Ser Leu Ser Ala Ser Pro Val Ser Asn Leu Ser Asn Pro
770 775 780

Arg Tyr Pro Asn Tyr Met Phe Pro Ser GIn Gly lle Thr Pro GIn Gly
785 790 795 800

GIn lle Ala Gly Phe lle Gly Pro Pro lle Pro GIn Asn GIn Arg Phe
805 810 815

lle Pro lle Asn Gly Tyr Pro lle Pro Pro Gly Tyr Ala Ala Phe Pro
820 825 830

Ala Ala His Tyr GIn Pro Thr Gly Pro Pro Arg Val lle GIn His Cys
835 840 845

Pro Pro Pro Lys Ser Arg Ser Pro Ser Ser Ala Ser Gly Ser Thr Ser
850 855 860

Thr Gly His Val Thr Ser Leu Pro Ser Ser Gly Ser Asn GIn Glu Ala
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865 870 875 880

Asn lle Pro Leu Leu Pro His Met Ser lle Pro Asn His Pro Gly Gly
885 890 895

Met Gly lle Thr Val Phe Gly Asn Lys Ser GIn Lys Pro Tyr Lys lle
900 905 910

Asp Ser Lys GIn Ala Ser Leu Leu Gly Asp Ala Asn lle His Gly His
915 920 925

Thr Glu Ser Met lle Ser Ala Glu Leu
930 935

<210> 20

<211> 168

<212> PRT

<213> Homo sapiens

<400> 20
Met Gly His His His His His His His His His His Ser Ser Gly His
1 5 10 15

lle Glu Gly Arg His Met Arg Arg Val Pro Gly Val Ala Pro Thr Leu
20 25 30

Val Arg Ser Ala Ser Glu Thr Ser Glu Lys Arg Pro Phe Met Cys Ala
35 40 45

Tyr Pro Gly Cys Asn Lys Arg Tyr Phe Lys Leu Ser His Leu GIn Met
50 55 60

His Ser Arg Lys His Thr Gly Glu Lys Pro Tyr GIn Cys Asp Phe Lys
65 70 75 80

Asp Cys Glu Arg Arg Phe Phe Arg Ser Asp GIn Leu Lys Arg His GIn
85 90 95

Arg Arg His Thr Gly Val Lys Pro Phe GIn Cys Lys Thr Cys Gin Arg
100 105 110
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Lys Phe Ser Arg Ser Asp His Leu Lys Thr His Thr Arg Thr His Thr
115 120 125

Gly Glu Lys Pro Phe Ser Cys Arg Trp Pro Ser Cys GIn Lys Lys Phe
130 135 140

Ala Arg Ser Asp Glu Leu Val Arg His His Asn Met His GIn Arg Asn
145 150 155 160

Met Thr Lys Leu GIn Leu Ala Leu
165

<210> 21

<211> 347

<212> PRT

<213> Homo sapiens

<400> 21
Asp Pro Asn Phe Trp Leu GIn Val GIn Glu Ser Val Thr Val GIn Glu
1 5 10 15

Gly Leu Cys Val Leu Val Pro Cys Thr Phe Phe His Pro lle Pro Tyr
20 25 30

Tyr Asp Lys Asn Ser Pro Val His Gly Tyr Trp Phe Arg Glu Gly Ala
35 40 45

lle lle Ser Arg Asp Ser Pro Val Ala Thr Asn Lys Leu Asp GIn Glu
50 55 60

Val GIn Glu Glu Thr GIn Gly Arg Phe Arg Leu Leu Gly Asp Pro Ser
65 70 75 80

Arg Asn Asn Cys Ser Leu Ser lle Val Asp Ala Arg Arg Arg Asp Asn
85 90 95

Gly Ser Tyr Phe Phe Arg Met Glu Arg Gly Ser Thr Lys Tyr Ser Tyr
100 105 110
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Lys Ser Pro GIn Leu Ser Val His Val Thr Asp Leu Thr His Arg Pro
115 120 125

