Figura 1
SEQ ID NO:

MAAASTSAAT
[SHNSVSKEPTT
TOVEAYPGGA
VCIATSGPGA
EVTREITEHN
AVPNWNTPIK
SSEELRKFVE
KSDLLLAFGV
ADVEFALQGM
PPOYAIQVLD
MGFGLPAAIG
LENQHLGNVV
ARVTRKEGLR
EGDGRTKY

TIPKPSSHIS
PARPSSSTTLT
SMEIHQALTR
TNLVSGLADA
YLVLDVDDIP
LPGYMSRLPK
LTIGIPVASTL
RFDORVTGKL
MNEILESRCAK
ELTDGMAILS
ARVANPGAVY
QWEDRF YKAN
MAIQKMLOTP

S8SRSSIFIS
IPQASPPRFS
SPITRNVLFR
LLDSVPIVAIL
RIVSEAFFLA
VPHNESHLEQI
MGLGAFFVGH
EAFASRAKIV
SKLDFKAWRE
TGVGOHOMWA
VDIDGDGSFI
RAHTYLGDPS
GPYLLDVIVP

1713

RFTLPLSLNP
PDEARKGADI
HEQGGVFAAE
TGQVPRRMIG
TSGRPGPVLI
VRLIFESKKP
ELSLQMLGMH
HIDIDSAEIG
ELNEQKSKYP
AQFYKYKRPR
MNVQELATIR
KESEIFPNML
HOEHVLPMIP

QKAIPHRSLH
LVEALERQGV
GYARASGKPG
TDAFQETPIV
DVPKDIQQQL
VLYVGGGCLY
GTVYANYSVD
KNKQPHVSVC
LKYKTFGDAL
QWLTSGGLGA
VENLPIKIML
KFAEACGIPA
SGGAFKDVIT
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Figura 2
BEQ ID NO: 2

ATGEC GGG TCTACCTCTGCGGC TACCACTATCCCTARACCCTCTTCTCACATTICT
TCCTCCTOCAGATCTTCAATCTICAT TTCCAGAT TCACCCTCCOATTGTCTCTCAACCCC
ARG CATTCCTCACCGCTCTCTCCACATATCAAACTCTGTCTCTAAACCTACAACC
CCTGCCCCCTCATCCTOCACCACCTTAACCATTCCTCAAGCGTCTCCTOCCAGGTTTICT
CCTGATGAAGCTCGAAAAGGCGCCGACATCCTCGT TGARGCGCTGEGANCGCCAAGGEETC
ACTGATGTATTTGCTTATCCAGGCGGCGCATCCATGGAGATCCATCAAGCCCTGACTCGE
TCACCTATAATTCGCAATCTCCTCCCOCGCCATGAGCAACETGGEETCTTICCGECTGAG
GGATATGCTCGCGCTICTGECAAGC CIGGCGICTGTATCGCAACCTOGGEACCCGECGET
ACAAATCTCGTAAGT GGCTTGGCAGACGCTCTCCTTGACAGECGTCCCCATTGTGECTATC
ACCGGCCAAGTTCCTCGCCGCATGAT TGGCACCGACGCATTCCAAGAAACTCCCATTIGTT
GAGGTAACTOGGTCAATAACTAAGCACAATTACCTGGTCCTTGATGT TGATGATATTICCT
RGRAT TG TAAGTGAAGC T T TCT T TT T GLCCACC TCGGGACGTCCTGGOCCAGTTCTGATT
GATGTACCAAAAGATATACAACAACAATTAGCTGTTCCARMATTGGAATACACCTATTAAA
TT GO GG T TACAT G TCGAGGTTGCCTAAAGTGCCCAACGAATCACATTTGGAGCAGATT
GTIGAGGCTAATTTTTGAGTCARAGAAACCGGTTTTATACGTGGGAGGTGGGTGTTTAAAT
TCAAGTGAGGAGT TGAGAAAGT TIGTCGAGTTAACTGGGATCCCAGTGECTAGTACTITIG
AT GGG TCCGAGCATTCCCAGT IGGCCACGAATTGTCATTACARATGCTTGGAATGCAT
GoARCTGTTTATGCTAACTACTCGG T GUATAAGAGTGATTTGTITGCTTGCGTTTGGEGTG
AGGTTTGATGRCAGGGTGACAGECAAGC TIGAGGCCTTTGCAAGCAGAGCTRAGATTGTT
CACATTGATATTGATTCCGCTGAGAT TGGGAAARATAAGCAGCCCCATGTIGTCTGTTTGT
GCAGATGTGARGTTTGCCTTGCAAGGGATGAACAAGAT T TTGGAGAGCAGATCTGCTAAG
AGTAAGCTAGATTTTAAGGCTTGGAGGGAGGAGT TGAATGAGCAGAAARAGTAAATATCCA
TTGAMTACAAGACATTTGGAGATCCAATTCCTCCTCAGTACGCCATACARGTTCTCGAT
GAARTTAACAGATGGGAATGCCATTATAAGTACTGGCGTTGGACAACATCAGATGTGGGCT
GCTCAATTTTACAAGTACAAGAGACCACGGCAATGGT TGACCTCAGGGGGATTAGGRGGCT
ATGGGTITIGGATIGCCTGCCGCCAT IGGGGCTGCIGTIGCTAATCCTGGTGCAGTIGTT
GTAGATATTGAT GG TGATGGAAGTTTTATCATGAATGTCCAGGAGT TGGCAACAATTCGT
GIGGAGRATC TGO CAAT TARRATAATGCTTTIGAATAATCAGCATTTGGGAATGGTGGTA
CAATGEGAGGACCGATTCTACAAGGC TAATAGAGCTCATACTTATTTGEEGGATCCATCA
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Figura 2, continuacion

