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SEQ 1D NO: 1

<210> 1

<211> 15

<212> PRT

<213> Homo sapiens

<400> 1

Ala Pro Gly Phe Pro Gly Pro Arg Gly Pro Pro Gly Pro GIn Gly
1 5 10 15

SEQ 1D NO: 2

<210> 2

<211> 15

<212> PRT



10

15

20

<213> Homo sapiens

<400> 2

Pro Ala Gly Phe Ala Gly Pro Pro Gly Ala Asp Gly GIn Pro Gly
1 5 10 15

SEQ ID NO: 3

<210> 3

<211> 15

<212> PRT

<213> Homo sapiens

<400> 3

Gly 1le Ala Gly Phe Lys Gly Asp GIn Gly Pro Lys Gly Glu Thr
1 5 10 15

SEQ 1D NO: 4

<210> 4

<211> 9

<212> PRT

<213> Homo sapiens

<400> 4

His Leu Val Glu Ala Leu Tyr Leu Val
1 5

SEQ ID NO: 5

<210> 5

<211> 9

<212> PRT



10

15

20

<213> Homo sapiens

<400> 5

Leu Asn Ile Asp Leu Leu Trp Ser Val
1 5

SEQ ID NO: 6

<210> 6

<211> 9

<212> PRT

<213> Homo sapiens

<400> 6

Val Leu Phe Gly Leu Gly Phe Ala lle
1 5

SEQ 1D NO: 7

<210> 7

<211> 9

<212> PRT

<213> Homo sapiens

<400> 7

Val Tyr Leu Lys Thr Asn Leu Phe Leu
1 5

SEQ ID NO: 8

<210> 8

<211> 9

<212> PRT



10

15

20

<213> Homo sapiens

<400> 8

Val Tyr Leu Lys Thr Asn Val Phe Leu
1 5

SEQ 1D NO: 9

<210> 9

<211> 13

<212> PRT

<213> Homo sapiens

<400> 9

GIn His Leu GIn Lys Asp Tyr Arg Ala Tyr Tyr Thr Phe
1 5 10

SEQ 1D NO: 10

<210> 10

<211> 13

<212> PRT

<213> Homo sapiens

<400> 10

Tyr Thr Phe Leu Asn Phe Met Ser Asn Val Gly Asp Pro
1 5 10

SEQ ID NO: 11

<210> 11

<211> 9

<212> PRT



10

15

20

<213> Homo sapiens

<400> 11

Lys Tyr Asn Lys Ala Asn Ala Phe Leu
1 5

SEQ 1D NO: 12

<210> 12

<211> 9

<212> PRT

<213> Homo sapiens

<400> 12

Lys Tyr Asn Ile Ala Asn Val Phe Leu
1 5

SEQ 1D NO: 13

<210> 13

<211> 9

<212> PRT

<213> Homo sapiens

<400> 13

Lys Tyr Asn Lys Ala Asn Val Phe Leu
1 5

SEQ ID NO: 14

<210> 14

<211> 9

<212> PRT



10

15

20

<213> Homo sapiens

<400> 14

Phe GIn Asp Glu Asn Tyr Leu Tyr Leu
1 5

SEQ 1D NO: 15

<210> 15

<211> 9

<212> PRT

<213> Homo sapiens

<400> 15

Leu Tyr Leu Val Cys Gly Glu Arg Gly
1 5

SEQ 1D NO: 16

<210> 16

<211> 9

<212> PRT

<213> Homo sapiens

<400> 16

Leu Tyr Leu Val Cys Gly Glu Arg lle
1 5

SEQ ID NO: 17

<210> 17

<211> 15

<212> PRT



10

15

20

<213> Homo sapiens

<400> 17

Ser Leu GIn Pro Leu Ala Leu Glu Gly Ser Leu GIn Lys Arg Gly
1 5 10 15

SEQ 1D NO: 18

<210> 18

<211> 15

<212> PRT

<213> Homo sapiens

<400> 18

Ser Leu GIn Pro Leu Ala Leu Glu Gly Ser Leu GIn Ser Arg Gly
1 5 10 15

SEQ 1D NO: 19

<210> 19

<211> 13

<212> PRT

<213> Homo sapiens

<400> 19

Asn Phe Phe Arg Met Val lle Ser Asn Pro Ala Ala Thr
1 5 10

SEQ 1D NO: 20

<210> 20

<211> 13

<212> PRT



10

15

20

<213> Homo sapiens

<400> 20

Asn Phe Ile Arg Met Val lle Ser Asn Pro Ala Ala Thr
1 5 10

SEQ ID NO: 21

<210> 21

<211> 13

<212> PRT

<213> Homo sapiens

<400> 21

Phe Phe Tyr Thr Pro Lys Thr Arg Arg Glu Ala Glu Asp
1 5 10

SEQ 1D NO: 22

<210> 22

<211> 9

<212> PRT

<213> Homo sapiens

<400> 22

Lys Tyr GIn Ala Val Thr Thr Thr Leu
1 5

SEQ 1D NO: 23

<210> 23

<211> 9

<212> PRT



10

15

20

<213> Homo sapiens

<400> 23

Lys Tyr Cys Leu Ile Thr 1le Phe Leu
1 5

SEQ ID NO: 24

<210> 24

<211> 9

<212> PRT

<213> Homo sapiens

<400> 24

Ala Leu Trp Met Arg Leu Leu Pro Leu
1 5

SEQ 1D NO: 25

<210> 25

<211> 9

<212> PRT

<213> Homo sapiens

<400> 25

Leu Trp Met Arg Leu Leu Pro Leu Leu
1 5

SEQ 1D NO: 26

<210> 26

<211> 9

<212> PRT



10

15

20

<213> Homo sapiens

<400> 26

Arg Leu Leu Pro Leu Leu Ala Leu Leu
1 5

SEQ ID NO: 27

<210> 27

<211> 10

<212> PRT

<213> Homo sapiens

<400> 27

His Leu Cys Gly Ser His Leu Val Glu Ala
1 5 10

SEQ 1D NO: 28

<210> 28

<211> 9

<212> PRT

<213> Homo sapiens

<400> 28

His Leu Val Glu Ala Leu Tyr Leu Val
1 5

SEQ 1D NO: 29

<210> 29

<211> 9

<212> PRT



10

15

20

<213> Homo sapiens

<400> 29

Ala Leu Tyr Leu Val Cys Gly Glu Arg
1 5

SEQ ID NO: 30

<210> 30

<211> 10

<212> PRT

<213> Homo sapiens

<400> 30

Leu Tyr Leu Val Cys Gly Glu Arg Gly Phe
1 5 10

SEQ 1D NO: 31

<210> 31

<211> 9

<212> PRT

<213> Homo sapiens

<400> 31

Leu Val Cys Gly Glu Arg Gly Phe Phe
1 5

SEQ 1D NO: 32

<210> 32

<211> 10

<212> PRT



10

15

20

<213> Homo sapiens

<400> 32

Val Cys Gly Glu Arg Gly Phe Phe Tyr Thr
1 5 10

SEQ ID NO: 33

<210> 33

<211> 8

<212> PRT

<213> Homo sapiens

<400> 33

Gly Glu Arg Gly Phe Phe Tyr Thr
1 5

SEQ 1D NO: 34

<210> 34

<211> 9

<212> PRT

<213> Homo sapiens

<400> 34

Glu Arg Gly Phe Phe Tyr Thr Pro Lys
1 5

SEQ ID NO: 35

<210> 35

<211> 9

<212> PRT



10

15

20

<213> Homo sapiens

<400> 35

Phe Tyr Thr Pro Lys Thr Arg Arg Glu
1 5

SEQ ID NO: 36

<210> 36

<211> 11

<212> PRT

<213> Homo sapiens

<400> 36

Thr Pro Lys Thr Arg Arg Glu Ala Glu Asp Leu
1 5 10

SEQ 1D NO: 37

<210> 37

<211> 9

<212> PRT

<213> Homo sapiens

<400> 37

Ser Leu GIn Pro Leu Ala Leu Glu Gly
1 5

SEQ ID NO: 38

<210> 38

<211> 9

<212> PRT



10

15

20

<213> Homo sapiens

<400> 38

Ala Leu Glu Gly Ser Leu GIn Lys Arg
1 5

SEQ ID NO: 39

<210> 39

<211> 10

<212> PRT

<213> Homo sapiens

<400> 39

Ser Leu GIn Lys Arg Gly I1le Val Glu GIn
1 5 10

SEQ 1D NO: 40

<210> 40

<211> 10

<212> PRT

<213> Homo sapiens

<400> 40

Gly I1le val Glu GIn Cys Cys Thr Ser lle
1 5 10

SEQ ID NO: 41

<210> 41



10

15

20

<211> 9

<212> PRT

<213> Homo sapiens

<400> 41

Ile Val Glu GIn Cys Cys Thr Ser lle
1 5

SEQ 1D NO: 42

<210> 42

<211> 9

<212> PRT

<213> Homo sapiens

<400> 42

Ser Leu Tyr GIn Leu Glu Asn Tyr Cys
1 5

SEQ ID NO: 43

<210> 43

<211> 21

<212> PRT

<213> Homo sapiens

<400> 43

Met Glu Val Gly Trp Tyr Arg Ser Pro Phe Ser Arg Val Val His Leu
1 5 10 15

Tyr Arg Asn Gly Lys



10

15

20

20

SEQ 1D NO: 44

<210> 44

<211> 15

<212> PRT

<213> Homo sapiens

<400> 44

Ile Gly Pro Arg His Pro lle Arg Ala Leu Val Gly Asp Glu Val
1 5 10 15

SEQ 1D NO: 45

<210> 45
<211> 20
<212> PRT
<213> Homo sapiens
<400> 45
Glu val Gly Trp Tyr Arg Ser Pro Phe Ser Arg Val Val His Leu Tyr
1 5 10 15
Arg Asn Gly Lys
20