Lys lle Leu lle Pro Gly Thr Leu Glu Pro Gly His Ser Lys Asn Leu
130 135 140

Thr Cys Ser Val Ser Trp Ala Cys Glu GIn Gly Thr Pro Pro lle Phe
145 150 155 160

Ser Trp Leu Ser Ala Ala Pro Thr Ser Leu Gly Pro Arg Thr Thr His
165 170 175

Ser Ser Val Leu lle lle Thr Pro Arg Pro Gin Asp His Gly Thr Asn
180 185 190

Leu Thr Cys GIn Val Lys Phe Ala Gly Ala Gly Val Thr Thr Glu Arg
195 200 205

Thr lle GIn Leu Asn Val Thr Tyr Val Pro GIn Asn Pro Thr Thr Gly
210 215 220

lle Phe Pro Gly Asp Gly Ser Gly Lys GIn Glu Thr Arg Ala Gly Val
225 230 235 240

Val His Gly Ala lle Gly Gly Ala Gly Val Thr Ala Leu Leu Ala Leu
245 250 255

Cys Leu Cys Leu lle Phe Phe lle Val Lys Thr His Arg Arg Lys Ala
260 265 270

Ala Arg Thr Ala Val Gly Arg Asn Asp Thr His Pro Thr Thr Gly Ser
275 280 285

Ala Ser Pro Lys His GIn Lys Lys Ser Lys Leu His Gly Pro Thr Glu
290 295 300

Thr Ser Ser Cys Ser Gly Ala Ala Pro Thr Val Glu Met Asp Glu Glu
305 310 315 320
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Leu His Tyr Ala Ser Leu Asn Phe His Gly Met Asn Pro Ser Lys Asp
325 330 335

Thr Ser Thr Glu Tyr Ser Glu Val Arg Thr GIn
340 345

<210> 22

<211> 11

<212> PRT

<213> Secuencia artificial

<220>
<223> scFV anti-CD19 CDRL1

<400> 22

Arg Ala Ser GIn Asp lle Ser Lys Tyr Leu Asn
1 5 10

<210> 23

<211> 7

<212> PRT

<213> Secuencia artificial

<220>
<223> scFV anti-CD19 CDRL2

<400> 23
Ser Arg Leu His Ser Gly Val
1 5

<210> 24

<211> 9

<212> PRT

<213> Secuencia artificial

<220>
<223> scFV anti-CD19 CDRL3

<400> 24
Gly Asn Thr Leu Pro Tyr Thr Phe Gly
1 5

<210> 25
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<211> 5
<212> PRT
<213> Secuencia artificial

<220>
<223> scFV anti-CD19 CDRH1

<400> 25

Asp Tyr Gly Val Ser
1 5

<210> 26

<211> 16

<212> PRT

<213> Secuencia artificial

<220>
<223> scFV anti-CD19 CDRH2

<400> 26

Val Thr Trp Gly Ser Glu Thr Thr Tyr Tyr Asn Ser Ala Leu Lys Ser
1 5 10 15

<210> 27

<211> 7

<212> PRT

<213> Secuencia artificial

<220>
<223> scFV anti-CD19 CDRH3

<400> 27

Tyr Ala Met Asp Tyr Trp Gly
1 5

<210> 28

<211> 734

<212> ADN

<213> Secuencia artificial

<220>
<223> scFv anti-CD19 (VH-VL) FMC63

<400> 28
cacatccaga tgacccagac cacctccagce ctgagcgcca gecctgggcega ccgggtgacc 60
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atcagctgcc gggccagceca ggacatcage aagtacctga actggtatca gcagaagecee 120