AAGGAGTCTGAGAT TTTCCCCARTATGT TGRAGT TTGCAGAAGCTTGTGGAATACCTGCT
GO TCGCGTGACAAGARAARGAGGGTCTTAGAATGGUGAT TCAGARAARATGUCTAGATACTCCA
GLGCCATACTIGTIGGATGTGAT TG TGO CCCATCAAGRACATGTGUTGUCCATGATCCCA
AT GGEGGAGC I TT TAAGGATGTGATARC TGAGGETGATGGARGARACGAAGTATTGA



Figura 3A
SEQ ID NO:

MAAASTSAAT
ISNSVSKPTT
TOVFAYPGGA
VCIATSGPGA
EVIRSITKHN
AVPNWNTPIK
SSEELRKFVE
KSDLLLAFGV
ADVKFALQGM
PPQYAIQVLD
MGEFGLPAAIG
LNNQHLGHVV
ARVTREEGLR
EGDGRTKY

5

TIPKPSSHIS
PAPSSSTTLT
SMETHQALTR
TNLVSGLADA
YLVLDVDDIP
LPGYMSRLPK
LTGIPVASTL
RFDARVTGKL
NKILESRCAK
ELTDGNAIIS
AAVANPGAVV
QSEDRFYKAN
MAIQEMLDTP

55SRSSIFIS
IPQASPPRFS
SPIIRNVLPR
LLDSVPIVAI
RIVSEAFFLA
VPNESHLEQI
MGLGAFFVGH
EAFASRAKIV
SKLDFKAWRE
TGVGQHOMWA
VDIDGDGSF1
RAHTYLGODPS
GPYLLDVIVP

4 /13

RFTLPLSLNP
PDEARKGADI
HEQGGVFAAE
TGOQVPRRMIG
TSGRPGPVLI
VRLIFESKKP
ELSLOMLGMH
HIDIDSAEIG
ELNEQKSKYP
AQFYKYKRPR
MNVQELATIR
KESEIFPNML
HQEHVLPMIP

QEAIPHRSLH
LVEALERQGV
GYARASGKPG
TDAFQETPIV
DVPFKDIQQQL
VLYVGGGCLN
GIVYANYSVD
KNKQPHVSVC
LEYKTFGDAI
QWLTSGGLGA
VENLPIKIML
KFAEACGIPA
SGGAFRDVIT



Figura 3B
SEQ ID NO:

MARASTSAAT
ISNSVSKPIT
TDVFAYPGGA
VCIATSGPGA
EVIRSITEHN
AVPNWNTPIK
SSEELRKFVE
KSDLLLAFGV
ADVEFALQGM
FPPOYAIQVLD
MGFGLPAAIG
LNNQHLGMVV
ARVTRKEGLR
EGDGRTKY

3

TIPKPSSHIS
PAPSSSTILT
SMEIHQALTR
THLVSGLADA
¥YLVLOCVDDIP
LPGYMSRLPK
LIGIPVASTL
RFDDRVTGKL
NKILESRCAK
ELTDGNAILIIS
ARVANPGAVV
QZEDRFYKAN
MATQKMLDTP

S5SRSSIFIS
IPQASPPRFS
SPIIRNVLPR
LLDSVPIVAIL
RIVSEAFFLA
VPHNESHLEQI
MGLGAFFVGH
EAFASRAKIV
SKLDFKAWRE
TGVGQHOMWA
VDIDGDGSF1I
RAHTYLGDPS
GPYLLDVIVP

5713

RFTLPLSLNP
PDEARKGADI
HEQGGVFAAE
TGQVPRRMIG
TSGRPGPVLI
VRLIFESKKP
ELSLOMLGMH
HIDIDSAEIG
ELNREQKSKYP
AQFYRYKRPR
MNVQELATIR
KESEIFPNML
HUEHVLPMHIP

QKAIPHRSLH
LVEALERQGV
GYARASGEPG
TDAFQETPIV
DVPEDIQQOL
VLYVGGGCLN
GIVYANYSVD
KNKQPHVSVC
LKYKTFGDAI
CWLTSGGLGA
VENLPIKIML
KFAEACGIPA
SGGAFKDVIT



