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 PALABRAS CLAVE UTILIZADAS 
Cysteine protease activity, polypeptide, diseases mediated IgG, IdeS 
(Immunoglobulin G-degrading enzyme of S. pyogenes), Streptococcus 
pyogenes. 

CLASIFICACIONES UTILIZADAS PARA LA 
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DOCUMENTOS CONSIDERADOS RELEVANTES (documentos patentes, literatura no patente, etc…) 

Informes/Base de 
datos N° de solicitud/ Autor** 

Fecha de 
Publicación/ 
Presentación 

(DD/MM/AAAA) 

Reiv. afectadas (Con indicación, si procede, de 
las partes relevantes o números de secuencias) 

Categorías 
especiales de 

los 
documentos 
citados*** 

SIPI 
No hay registros que 

puedan afectar la 
patentabilidad de la 

solicitud. 
- - - 

Informe de 
búsqueda 

internacional 
EPO 

(29/04/2016) 

WO2006131347 14/12/2006 - A 
WO2013037824 21/03/2013 - A 

Agniswamy J. et al., 
2006.  28/02/2006 Rv. 1 

(Todo el documento)  X 

Nandakumar et al., 2008. 06/03/2008 - A 
Persson H. et al., 2015. 01/12/2015 Fuera de la fecha de prioridad - 

STN 

US20050119464 02/06/2005 - A 
WO2006131347 14/12/2006 - A 
WO2003051914 26/06/2003 - A 
WO2002050107 27/06/2002 - A 
WO2006042027 24/08/2006 - A 

The Lens US20100303781 01/12/2010 - A 
US7666582 23/02/2010 - A 

*** Categorías especiales de documentos citados: 
 “A” documento que define el estado general de la técnica no 
considerado como particularmente relevante. 
“E” solicitud de patente o patente anterior pero publicada en la fecha de 
presentación internacional o en fecha posterior. 
 “P” documento publicado antes de la fecha de presentación 
internacional pero con posterioridad a la fecha de prioridad reivindicada. 

 “X” documento particularmente relevante; la invención reivindicada no 
puede considerarse nueva o que implique una actividad inventiva por 
referencia al documento aisladamente considerado. 
“Y” documento particularmente relevante; la invención reivindicada no 
puede considerarse que implique una actividad inventiva cuando el 
documento se asocia a otro u otros documentos de la misma naturaleza, 
cuya combinación resulta evidente para un experto en la materia. 
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FILE 'HOME' ENTERED AT 11:22:42 ON 26 NOV 2018 
 
=> Fil BIOSIS CAPLUS PCTFULL REGISTRY USPATFULL 
 
COST IN U.S. DOLLARS                             SINCE FILE      TOTAL 
                                                      ENTRY    SESSION 
FULL ESTIMATED COST                                    0.68       0.68 
 
FILE 'BIOSIS' ENTERED AT 11:24:04 ON 26 NOV 2018 
Copyright (c) 2018 Clarivate Analytics 
 
FILE 'CAPLUS' ENTERED AT 11:24:04 ON 26 NOV 2018 
USE IS SUBJECT TO THE TERMS OF YOUR STN CUSTOMER AGREEMENT. 
COPYRIGHT (C) 2018 AMERICAN CHEMICAL SOCIETY (ACS) 
 
FILE 'PCTFULL' ENTERED AT 11:24:04 ON 26 NOV 2018 
COPYRIGHT (C) 2018 LexisNexis Univentio B.V. 
 
FILE 'REGISTRY' ENTERED AT 11:24:04 ON 26 NOV 2018 
USE IS SUBJECT TO THE TERMS OF YOUR STN CUSTOMER AGREEMENT. 
COPYRIGHT (C) 2018 American Chemical Society (ACS) 
 
FILE 'USPATFULL' ENTERED AT 11:24:04 ON 26 NOV 2018 
CA INDEXING COPYRIGHT (C) 2018 AMERICAN CHEMICAL SOCIETY (ACS) 
 
=> S "Cysteine proteinase-inhibiting protein"+UF,OLD/CT OR "Cysteine proteinase-inhibiting protein"+UF,OLD/CT OR "Cysteine proteinase-inhibiting protein"+UF,OLD/CT 
AND (IdeS OR Immunoglobulin G-degrading enzyme of S. pyogenes)  
 
RELATIONSHIP 'OLD' IGNORED 
NOT A VALID RELATIONSHIP CODE FOR FIELD 'CT' 
'"CYSTEINE PROTEINASE-INHIBITING PROTEIN"' NOT IN RELATIONSHIP FILE 
RELATIONSHIP CODE 'UF,OLD' IGNORED 