gacggcaccg tcaagctgct gatctaccac accagccggce tgcacagegg cgtgecccage 180
cggtttagcg gcagceggctc cggcaccgac tacagectga ccatctccaa cctggaacag 240
gaagatatcg ccacctactt ttgccagcag ggcaacacac tgccctacac ctttggegge 300
ggaacaaagc tggaaatcac cggcagcacc tccggcageg gcaagcctgg cagcggcgag 360
ggcagcacca agggcgaggt gaagctgcag gaaageggcc ctggcectggt ggcceccage . 420
cagagcctga gcgtgacctg caccgtgagce ggcgtgagec tgecccgacta cggegtgage 480
tggatccggce agcecccccag gaagggcectg gaatggetgg gegtgatctg gggcagecgag 540
accacctact acaacagcgc cctgaagagc cggctgacca tcatcaagga caacagcaag 600
agccaggtgt tcctgaagat gaacagcectg cagaccgacg acaccgccat ctactactgc 660
gccaagcact actactacgg cggcagctac gccatggact actggggceca gggcaccage 720
gtgaccgtga gcag 734

<210> 29

<211> 245

<212> PRT

<213> Secuencia artificial

<220>
<223> scFv anti-CD19 (VH-VL) FMC63

<400> 29
Asp lle GIn Met Thr GIn Thr Thr Ser Ser Leu Ser Ala Ser Leu Gly
1 5 10 15

Asp Arg Val Thr lle Ser Cys Arg Ala Ser GIn Asp lle Ser Lys Tyr
20 25 30

Leu Asn Trp Tyr GIn GIn Lys Pro Asp Gly Thr Val Lys Leu Leu lle
35 40 45

Tyr His Thr Ser Arg Leu His Ser Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Asp Tyr Ser Leu Thr lle Ser Asn Leu Glu GIn
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65 70 75 80

Glu Asp lle Ala Thr Tyr Phe Cys GIn GIn Gly Asn Thr Leu Pro Tyr
85 90 95

Thr Phe Gly Gly Gly Thr Lys Leu Glu lle Thr Gly Ser Thr Ser Gly
100 105 110

Ser Gly Lys Pro Gly Ser Gly Glu Gly Ser Thr Lys Gly Glu Val Lys
115 120 125

Leu GIn Glu Ser Gly Pro Gly Leu Val Ala Pro Ser GIn Ser Leu Ser
130 135 140

Val Thr Cys Thr Val Ser Gly Val Ser Leu Pro Asp Tyr Gly Val Ser
145 150 155 160

Trp lle Arg GIn Pro Pro Arg Lys Gly Leu Glu Trp Leu Gly Val lle
165 170 175

Trp Gly Ser Glu Thr Thr Tyr Tyr Asn Ser Ala Leu Lys Ser Arg Leu
180 185 190

Thr lle lle Lys Asp Asn Ser Lys Ser GIn Val Phe Leu Lys Met Asn
195 200 205

Ser Leu GIn Thr Asp Asp Thr Ala lle Tyr Tyr Cys Ala Lys His Tyr
210 215 220

Tyr Tyr Gly Gly Ser Tyr Ala Met Asp Tyr Trp Gly GIn Gly Thr Ser
225 230 235 240

Val Thr Val Ser Ser
245

<210> 30

<211> 11

<212> PRT

<213> Secuencia artificial



10

15

20

25

30

35

40

45

50

50
<220>
<223> scFV anti-ROR1 CDRLA1

<400> 30

Ala Ser Gly Phe Asp Phe Ser Ala Tyr Tyr Met
1 5 10

<210> 31

<211> 7

<212> PRT

<213> Secuencia artificial

<220>
<223> scFV anti-ROR1 CDRL2

<400> 31

Thr lle Tyr Pro Ser Ser Gly
1 5

<210> 32

<211> 9

<212> PRT

<213> Secuencia artificial

<220>
<223> scFV anti-ROR1 CDRL3

<400> 32
Ala Asp Arg Ala Thr Tyr Phe Cys Ala
1 5

<210> 33

<211> 6

<212> PRT

<213> Secuencia artificial

<220>
<223> scFV anti-ROR1 CDRH1

<400> 33
Asp Thr lle Asp Trp Tyr
1 5

<210> 34
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<211> 16
<212> PRT
<213> Secuencia artificial