SEQ ID NO: 46

<210> 46

<211> 9

<212> PRT



10

15

20

<213> Homo sapiens

<400> 46

Lys Val Glu Asp Pro Phe Tyr Trp Val
1 5

SEQ 1D NO: 47

<210> 47

<211> 10

<212> PRT

<213> Homo sapiens

<400> 47

Arg Thr Phe Asp Pro His Phe Leu Arg Val
1 5 10

SEQ 1D NO: 48

<210> 48

<211> 9

<212> PRT

<213> Homo sapiens

<400> 48

Phe Leu Arg Val Pro Cys Trp Lys lle
1 5

SEQ ID NO: 49

<210> 49

<211> 10



10

15

20

<212> PRT

<213> Homo sapiens

<400> 49

Lys Ile Thr Leu Phe Val l1le Vval Pro Val
1 5 10

SEQ 1D NO: 50

<210> 50

<211> 9

<212> PRT

<213> Homo sapiens

<400> 50

Val Leu Gly Pro Leu Val Ala Leu lle
1 5

SEQ ID NO: 51

<210> 51

<211> 9

<212> PRT

<213> Homo sapiens

<400> 51

Thr Leu Phe Val l1le Vval Pro Vval Leu
1 5

SEQ 1D NO: 52




10

15

20

<210> 52

<211> 10

<212> PRT

<213> Homo sapiens

<400> 52

Arg Leu Ala Gly GIn Phe Leu Glu Glu Leu
1 5 10

SEQ ID NO: 53

<210> 53

<211> 13

<212> PRT

<213> Homo sapiens

<400> 53

Thr Cys Phe Phe Arg Asp His Ser Tyr GIn Glu Glu Ala
1 5 10

SEQ 1D NO: 54

<210> 54

<211> 13

<212> PRT

<213> Homo sapiens
<400> 54

Thr Cys Phe Phe Arg Asp His Ser Tyr GIn Ser Glu Ala



10

15

20

1 5 10

SEQ ID NO: 55

<210> 55

<211> 15

<212> PRT

<213> Homo sapiens

<400> 55

Ala Leu Ile 1lle Cys Tyr Asn Trp Leu His Arg Arg Leu Ala Gly
1 5 10 15

SEQ 1D NO: 56

<210> 56

<211> 15

<212> PRT

<213> Homo sapiens

<400> 56

Leu Val Leu Leu Ala Val Leu Pro Val Leu Leu Leu GIn Ile Thr
1 5 10 15

SEQ ID NO: 57

<210> 57

<211> 15

<212> PRT

<213> Homo sapiens

<400> 57



10

15

20

Phe Leu Arg Val Pro Cys Trp Lys lle Thr Leu Phe Vval lle Val
1 5 10 15

SEQ ID NO: 58

<210> 58

<211> 15

<212> PRT

<213> Homo sapiens

<400> 58

Arg His Pro Ile Arg Ala Leu Val Gly Asp Glu Val Glu Leu Pro
1 5 10 15

SEQ 1D NO: 59

<210> 59

<211> 15

<212> PRT

<213> Homo sapiens

<400> 59

Arg Val Pro Cys Trp Lys lle Thr Leu Phe Vval Ile Val Pro Val
1 5 10 15

SEQ ID NO: 60

<210> 60

<211> 9



10

15

20

<212> PRT

<213> Homo sapiens

<400> 60

Ser Leu Leu Leu Glu Leu Glu Glu Val
1 5

SEQ 1D NO: 61

<210> 61

<211> 9

<212> PRT

<213> Homo sapiens

<400> 61

Leu Met Trp Ala Lys lle Gly Pro Val
1 5

SEQ ID NO: 62

<210> 62

<211> 9

<212> PRT

<213> Homo sapiens

<400> 62

Val Leu Phe Ser Ser Asp Phe Arg lle
1 5

SEQ ID NO: 63

<210> 63

<211> 9



10

15

20

<212> PRT

<213> Homo sapiens

<400> 63

Leu Met Trp Ala Lys Ille Gly Pro Vval
1 5

SEQ 1D NO: 64

<210> 64

<211> 9

<212> PRT

<213> Homo sapiens

<400> 64

Val Leu Phe Ser Ser Asp Phe Arg lle
1 5

SEQ ID NO: 65

<210> 65

<211> 9

<212> PRT

<213> Homo sapiens

<400> 65

Ser Leu Ser Arg Phe Ser Trp Gly Ala
1 5

SEQ ID NO: 66

<210> 66

<211> 20



10

15

20

<212> PRT
<213> Homo sapiens
<400> 66
Lys Tyr Leu Ala Thr Ala Ser Thr Met Asp His Ala Arg His Gly Phe
1 5 10 15
Leu Pro Arg His
20

