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I- SACOL0720 : Alineación de múltiples secuencias polinucleotídicas
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ATGACCTTTAACGAGATAATATTTAAAAATTTCCGTCAAAATTTATCACA 50 
ATGACCTTTAACGAGATAATATTTAAAAATTTCCGTCAAAATTTATCACA 50 
ATGACC T T TAAC GAGATAATAT T TAAAAAT T TCC GT CAAAAT T T AT CAC A 50 
ATGACC T T TAAC GAGATAATAT T TAAAAAT T TCC GT CAAAAT T T AT CAC A 50 
ATGACC T T TAAC GAGATAATAT T TAAAAAT T TCC GT CAAAAT T T AT CAC A 50 
ATGACC T T TAAC GAGATAATAT T TAAAAAT T TCC GT CAAAAT T T AT CAC A 50

ATGACC T T TAAC GAGATAATAT T TAAAAAT T TCC GT CAAAAT T T AT CACA 50
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TTATGCCATCTATCTTTTTTCATTAATTACGAGTGTAGTATTGTATTTTA 100 
T TAT GC CATCTATCTTTTT TC AT TAAT TACGAGT GT AGTAT T GT AT T T T A 100 
T TAT GC CATCTATCTTTTT TC AT TAAT TACGAGT GT AGTAT T GT AT T T T A 100 
TTATGCCATCTATCTTTTTTCATTAATTACGAGTGTAGTATTGTATTTTA 100 
TTATGCCATCTATCTTTTTTCGTTAATTACGAGTGTAGTATTGTATTTTA 100 
TTATGCCATCTATCTTTTTTCGTTAATTACGAGTGTAGTATTGTATTTTA 100 
------------------------------------------------- TTGTATTTTA 10

T TATGCCATCTATCTTTTTTCATTAATTACGAGTGTAGTA T TGTAT TT TA 100
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------------------------------------------- ATGACAGAGTCATAT 15
------------------------------------------- ATGACAGAGTCATAT 15
------------------------------------------- ATGACAGAGTCATAT 15
GCTTTGTAGCATTAAAATACGCGCATAAACTAAACATGACAGAGTCATAT 15 0 
GCTTTGTAGCATTAAAATACGCGCATAAACTAAACATGACAGAGTCATAT 15 0 
GCTTTGTAGCATTAAAATACGCGCATAAACTAAACATGACAGAGTCATAT 15 0 
GCTTTGTAGCATTAAAATACGCGCATAAACTAAACATGACAGAGTCATAT 15 0 
GCTTTGTAGCATTAAAATACGCTCATAAACTAAACATGACAGAGTCATAT 15 0 
GCTTTGTAGCATTAAAATACGCTCATAAACTAAACATGACAGAGTCATAT 15 0 
GCTTTGTAGCATTAAAATACGCTCATAAACTAAACATGACAGAGTCATAT 60
------------------------------------------- ATGACAGAGTCATAT 15
GCTTTGTAGCATTAAAATACGCTCATAAACTAAACATGACAGAGTCATAT 15 0
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CCAATTAT TAAGGAAGGCTCACAAGTCGGAAGCTACTTTCTATTTTTCAT 65 
CCAATTATTAAGGAAGGCTCACAAGTCGGAAGCTACTTTCTATTTTTCAT 65 
C C AAT T AT TAAGGAAGGC T CACAAGTC GGAAGC T AC TTTCTATTTTTCAT 65 
C C AAT T AT TAAGGAAGGC T CAC AAGTC GGAAGC T AC TTTCTATTTTTCAT 200 
C CAAT T AT TAAGGAAGGC T CACAAGTC GGAAGC T AC TTTCTATTTTTCAT 200 
C CAAT T AT TAAGGAAGGC T CACAAGTC GGAAGC T AC TTTCTATTTTTCAT 200 
C CAAT T AT TAAGGAAGGC T CACAAGTC GGAAGC T AC TTTCTATTTTTCAT 200 
C CAAT T AT AAAGGAAGGC T CACAAGTC GGAAGC T AC TTTCTATTTTTCAT 200 
CCAATTATAAAGGAAGGCTCACAAGTCGGAAGCTACTTTCTATTTTTCAT 200 
CCAATTATAAAGGAAGGCTCACAAGTCGGAAGCTACTTTCTATTTTTCAT 110 
CCAATTATAAAGGAAGGCTCACAAGTCGGAAGCTACTTTCTATTTTTCAT 65 
CCAATTATAAAGGAAGGCTCACAAGTCGGAAGCTACTTTCTATTTTTCAT 200
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