<220>
<223> scFV anti-ROR1 CDRH2

<400> 34

Val GIn Ser Asp Gly Ser Tyr Thr Lys Arg Pro Gly Val Pro Asp Arg
1 5 10 15

<210> 35

<211> 8

<212> PRT

<213> Secuencia artificial

<220>
<223> scFV anti-ROR1 CDRH3

<400> 35

Tyr lle Gly Gly Tyr Val Phe Gly
1 5

<210> 36

<211> 123

<212> ADN

<213> Homo sapiens

<400> 36
cggagcaagc ggagcagagg cggccacagc gactacatga acatgacccc cagacggect 60

ggccccaccce ggaagcacta ccagccctac gecccaccca gggactttge cgectacaga 120

agc 123

<210> 37

<211> 1476

<212> ADN

<213> Secuencia artificial

<220>
<223> P28z CAR

<400> 37
gtggcctcac cgttgacccg ctttetgteg ctgaacctgce tgetgetggg tgagtcgatt 60

atcctgggga gtggagaagc tgaggtgcag ctgcagcagt caggacctga actggtgaag 120
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cctgggactt cagtgaggat atcctgcaag acttctggat acacattcac tgaatatacc 180
atacactggg tgaagcagag ccatggaaag agccttgagt ggattggaaa catcaatcct 240
aacaatggtg gtaccaccta caatcagaag ttcgaggaca aggccacatt gactgtagac 300
aagtcctcca gtacagccta catggagctc cgcagcectaa catctgagga ttctgcagtc 360
tattattgtg cagctggttg gaactttgac tactggggcc aagggaccac ggtcaccgtc 420
tcctcaggtg gaggtggatc aggtggaggt ggatctggtg gaggtggatc tgacatigtg 480
atgacccagt ctcacaaatt catgtccaca tcagtaggag acagggtcag catcatctgt 540
aaggccagtc aagatgtggg tactgctgta gactggtatc aacagaaacc aggacaatct 600
cctaaactac tgatttattg ggcatccact cggcacactg gagtccctga tcgettcaca 660
ggcagtggat ctgggacaga cttcactctc accattacta atgttcagtc tgaagacttg 720
gcagattatt tctgtcagca atataacagc tatcccctca cgttcggtge tgggaccatg 780
ctggacctga aacgggcggc cgcatctact actaccaagce cagtgetgcg aactccctca 840
cctgtgcacc ctaccgggac atctcagccc cagagaccag aagattgtcg gecceegtgge 900
tcagtgaagg ggaccggatt ggacttcgcc tgtgatattt acatctggge acccttggcec 960
ggaatctgcg tggceccttct getgtecttg atcatcactce tcatctgeta caatagtaga 1020
aggaacagac tccttcaaag tgactacatg aacatgactc cccggaggcec tgggctcact 1080
cgaaagcctt accagcccta cgcccctgee agagactttg cagegtaceg ccccagagca 1140
aaattcagca ggagtgcaga gactgctgcc aacctgcagg accccaacca gctctacaat 1200
gagctcaatc tagggcgaag agaggaatat gacgtcttgg agaagaagcg ggctcgggat 1260
ccagagatgg gaggcaaaca gcagaggagg aggaaccccc aggaaggcegt atacaatgca 1320
ctgcagaaag acaagatggc agaagcctac agtgagatcg gcacaaaagg cgagaggcgg 1380
agaggcaagg ggcacgatgg cctttaccag ggtctcagca ctgccaccaa ggacacctat 1440
gatgccctge atatgcagac cctggcccct cgctaa 1476

<210> 38

<211> 15

<212> PRT
<213> Secuencia artificial
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<220>
<223> Enlazador