SEQ ID NO: 67

<210> 67

<211> 17

<212> PRT

<213> Homo sapiens

<400> 67

Glu Asn Pro VvVal Val His Phe Phe Lys Asn Ile Val Thr Pro Arg Thr
1 5 10 15

Pro

SEQ 1D NO: 68

<210> 68

<211> 19

<212> PRT

<213> Homo sapiens

<400> 68

Leu Ser Arg Phe Ser Trp Gly Ala Glu Gly GIn Arg Pro Gly Phe Gly

1 5 10 15



10

15

20

Tyr Gly Gly

SEQ 1D NO: 69

<210> 69

<211> 25

<212> PRT

<213> Homo sapiens

<400> 69

Ala GIn Gly Thr Leu Ser Lys Ile Phe Lys Leu Gly Gly Arg Asp Ser

1 5 10
Arg Ser Gly Ser Pro Met Ala Arg Arg
20 25

SEQ 1D NO: 70

<210> 70

<211> 13

<212> PRT

<213> Homo sapiens

<400> 70

Asn Pro Val Val His Phe Phe Lys Asn lle Val Thr Pro
1 5 10

SEQ 1D NO: 71

<210> 71
<211> 13
<212> PRT

<213> Homo sapiens

15



10

15

20

<400> 71
Val His Phe Phe Lys Asn lle Val Thr Pro Arg Thr Pro
1 5 10

SEQ 1D NO: 72

<210> 72

<211> 13

<212> PRT

<213> Homo sapiens

<400> 72

Pro Val Val His Phe Phe Lys Asn lle Val Thr Pro Arg
1 5 10

SEQ 1D NO: 73

<210> 73

<211> 18

<212> PRT

<213> Homo sapiens

<400> 73

Tyr Ile Tyr Phe Asn Thr Trp Thr Thr Cys GIn Ser 1le Ala Phe Pro
1 5 10 15

Ser Lys

SEQ ID NO: 74

<210> 74

<211> 15

<212> PRT



10

15

20

<213> Homo sapiens

<400> 74

Gly Ala Vval Arg GIn Ile Phe Gly Asp Tyr Lys Thr Thr lle Cys
1 5 10 15

SEQ ID NO: 75

<210> 75

<211> 15

<212> PRT

<213> Homo sapiens

<400> 75

Asn Tyr GIn Asp Tyr Glu Tyr Leu lle Asn Val lle His Ala Phe

1 5 10 15

SEQ ID NO: 76

<210> 76

<211> 9

<212> PRT

<213> Homo sapiens

<400> 76

Phe Leu Tyr Gly Ala Leu Leu Leu Ala
1 5

SEQ ID NO: 77

<210> 77

<211> 15



10

15

20

<212> PRT

<213> Homo sapiens

<400> 77

Ala Thr Leu Val Ser Leu Leu Thr Phe Met Ile Ala Ala Thr Tyr
1 5 10 15

SEQ 1D NO: 78

<210> 78

<211> 15

<212> PRT

<213> Homo sapiens

<400> 78

Thr Leu Val Ser Leu Leu Thr Phe Met lle Ala Ala Thr Tyr Asn
1 5 10 15

SEQ 1D NO: 79

<210> 79

<211> 15

<212> PRT

<213> Homo sapiens

<400> 79

Ala Glu Gly Phe Tyr Thr Thr Gly Ala VvVal Arg GIn 1le Phe Gly
1 5 10 15

SEQ ID NO: 80

<210> 80

<211> 16



10

15

20

<212> PRT
<213> Homo sapiens

<400> 80

His Cys Leu Gly Lys Trp Leu Gly His Pro Asp Lys Phe Vval Gly lle

1 5 10 15

SEQ 1D NO: 81

<210> 81

<211> 12

<212> PRT

<213> Homo sapiens

<400> 81

GIn Leu GIn Pro Phe Pro GIn Pro Glu Leu Pro Tyr
1 5 10

SEQ 1D NO: 82

<210> 82
<211> 11
<212> PRT

<213> Homo sapiens

<400> 82
Pro GIn Pro Glu Leu Pro Tyr Pro GIn Pro Glu
1 5 10

SEQ ID NO: 83

<210> 83



10

15

20

<211> 13

<212> PRT

<213> Homo sapiens

<400> 83

Ser Gly Glu Gly Ser Phe GIn Pro Ser GIn GIn Asn Pro
1 5 10

SEQ 1D NO: 84

<210> 84

<211> 14

<212> PRT

<213> Homo sapiens

<400> 84

Gly Asp Leu lle Ala Glu Val Glu Thr Asp Lys Ala Thr Vval
1 5 10

SEQ ID NO: 85

<210> 85

<211> 14

<212> PRT

<213> Homo sapiens

<400> 85

Gly Asp Leu Leu Ala Glu Ile Glu Thr Asp Lys Ala Thr lle
1 5 10

SEQ ID NO: 86

<210> 86



10

15

20

<211> 15

<212> PRT

<213> Homo sapiens

<400> 86

Gly Asp Leu Leu Ala Glu Ile Glu Thr Asp Lys Ala Thr 1le Gly
1 5 10 15

SEQ 1D NO: 87

<210> 87

<211> 15

<212> PRT

<213> Homo sapiens

<400> 87

Ala GIn Trp Leu Ala Glu Phe Arg Lys Tyr Leu Glu Lys Pro lle
1 5 10 15

SEQ ID NO: 88

<210> 88

<211> 15

<212> PRT

<213> Homo sapiens

<400> 88

Arg Leu Leu Leu GIn Leu Leu Gly Ser Pro Gly Arg Arg Tyr Tyr
1 5 10 15

SEQ ID NO: 89

<210> 89



10

15

20

<211> 15

<212> PRT

<213> Homo sapiens

<400> 89

Gly Arg Val Phe Val Ser Pro Leu Ala Lys Lys Leu Ala Val Glu
1 5 10 15

SEQ 1D NO: 90

<210> 90

<211> 15

<212> PRT

<213> Homo sapiens

<400> 90

Asp Ile Pro lle Ser Asn lle Arg Arg Val l1le Ala GIn Arg Leu
1 5 10 15

SEQ ID NO: 91

<210> 91

<211> 15

<212> PRT

<213> Homo sapiens

<400> 91

Ala GIn Trp Leu Ala Glu Phe Arg Lys Tyr Leu Glu Lys Pro lle
1 5 10 15

SEQ 1D NO: 92

<210> 92



10

15

20

<211> 15

<212> PRT

<213> Homo sapiens

<400> 92

Ser Pro Gly Arg Arg Tyr Tyr Ser Leu Pro Pro His GIn Lys Val
1 5 10 15

SEQ 1D NO: 93

<210> 93

<211> 15

<212> PRT

<213> Homo sapiens

<400> 93

Gly Arg Val Phe Val Ser Pro Leu Ala Lys Lys Leu Ala Val Glu
1 5 10 15

SEQ ID NO: 94

<210> 94

<211> 15

<212> PRT

<213> Homo sapiens

<400> 94

Glu Thr 1le Ala Asn Asp Val Val Ser Leu Ala Thr Lys Ala Arg
1 5 10 15

SEQ 1D NO: 95

<210> 95



10

15

20

<211> 14

<212> PRT

<213> Homo sapiens

<400> 95

Gly Glu 1lle Arg Thr Met Asn Asn Phe Leu Asp Arg Glu GIn
1 5 10

SEQ 1D NO: 96

<210> 96

<211> 14

<212> PRT

<213> Homo sapiens

<400> 96

Gly Glu 1lle Arg Thr Met Asn Asn Phe Leu Asp Arg Glu lle
1 5 10

SEQ ID NO: 97

<210> 97

<211> 15

<212> PRT

<213> Homo sapiens

<400> 97

Lys Arg Glu Trp Ile Lys Phe Ala Ala Ala Cys Arg Glu Gly Glu

1 5 10

SEQ ID NO: 98

<210> 98



10

15

20

<211> 15

<212> PRT

<213> Homo sapiens

<400> 98

Met Phe 1le 1le Asn Arg Asn Thr Gly Glu Ile Arg Thr Met Asn
1 5 10 15

SEQ 1D NO: 99

<210> 99

<211> 15

<212> PRT

<213> Homo sapiens

<400> 99

Ser GIn Tyr Lys Leu Lys Ala Ser Ala lle Ser Val Thr Vval Leu
1 5 10 15

SEQ ID NO: 100

<210> 100

<211> 15

<212> PRT

<213> Homo sapiens

<400> 100

Trp Ser Phe Phe Arg Val Val Ala Met Leu Phe lle Phe Leu Val
1 5 10 15

SEQ 1D NO: 101

<210> 101



10

15

20

<211> 15

<212> PRT

<213> Homo sapiens

<400> 101

Ser Lys lle Ala Phe Lys l1le 1lle Arg GIn Glu Pro Ser Asp Ser
1 5 10 15

SEQ 1D NO: 102

<210> 102

<211> 15

<212> PRT

<213> Homo sapiens

<400> 102

Thr Asn Val Gly lle Leu Lys Val Val Lys Pro Leu Asp Tyr Glu
1 5 10 15

SEQ ID NO: 103

<210> 103

<211> 15

<212> PRT

<213> Homo sapiens

<400> 103

Met Asp Trp Ser Phe Phe Arg Val Val Ala Met Leu Phe lle Phe
1 5 10 15

SEQ 1D NO: 104

<210> 104



10

15

20

<211> 15

<212> PRT

<213> Homo sapiens

<400> 104

Lys Asn Gly Thr Ile Lys Trp His Ser lle Arg Arg GIn Lys Arg
1 5 10 15

SEQ 1D NO: 105

<210> 105

<211> 15

<212> PRT

<213> Homo sapiens

<400> 105

Arg Thr Asn Val Gly lle Leu Lys Val Val Lys Pro Leu Asp Tyr
1 5 10 15

SEQ ID NO: 106

<210> 106

<211> 15

<212> PRT

<213> Homo sapiens

<400> 106

Phe Gly I1le Phe Val Val Asp Lys Asn Thr Gly Asp lle Asn lle
1 5 10 15

SEQ 1D NO: 107

<210> 107



10

15

20

<211> 15

<212> PRT

<213> Homo sapiens

<400> 107

Cys Glu Cys Asn lle Lys Val Lys Asp Val Asn Asp Asn Phe Pro
1 5 10 15

SEQ 1D NO: 108

<210> 108

<211> 15

<212> PRT

<213> Homo sapiens

<400> 108

Asn Lys Ala Glu Phe His GIn Ser Val lle Ser Arg Tyr Arg Val
1 5 10 15

SEQ ID NO: 109

<210> 109

<211> 15

<212> PRT

<213> Homo sapiens

<400> 109

Asp Ser Thr Phe 1le Val Asn Lys Thr 1le Thr Ala Glu Val Leu
1 5 10 15

SEQ 1D NO: 110

<210> 110



10

15

20

<211> 15

<212> PRT

<213> Homo sapiens

<400> 110

Ser lle Thr Thr Leu Asn Ala Thr Ser Ala Leu Leu Arg Ala GIn
1 5 10 15

SEQ 1D NO: 111

<210> 111

<211> 15

<212> PRT

<213> Homo sapiens

<400> 111

Ile Leu Ser Ser Glu Leu Leu Arg Phe GIn Val Thr Asp Leu Asp
1 5 10 15

SEQ ID NO: 112

<210> 112

<211> 15

<212> PRT

<213> Homo sapiens

<400> 112

Glu Gly lle Leu Lys Val Vval Lys Ala Leu Asp Tyr Glu GIn Leu
1 5 10 15

SEQ 1D NO: 113

<210> 113



10

15

20

<211> 15

<212> PRT

<213> Homo sapiens

<400> 113

Ser Thr Pro Val Thr 1le GIn Val Ile Asn Val Arg Glu Gly lle
1 5 10 15

SEQ 1D NO: 114

<210> 114

<211> 15

<212> PRT

<213> Homo sapiens

<400> 114

Ala Ile Phe Vval Vval Vval lle Leu Val His Gly Glu Leu Arg lle
1 5 10 15

SEQ ID NO: 115

<210> 115

<211> 15

<212> PRT

<213> Homo sapiens

<400> 115

Arg Thr Asn Glu Gly lle Leu Lys Val Val Lys Ala Leu Asp Tyr
1 5 10 15

SEQ 1D NO: 116

<210> 116



10

15

20

<211> 15

<212> PRT

<213> Homo sapiens

<400> 116

Asp Ser Lys Thr Ala Glu lle Lys Phe Val Lys Asn Met Asn Arg
1 5 10 15

SEQ 1D NO: 117

<210> 117

<211> 15

<212> PRT

<213> Homo sapiens

<400> 117

Gly Ala Gly lle Leu Tyr Leu Val Thr Pro Pro Ser Val Vval Gly
1 5 10 15

SEQ ID NO: 118

<210> 118

<211> 15

<212> PRT

<213> Homo sapiens

<400> 118

Arg Ser GIn Val Glu Thr Asp Asp Leu lle Leu Lys Pro Gly Val
1 5 10 15

SEQ 1D NO: 119

<210> 119



10

15

20

<211> 14

<212> PRT

<213> Homo sapiens

<400> 119

Glu Lys Pro Leu Pro Val Asp Met Val Leu Ile Ser Leu Cys
1 5 10

SEQ 1D NO: 120

<210> 120

<211> 15

<212> PRT

<213> Homo sapiens

<400> 120

Gly Ala Gly lle Leu Tyr Leu Val Thr Pro Pro Ser Val Vval Gly
1 5 10 15

SEQ ID NO: 121

<210> 121

<211> 15

<212> PRT

<213> Homo sapiens

<400> 121

Thr Ala Glu Phe Leu Ala Met Leu lle Phe Val Leu Leu Ser Leu
1 5 10 15

SEQ 1D NO: 122

<210> 122



10

15

20

<211> 15

<212> PRT

<213> Homo sapiens

<400> 122

Leu Arg GIn Met Arg Thr Val Thr Pro lle Arg Met GIn Gly Gly
1 5 10 15

SEQ 1D NO: 123

<210> 123

<211> 15

<212> PRT

<213> Homo sapiens

<400> 123

Ala Val Asn lle Val Gly Tyr Ser Asn Ala GIn Gly Val Asp Tyr
1 5 10 15

SEQ ID NO: 124

<210> 124

<211> 15

<212> PRT

<213> Homo sapiens

<400> 124

Arg Phe Gly lle Ser Asn Tyr Cys GIn Ile Tyr Pro Pro Asn Val
1 5 10 15

SEQ 1D NO: 125

<210> 125



10

15

20

<211> 15

<212> PRT

<213> Homo sapiens

<400> 125

Pro Cys Ile Ile His Arg Gly Lys Pro Phe GIn Leu Glu Ala Val
1 5 10 15

SEQ 1D NO: 126

<210> 126

<211> 15

<212> PRT

<213> Homo sapiens

<400> 126

Thr Val Lys Val Met Gly Asp Asp Gly Val Leu Ala Cys Ala lle
1 5 10 15

SEQ ID NO: 127

<210> 127

<211> 15

<212> PRT

<213> Homo sapiens

<400> 127

Glu Ala 1lle Asn GIn Gly Tyr Met His Ala Asp Ala Tyr Pro Phe
1 5 10 15

SEQ 1D NO: 128

<210> 128



10

15

20

<211> 15

<212> PRT

<213> Homo sapiens

<400> 128

Lys Asp Leu Thr Tyr Thr Phe Leu Arg Asp Phe Glu GIn Tyr Leu
1 5 10 15

SEQ 1D NO: 129

<210> 129

<211> 15

<212> PRT

<213> Homo sapiens

<400> 129

Arg GIn Leu Arg Thr Leu Val Asn Glu Ala Ile Asn GIn Gly Tyr
1 5 10 15

SEQ ID NO: 130

<210> 130

<211> 15

<212> PRT

<213> Homo sapiens

<400> 130

Met Asp Lys lle Arg Tyr Arg Leu Val Tyr Asn Arg GIn Asn Thr
1 5 10 15

SEQ ID NO: 131

<210> 131



10

15

20

<211> 15

<212> PRT

<213> Homo sapiens

<400> 131

Leu Asn GIn Arg Lys lle Tyr Leu Lys Thr Asn Val Tyr Leu Lys
1 5 10 15

SEQ 1D NO: 132

<210> 132

<211> 15

<212> PRT

<213> Homo sapiens

<400> 132

Glu Tyr lle Leu Tyr Leu GIn Gly Ile Glu Leu Gly Tyr Trp Lys
1 5 10 15

SEQ ID NO: 133

<210> 133

<211> 15

<212> PRT

<213> Homo sapiens

<400> 133

Thr Cys Ala Thr Leu Leu lle His GIn Gly Val Ala Ile Thr Thr
1 5 10 15

SEQ ID NO: 134

<210> 134



10

15

20

<211> 15

<212> PRT

<213> Homo sapiens

<400> 134

Ala Lys His Met Arg GIn Leu Arg Thr Leu Val Asn Glu Ala Ile
1 5 10 15

SEQ 1D NO: 135

<210> 135

<211> 15

<212> PRT

<213> Homo sapiens

<400> 135

Ile Arg Tyr Arg Leu Val Tyr Asn Arg GIn Asn Thr Leu Asn Arg
1 5 10 15

SEQ ID NO: 136

<210> 136

<211> 15

<212> PRT

<213> Homo sapiens

<400> 136

Glu Asn Phe Ile Arg Ile Asn Gly Lys Arg Trp Leu Tyr Phe Lys
1 5 10 15

SEQ ID NO: 137

<210> 137



10

15

20

<211> 15

<212> PRT

<213> Homo sapiens

<400> 137

Thr Gly Ala Ala Ala Thr Tyr Ala lle Asp Ser lle Ala Asp Ala
1 5 10 15

SEQ 1D NO: 138

<210> 138

<211> 15

<212> PRT

<213> Homo sapiens

<400> 138

Asn Ala Thr Phe Ser Met Asp GIn Leu Lys Phe Gly Asp Thr Ile
1 5 10 15

SEQ ID NO: 139

<210> 139

<211> 15

<212> PRT

<213> Homo sapiens

<400> 139

Asp Arg Thr Val Val Ser Ser Ile Gly Ala Tyr Lys Leu lle GIn
1 5 10 15

SEQ 1D NO: 140

<210> 140



10

15

20

<211> 15

<212> PRT

<213> Homo sapiens

<400> 140

Met Val Val GIn His Asn Leu Arg Ala Met Asn Ser Asn Arg Met
1 5 10 15

SEQ 1D NO: 141

<210> 141

<211> 15

<212> PRT

<213> Homo sapiens

<400> 141

Lys Met Arg Lys GIn lle Arg Gly Leu Ser GIn Ala Ser Leu Asn
1 5 10 15

SEQ ID NO: 142

<210> 142

<211> 15

<212> PRT

<213> Homo sapiens

<400> 142

Gly Ala Tyr Lys Leu lle GIn Lys Glu Leu Gly Leu Ala Ser Ser
1 5 10 15

SEQ 1D NO: 143

<210> 143



10

15

20

<211> 15

<212> PRT

<213> Homo sapiens

<400> 143

GIn His Asn Leu Arg Ala Met Asn Ser Asn Arg Met Leu Gly lle
1 5 10 15

SEQ 1D NO: 144

<210> 144

<211> 15

<212> PRT

<213> Homo sapiens

<400> 144

Tyr Lys Leu lle GIn Lys Glu Leu Gly Leu Ala Ser Ser lle Gly
1 5 10 15

SEQ 1D NO: 145

<210> 145

<211> 15

<212> PRT

<213> Homo sapiens

<400> 145

His Asn Ile GIn Val Ala Asp Asp Ala Arg Phe Vval Leu Asn Ala
1 5 10 15

SEQ 1D NO: 146

<210> 146



10

15

20

<211> 15

<212> PRT

<213> Homo sapiens

<400> 146

Ala Asp Asp Ala Arg Phe Vval Leu Asn Ala Gly Lys Lys Lys Phe
1 5 10 15

SEQ 1D NO: 147

<210> 147

<211> 15

<212> PRT

<213> Homo sapiens

<400> 147

Gly Cys lle Ser Tyr Ala Leu Val Ser His Thr Ala Lys Gly Ser
1 5 10 15

SEQ ID NO: 148

<210> 148

<211> 15

<212> PRT

<213> Homo sapiens

<400> 148

Ala Asp Asp lle Val Lys Met Leu Asn Asp Pro Ala Leu Asn Arg
1 5 10 15

SEQ 1D NO: 149

<210> 149



10

15

20

<211> 15

<212> PRT

<213> Homo sapiens

<400> 149

Leu Pro Val Thr Val Thr Leu Asp lle lle Thr Ala Pro Leu GIn
1 5 10 15

SEQ 1D NO: 150

<210> 150

<211> 15

<212> PRT

<213> Homo sapiens

<400> 150

Ser Gly Cys lle Ser Tyr Ala Leu Val Ser His Thr Ala Lys Gly
1 5 10 15

SEQ 1D NO: 151

<210> 151

<211> 15

<212> PRT

<213> Homo sapiens

<400> 151

Asp Ile Val Lys Met Leu Asn Asp Pro Ala Leu Asn Arg His Asn
1 5 10 15

SEQ 1D NO: 152

<210> 152



10

15

20

<211> 15

<212> PRT

<213> Homo sapiens

<400> 152

Ala Arg Phe Val Leu Asn Ala Gly Lys Lys Lys Phe Thr Gly Thr
1 5 10 15

SEQ 1D NO: 153

<210> 153
<211> 24
<212> PRT
<213> Homo sapiens
<400> 153
Thr Tyr Thr Glu His Ala Lys Arg Lys Thr Val Thr Ala Met Asp Val
1 5 10 15
Val Tyr Ala Leu Lys Arg GIn Gly
20

SEQ 1D NO: 154

<210> 154

<211> 15

<212> PRT

<213> Homo sapiens

<400> 154

Glu His Ala Lys Arg Lys Thr Val Thr Ala Met Asp Val Val Tyr

1 5 10 15



10

15

20

SEQ 1D NO: 155

<210> 155

<211> 15

<212> PRT

<213> Homo sapiens

<400> 155

Ala Lys Arg Lys Thr vVal Thr Ala Met Asp Val Val Tyr Ala Leu
1 5 10 15

SEQ ID NO: 156

<210> 156

<211> 15

<212> PRT

<213> Homo sapiens

<400> 156

His Ala Lys Arg Lys Thr Vval Thr Ala Met Asp VvVal Vval Tyr Ala
1 5 10 15

SEQ 1D NO: 157

<210> 157

<211> 15

<212> PRT

<213> Homo sapiens

<400> 157

Arg Lys Thr Val Thr Ala Met Asp Val Val Tyr Ala Leu Lys Arg

1 5 10 15



10

15

20

SEQ 1D NO: 158

<210> 158

<211> 14

<212> PRT

<213> Homo sapiens

<400> 158

Thr Val Thr Ala Met Asp Val Val Tyr Ala Leu Lys Arg GIn
1 5 10

SEQ ID NO: 159

<210> 159

<211> 15

<212> PRT

<213> Homo sapiens

<400> 159

Pro Lys Lys Gly Ser Lys Lys Ala Val Thr Lys Ala GIn Lys Lys
1 5 10 15

SEQ 1D NO: 160

<210> 160

<211> 15

<212> PRT

<213> Homo sapiens

<400> 160

Lys Ala Val Thr Lys Ala GIn Lys Lys Asp Gly Lys Lys Arg Lys

1 5 10 15



SEQ 1D NO: 161

<210> 161
<211> 21
<212> PRT
<213> Homo sapiens
<400> 161
Ser Thr Asp His Pro Lys Tyr Ser Asp Met Ile Val Ala Ala Ile GIn
1 5 10 15
Ala Glu Lys Asn Arg
20

