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>CD47-2G11 VH
SEQ ID N O . : 85

CAGGT GCAGCTGCAGGAGTCG GGGGGAGGCTTGG?ACAGCCTGGGGGGT CCCT GAGACTCTC CTGTGCAGCCTCT 
GGATTCACCTTTiiGTAGCTATGGCATGAGCTGGGTCCGCCAGGCTCCAGGGAAAGGGCTGGAGTGGGTCTCAACT 
AT CAGTGGCAGTGGTAGTAGCACAAACTACGCAGACT C CGTGAAGGGCCGGTTCACCATCT C CAGAGACAATTCC 
AAC;AAC.ACGCTA_TTT C'í'GC a a  at  g a a c a g c c t g a g a g c  c g a g g a c a .c g g g c g t a t a t t t c t g t  g c g a a a g g c c  g a  
TATTACTAT GA.TAGT CTTGAT GCTTTTGATATCT GGGGCCAAGGGACAATGGTC.ACCGTCTCT GCC

>CD47--6F4 VH
SEQ ID N O . : 86

CAGGTACAGCTGGTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTCTCCTGTGCAGCCTCT 
GGATTCACCTTTA.GCAGCTATGCCA.TGAGCTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGAGTGGGTCTCAGCT 
AT TA.GTGGTACTGGT GGTA.GCACATACT ACGCAGACTCC GT G.AAGGGCC GGTTCAC CAT CTCC/AGAGACAATT CC 
AAGAACACGCT GTAT CTGCAAAT GAACAGC CTGAGA.GCC GA.GGA.CACGGCCGCA.TATTACT GTGCGAAAGATAAA, 
TGGAGCAGCr GGCCCA.CTTACTA.CTTTGAC: ACT GGGGC CAGGGAACCCT GGTCACCGTCTCGGCC

>CD47-5H1 VH
SEQ ID N O . : 87

CAGGTGCAGCTGCAGGTGTCGGGGGGAGGCCTGGTACAGCCTGGGGGGTCCCTGAGACTCTCCTGTGCAGCCTOT 
GGATT CACCTTCAGTAGCTA.TAGCATGGC CT GGGT CCGCCAGGCTCCAGGGAAGGGGCTGGAGTGGGT CGCGGCT 
GTTAGT AATAGTGGT GTTGAGACA.T.ACTAC GCAGACTCCGT GAAGGGCCGGTT CACCA.TCT C CAGAGACAATTC C 
AAGAACACGCTGTATTT GCAAATGAACAGC CT GA.GAGCCGAGGACAC GGCC GTATATTACTGTGCGAAA.CGAACT 
AGACAACTGCTAACTCCGCGGGAGTTTGA.CTACTGGGGCCA.GGGCACCCTGGTCACCGTCTTGGCC

>CD47 -5F6 VTT
SEQ ID N O . : 88

CAGGTCAA.CTTAAGGGAGTCTGGGGGAGGCTTGATACAGCCTGGGGGGTCCCTGAGACXCTCCTGTGCAGCCTCT 
GG7vTTCACCTTTACCAA.TTA.TGCC.ATGAGCTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGA.GTGGGTCTCA.AGT 
GTTAGT AGTGCT G GT GGTA.GTAX'ATACTACGCAGACTCCGT GAA.G GGC CGGTT CACCA.T CTCCAG/vGACAACGCC 
AAGAlACTCACTGTATCTGCAAA.TGAACAGCCTGAGAGCCGAGGACA.CGGCTGTTTATTACTGTGCGAGACGAGTC 
AATCGGGCCTTCGATCTCTGGGGCCGTGGAACCCTGGTCA.CCGTCTCGGCC

>CD47 -1F3 VIi
SEQ ID N O .: 89

CAGGTGCAGCT GC/vGGAGTC GGC-GGGA.GGCTTGGTAC.AGCCTGGGGGGTCC CTTAGA.CTCT CCT GTGCAGCCT CT 
GGATTCACTTTCA.GTAACGCCTGGA-TGAGCT'GGGTCCGCCAGGCTCCAGGGAAGGGGCTGGTGTGGGTTGGCCGT 
ATTAAAAGCAAAACTGATGGTGGGACAiACAGACTACGCTGCACCCGTG/vAAGGCAGATTCACCATCTCAAGAGAT 
GATTCAAAAAACACGCT GTA.TCT GCAAAT GAACAGCCTGAAAACCGAGGACA.CAGC C GT GTATTACTGTAC CACA 
GATAAGAGCTAT GGTTA.CACA.TTT GACTACTGGGGC CAGGGCACCCTGGT CA.CCGTCT C GGCC

>CD47-2A4 VrI