RELATIONSHIP 'OLD' IGNORED 
NOT A VALID RELATIONSHIP CODE FOR FIELD 'CT' 
'"CYSTEINE PROTEINASE-INHIBITING PROTEIN"' NOT IN RELATIONSHIP FILE 
RELATIONSHIP CODE 'UF,OLD' IGNORED 
RELATIONSHIP 'OLD' IGNORED 
NOT A VALID RELATIONSHIP CODE FOR FIELD 'CT' 
'"CYSTEINE PROTEINASE-INHIBITING PROTEIN"' NOT IN RELATIONSHIP FILE 
RELATIONSHIP CODE 'UF,OLD' IGNORED 
L1           0 FILE BIOSIS       
L2         730 FILE CAPLUS       
            
'CT' IS NOT A VALID FIELD CODE 
L3           0 FILE PCTFULL      
'CT' IS NOT A VALID FIELD CODE 
L4           0 FILE REGISTRY     
RELATIONSHIP 'UF,OLD' IGNORED 
RELATIONSHIPS DO NOT EXIST FOR FIELD 'CT' 
RELATIONSHIP 'UF,OLD' IGNORED 
RELATIONSHIPS DO NOT EXIST FOR FIELD 'CT' 
RELATIONSHIP 'UF,OLD' IGNORED 
RELATIONSHIPS DO NOT EXIST FOR FIELD 'CT' 
L5           0 FILE USPATFULL    
 
TOTAL FOR ALL FILES 
L6         730 "CYSTEINE PROTEINASE-INHIBITING PROTEIN"+UF,OLD/CT OR "CYSTEINE  
               PROTEINASE-INHIBITING PROTEIN"+UF,OLD/CT OR "CYSTEINE PROTEINASE 
               -INHIBITING PROTEIN"+UF,OLD/CT AND (IDES OR IMMUNOGLOBULIN G-DEG 
               RADING ENZYME OF S. PYOGENES)  
 
=> S "Cleavage" AND "IgG, fusion products" 
 
L7           0 FILE BIOSIS       
L8           5 FILE CAPLUS       
L9           1 FILE PCTFULL      
L10          0 FILE REGISTRY     
L11          2 FILE USPATFULL    
 
TOTAL FOR ALL FILES 
L12          8 "CLEAVAGE" AND "IGG, FUSION PRODUCTS" 
 
=> S L6 AND L12 
 
L13          0 FILE BIOSIS       
L14          0 FILE CAPLUS       
L15          0 FILE PCTFULL      
L16          0 FILE REGISTRY     
L17          0 FILE USPATFULL    
 
TOTAL FOR ALL FILES 
L18          0 L6 AND L12 
 
=> S "Cleavage" AND IgG 
 
L19        984 FILE BIOSIS       
L20       1337 FILE CAPLUS       
L21      39878 FILE PCTFULL      
L22          0 FILE REGISTRY     
L23      69746 FILE USPATFULL    
 
TOTAL FOR ALL FILES 
L24     111945 "CLEAVAGE" AND IGG 
 
=> S L6 AND l24 
 
L25          0 FILE BIOSIS       
L26          0 FILE CAPLUS       
L27          0 FILE PCTFULL      
L28          0 FILE REGISTRY     
L29          0 FILE USPATFULL    
 
TOTAL FOR ALL FILES 
L30          0 L6 AND L24 
 



=> S L6 AND L24 
 
L31          0 FILE BIOSIS       
L32          0 FILE CAPLUS       
L33          0 FILE PCTFULL      
L34          0 FILE REGISTRY     
L35          0 FILE USPATFULL    
 
TOTAL FOR ALL FILES 
L36          0 L6 AND L24 
 
=> D L12 1-8 
 
 
=> S  polypeptide# AND cysteine protease  
 
L37        212 FILE BIOSIS       
L38        311 FILE CAPLUS       
L39       3925 FILE PCTFULL      
L40          1 FILE REGISTRY     
L41       6490 FILE USPATFULL    
 
TOTAL FOR ALL FILES 
L42      10939 POLYPEPTIDE# AND CYSTEINE PROTEASE 
 
=> S "Streptococcus pyogenes" 
 
L43      12498 FILE BIOSIS       
L44      13055 FILE CAPLUS       
L45       7431 FILE PCTFULL      
L46      32515 FILE REGISTRY     
L47      12772 FILE USPATFULL    
 
TOTAL FOR ALL FILES 
L48      78271 "STREPTOCOCCUS PYOGENES" 
 