<400> 38

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser
1 5 10 15

<210> 39

<211> 327

<212> PRT

<213> Secuencia artificial

<220>
<223> 1gG4-Fc

<400> 39
Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Cys Ser Arg
1 5 10 15

Ser Thr Ser Glu Ser Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr
20 25 30

Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser
35 40 45

Gly Val His Thr Phe Pro Ala Val Leu GIn Ser Ser Gly Leu Tyr Ser
50 55 60

Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Lys Thr
65 70 75 80

Tyr Thr Cys Asn Val Asp His Lys Pro Ser Asn Thr Lys Val Asp Lys
85 90 95

Arg Val Glu Ser Lys Tyr Gly Pro Pro Cys Pro Ser Cys Pro Ala Pro
100 105 110

Glu Phe Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys
115 120 125
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Asp Thr Leu Met lle Ser Arg Thr Pro Glu Val Thr Cys Val Val Val
130 135 140

Asp Val Ser GIn Glu Asp Pro Glu Val GIn Phe Asn Trp Tyr Val Asp
145 150 155 160

Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu GIn Phe
165 170 175

Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His GIn Asp
180 185 190

Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu
195 200 205

Pro Ser Ser lle Glu Lys Thr lle Ser Lys Ala Lys Gly GIn Pro Arg
210 215 220

Glu Pro GIn Val Tyr Thr Leu Pro Pro Ser GIn Glu Glu Met Thr Lys
225 230 235 240

Asn GIn Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp
245 250 255

lle Ala Val Glu Trp Glu Ser Asn Gly GIn Pro Glu Asn Asn Tyr Lys
260 265 270

Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser
275 280 285

Arg Leu Thr Val Asp Lys Ser Arg Trp GiIn Glu Gly Asn Val Phe Ser
290 295 300

Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr GIn Lys Ser
305 310 315 320

Leu Ser Leu Ser Leu Gly Lys
325
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<210> 40
<211> 229
<212> PRT
<213> Secuencia artificial

<220>
<223> Bisagra-CH2-CH3

<400> 40
Glu Ser Lys Tyr Gly Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe
1 5 10 15

Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr
20 25 30

Leu Met lle Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val
35 40 45

Ser GIn Glu Asp Pro Glu Val GIn Phe Asn Trp Tyr Val Asp Gly Val
50 55 60

Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu GIn Phe Asn Ser
65 70 75 80

Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His GIn Asp Trp Leu
85 90 95

Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser
100 105 110

Ser lle Glu Lys Thr lle Ser Lys Ala Lys Gly GIn Pro Arg Glu Pro
115 120 125

GIn Val Tyr Thr Leu Pro Pro Ser GIn Glu Glu Met Thr Lys Asn Gin
130 135 140

Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp lle Ala
145 150 155 160

Val Glu Trp Glu Ser Asn Gly GIn Pro Glu Asn Asn Tyr Lys Thr Thr
165 170 175
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Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu
180 185 190

Thr Val Asp Lys Ser Arg Trp GIn Glu Gly Asn Val Phe Ser Cys Ser
195 200 205

Val Met His Glu Ala Leu His Asn His Tyr Thr GIn Lys Ser Leu Ser
210 215 220

Leu Ser Leu Gly Lys
225

<210> 41

<211> 119

<212> PRT

<213> Secuencia artificial

<220>
<223> Bisagra-CH3

<400> 41
Glu Ser Lys Tyr Gly Pro Pro Cys Pro Pro Cys Pro Gly GIn Pro Arg
1 5 10 15

Glu Pro GIn Val Tyr Thr Leu Pro Pro Ser GIn Glu Glu Met Thr Lys
20 25 30

Asn GIn Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp
35 40 45

lle Ala Val Glu Trp Glu Ser Asn Gly GIn Pro Glu Asn Asn Tyr Lys
50 55 60

Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser
65 70 75 80

Arg Leu Thr Val Asp Lys Ser Arg Trp GIn Glu Gly Asn Val Phe Ser
85 90 95
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Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gin Lys Ser
100 105 110

