45/46

GAAACTACACTCACGCACATCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCACCCTCACTTGTCGGGCG
AG-TCAGGATATCACAAGGTGGTTAGCCTGGTATCAGCAGAAACCAGGGAAAGCCCCTAAGCTCCTGATCTATGAT
GOATCCA.GTTTGCAAAGTGGGGTCCCATC7iJ>GATTCA.UCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATC
AGCAGTCTGCAACCTGAAGATTTTGCAACTTACTACTGTCAACAGGGTTCCAGTGTTCCTTTCACTTTCGGCGGA
GGGACCAAGGTGGAGATCAAA

>CD47-5F6 VI

SEQ ID NO.: 101
GATGTTG7GATGAC7CAGTCTCCAGGCA.CCCTGTCTTTGTCTCCAGGGGAAAGA.GCCACCCTCTCCTGCAGGGCC
AGTCAGAGTGTTAGCAGCAGCTACTTAGCCTGGTACCAACAGAAACCTGGCCAGGCTCCCAGCCTCCTCATCTAT
GGTGCATCCAGCAGGGCCACTGGCATCCCAGACAGGTTCAGTGGCAGTGGGTCTGGGACAGACTTCACTCTCACC
ATCAGCAGACTGGAGCCTGAAGATTTTGCAGTGTATTACTGTCAGCAGTATGGTAGCTCACCTCCTATGTACACT
TTTGGCCAGGGGA.CCAAGCTGGAGA TCAAA

>CD47-1F3 VL

SEQ ID NO.: 102
TCCTA.TGTGCTGACITCAGCCACCCTCA.GCGTCTGGGACCCCCGGGCAGAGGGTCACCATCTCTTGTTCTGGAA.GT
GGCTCCAACATCGGAAGTAATTCTGTTCA.CTC-GTACCAGCAACTCCCA.GGAACGGCCCCCAAACTCCTCATCTAT
ACTAATAATCAGCGGCCCTCAGGGGTCCCTGACCGATTCTCTGGCTCCAAGTCTGGCATTTCA.GCGTCCCTGGCT
ATCAGTGGGCTCCAGTCTGAGGATGA.GGCTGTTTATTACTGTGCAAXGT GGGATGACAGA.CTGAGTGGTCCGGTG
TTCGCCGCAGGGACCA/AGCTGACCGTCCTA

>CD47-2At4 VL

SEQ ID NO.: 103
AATTTTATGCTGACTCAGCCCCA.CTCTGTGTCGGGGTCTCCGGGGAA.GACGGTAACCATCTCCTGCACCCGCAGC
AGTGGCAGCATTGGCAGCACCTA.TGTGCA.GTGSTACCAACAGCGCCCGGGCAGTCCCCCCACCACTGTGATCTAT
AAGGATGACCAAAGACCCTCTGGGGTCCCTGATCGGTTCTCTGGCTCCATCGACGGCTCCTCCAACTCTGCCTCC
CTCA.CCATCTCTGGACTGGAGACTGAGGACGA.GGCTGACTACTA.CTGTCAGTCTTCTGATACCAGCAATCTGGTC
TTCGGCGGAGGGACCAAGGTCACOGTCCTA

>CD47-2E12 VL

SEQ ID NO.: 104
GAAACTACACTCACGCAGTCTCCAGGCACCCTGTCTGTTTCTCCGGGGGAAAGA.GTTACCCTCTCCTGCAGGGCC
AGTCA.GAGTATTAGCGGTAATTACTTAG6CCTGGTACCG'.GCA.GAGP.CCTGGCCAGGCTCCCVIGGCTCCTCATCTAT

GGGGCATTCAGGAGGSCCACTGGCATCCCAGACAGGTTCA.GTGGCAGTGGGTCTGGGACAGACTTCACTCTCACC
ATCACCAGACTGGAGCCTGAAGATTTTCCAAC
GCAGGGACCAAAGTGGATATCAAA

>CD47-34C5 VTI

SEQ ID NO.: 105