Figura 4

SEQ ID MO: 4

Pro
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Phe
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Lau
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Ala
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Val
Glu
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Seor
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Lys
Gly

Val

Gly
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Gin
Ile
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Thr
Gln
Gly
Gln
Gly
Lau
Pro
Val

Gly

Fro
Lou

Arg

Pro
Ala
Fhe
Arg
Val
Cys
Ala
Val
Val
val
Ser
Gln
Tyr
Ile
Gly
Thr
Cys
Tyr
val

Thr
Ser
Pro

Gly

Glu
hap
Ala
Sar
Phe
Ile
Asp
Pro
Glu
Glu
Gly
Gln
Hat
val
Gly
Gly
Asp
Ala

Arg

Ths
Pro

Ile
Thr
The
Ile
Tyr
Sar
Ala
Ala
Ala
Arg
Val
Aap

hcg

Sar
hrg
Cys
Ile
Asp

Aan

The
Ser
Ser
Lys

Asn

Lau
Fro
Sar
Ala
Thr
Lau

Arg

Ile
Pro
Ala
Arg
Leu
Leu
Pro

Glu

TIyr

Thr
Ser
Leu
Ser
Val
Ile
Val
Gly
Ils
Glu
Ser
Leu
Het
g
Pro
Gly
Ile
Hat
1le
Asn
Val

Lau

The
Her
Aan

Sar

Ser
Glu
Gly
Arg
Gly
Gly
Asp
Ile
Ser
Arg
Pro
Fro
Pro
Ser
Ser
Ala

Sar

Thr
Lys
Pro
Ser
Thr
Arg
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Ala
Asn
Iyr
Pro
Ser
Gly
Ile
Ile
Val
Asn
Lys
Glu
Ser
Ser
Lau
Glu

val

Ser
Ser
Asn
Pro
Thr
FPhe
L
Ser
Val
Ala
Gly
Val
Thr
Thr

Ile

Trp
Pro

Ser

His
His

Thr

Ser
Pro
Lys
Ser
Pre
Ala
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Mla
Pro
Asp
Lya
Glu
Val
Glu
Pro
Lys

Glu

Ser Asp

cly

Ser
Leu
Ser
Ser
Ser
Pro
Arg
Glu
Pro
Ser
Thr
Leu
Ala
His

Glu

Gln
Glu
Lys
Leu
Het

Leu

Lys

Ile
Pro
Ser
Ile
Pre
Aap
Gln
Ile
Arg

Sar

Val
Phe
Asn
Ala

Val

Asp
Pro
Gly
Gly
Gly

i}

Ser
Ile
Ser
Ser
Thr
Cln
Gly
His
His
Gly
Leu
Ala

Gln

Phe
Pro

Sar
Val

Arg

]

Fhe
Ser
Ser
Ala
Lys
Pro
Val
Gln
Glu
Lys
Val
Ile
Glu
Leu
Phe
Lys
Arg
His
Leu
Phe
Gly

Hia

Ala



Figura 4, continuacion

Fhe
Ile
Leu
Leu
Clo
Gln
Ile
Agr

Met

Wal
Leu
hrg
Glo
Gly
Ile
Cyz

Phe

Ala
Gly
Ala
Lys
Lys=
Tyr
Ser
Tyxr
Gly
Ala
G1ln
Leu
Fhe
Glu
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Gln
Fro
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Leu
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Thr
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Fhe
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Glu
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Hig
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Val
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Ala
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Cly
Fhe
Leu
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Leu

Val

Ile
Mla
Leu
Glu
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Lys
Thr
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Gly
S&r
Val
Cly
Arg
Pro
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Thr
Cln
hsn
FPhe
hrg
hsp
Hi=

Thr
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Leu
Clo
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Ile
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Pro
Val
Thr
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His val
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Asp Glu
His= Cln
Trp Leu
Ala Ile
Asp Cly
Arg Wal
Leu Cly
Ala His
Asn Met
Thr Lys
Pro Gly
Leu Pro

Gly Asp

7713

Ile
Ser
Leu
nsn
Pl
Leu
Mat
Jer
Gly
Asp
Glu
Met
Thr
Leu
Lys
Fro
Mat

Gly

Asp
Val
Clu
Glu
Cly
Thr
Trp
Ser
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Cly
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Fhe
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Ile

hrg

hEp
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Cly
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Thr



Figura 5
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Figura 64
Tolerancia bacteriana a IM (curvas de eliminacion)
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Figura 7
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Figura 8A

Tolerancia bacteriana a IM (curvas de eliminacién)

#0m IM
21 rhd I
m2 i I
M
ﬂ1?.l:l
f
E1.5 }
w0 mM TP
51 ; #1mM TP
ghl} ; B2 m TP
Eﬂ.&.

0.0 o

11 /13



Figura 9A

aefal TATA putativa

3x FLAG
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Figura 9B
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