Leu Ser Leu Ser Leu Gly Lys
115

<210> 42

<211> 12

<212> PRT

<213> Secuencia artificial

<220>
<223> Bisagra sola

<400> 42

Glu Ser Lys Tyr Gly Pro Pro Cys Pro Pro Cys Pro
1 5 10

<210> 43

<211> 28

<212> PRT

<213> Homo sapiens

<400> 43

Met Phe Trp Val Leu Val Val Val Gly Gly Val Leu Ala Cys Tyr Ser
1 5 10 15

Leu Leu Val Thr Val Ala Phe lle lle Phe Trp Val
20 25

<210> 44

<211> 41

<212> PRT

<213> Secuencia artificial

<220>
<223> dominio citoplasmico de CD28 con sustitucion de LL a GG

<400> 44
Arg Ser Lys Arg Ser Arg Gly Gly His Ser Asp Tyr Met Asn Met Thr
1 5 10 15

Pro Arg Arg Pro Gly Pro Thr Arg Lys His Tyr Gin Pro Tyr Ala Pro
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20 25 30

Pro Arg Asp Phe Ala Ala Tyr Arg Ser
35 40

<210> 45

<211> 42

<212> PRT

<213> Homo sapiens

<400> 45

Lys Arg Gly Arg Lys Lys Leu Leu Tyr lle Phe Lys GIn Pro Phe Met
1 5 10 15

Arg Pro Val GIn Thr Thr GIn Glu Glu Asp Gly Cys Ser Cys Arg Phe
20 25 30

Pro Glu Glu Glu Glu Gly Gly Cys Glu Leu
35 40

<210> 46

<211> 112

<212> PRT

<213> Homo sapiens

<400> 46
Arg Val Lys Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr GIn GIn Gly
1 5 10 15

GIn Asn GIn Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg Glu Glu Tyr
20 25 30

Asp Val Leu Asp Lys Arg Arg Gly Arg Asp Pro Glu Met Gly Gly Lys
35 40 45

Pro Arg Arg Lys Asn Pro GiIn Glu Gly Leu Tyr Asn Glu Leu GIn Lys
50 55 60

Asp Lys Met Ala Glu Ala Tyr Ser Glu lle Gly Met Lys Gly Glu Arg
65 70 75 80
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Arg Arg Gly Lys Gly His Asp Gly Leu Tyr GIn Gly Leu Ser Thr Ala
85 90 95

Thr Lys Asp Thr Tyr Asp Ala Leu His Met GIn Ala Leu Pro Pro Arg
100 105 110

<210> 47

<211> 24

<212> PRT

<213> Secuencia artificial

<220>
<223> elemento de omision ribosomal T2A

<400> 47

Leu Glu Gly Gly Gly Glu Gly Arg Gly Ser Leu Leu Thr Cys Gly Asp
1 5 10 15

Val Glu Glu Asn Pro Gly Pro Arg
20

<210> 48

<211> 356

<212> PRT

<213> Secuencia artificial

<220>
<223> tEGFR

<400> 48
Met Leu Leu Leu Val Thr Ser Leu Leu Leu Cys Glu Leu Pro His Pro
1 5 10 15

Ala Phe Leu Leu lle Pro Arg Lys Val Cys Asn Gly lle Gly lle Gly
20 25 30

Glu Phe Lys Asp Ser Leu Ser lle Asn Ala Thr Asn lle Lys His Phe
35 40 45

Lys Asn Cys Thr Ser lle Ser Gly Asp Leu His lle Leu Pro Val Ala
50 55 60
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Phe Arg Gly Asp Ser Phe Thr His Thr Pro Pro Leu Asp Pro Gin Glu
65 70 75 80