SEQ ID NO: 162

<210> 162

<211> 15

<212> PRT

<213> Homo sapiens

<400> 162

Lys Tyr Ser Asp Met lle Val Ala Ala lle GIn Ala Glu Lys Asn
1 5 10 15

SEQ 1D NO: 163

<210> 163

<211> 15

<212> PRT

<213> Homo sapiens

<400> 163



10

15

20

Ser GIn Glu Tyr Ser Gly Ser Val Ala Asn Glu Ala Asn Val Tyr
1 5 10 15

SEQ ID NO: 164

<210> 164

<211> 15

<212> PRT

<213> Homo sapiens

<400> 164

Ser His Ser Leu Pro Tyr Glu Ser Ser lle Ser Thr Ala Leu Glu
1 5 10 15

SEQ ID NO: 165

<210> 165

<211> 15

<212> PRT

<213> Homo sapiens

<400> 165

Thr Gly Ala Tyr Ser Asn Ala Ser Ser Thr Glu Ser Ala Ser Tyr
1 5 10 15

SEQ ID NO: 166

<210> 166

<211> 15

<212> PRT

<213> Homo sapiens

<400> 166



10

15

20

Ser Phe Leu Ser GIn Glu Tyr Ser Gly Ser Val Ala Asn Glu Ala
1 5 10 15

SEQ ID NO: 167

<210> 167
<211> 20
<212> PRT
<213> Homo sapiens
<400> 167
Lys Thr Thr Lys GIn Ser Phe Asp Leu Ser Val Lys Ala GIn Tyr Lys
1 5 10 15
Lys Asn Lys His
20

SEQ 1D NO: 168

<210> 168

<211> 15

<212> PRT

<213> Homo sapiens

<400> 168

Lys Thr Thr Lys GIn Ser Phe Asp Leu Ser Val Lys Ala GIn Tyr
1 5 10 15

SEQ ID NO: 169

<210> 169

<211> 15

<212> PRT



10

15

20

<213> Homo sapiens

<400> 169

Thr Thr Lys GIn Ser Phe Asp Leu Ser Val Lys Ala GIn Tyr Lys
1 5 10 15

SEQ 1D NO: 170

<210> 170

<211> 15

<212> PRT

<213> Homo sapiens

<400> 170

Gly Ala Leu Val Pro Gly Gly Val Ala Asp Ala Ala Ala Ala Tyr
1 5 10 15

SEQ 1D NO: 171

<210> 171

<211> 15

<212> PRT

<213> Homo sapiens

<400> 171

Ala Ala GIn Phe Gly Leu Val Gly Ala Ala Gly Leu Gly Gly Leu
1 5 10 15

SEQ ID NO: 172

<210> 172

<211> 15

<212> PRT



10

15

20

<213> Homo sapiens

<400> 172

Ala Pro Arg Pro Gly Val Leu Leu Leu Leu Leu Ser Ile Leu His
1 5 10 15

SEQ 1D NO: 173

<210> 173

<211> 15

<212> PRT

<213> Homo sapiens

<400> 173

Gly Gly val Ala Asp Ala Ala Ala Ala Tyr Lys Ala Ala Lys Ala
1 5 10 15

SEQ 1D NO: 174

<210> 174

<211> 15

<212> PRT

<213> Homo sapiens

<400> 174

Val Leu Leu Leu Leu Leu Ser Ile Leu His Pro Ser Arg Pro Gly
1 5 10 15

SEQ ID NO: 175

<210> 175

<211> 15

<212> PRT



10

15

20

<213> Homo sapiens

<400> 175

Ala Ala Lys Ala Ala GIn Phe Gly Leu Val Gly Ala Ala Gly Leu
1 5 10 15

SEQ ID NO: 176

<210> 176

<211> 15

<212> PRT

<213> Homo sapiens

<400> 176

Val Ala Ala Lys Ala GIn Leu Arg Ala Ala Ala Gly Leu Gly Ala
1 5 10 15

SEQ 1D NO: 177

<210> 177

<211> 15

<212> PRT

<213> Homo sapiens

<400> 177

Lys Ser Ala Ala Lys Val Ala Ala Lys Ala GIn Leu Arg Ala Ala
1 5 10 15

SEQ ID NO: 178

<210> 178

<211> 15

<212> PRT



10

15

20

<213> Homo sapiens

<400> 178

Ala Ala GIn Phe Gly Leu Val Gly Ala Ala Gly Leu Gly Gly Leu
1 5 10 15

SEQ 1D NO: 179

<210> 179

<211> 15

<212> PRT

<213> Homo sapiens

<400> 179

Lys Ala GIn Leu Arg Ala Ala Ala Gly Leu Gly Ala Gly Ile Pro
1 5 10 15

SEQ 1D NO: 180

<210> 180

<211> 15

<212> PRT

<213> Homo sapiens

<400> 180

Val Pro Gly Ala Leu Ala Ala Ala Lys Ala Ala Lys Tyr Gly Ala
1 5 10 15

SEQ ID NO: 181

<210> 181

<211> 15

<212> PRT



10

15

20

<213> Homo sapiens

<400> 181

Arg Pro Thr Met Asp Gly Asp Pro Asp Thr Pro Lys Pro Val Ser
1 5 10 15

SEQ 1D NO: 182

<210> 182

<211> 15

<212> PRT

<213> Homo sapiens

<400> 182

Ser Tyr Lys Glu Ala Val Leu Arg Ala lIle Asp Gly Ile Asn GIn
1 5 10 15

SEQ 1D NO: 183

<210> 183

<211> 15

<212> PRT

<213> Homo sapiens

<400> 183

Asn GIn Arg Ser Ser Asp Ala Asn Leu Tyr Arg Leu Leu Asp Leu
1 5 10 15

SEQ ID NO: 184

<210> 184

<211> 15

<212> PRT



10

15

20

<213> Homo sapiens

<400> 184

Lys Arg lle Val GIn Arg lle Lys Asp Phe Leu Arg Asn Leu Val
1 5 10 15

SEQ 1D NO: 185

<210> 185

<211> 15

<212> PRT

<213> Homo sapiens

<400> 185

Glu Phe Lys Arg lle Val GIn Arg lle Lys Asp Phe Leu Arg Asn
1 5 10 15

SEQ 1D NO: 186

<210> 186

<211> 15

<212> PRT

<213> Homo sapiens

<400> 186

Arg Ile Val GIn Arg lle Lys Asp Phe Leu Arg Asn Leu Val Pro
1 5 10 15

SEQ ID NO: 187

<210> 187

<211> 15

<212> PRT



10

15

20

<213> Homo sapiens

<400> 187

Arg Phe Ala Leu Leu Gly Asp Phe Phe Arg Lys Ser Lys Glu Lys
1 5 10 15

SEQ 1D NO: 188

<210> 188

<211> 15

<212> PRT

<213> Homo sapiens

<400> 188

GIn Arg lle Lys Asp Phe Leu Arg Asn Leu Val Pro Arg Thr Glu
1 5 10 15

SEQ 1D NO: 189

<210> 189

<211> 15

<212> PRT

<213> Homo sapiens

<400> 189

Asp Gly Arg Tyr Val Leu Asn Gly His Trp Val Val Ser Pro Pro
1 5 10 15

SEQ ID NO: 190

<210> 190

<211> 15

<212> PRT



10

15

20

<213> Homo sapiens

<400> 190

Thr His Val Val Tyr Thr Arg Asp Thr Gly Pro GIn Glu Thr Leu
1 5 10 15

SEQ 1D NO: 191

<210> 191

<211> 15

<212> PRT

<213> Homo sapiens

<400> 191

Arg Leu Leu His Tyr Cys Gly Ser Asp Phe Val Phe GIn Ala Arg
1 5 10 15

SEQ 1D NO: 192

<210> 192

<211> 15

<212> PRT

<213> Homo sapiens

<400> 192

His Asp Leu Leu Leu GIn Val Leu Leu GIn Glu Pro Asn Pro Gly
1 5 10 15

SEQ ID NO: 193

<210> 193

<211> 15

<212> PRT



10

15

20

<213> Homo sapiens

<400> 193

Glu Thr Arg Tyr Glu Val Arg Ile GIn Leu Val Tyr Lys Asn Arg
1 5 10 15

SEQ 1D NO: 194

<210> 194

<211> 15

<212> PRT

<213> Homo sapiens

<400> 194

His Arg Asp Tyr Leu Met Ala Val GIn Arg Leu Val Ser Pro Asp
1 5 10 15

SEQ 1D NO: 195

<210> 195

<211> 15

<212> PRT

<213> Homo sapiens

<400> 195

Glu Gly His Ala Phe Tyr His Ser Phe Gly Arg Val Leu Asp Gly
1 5 10 15

SEQ ID NO: 196

<210> 196

<211> 15

<212> PRT



10

15

20

<213> Homo sapiens

<400> 196

Arg Asn His Leu Ala Leu Met Gly Gly Asp Gly Arg Tyr Val Leu
1 5 10 15

SEQ 1D NO: 197

<210> 197

<211> 15

<212> PRT

<213> Homo sapiens

<400> 197

Asn Pro Gly Ile Glu Phe Glu Phe Trp Leu Pro Arg Glu Arg Tyr
1 5 10 15

SEQ 1D NO: 198

<210> 198

<211> 15

<212> PRT

<213> Homo sapiens

<400> 198

Val GIn Arg Val Phe Arg Asp Ala Gly Ala Phe Ala Gly Tyr Trp
1 5 10 15

SEQ ID NO: 199

<210> 199

<211> 15

<212> PRT



10

15

20

<213> Homo sapiens

<400> 199

GIn Leu Val Tyr Lys Asn Arg Ser Pro Leu Arg Ala Arg Glu Tyr
1 5 10 15

SEQ ID NO: 200

<210> 200

<211> 15

<212> PRT

<213> Homo sapiens

<400> 200

Arg Arg Phe Glu Tyr Asp Asp Pro Arg Phe Leu Arg Leu Leu Asp
1 5 10 15

SEQ 1D NO: 201

<210> 201

<211> 15

<212> PRT

<213> Homo sapiens

<400> 201

Thr Pro Val Val Val Leu Asn Gly Leu Ala Ala Val Arg Glu Ala
1 5 10 15

SEQ 1D NO: 202

<210> 202

<211> 15

<212> PRT



10

15

20

<213> Homo sapiens

<400> 202

Glu Asn Leu Arg lle Val Val Ala Asp Leu Phe Ser Ala Gly Met
1 5 10 15

SEQ ID NO: 203

<210> 203
<211> 20
<212> PRT
<213> Homo sapiens
<400> 203
Thr Leu Ala Trp Gly Leu Leu Leu Met lIle Leu His Pro Asp Val GIn
1 5 10 15
Arg Arg Val GIn
20