=> S L42 AND L48 
 
L49          2 FILE BIOSIS       
L50          7 FILE CAPLUS       
L51        168 FILE PCTFULL      
L52          0 FILE REGISTRY     
L53        270 FILE USPATFULL    
 
TOTAL FOR ALL FILES 
L54        447 L42 AND L48 
 
=> S IdeS OR (Immunoglobulin G-degrading enzyme of S. pyogenes) 
 
L55        603 FILE BIOSIS       
L56        766 FILE CAPLUS       
L57       4805 FILE PCTFULL      
L58      16368 FILE REGISTRY     
L59       3139 FILE USPATFULL    
 
TOTAL FOR ALL FILES 
L60      25681 IDES OR (IMMUNOGLOBULIN G-DEGRADING ENZYME OF S. PYOGENES)  
 
=> S L54 AND L60 
 
L61          1 FILE BIOSIS       
L62          2 FILE CAPLUS       
L63         21 FILE PCTFULL      
L64          0 FILE REGISTRY     
L65         34 FILE USPATFULL    
 
TOTAL FOR ALL FILES 
L66         58 L54 AND L60 
 
=> D L66 1-10 
 



=> S 
SVWTKGVTPPANFTQGEDVFHAPYVANQGWYDITKTFNGKDDLLCGAATAGNMLHWWFDQNKDQIKRYLEEHPEKQKINFNGEQMFDVKEAIDTKNHQLDSKLFEYFKEKAF
PYLSTKH/SQSFP 
 
'SQSFP' IS NOT A VALID FIELD CODE 
L67          0 FILE BIOSIS       
'SQSFP' IS NOT A VALID FIELD CODE 
L68          0 FILE CAPLUS       
'SQSFP' IS NOT A VALID FIELD CODE 
L69          0 FILE PCTFULL      
L70         29 FILE REGISTRY     
'SQSFP' IS NOT A VALID FIELD CODE 
L71          0 FILE USPATFULL    
 
TOTAL FOR ALL FILES 
L72         29 SVWTKGVTPPANFTQGEDVFHAPYVANQGWYDITKTFNGKDDLLCGAATAGNMLHWWFDQNKDQ 
               IKRYLEEHPEKQKINFNGEQMFDVKEAIDTKNHQLDSKLFEYFKEKAFPYLSTKH/SQSFP 
 
=> S 
LGVFPDHVIDMFINGYRLSLTNHGPTPVKEGSKDPRGGIFDAVFTRGDQSKLLTSRHDFKEKNLKEISDLIKKELTEGKALGLSHTYANVRINHVINLWGADFDSNGNLKAIYVTD
SDSNASIGMKKYFVGVNSAGKVAISAKEIKEDNIGAQVLGLFTLSTGQDSWNQTN/SQSFP 
 
'SQSFP' IS NOT A VALID FIELD CODE 
L73          0 FILE BIOSIS       
'SQSFP' IS NOT A VALID FIELD CODE 
L74          0 FILE CAPLUS       
'SQSFP' IS NOT A VALID FIELD CODE 
L75          0 FILE PCTFULL      
L76         32 FILE REGISTRY     
'SQSFP' IS NOT A VALID FIELD CODE 
L77          0 FILE USPATFULL    
 
TOTAL FOR ALL FILES 
L78         32 LGVFPDHVIDMFINGYRLSLTNHGPTPVKEGSKDPRGGIFDAVFTRGDQSKLLTSRHDFKEKNL 
               KEISDLIKKELTEGKALGLSHTYANVRINHVINLWGADFDSNGNLKAIYVTDSDSNASIGMKKY 
               FVGVNSAGKVAISAKEIKEDNIGAQVLGLFTLSTGQDSWNQTN/SQSFP 
 
=> S L72 AND L78 
 
L79          0 FILE BIOSIS       
L80          0 FILE CAPLUS       
L81          0 FILE PCTFULL      
L82         27 FILE REGISTRY     
L83          0 FILE USPATFULL    
 
TOTAL FOR ALL FILES 
L84         27 L72 AND L78 
 
=> D L84 1-10 
 
=> S 
SVWTKGVTPPANFTQGEDVFHAPYVANQGWYDITKTFNGKDDLLCGAATAGNMLHWWFDQNKDQIKRYLEEHPEKQKINFNGEQMFDVKEAIDTKNHQLDSKLFEYFKEKAF
PYLSTKHLGVFPDHVI/SQSP 
 
'SQSP' IS NOT A VALID FIELD CODE 
L85          0 FILE BIOSIS       
'SQSP' IS NOT A VALID FIELD CODE 
L86          0 FILE CAPLUS       
'SQSP' IS NOT A VALID FIELD CODE 
L87          0 FILE PCTFULL      
L88         28 FILE REGISTRY     
'SQSP' IS NOT A VALID FIELD CODE 
L89          0 FILE USPATFULL    
 