Leu Asp lle Leu Lys Thr Val Lys Glu lle Thr Gly Phe Leu Leu lle
85 90 95

GIn Ala Trp Pro Glu Asn Arg Thr Asp Leu His Ala Phe Glu Asn Leu
100 105 110

Glu lle lle Arg Gly Arg Thr GIn His Gly GIn Phe Ser Leu Ala Val
115 120 125

Val Ser Leu Asn lle Thr Ser Leu Gly Leu Arg Ser Leu Lys Glu lle
130 135 140

Ser Asp Gly Asp Val lle lle Ser Gly Asn Lys Asn Leu Cys Tyr Ala
145 150 155 160

Asn Thr lle Asn Trp Lys Lys Leu Phe Gly Thr Ser Gly GiIn Lys Thr
165 170 175

Lys lle lle Ser Asn Arg Gly Glu Asn Ser Cys Lys Ala Thr Gly Gin
180 185 190

Val Cys His Ala Leu Cys Ser Pro Glu Gly Cys Trp Gly Pro Glu Pro
195 200 205

Arg Asp Cys Val Ser Cys Arg Asn Val Ser Arg Gly Arg Glu Cys Val
210 215 220

Asp Lys Cys Asn Leu Leu Glu Gly Glu Pro Arg Glu Phe Val Glu Asn
225 230 235 240

Ser Glu Cys lle GIn Cys His Pro Glu Cys Leu Pro GIn Ala Met Asn
245 250 255

lle Thr Cys Thr Gly Arg Gly Pro Asp Asn Cys lle GIn Cys Ala His
260 265 270
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Tyr lle Asp Gly Pro His Cys Val Lys Thr Cys Pro Ala Gly Val Met
275 280 285

Gly Glu Asn Asn Thr Leu Val Trp Lys Tyr Ala Asp Ala Gly His Val
290 295 300

Cys His Leu Cys His Pro Asn Cys Thr Tyr Gly Cys Thr Gly Pro Gly
305 310 315 320

Leu Glu Gly Cys Pro Thr Asn Gly Pro Lys lle Pro Ser lle Ala Thr
325 330 335

Gly Met Val Gly Ala Leu Leu Leu Leu Leu Val Val Ala Leu Gly lle
340 345 350

Gly Leu Phe Met
355

<210> 49

<211> 8

<212> PRT

<213> Secuencia artificial

<220>
<223> STREP TAG I

<400> 49

Trp Ser His Pro GIn Phe Glu Lys
1 5

<210> 50

<211> 10

<212> PRT

<213> Secuencia artificial

<220>
<223> Etiqueta Myc

<400> 50

Glu GIn Lys Leu lle Ser Glu Glu Asp Leu
1 5 10
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<210> 51

<211> 14

<212> PRT

<213> Secuencia artificial

<220>
<223> Etiqueta V5

<400> 51

Gly Lys Pro lle Pro Asn Pro Leu Leu Gly Leu Asp Ser Thr
1 5 10

<210> 52

<211> 8

<212> PRT

<213> Secuencia artificial

<220>
<223> Etiqueta FLAG

<400> 52

Asp Tyr Lys Asp Asp Asp Asp Lys
1 5

<210> 53

<211> 20

<212> ADN

<213> Secuencia artificial

<220>
<223> TRAC-directo

<400> 53
cccgtgtcat tctetggact 20

<210> 54

<211> 20

<212> ADN

<213> Secuencia artificial

<220>
<223> TRAC-inverso

<400> 54
atcacgagca gctggtttct 20
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<210> 55

<211> 20

<212> ADN

<213> Secuencia artificial

<220>
<223> Foxo13A directo

<400> 55
ggacagccta gaaagagcag

<210> 56

<211> 22

<212> ADN

<213> Secuencia artificial

<220>
<223> Sonda Foxo13A

<400> 56
aggtcggcegt agctcagatt gc

<210> 57

<211> 21

<212> ADN

<213> Secuencia artificial

<220>
<223> Foxo13A inverso

<400> 57
ctcttgacca tccactcgta g

63

20

22

21