SEQ ID NO: 204

<210> 204

<211> 20

<212> PRT

<213> Homo sapiens

<400> 204

Thr Thr Leu 1le Thr Asn Leu Ser Ser Val Leu Lys Asp Glu Ala Vval
1 5 10 15

Trp Glu Lys Pro

20



10

15

20

SEQ 1D NO: 205

<210> 205

<211> 15

<212> PRT

<213> Homo sapiens

<400> 205

Asp Pro Arg Phe Leu Arg Leu Leu Asp Leu Ala GIn Glu Gly Leu
1 5 10 15

SEQ ID NO: 206

<210> 206

<211> 15

<212> PRT

<213> Homo sapiens

<400> 206

Arg Met Glu Leu Phe Leu Phe Phe Thr Ser Leu Leu GIn His Phe
1 5 10 15

SEQ 1D NO: 207

<210> 207

<211> 15

<212> PRT

<213> Homo sapiens

<400> 207

Asp Leu Phe Ser Ala Gly Met Val Thr Thr Ser Thr Thr Leu Ala

1 5 10 15



10

15

20

SEQ 1D NO: 208

<210> 208

<211> 15

<212> PRT

<213> Homo sapiens

<400> 208

Glu Leu Phe Leu Phe Phe Thr Ser Leu Leu GIn His Phe Ser Phe
1 5 10 15

SEQ ID NO: 209

<210> 209

<211> 15

<212> PRT

<213> Homo sapiens

<400> 209

Asp GIn Leu Arg Arg Arg Phe Gly Asp Val Phe Ser Leu GIn Leu
1 5 10 15

SEQ 1D NO: 210

<210> 210

<211> 15

<212> PRT

<213> Homo sapiens

<400> 210

Glu GIn Arg Arg Phe Ser Val Ser Thr Leu Arg Asn Leu Gly Leu

1 5 10 15



10

15

20

SEQ 1D NO: 211

<210> 211
<211> 20
<212> PRT
<213> Homo sapiens
<400> 211
Arg Arg Phe Glu Tyr Asp Asp Pro Arg Phe Leu Arg Leu Leu Asp Leu
1 5 10 15
Ala GIn Glu Gly
20

SEQ ID NO: 212

<210> 212
<211> 20
<212> PRT
<213> Homo sapiens
<400> 212
Ala Gly Met Val Thr Thr Ser Thr Thr Leu Ala Trp Gly Leu Leu Leu
1 5 10 15
Met lle Leu His
20

