42/46

>CD47-2G11 VH

SEQ ID NO.: 85
CAGGTGCAGCTGCAGGAGTCGGGGGGAGGCTTGG?ACAGCCTGGGGGGTCCCTGAGACTCTCCTGTGCAGCCTCT
GGATTCACCTTTiiGTAGCTATGGCATGAGCTGGGTCCGCCAGGCTCCAGGGAAAGGGCTGGAGTGGGTCTCAACT
ATCAGTGGCAGTGGTAGTAGCACAAACTACGCAGACTCCGTGAAGGGCCGGTTCACCATCTCCAGAGACAATTCC
AAC;AAC.ACGCTA_TTTCi"GCaa agaacagcctgagagccgaggacacgggcgtatatttctgtgcgaaaggccga

TATTACTATGA.TAGTCTTGATGCTTTTGATATCT GGGGCCAAGGGACAATGGTC.ACCGTCTCTGCC

>CD47--6F4 VH
SEQ ID NO.: 86
CAGGTACAGCTGGTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTCTCCTGTGCAGCCTCT
GGATTCACCTTTA.GCAGCTATGCCA . TGAGCTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGAGTGGGTCTCAGCT
ATTA.GTGGTACTGGTGGTA.GCACATACTACGCAGACTCCGTG.AAGGGCCGGTTCACCATCTCC/AGAGACAATTCC
AAGAACACGCTGTATCTGCAAATGAACAGCCTGAGA .GCCGA .GGA . CACGGCCGCA. TATTACTGTGCGAAAGATAAA ,
TGGAGCAGCrGGCCCA.CTTACTA.CTTTGAC:ACTGGGGCCAGGGAACCCTGGTCACCGTCTCGGCC

>CD47-5H1 VH

SEQ ID NO.: 87
CAGGTGCAGCTGCAGGTGTCGGGGGGAGGCCTGGTACAGCCTGGGGGGTCCCTGAGACTCTCCTGTGCAGCCTOT
GGATTCACCTTCAGTAGCTA.TAGCATGGCCTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGAGTGGGTCGCGGCT
GTTAGTAATAGTGGTGTTGAGACA.T.ACTACGCAGACTCCGTGAAGGGCCGGTTCACCA.TCTCCAGAGACAATTCC
AAGAACACGCTGTATTTGCAAATGAACAGCCTGA.GAGCCGAGGACACGGCCGTATATTACTGTGCGAAA.CGAACT
AGACAACTGCTAACTCCGCGGGAGTTTGA.CTACTGGGGCCA.GGGCACCCTGGTCACCGTCTTGGCC

>CD47 -5F6 VIT

SEQ ID NO.: 88
CAGGTCAA.CTTAAGGGAGTCTGGGGGAGGCTTGATACAGCCTGGGGGGTCCCTGAGACXCTCCTGTGCAGCCTCT
GG7VTTCACCTTTACCAA.TTA.TGCC.ATGAGCTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGA.GTGGGTCTCA.AGT
GTTAGTAGTGCTGGTGGTA.GTAX*ATACTACGCAGACTCCGTGAA.GGGCCGGTTCACCA.TCTCCAG/VGACAACGCC
AAGARACTCACTGTATCTGCAAA.TGAACAGCCTGAGAGCCGAGGACA.CGGCTGTTTATTACTGTGCGAGACGAGTC
AATCGGGCCTTCGATCTCTGGGGCCGTGGAACCCTGGTCA.CCGTCTCGGCC

>CD47 -1F3 Vi

SEQ ID NO.: 89
CAGGTGCAGCTGC/VGGAGTCGGC-GGGA.GGCTTGGTAC.AGCCTGGGGGGTCCCTTAGA.CTCTCCTGTGCAGCCTCT
GGATTCACTTTCA.GTAACGCCTGGA-TGAGCT"GGGTCCGCCAGGCTCCAGGGAAGGGGCTGGTGTGGGTTGGCCGT

ATTAAAAGCAAAACTGATGGTGGGACATACAGACTACGCTGCACCCGTG/VAAGGCAGATTCACCATCTCAAGAGAT
GATTCAAAAAACACGCTGTA.TCTGCAAATGAACAGCCTGAAAACCGAGGACA.CAGCCGTGTATTACTGTACCACA
GATAAGAGCTATGGTTA.CACA.TTTGACTACTGGGGCCAGGGCACCCTGGTCA.CCGTCTCGGCC

>CD47-2A4 Vrl