TOTAL FOR ALL FILES 
L90         28 SVWTKGVTPPANFTQGEDVFHAPYVANQGWYDITKTFNGKDDLLCGAATAGNMLHWWFDQNKDQ 
               IKRYLEEHPEKQKINFNGEQMFDVKEAIDTKNHQLDSKLFEYFKEKAFPYLSTKHLGVFPDHVI 
               /SQSP 
 
=> S 
DMFINGYRLSLTNHGPTPVKEGSKDPRGGIFDAVFTRGDQSKLLTSRHDFKEKNLKEISDLIKKELTEGKALGLSHTYANVRINHVINLWGADFDSNGNLKAIYVTDSDSNASIGM
KKYFVGVNSAGKVAISAKEIKEDNIGAQVLGLFTLSTGQDSWNQTN/SQSP 
 



'SQSP' IS NOT A VALID FIELD CODE 
L91          0 FILE BIOSIS       
'SQSP' IS NOT A VALID FIELD CODE 
L92          0 FILE CAPLUS       
'SQSP' IS NOT A VALID FIELD CODE 
L93          0 FILE PCTFULL      
L94         31 FILE REGISTRY     
'SQSP' IS NOT A VALID FIELD CODE 
L95          0 FILE USPATFULL    
 
TOTAL FOR ALL FILES 
L96         31 DMFINGYRLSLTNHGPTPVKEGSKDPRGGIFDAVFTRGDQSKLLTSRHDFKEKNLKEISDLIKK 
               ELTEGKALGLSHTYANVRINHVINLWGADFDSNGNLKAIYVTDSDSNASIGMKKYFVGVNSAGK 
               VAISAKEIKEDNIGAQVLGLFTLSTGQDSWNQTN/SQSP 
 
=> S L90 AND L96 
 
L97          0 FILE BIOSIS       
L98          0 FILE CAPLUS       
L99          0 FILE PCTFULL      
L100        27 FILE REGISTRY     
L101         0 FILE USPATFULL    
 
TOTAL FOR ALL FILES 
L102        27 L90 AND L96 
 
=> S 
SVWTKGVTPPANFTQGEDVFHAPYVANQGWYDITKTFNGKDDLLCGAATAGNMLHWWFDQNKDQIKRYLEEHPEKQKINFNGEQMFDVKEAIDTKNHQLDSKLFEYFKEKAF
PYLSTKHLGVFP/SQEP 
 
'SQEP' IS NOT A VALID FIELD CODE 
L103         0 FILE BIOSIS       
'SQEP' IS NOT A VALID FIELD CODE 
L104         0 FILE CAPLUS       
'SQEP' IS NOT A VALID FIELD CODE 
L105         0 FILE PCTFULL      
L106         0 FILE REGISTRY     
'SQEP' IS NOT A VALID FIELD CODE 
L107         0 FILE USPATFULL    
 
TOTAL FOR ALL FILES 
L108         0 SVWTKGVTPPANFTQGEDVFHAPYVANQGWYDITKTFNGKDDLLCGAATAGNMLHWWFDQNKDQ 
               IKRYLEEHPEKQKINFNGEQMFDVKEAIDTKNHQLDSKLFEYFKEKAFPYLSTKHLGVFP/SQE 
               P 
 
=> S 
SVWTKGVTPPANFTQGEDVFHAPYVANQGWYDITKTFNGKDDLLCGAATAGNMLHWWFDQNKDQIKRYLEEHPEKQKINFNGEQMFDVKEAIDTKNHQLDSKLFEYFKEKAF
PYLSTKHLGVFP/SQEFP 
 
'SQEFP' IS NOT A VALID FIELD CODE 
L109         0 FILE BIOSIS       
'SQEFP' IS NOT A VALID FIELD CODE 
L110         0 FILE CAPLUS       
'SQEFP' IS NOT A VALID FIELD CODE 
L111         0 FILE PCTFULL      
L112         0 FILE REGISTRY     
'SQEFP' IS NOT A VALID FIELD CODE 
L113         0 FILE USPATFULL    
 
TOTAL FOR ALL FILES 
L114         0 SVWTKGVTPPANFTQGEDVFHAPYVANQGWYDITKTFNGKDDLLCGAATAGNMLHWWFDQNKDQ 
               IKRYLEEHPEKQKINFNGEQMFDVKEAIDTKNHQLDSKLFEYFKEKAFPYLSTKHLGVFP/SQE 
               FP 
 
=> 


