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SEQ ID NO.: 90
CAGGTCAACTTAAGGGAGTCTGGGGGAGGCTTGGTAAAGCCGGGGGGGTCCCTTAGACTCTCCTGTGCAGCCTCT
GGAT'ICACCTTCAGTAGCTACTGGATGCACTGGGTCCCCCAAGCCCCAGGGAAGGGGCTGGAGTGGGTCTCAGCT
ATCAGTGGTAGTGGTGCCGGCACATACTACCCAGACTCCGTGAAGGGCCGGTTCACCATCTCCAGAGACAATTCC
AAGAACACGCTGTATCTGCAAA.TGAACAGCCTGAGAGCCGAGGACACGGCCGTATATTACTGTGCGAGT.GATCGG
TCCTTATCTTTTGGTTTTGATATTTGGGGCCAAGGCACCCTGGTCTCCGTCTCTGGC

>CD47-2312 VH

SEQ ID NO.: 91
CAGGTACAGCTGCAGCAGTCACGGGGACGCTTGGTCCAGCCGGGGGGGTCACTGAGACTCTCCTGTGCAGCCCCT
GGATTCACCTTTAGTAGATATTGGATGAGTTGC-GTCCGCCAGGCTCCAGGGAAGGGACTGGAGTGGGTGGCCAAC
ATAAAGGGAGATGGAAGTCAGACATA.CTATGCGGACTCTGTGAAGGGCCGATTCACCATCTCCA3AGACAACGCC
ATGAAAACAGTGTATCTGCAAATGAACAGCCTGAGAGCCGAGGACACGGCCATA TATTACTGTGCGAAAGGGGCT

GCTTATCACATTAACAGCTGGCTCGA.CCCCTGGGGCCAGGGCACCCTGGTCA.CCGTCTCGGCC

Secuencias de nuclediidos de VL;
>CD47-1A1 VL

SEQ ID NO.: 92
AATTTTATGCTGACTCA.GCCCCACTCTGTGTCGGAGTCTCCGGGGAAGACGGTAACCATCTCCTGCACCCGCAGC
AGTGGCGGCATTGCCAGTAACTTTGTGCAGTGGTACCAGCAGCGCCCGGGCAGTGTCCCCA.CCACTGTGATCTA.T
AGGGAT/IACCAAAGACCCTCTGGAGTCCCTGATCGGTTCTCTGGCTCCGTCGACAGCTCCTCCAATTCTGCCTCC
CTCACCATCTCTGGGCTGAAGACTGACGATGAGGCTGACTATTATTGTCAGTCCTATGATGACCACAATCATTGG
GTGTTCGGCGGCGGGACCAAGCTGACCGTCCTA

>CD47-1F8 VL

SEQ ID NO.: 93
GACATCGTGATGACCCA.GTCTCCAGACTCCCTGGCTGTGTCTCTGGGCGAGAGGGCCACCATCAACTGCIVAGTCC
AGCCAGAC-TGTTTTATA.I"GCTCCAACAATAGGAACTACCTAGCTTGGTACCAGCAGAAACCA.GGACA.GCCTCCT
AAGCTGCTCATTAACCA.GGCATCTACCCGGGCATCCGGCGTCCCTGA.CCGA TTCAGTGGCAGCGGGTCTGGGACA
GAGTTCACTCTCATCATCAGCAGCCTGCAGGCTGAAGATGTGGCGATTTATTACTGTCAGCAATATTATACTCCT
CCCCTCGCTTTCGGCGGAGGG.ACCAAGCTGGAGATCAAA

>CD47-2A11 VL

SEQ ID NO.: 94
GAAATTGTGTTGA.CGCAGTCTCCACTCTCCCTGCCCGTCACCCCTGGAGA.GCCGGCCTCCATCTCCTGCAGGTCT
AGTCAGAGCCTCCTGCACAGTAATGGATACAACTATTTGGATTGGTACCTGCAGAAACCAGGGCAGTCTCCACAG
CTCCTGATCTATTTGAATTCTAATCGGGCCTCCGGGGTCCCTGACAGGTTCA.GTGGCA.GTGGATCAGGTACAGAT
TTTACACTGCAAATCA.GCAGAGTGGAGGCTGA.GGATGTTGGGGTTTACTACTGTATGCAAGCTCTACAAATTCCT
CCCACTTTCGGCGGAGGGACCAAAGTGGATATCAAA

>CD47-2C2 VL



