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N fgR A Exx e'k'te

ITDPYQQAFLSVQALLHNSSLWIGLFSQDDELNFGWSDGKRLHFSRWAETNGQLEDCWL 1200

DTDGFWKTVDCNDNQPGAICYYSGNETEKEVKPVDSVKCPSPVLNTPWIPFQNCCYNFII 1260

TKNRHMATTQDEVHTKCQKLNPKSHILSIRDEKENNFVLEQLLYFNYMASWVMLGITYRN 1320
SHILSIR
— NRHMATTQDEVHTK------------- SHILSIR
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LEDIVKRDGFPLWVGLSSHDGSESSFEWSDGSTFDYIPWKGQTSPGNCVLLDPKGTWKHE 1500
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KKLSRLTYSS-C-----mmmm- NGSRWIQYKGHCYKSDQALH------------
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