SEQ 1D NO: 213

<210> 213

<211> 21

<212> PRT



10

15

20

<213> Homo sapiens

<400> 213

Ala Gly Met Val Thr Thr Ser Thr Thr Leu Ala Trp Gly Leu Leu Leu

1 5 10 15
Met Ile Leu His Pro
20

SEQ 1D NO: 214

<210> 214

<211> 15

<212> PRT

<213> Homo sapiens

<400> 214

GIn Arg Arg Phe Ser Val Ser Thr Leu Arg Asn Leu Gly Leu Gly
1 5 10 15

SEQ ID NO: 215

<210> 215

<211> 15

<212> PRT

<213> Homo sapiens

<400> 215

Glu Ser Gly Phe Leu Arg Glu Val Leu Asn Ala Val Pro Val Leu
1 5 10 15

SEQ ID NO: 216

<210> 216



10

15

20

<211> 15

<212> PRT

<213> Homo sapiens

<400> 216

Gly Lys Val Leu Arg Phe GIn Lys Ala Phe Leu Thr GIn Leu Asp
1 5 10 15

SEQ 1D NO: 217

<210> 217

<211> 15

<212> PRT

<213> Homo sapiens

<400> 217

Asp Pro Arg Phe Leu Arg Leu Leu Asp Leu Ala GIn Glu Gly Leu
1 5 10 15

SEQ 1D NO: 218

<210> 218

<211> 15

<212> PRT

<213> Homo sapiens

<400> 218

Gly Lys Val Leu Arg Phe GIn Lys Ala Phe Leu Thr GIn Leu Asp
1 5 10 15

SEQ ID NO: 219

<210> 219



10

15

20

<211> 15

<212> PRT

<213> Homo sapiens

<400> 219

Glu Asn Leu Arg lle Val vVal Ala Asp Leu Phe Ser Ala Gly Met
1 5 10 15

SEQ 1D NO: 220

<210> 220

<211> 15

<212> PRT

<213> Homo sapiens

<400> 220

Asp Ile Glu Vval GIn Gly Phe Arg lle Pro Lys Gly Thr Thr Leu
1 5 10 15

SEQ 1D NO: 221

<210> 221

<211> 15

<212> PRT

<213> Homo sapiens

<400> 221

Lys Pro Glu Ala Phe Leu Pro Phe Ser Ala Gly Arg Arg Ala Cys
1 5 10 15

SEQ ID NO: 222

<210> 222



10

15

20

<211> 15

<212> PRT

<213> Homo sapiens

<400> 222

Tyr Lys Lys Leu Leu Lys Glu Arg Lys Glu Met Phe Ser Tyr Leu
1 5 10 15

SEQ 1D NO: 223

<210> 223

<211> 15

<212> PRT

<213> Homo sapiens

<400> 223

Asp Glu Leu Arg Thr Asp Leu Lys Ala Val Glu Ala Lys Val GIn
1 5 10 15

SEQ 1D NO: 224

<210> 224

<211> 15

<212> PRT

<213> Homo sapiens

<400> 224

Asn Lys Ile Thr Asn Ser Leu Val Leu Asp lle lle Lys Leu Ala
1 5 10 15

SEQ ID NO: 225

<210> 225



10

15

20

<211> 14

<212> PRT

<213> Homo sapiens

<400> 225

Asn Arg Leu Asp Arg Cys Leu Lys Ala Val Arg Lys Glu Arg
1 5 10

SEQ 1D NO: 226

<210> 226

<211> 12

<212> PRT

<213> Homo sapiens

<400> 226

Leu Ile GIn GIn Gly Ala Arg Val Gly Arg lle Asp
1 5 10

SEQ 1D NO: 227

<210> 227

<211> 15

<212> PRT

<213> Homo sapiens

<400> 227

Ser Pro Ser Leu Asp Val Leu lle Thr Leu Leu Ser Leu Gly Ser
1 5 10 15

SEQ ID NO: 228

<210> 228



10

15

20

<211> 15

<212> PRT

<213> Homo sapiens

<400> 228

Asp GIn Lys Ser Cys Phe Lys Ser Met lle Thr Ala Gly Phe Glu
1 5 10 15

SEQ 1D NO: 229

<210> 229

<211> 15

<212> PRT

<213> Homo sapiens

<400> 229

Tyr Thr Phe Arg Gly Phe Met Ser His Thr Asn Asn Tyr Pro Cys
1 5 10 15

SEQ ID NO: 230

<210> 230

<211> 15

<212> PRT

<213> Homo sapiens

<400> 230

Tyr Asn Glu Arg Leu Leu His Thr Pro His Asn Pro lle Ser Leu
1 5 10 15

SEQ ID NO: 231

<210> 231



10

15

20

<211> 15

<212> PRT

<213> Homo sapiens

<400> 231

Asp Cys Ile Leu Cys lle His Ser Thr Thr Ser Cys Phe Ala Pro
1 5 10 15

SEQ 1D NO: 232

<210> 232

<211> 15

<212> PRT

<213> Homo sapiens

<400> 232

Ser Ser Leu Leu Asn Lys lle Thr Asn Ser Leu Val Leu Asp lle
1 5 10 15

SEQ ID NO: 233

<210> 233

<211> 15

<212> PRT

<213> Homo sapiens

<400> 233

Gly Ser Ser Leu Leu Asn Lys Ile Thr Asn Ser Leu Val Leu Asp
1 5 10 15

SEQ ID NO: 234

<210> 234



10

15

20

<211> 15

<212> PRT

<213> Homo sapiens

<400> 234

Asn Asp Ser Phe 1le GIn Glu lle Ser Lys Met Tyr Pro Gly Arg
1 5 10 15

SEQ 1D NO: 235

<210> 235

<211> 15

<212> PRT

<213> Homo sapiens

<400> 235

Lys Glu Met Phe Ser Tyr Leu Ser Asn GIn lle Lys Lys Leu Ser
1 5 10 15

SEQ ID NO: 236

<210> 236

<211> 15

<212> PRT

<213> Homo sapiens

<400> 236

Ser Thr Leu Glu Leu Phe Leu His Glu Leu Ala lle Met Asp Ser
1 5 10 15

SEQ ID NO: 237

<210> 237



10

15

20

<211> 15

<212> PRT

<213> Homo sapiens

<400> 237

Asn Ser Leu Val Leu Asp lle lle Lys Leu Ala Gly Val His Thr
1 5 10 15

SEQ 1D NO: 238

<210> 238

<211> 15

<212> PRT

<213> Homo sapiens

<400> 238

Ser Lys Cys Met His Leu lle GIn GIn Gly Ala Arg Val Gly Arg
1 5 10 15

SEQ ID NO: 239

<210> 239

<211> 15

<212> PRT

<213> Homo sapiens

<400> 239

Arg Ser His Glu His Leu lle Arg Leu Leu Leu Glu Lys Gly Lys
1 5 10 15

SEQ ID NO: 240

<210> 240



10

15

20

<211> 15

<212> PRT

<213> Homo sapiens

<400> 240

Arg Arg His Tyr Arg Phe lle His Gly lle Gly Arg Ser Gly Asp
1 5 10 15

SEQ 1D NO: 241

<210> 241

<211> 15

<212> PRT

<213> Homo sapiens

<400> 241

Ser Asn Gly Tyr Lys Lys Leu Leu Lys Glu Arg Lys Glu Met Phe
1 5 10 15

SEQ 1D NO: 242

<210> 242

<211> 20

<212> PRT

<213> Homo sapiens

<400> 242

Val Val Ser Ser His Tyr Ser Arg Arg Phe Thr Pro Glu lle Ala Lys
1 5 10 15

Arg Pro Lys Val

20



10

15

20

SEQ 1D NO: 243

<210> 243

<211> 16

<212> PRT

<213> Homo sapiens

<400> 243

GIn Phe Phe Met Ser Asp Lys Pro Leu His Leu Ala Val Ser Leu Asn

1 5 10 15

SEQ ID NO: 244

<210> 244

<211> 15

<212> PRT

<213> Homo sapiens

<400> 244

GIn Phe Phe Met Ser Asp Lys Pro Leu His Leu Ala Val Ser Leu
1 5 10 15

SEQ 1D NO: 245

<210> 245

<211> 15

<212> PRT

<213> Homo sapiens

<400> 245

Asp Val Ile Gly Leu Thr Phe Arg Arg Asp Leu Tyr Phe Ser Arg

1 5 10 15



10

15

20

SEQ 1D NO: 246

<210> 246

<211> 15

<212> PRT

<213> Homo sapiens

<400> 246

Asn Val Val Leu Tyr Ser Ser Asp Tyr Tyr Val Lys Pro Val Ala
1 5 10 15

SEQ ID NO: 247

<210> 247

<211> 15

<212> PRT

<213> Homo sapiens

<400> 247

Ser Ser Val Arg Leu Leu lle Arg Lys Val GIn His Ala Pro Leu
1 5 10 15

SEQ 1D NO: 248

<210> 248

<211> 15

<212> PRT

<213> Homo sapiens

<400> 248

Glu val Pro Phe Arg Leu Met His Pro GIn Pro Glu Asp Pro Ala

1 5 10 15



10
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SEQ 1D NO: 249

<210> 249

<211> 15

<212> PRT

<213> Homo sapiens

<400> 249

Lys Lys Ile Lys Ala Phe Vval Glu GIn Val Ala Asn Val Val Leu
1 5 10 15

SEQ ID NO: 250

<210> 250

<211> 15

<212> PRT

<213> Homo sapiens

<400> 250

Ser Thr Pro Thr Lys Leu GIn Glu Ser Leu Leu Lys Lys Leu Gly
1 5 10 15

SEQ 1D NO: 251

<210> 251

<211> 15

<212> PRT

<213> Homo sapiens

<400> 251

Lys Lys Val Tyr Val Thr Leu Thr Cys Ala Phe Arg Tyr Gly GIn

1 5 10 15



SEQ 1D NO: 252

<210> 252

<211> 15

<212> PRT

<213> Homo sapiens

<400> 252

Lys Thr Leu Thr Leu Leu Pro Leu Leu Ala Asn Asn Arg Glu Arg
1 5 10 15

SEQ ID NO: 253

<210> 253

<211> 16

<212> PRT

<213> Homo sapiens

<400> 253

Asn Arg Glu Arg Arg Gly lle Ala Leu Asp Gly Lys Ile Lys His Glu
1 5 10 15

SEQ 1D NO: 254

<210> 254

<211> 15

<212> PRT

<213> Homo sapiens

<400> 254

Glu Ala Ala Trp GIn Phe Phe Met Ser Asp Lys Pro Leu His Leu

1 5 10 15
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20

SEQ 1D NO: 255

<210> 255

<211> 15

<212> PRT

<213> Homo sapiens

<400> 255

GIn Phe Phe Met Ser Asp Lys Pro Leu His Leu Ala Val Ser Leu
1 5 10 15

SEQ ID NO: 256

<210> 256

<211> 15

<212> PRT

<213> Homo sapiens

<400> 256

Thr Phe Ile GIn Phe Lys Lys Asp Leu Lys Glu Ser Met Lys Cys
1 5 10 15

SEQ 1D NO: 257

<210> 257

<211> 15

<212> PRT

<213> Homo sapiens

<400> 257

Asp Thr Gly Ala Leu Asp Val lle Arg Asn Phe Thr Leu Asp Met

1 5 10 15



10

15
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SEQ 1D NO: 258

<210> 258

<211> 15

<212> PRT

<213> Homo sapiens

<400> 258

Glu val l1le His Leu lle Glu Glu His Arg Leu Val Arg Glu His
1 5 10 15

SEQ ID NO: 259

<210> 259

<211> 15

<212> PRT

<213> Homo sapiens

<400> 259

Arg Glu Tyr Arg Lys Lys Met Asp lle Pro Ala Lys Leu Ile Val
1 5 10 15

SEQ 1D NO: 260

<210> 260

<211> 15

<212> PRT

<213> Homo sapiens

<400> 260

Glu Glu l1le Leu Lys Ala Leu Asp Ala Ala Phe Tyr Lys Thr Phe

1 5 10 15



10
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SEQ 1D NO: 261

<210> 261

<211> 15

<212> PRT

<213> Homo sapiens

<400> 261

Lys Arg Phe Leu Leu Ala Val Asp Val Ser Ala Ser Met Asn GIn
1 5 10 15

SEQ ID NO: 262

<210> 262

<211> 15

<212> PRT

<213> Homo sapiens

<400> 262

Thr Asp Met Thr Leu GIn GIn Val Leu Met Ala Met Ser GIn Ile
1 5 10 15

SEQ 1D NO: 263

<210> 263

<211> 15

<212> PRT

<213> Homo sapiens

<400> 263

Glu val Trp Lys Ala Leu Leu GIn Glu Met Pro Leu Thr Ala Leu

1 5 10 15
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SEQ 1D NO: 264

<210> 264

<211> 15

<212> PRT

<213> Homo sapiens

<400> 264

Ser His Lys Asp Leu Leu Arg Leu Ser His Leu Lys Pro Ser Ser
1 5 10 15

SEQ ID NO: 265

<210> 265

<211> 15

<212> PRT

<213> Homo sapiens

<400> 265

Tyr Lys Thr Phe Lys Thr Val Glu Pro Thr Gly Lys Arg Phe Leu
1 5 10 15

SEQ 1D NO: 266

<210> 266

<211> 15

<212> PRT

<213> Homo sapiens

<400> 266

Glu Thr Glu Lys Leu Leu Lys Tyr Leu Glu Ala Vval Glu Lys Vval

1 5 10 15
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SEQ 1D NO: 267

<210> 267

<211> 15

<212> PRT

<213> Homo sapiens

<400> 267

Arg lle His Pro Phe His lle Leu lle Ala Leu Glu Thr Tyr Lys
1 5 10 15

SEQ ID NO: 268

<210> 268

<211> 15

<212> PRT

<213> Homo sapiens

<400> 268

Glu Lys Asp Ser Tyr Val Val Ala Phe Ser Asp Glu Met Val Pro
1 5 10 15

SEQ 1D NO: 269

<210> 269

<211> 15

<212> PRT

<213> Homo sapiens

<400> 269

Thr Pro Ala Asp Val Phe lle Val Phe Thr Asp Asn Glu Thr Phe

1 5 10 15
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SEQ 1D NO: 270

<210> 270

<211> 15

<212> PRT

<213> Homo sapiens

<400> 270

GIn Lys Leu Gly Leu Glu Asn Ala Glu Ala Leu lle Arg Leu lle
1 5 10 15

SEQ ID NO: 271

<210> 271

<211> 15

<212> PRT

<213> Homo sapiens

<400> 271

Lys Leu Leu Lys Lys Ala Arg lle His Pro Phe His Ile Leu lle
1 5 10 15

SEQ 1D NO: 272

<210> 272

<211> 15

<212> PRT

<213> Homo sapiens

<400> 272

Asp Asp GIn Thr Cys Arg Glu Asp Leu His lle Leu Phe Ser Asn

1 5 10 15
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SEQ 1D NO: 273

<210> 273

<211> 15

<212> PRT

<213> Homo sapiens

<400> 273

Thr Asp Glu Tyr Lys Asn Asp Val Lys Asn Arg Ser Val Tyr lle
1 5 10 15

SEQ ID NO: 274

<210> 274

<211> 15

<212> PRT

<213> Homo sapiens

<400> 274

Ser lle Phe Vval Val Phe Asp Ser Ile Glu Ser Ala Lys Lys Phe
1 5 10 15

SEQ 1D NO: 275

<210> 275

<211> 15

<212> PRT

<213> Homo sapiens

<400> 275

Thr Asp Leu Leu lle Leu Phe Lys Asp Asp Tyr Phe Ala Lys Lys

1 5 10 15
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SEQ ID NO: 276

<210> 276

<211> 15

<212> PRT

<213> Homo sapiens

<400> 276

His GIn Ile Glu Tyr Tyr Phe Gly Asp Phe Asn Leu Pro Arg Asp
1 5 10 15

SEQ ID NO: 277

<210> 277

<211> 15

<212> PRT

<213> Homo sapiens

<400> 277

Lys Glu GIn 1le Lys Leu Asp Glu Gly Trp Val Pro Leu Glu lle
1 5 10 15

SEQ 1D NO: 278

<210> 278

<211> 15

<212> PRT

<213> Homo sapiens

<400> 278

Asp Lys Gly GIn Val Leu Asn lle GIn Met Arg Arg Thr Leu His

1 5 10 15
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SEQ 1D NO: 279

<210> 279

<211> 15

<212> PRT

<213> Homo sapiens

<400> 279

Glu lle Met lle Lys Phe Asn Arg Leu Asn Arg Leu Thr Thr Asp
1 5 10 15

SEQ ID NO: 280

<210> 280

<211> 15

<212> PRT

<213> Homo sapiens

<400> 280

Arg Asp Lys Phe Leu Lys Glu GIn Ile Lys Leu Asp Glu Gly Trp
1 5 10 15

SEQ 1D NO: 281

<210> 281

<211> 15

<212> PRT

<213> Homo sapiens

<400> 281

Ser lle Phe Vval Val Phe Asp Ser Ile Glu Ser Ala Lys Lys Phe

1 5 10 15
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SEQ 1D NO: 282

<210> 282

<211> 15

<212> PRT

<213> Homo sapiens

<400> 282

Ser Glu Asp Lys Thr Lys lle Arg Arg Ser Pro Ser Lys Pro Leu
1 5 10 15

SEQ ID NO: 283

<210> 283

<211> 15

<212> PRT

<213> Homo sapiens

<400> 283

GIn Val Leu Asn lle GIn Met Arg Arg Thr Leu His Lys Ala Phe
1 5 10 15

SEQ 1D NO: 284

<210> 284

<211> 15

<212> PRT

<213> Homo sapiens

<400> 284

Arg Asn Lys Glu val Thr Trp Glu Val Leu Glu Gly Glu Val Glu

1 5 10 15
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SEQ 1D NO: 285

<210> 285

<211> 15

<212> PRT

<213> Homo sapiens

<400> 285

Asn Arg Leu Thr Thr Asp Phe Asn Val I1le Val Glu Ala Leu Ser
1 5 10 15

SEQ ID NO: 286

<210> 286

<211> 15

<212> PRT

<213> Homo sapiens

<400> 286

Lys Gly Ser Ile Phe Val Val Phe Asp Ser lle Glu Ser Ala Lys
1 5 10 15

SEQ 1D NO: 287

<210> 287

<211> 15

<212> PRT

<213> Homo sapiens
<400> 287

Lys Thr Lys Ile Arg Arg Ser Pro Ser Lys Pro Leu Pro Glu Val



10

15

20

1 5 10 15

SEQ 1D NO: 288

<210> 288

<211> 15

<212> PRT

<213> Homo sapiens

<400> 288

Ile Phe Val Val Phe Asp Ser Ile Glu Ser Ala Lys Lys Phe Val
1 5 10 15

SEQ ID NO: 289

<210> 289

<211> 15

<212> PRT

<213> Homo sapiens

<400> 289

Lys Glu Arg Ile Ala Asn Phe Lys lle Glu Pro Pro Gly Leu Phe
1 5 10 15

SEQ 1D NO: 290

<210> 290

<211> 15

<212> PRT

<213> Homo sapiens
<400> 290

GIn Gly Ser lle Lys Tyr lle Met Leu Asn Pro Ser Ser Arg lle
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1 5 10 15

SEQ 1D NO: 291

<210> 291

<211> 15

<212> PRT

<213> Homo sapiens

<400> 291

GIn Arg Glu Lys Phe Ala Trp Ala Ile Asp Met Ala Asp Glu Asp
1 5 10 15

SEQ ID NO: 292

<210> 292

<211> 15

<212> PRT

<213> Homo sapiens

<400> 292

Ile GIn Gly Ser lle Lys Tyr lle Met Leu Asn Pro Ser Ser Arg
1 5 10 15

SEQ 1D NO: 293

<210> 293

<211> 15

<212> PRT

<213> Homo sapiens
<400> 293

Tyr Asn Ala Ser lle Thr Leu GIn GIn GIn Leu Lys Glu Leu Thr



10

15

20

1 5 10 15

SEQ 1D NO: 294

<210> 294

<211> 15

<212> PRT

<213> Homo sapiens

<400> 294

Glu GIn Leu Met Lys Leu Glu Val GIn Ala Thr Asp Arg Glu Glu
1 5 10 15

SEQ ID NO: 295

<210> 295

<211> 15

<212> PRT

<213> Homo sapiens

<400> 295

Ser GIn Tyr Phe Lys Ala GIn Thr Glu Ala Arg Lys GIn Met Ser
1 5 10 15

SEQ 1D NO: 296

<210> 296

<211> 15

<212> PRT

<213> Homo sapiens

<400> 296
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Lys Glu Arg Ile Ala Asn Phe Lys lle Glu Pro Pro Gly Leu Phe
1 5 10 15

SEQ ID NO: 297

<210> 297

<211> 15

<212> PRT

<213> Homo sapiens

<400> 297

Ile GIn Gly Ser lle Lys Tyr Ile Met Leu Asn Pro Ser Ser Arg
1 5 10 15

SEQ ID NO: 298

<210> 298

<211> 15

<212> PRT

<213> Homo sapiens

<400> 298

Tyr Ile Met Leu Asn Pro Ser Ser Arg lle Lys Gly Glu Lys Asp
1 5 10 15

SEQ 1D NO: 299

<210> 299

<211> 15

<212> PRT

<213> Homo sapiens

<400> 299
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Lys Ile Leu Ser Tyr Asn Arg Ala Asn Arg Ala Val Ala lle Leu
1 5 10 15

SEQ 1D NO: 300

<210> 300

<211> 15

<212> PRT

<213> Homo sapiens

<400> 300

Lys Leu Ile Glu Asp Glu Phe 1le lle Asp Glu Ser Asp GIn Ser
1 5 10 15

SEQ ID NO: 301

<210> 301

<211> 15

<212> PRT

<213> Homo sapiens

<400> 301

Lys Val Tyr Lys Thr Leu Asp Thr Pro Phe Phe Ser Thr Gly Lys
1 5 10 15

SEQ 1D NO: 302

<210> 302

<211> 15

<212> PRT

<213> Homo sapiens

<400> 302
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GIn Asp lle Leu Val Phe Tyr Val Asn Phe Gly Asp Leu Leu Cys
1 5 10 15

SEQ 1D NO: 303

<210> 303

<211> 15

<212> PRT

<213> Homo sapiens

<400> 303

Lys Val Met Leu Lys Lys lle Glu lle Asp Asn Lys Val Ser Asp
1 5 10 15

SEQ 1D NO: 304

<210> 304

<211> 15

<212> PRT

<213> Homo sapiens

<400> 304

Glu Asp Asn lle Met Thr Ala GIn Asn Val Pro Leu Lys Pro GIn
1 5 10 15

SEQ 1D NO: 305

<210> 305
<211> 15
<212> PRT

<213> Homo sapiens
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<400> 305
Thr Arg Glu 1lle lle Leu Met Asp Leu Val Arg Pro GIn Asp Thr
1 5 10 15

SEQ ID NO: 306

<210> 306

<211> 15

<212> PRT

<213> Homo sapiens

<400> 306

Thr Ser Val Ser GIn Asn Val lle Pro Ser Ser Ala GIn Lys Arg
1 5 10 15

SEQ 1D NO: 307

<210> 307

<211> 15

<212> PRT

<213> Homo sapiens

<400> 307

Arg lle Arg Asp Ser Glu Tyr Glu lle GIn Arg GIn Ala Lys Lys
1 5 10 15

SEQ 1D NO: 308

<210> 308
<211> 15
<212> PRT

<213> Homo sapiens
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<400> 308
Thr Tyr GIn Phe Phe Val Lys His Gly Glu Leu Lys Val Tyr Lys
1 5 10 15

SEQ ID NO: 309

<210> 309

<211> 15

<212> PRT

<213> Homo sapiens

<400> 309

Asp Glu Glu Phe Tyr Leu Ser Val Gly Ser Pro Ser Val Leu Leu
1 5 10 15

SEQ 1D NO: 310

<210> 310

<211> 15

<212> PRT

<213> Homo sapiens

<400> 310

Arg Glu Ile lle Leu Met Asp Leu Val Arg Pro GIn Asp Thr Tyr
1 5 10 15

SEQ 1D NO: 311

<210> 311

<211> 15

<212> PRT
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<213> Homo sapiens

<400> 311

Tyr GIn Phe Phe Val Lys His Gly Glu Leu Lys Val Tyr Lys Thr
1 5 10 15

SEQ ID NO: 312

<210> 312

<211> 15

<212> PRT

<213> Homo sapiens

<400> 312

His Asp Gly Tyr Ser Leu Asp Gly Pro Glu Glu 1lle Glu Cys Thr
1 5 10 15

SEQ 1D NO: 313

<210> 313

<211> 15

<212> PRT

<213> Homo sapiens

<400> 313

Lys Cys Ser Tyr Thr Glu Asp Ala GIn Cys lle Asp Gly Thr Ile
1 5 10 15

SEQ ID NO: 314

<210> 314

<211> 15

<212> PRT
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<213> Homo sapiens

<400> 314

Gly Tyr Ser Leu Asp Gly Pro Glu Glu Ille Glu Cys Thr Lys Leu
1 5 10 15

SEQ ID NO: 315

<210> 315

<211> 15

<212> PRT

<213> Homo sapiens

<400> 315

Lys Val Ser Phe Phe Cys Lys Asn Lys Glu Lys Lys Cys Ser Tyr
1 5 10 15

SEQ 1D NO: 316

<210> 316

<211> 15

<212> PRT

<213> Homo sapiens

<400> 316

Asp Leu Pro Phe Ser Thr Val Val Pro Leu Lys Thr Phe Tyr Glu
1 5 10 15

SEQ ID NO: 317

<210> 317

<211> 15
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<212> PRT

<213> Homo sapiens

<400> 317

Glu Cys Leu Pro GIn His Ala Met Phe Gly Asn Asp Thr Ile Thr
1 5 10 15

SEQ 1D NO: 318

<210> 318

<211> 15

<212> PRT

<213> Homo sapiens

<400> 318

Cys Lys Vval Pro Val Lys Lys Ala Thr Val Val Tyr GIn Gly Glu
1 5 10 15

SEQ 1D NO: 319

<210> 319

<211> 15

<212> PRT

<213> Homo sapiens

<400> 319

Lys Val Ser Phe Phe Cys Lys Asn Lys Glu Lys Lys Cys Ser Tyr
1 5 10 15

SEQ 1D NO: 320
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<210> 320

<211> 15

<212> PRT

<213> Homo sapiens

<400> 320

Tyr Ser Cys Lys Pro Gly Tyr Val Ser Arg Gly Gly Met Arg Lys
1 5 10 15

SEQ 1D NO: 321

<210> 321

<211> 15

<212> PRT

<213> Homo sapiens

<400> 321

Lys Lys Ala Thr Vval Vval Tyr GIn Gly Glu Arg Val Lys Ile GIn
1 5 10 15

SEQ ID NO: 322

<210> 322

<211> 15

<212> PRT

<213> Homo sapiens

<400> 322

Lys Val Ser Phe Phe Cys Lys Asn Lys Glu Lys Lys Cys Ser Tyr
1 5 10 15

SEQ 1D NO: 323
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<210> 323

<211> 15

<212> PRT

<213> Homo sapiens

<400> 323

Glu Val Pro Lys Cys Phe Lys Glu His Ser Ser Leu Ala Phe Trp
1 5 10 15

SEQ 1D NO: 324

<210> 324

<211> 15

<212> PRT

<213> Homo sapiens

<400> 324

Val Pro Lys Cys Phe Lys Glu His Ser Ser Leu Ala Phe Trp Lys
1 5 10 15

SEQ ID NO: 325

<210> 325

<211> 15

<212> PRT

<213> Homo sapiens

<400> 325

Lys Cys Phe Lys Glu His Ser Ser Leu Ala Phe Trp Lys Thr Asp
1 5 10 15

SEQ 1D NO: 326
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<210> 326

<211> 15

<212> PRT

<213> Homo sapiens

<400> 326

GIn Pro Phe Met Phe Arg Leu Asp Asn Arg Tyr GIn Pro Met Glu
1 5 10 15

SEQ 1D NO: 327

<210> 327

<211> 15

<212> PRT

<213> Homo sapiens

<400> 327

Arg lle Lys Asn GIn Ala Asp Cys lle Pro Phe Phe Arg Ser Cys
1 5 10 15

SEQ ID NO: 328

<210> 328

<211> 15

<212> PRT

<213> Homo sapiens

<400> 328

Ser Ser Leu Arg Cys Met Val Asp Leu Gly Pro Cys Trp Ala Gly
1 5 10 15

SEQ 1D NO: 329
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<210> 329

<211> 15

<212> PRT

<213> Homo sapiens

<400> 329

GIn GIn Arg GIn Ala Leu Ala GIn Ile Ser Leu Pro Arg lle lle
1 5 10 15

SEQ 1D NO: 330

<210> 330

<211> 15

<212> PRT

<213> Homo sapiens

<400> 330

Arg Ser Leu Met Phe Met GIn Trp Gly GIn Leu Leu Asp His Asp
1 5 10 15

SEQ ID NO: 331

<210> 331

<211> 15

<212> PRT

<213> Homo sapiens

<400> 331

GIn Glu Ala Arg Lys Ile val Gly Ala Met Val GIn 1le Ile Thr
1 5 10 15

SEQ 1D NO: 332
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<210> 332

<211> 15

<212> PRT

<213> Homo sapiens

<400> 332

Asp Asn Arg Tyr GIn Pro Met Glu Pro Asn Pro Arg Val Pro Leu
1 5 10 15

SEQ 1D NO: 333

<210> 333

<211> 15

<212> PRT

<213> Homo sapiens

<400> 333

Glu Leu Leu Ser Tyr Phe Lys GIn Pro VvVal Ala Ala Thr Arg Thr
1 5 10 15

SEQ ID NO: 334

<210> 334

<211> 15

<212> PRT

<213> Homo sapiens

<400> 334

GIn Leu Gly Thr VvVal Leu Arg Asn Leu Lys Leu Ala Arg Lys Leu
1 5 10 15

SEQ 1D NO: 335




10

15

20

<210> 335

<211> 15

<212> PRT

<213> Homo sapiens

<400> 335

Tyr Leu Pro Leu Val Leu Gly Pro Thr Ala Met Arg Lys Tyr Leu
1 5 10 15

SEQ ID NO: 336

<210> 336

<211> 15

<212> PRT

<213> Homo sapiens

<400> 336

Leu Gly Thr Val Leu Arg Asn Leu Lys Leu Ala Arg Lys Leu Met
1 5 10 15

SEQ ID NO: 337

<210> 337

<211> 15

<212> PRT

<213> Homo sapiens

<400> 337

Lys Asn Asn lle Phe Met Ser Asn Ser Tyr Pro Arg Asp Phe Val
1 5 10 15

SEQ 1D NO: 338




10

15

20

<210> 338

<211> 15

<212> PRT

<213> Homo sapiens

<400> 338

Ser Leu GIn Met Arg Gly Asn Pro Gly Ser His Phe Cys Gly Gly
1 5 10 15

SEQ 1D NO: 339

<210> 339

<211> 15

<212> PRT

<213> Homo sapiens

<400> 339

Thr Arg Val Ala Leu Tyr Val Asp Trp lle Arg Ser Thr Leu Arg
1 5 10 15

SEQ ID NO: 340

<210> 340

<211> 15

<212> PRT

<213> Homo sapiens

<400> 340

Thr Leu Ile His Pro Ser Phe Val Leu Thr Ala Ala His Cys Leu
1 5 10 15

SEQ 1D NO: 341




10

15

20

<210> 341

<211> 15

<212> PRT

<213> Homo sapiens

<400> 341

Asn Asp Val Leu Leu lle GIn Leu Ser Ser Pro Ala Asn Leu Ser
1 5 10 15

SEQ 1D NO: 342

<210> 342

<211> 15

<212> PRT

<213> Homo sapiens

<400> 342

Asp Pro Pro Ala GIn Val Leu GIn Glu Leu Asn Val Thr Val Val
1 5 10 15

SEQ ID NO: 343

<210> 343

<211> 15

<212> PRT

<213> Homo sapiens

<400> 343

His Cys Leu Arg Asp Ile Pro GIn Arg Leu Val Asn Val Val Leu
1 5 10 15

SEQ 1D NO: 344




10

15

20

<210> 344

<211> 15

<212> PRT

<213> Homo sapiens

<400> 344

Asp Trp Ile Arg Ser Thr Leu Arg Arg Val Glu Ala Lys Gly Arg
1 5 10 15

SEQ ID NO: 345

<210> 345

<211> 15

<212> PRT

<213> Homo sapiens

<400> 345

Thr Leu Ile His Pro Ser Phe Val Leu Thr Ala Ala His Cys Leu
1 5 10 15

SEQ ID NO: 346

<210> 346

<211> 15

<212> PRT

<213> Homo sapiens

<400> 346

Arg Pro His Asn lle Cys Thr Phe VvVal Pro Arg Arg Lys Ala Gly
1 5 10 15

SEQ 1D NO: 347




10

15

20

<210> 347

<211> 15

<212> PRT

<213> Homo sapiens

<400> 347

His Pro Ser Phe Val Leu Thr Ala Ala His Cys Leu Arg Asp lle
1 5 10 15

SEQ ID NO: 348

<210> 348

<211> 15

<212> PRT

<213> Homo sapiens

<400> 348

Asp Val Leu Leu Ile GIn Leu Ser Ser Pro Ala Asn Leu Ser Ala
1 5 10 15

SEQ ID NO: 349

<210> 349

<211> 15

<212> PRT

<213> Homo sapiens

<400> 349

Tyr Val Asp Trp lle Arg Ser Thr Leu Arg Arg Val Glu Ala Lys
1 5 10 15

SEQ 1D NO: 350




10

15

20

<210> 350

<211> 15

<212> PRT

<213> Homo sapiens

<400> 350

Glu Tyr Val Thr Leu Lys Lys Met Arg Glu Ile Ile Gly Trp Pro
1 5 10 15

SEQ ID NO: 351

<210> 351

<211> 15

<212> PRT

<213> Homo sapiens

<400> 351

Asn Phe Phe Arg Met Val lle Ser Asn Pro Ala Ala Thr His GIn
1 5 10 15

SEQ ID NO: 352

<210> 352

<211> 15

<212> PRT

<213> Homo sapiens

<400> 352

Asp Ser Val lle Leu lIle Lys Cys Asp Glu Arg Gly Lys Met lle
1 5 10 15

SEQ 1D NO: 353




10

15

20

<210> 353

<211> 15

<212> PRT

<213> Homo sapiens

<400> 353

Lys Ile Ser Val Ser Leu Pro Leu Ser Leu Ser GIn Ser Val Cys

1 5

SEQ ID NO: 354

<210> 354

<211> 14

<212> PRT

<213> Homo sapiens

<400> 354

GIn Leu Ser Lys Asp Thr Ser Val Leu Thr Phe Thr Phe Cys

1 5

SEQ ID NO: 355

<210> 355

<211> 17

<212> PRT

<213> Homo sapiens

<400> 355

Cys Ser Asp Ala His Pro Gly Asp Ser Ser Gly Asp Ser Ser Gly Leu

1 5

Asn

10

10

10

15

15



10

15

20

SEQ ID NO: 356

<210> 356

<211> 15

<212> PRT

<213> Homo sapiens

<400> 356

Arg Gly Glu Val Arg GIn Phe Thr Leu Arg His Trp Leu Lys Val
1 5 10 15

SEQ ID NO: 357

<210> 357

<211> 13

<212> PRT

<213> Homo sapiens

<400> 357

Gly Asp Tyr Leu Asn Asp Glu Ala Leu Trp Asn Lys Cys
1 5 10

SEQ 1D NO: 358

<210> 358

<211> 15

<212> PRT

<213> Homo sapiens

<400> 358

Gly Lys Val lle Asp Asp Asn Asp His Leu Ser GIn Glu Ile Cys

1 5 10 15



10

15

20

SEQ 1D NO: 359

<210> 359

<211> 14

<212> PRT

<213> Homo sapiens

<400> 359

Leu Met Ala Asn Ser Thr Trp Gly Tyr Pro Phe His Asp Gly
1 5 10

SEQ 1D NO: 360

<210> 360

<211> 14

<212> PRT

<213> Homo sapiens

<400> 360

Leu Asn Val Val Pro Trp Asn Leu Thr Leu Phe Ser lle Leu
1 5 10

SEQ 1D NO: 361

<210> 361

<211> 12

<212> PRT

<213> Homo sapiens

<400> 361

Thr His Ser Phe Thr Ala Phe Lys Arg His Val Cys

1 5 10



10

15

20

SEQ 1D NO: 362

<210> 362

<211> 13

<212> PRT

<213> Homo sapiens

<400> 362

Asn Leu Ser Leu Pro Pro Ser Leu Ser Leu Ser lle Cys
1 5 10

SEQ 1D NO: 363

<210> 363

<211> 16

<212> PRT

<213> Homo sapiens

<400> 363

Glu Arg Pro Ser Ser Val Leu Thr Ile Tyr Asp lle Gly lle GIn Cys
1 5 10 15

SEQ 1D NO: 364

<210> 364

<211> 15

<212> PRT

<213> Homo sapiens

<400> 364

Cys Tyr GIn GIn Tyr Thr Asn Leu GIn Glu Arg Pro Ser Ser Val

1 5 10 15



10

15

20

SEQ 1D NO: 365

<210> 365

<211> 15

<212> PRT

<213> Homo sapiens

<400> 365

Thr Val Glu Pro Glu Thr Gly Asp Pro Val Thr Leu Arg Leu Cys
1 5 10 15

SEQ ID NO: 366

<210> 366

<211> 17

<212> PRT

<213> Homo sapiens

<400> 366

Cys Ser Arg Lys Lys Arg Ala Asp Lys Lys Glu Asn Gly Thr Lys Leu
1 5 10 15

Leu

SEQ 1D NO: 367

<210> 367

<211> 9

<212> PRT

<213> Homo sapiens
<400> 367

Phe Leu Leu Val Leu Gly Phe Ile lle



10

15

20

1 5

SEQ 1D NO: 368

<210> 368

<211> 9

<212> PRT

<213> Homo sapiens

<400> 368

Val Leu Pro Ser Val Ala Met Phe Leu
1 5

SEQ ID NO: 369

<210> 369

<211> 9

<212> PRT

<213> Homo sapiens

<400> 369

Leu Val Leu Gly Phe 1le lle Ala Leu
1 5

SEQ 1D NO: 370

<210> 370

<211> 9

<212> PRT

<213> Homo sapiens
<400> 370

Lys Val Val Thr Ser Ser Phe Vval Val



10

15

20

1 5

SEQ 1D NO: 371

<210> 371

<211> 9

<212> PRT

<213> Homo sapiens

<400> 371

Leu Val Pro Gly Thr Lys Phe Tyr lle
1 5

SEQ ID NO: 372

<210> 372

<211> 9

<212> PRT

<213> Homo sapiens

<400> 372

Leu Leu Pro Ile Arg Thr Leu Pro Leu
1 5

SEQ 1D NO: 373

<210> 373

<211> 9

<212> PRT

<213> Homo sapiens
<400> 373

Tyr Leu Val Lys Lys Gly Thr Ala Thr



10

15

20

1 5

SEQ ID NO: 374

<210> 374

<211> 9

<212> PRT

<213> Homo sapiens

<400> 374

Ser Leu Phe Ala Glu Thr 1le Trp Val
1 5

SEQ ID NO: 375

<210> 375

<211> 9

<212> PRT

<213> Homo sapiens

<400> 375

Met Leu lle Ala Met Tyr Phe Tyr Thr
1 5

SEQ 1D NO: 376

<210> 376

<211> 9

<212> PRT

<213> Homo sapiens
<400> 376

Leu Met Trp Thr Leu Pro Val Met Leu



10

15

20

1 5

SEQ 1D NO: 377

<210> 377

<211> 9

<212> PRT

<213> Homo sapiens

<400> 377

Met Leu lle Val Tyr Ile Phe Glu Cys
1 5

SEQ ID NO: 378

<210> 378

<211> 9

<212> PRT

<213> Homo sapiens

<400> 378

Tyr 1le Phe Glu Cys Ala Ser Cys lle
1 5

SEQ 1D NO: 379

<210> 379

<211> 9

<212> PRT

<213> Homo sapiens
<400> 379

Leu Val Leu Met Leu lle Vval Tyr lle



10

15

20

1 5

SEQ 1D NO: 380

<210> 380

<211> 9

<212> PRT

<213> Homo sapiens

<400> 380

Ala Leu Cys Arg Arg Arg Ser Met Vval
1 5

SEQ ID NO: 381

<210> 381

<211> 9

<212> PRT

<213> Homo sapiens

<400> 381

Leu Leu Ser Gly Leu Ser Leu Phe Ala
1 5

SEQ 1D NO: 382

<210> 382

<211> 9

<212> PRT

<213> Homo sapiens
<400> 382

Phe Leu Leu Val Val Gly Leu lle Val



10

15

20

1 5

SEQ 1D NO: 383

<210> 383

<211> 9

<212> PRT

<213> Homo sapiens

<400> 383

Leu Val Val Gly Leu lle Vval Ala Leu
1 5

SEQ ID NO: 384

<210> 384

<211> 9

<212> PRT

<213> Homo sapiens

<400> 384

Lys Val Val Lys Ser Asp Phe Vval Val
1 5

SEQ 1D NO: 385

<210> 385

<211> 9

<212> PRT

<213> Homo sapiens
<400> 385

Thr Leu Pro Val GIn Thr Leu Pro Leu



10

15

20

1 5

SEQ ID NO: 386

<210> 386

<211> 9

<212> PRT

<213> Homo sapiens

<400> 386

Asp Leu His Val lle Ser Asn Asp Val
1 5

SEQ ID NO: 387

<210> 387

<211> 9

<212> PRT

<213> Homo sapiens

<400> 387

Val Leu Val His Pro GIn Trp Val Leu
1 5

SEQ 1D NO: 388

<210> 388

<211> 9

<212> PRT

<213> Homo sapiens
<400> 388

Phe Leu Arg Pro Gly Asp Asp Ser Ser



10

15

20

1 5

SEQ 1D NO: 389

<210> 389

<211> 9

<212> PRT

<213> Homo sapiens

<400> 389

Ala Leu Gly Thr Thr Cys Tyr Ala Ser
1 5

SEQ ID NO: 390

<210> 390

<211> 9

<212> PRT

<213> Homo sapiens

<400> 390

Lys Leu GIn Cys Val Asp Leu His Val
1 5

SEQ 1D NO: 391

<210> 391

<211> 9

<212> PRT

<213> Homo sapiens
<400> 391

Glu Leu Ala His Tyr Asp Val Leu Leu



10

15

20

1 5

SEQ 1D NO: 392

<210> 392

<211> 9

<212> PRT

<213> Homo sapiens

<400> 392

Asn Leu Asn Gly Ala Gly Asp Pro Leu
1 5

SEQ ID NO: 393

<210> 393

<211> 9

<212> PRT

<213> Homo sapiens

<400> 393

Thr Leu Arg Val Asp Cys Thr Pro Leu
1 5

SEQ 1D NO: 394

<210> 394

<211> 9

<212> PRT

<213> Homo sapiens
<400> 394

Met Met Asn Asp GIn Leu Met Phe Leu



10

15

20

1 5

SEQ 1D NO: 395

<210> 395

<211> 9

<212> PRT

<213> Homo sapiens

<400> 395

Ala Leu Phe Asp lle Glu Ser Lys Vval
1 5

SEQ ID NO: 396

<210> 396

<211> 9

<212> PRT

<213> Homo sapiens

<400> 396

Leu Leu His Glu Thr Asp Ser Ala Vval
1 5

SEQ 1D NO: 397

<210> 397

<211> 9

<212> PRT

<213> Homo sapiens
<400> 397

Val Leu Ala Lys Glu Leu Lys Phe Val



10

15

20

1 5

SEQ 1D NO: 398

<210> 398

<211> 9

<212> PRT

<213> Homo sapiens

<400> 398

Ile Leu Leu Trp GIn Pro lle Pro Vval
1 5

SEQ ID NO: 399

<210> 399

<211> 9

<212> PRT

<213> Homo sapiens

<400> 399

Asp Leu Phe Gly l1le Trp Ser Lys Val
1 5

SEQ 1D NO: 400

<210> 400

<211> 9

<212> PRT

<213> Homo sapiens
<400> 400

Pro Leu Glu Arg Phe Ala Glu Leu Val



10

15

20

1 5

SEQ 1D NO: 401

<210> 401

<211> 9

<212> PRT

<213> Homo sapiens

<400> 401

Lys GIn Gly Asn Phe Asn Ala Trp Val
1 5

SEQ 1D NO: 402

<210> 402

<211> 9

<212> PRT

<213> Homo sapiens

<400> 402

Asn Leu Leu Arg Arg Met Trp Val Thr
1 5

SEQ 1D NO: 403

<210> 403

<211> 9

<212> PRT

<213> Homo sapiens
<400> 403

Asn Leu Phe Glu Thr Pro lle Leu Ala



10

15

20

1 5

SEQ 1D NO: 404

<210> 404

<211> 9

<212> PRT

<213> Homo sapiens

<400> 404

Asn Leu Phe Glu Thr Pro val Glu Ala
1 5

SEQ 1D NO: 405

<210> 405

<211> 9

<212> PRT

<213> Homo sapiens

<400> 405

Gly Leu GIn His Trp Val Pro Glu Leu
1 5

SEQ 1D NO: 406

<210> 406

<211> 9

<212> PRT

<213> Homo sapiens
<400> 406

Val GIn Phe Val Ala Ser Tyr Lys Val



10

15

20

1 5

SEQ 1D NO: 407

<210> 407

<211> 9

<212> PRT

<213> Homo sapiens

<400> 407

Arg Leu Leu Ala Ala Leu Cys Gly Ala

1 5

SEQ 1D NO: 408

<210> 408

<211> 9

<212> PRT

<213> Homo sapiens

<400> 408

Leu Leu Leu Leu Thr Val Leu Thr Val

1 5

SEQ 1D NO: 409

<210> 409

<211> 9

<212> PRT

<213> Homo sapiens
<400> 409

Leu Leu Leu Thr Vval

Leu Thr Vval Vval



10

15

20

1 5

SEQ 1D NO: 410

<210> 410

<211> 9

<212> PRT

<213> Homo sapiens

<400> 410

Phe Leu Ser Phe His lle Ser Asn Leu
1 5

SEQ 1D NO: 411

<210> 411

<211> 9

<212> PRT

<213> Homo sapiens

<400> 411

Leu Leu Val Leu Val Cys Val Leu Val
1 5

SEQ 1D NO: 412

<210> 412

<211> 9

<212> PRT

<213> Homo sapiens
<400> 412

Ala Leu Leu Val Leu Val Cys Val Leu



10

15

20

1 5

SEQ 1D NO: 413

<210> 413

<211> 9

<212> PRT

<213> Homo sapiens

<400> 413

Ser Leu Ser Tyr Thr Asn Pro Ala Val
1 5

SEQ 1D NO: 414

<210> 414

<211> 9

<212> PRT

<213> Homo sapiens

<400> 414

Asn Leu Thr 1le Ser Asp Val Ser Vval
1 5

SEQ 1D NO: 415

<210> 415

<211> 9

<212> PRT

<213> Homo sapiens
<400> 415

Ala Leu Ala Ser Thr Ala Pro Pro Val



10

15

20

1 5

SEQ ID NO: 416

<210> 416

<211> 9

<212> PRT

<213> Homo sapiens

<400> 416

Ala lle Leu Cys Trp Thr Phe Trp Val
1 5

SEQ 1D NO: 417

<210> 417

<211> 9

<212> PRT

<213> Homo sapiens

<400> 417

Phe Ile Leu Met Phe Ile Val Tyr Ala
1 5

SEQ 1D NO: 418

<210> 418

<211> 9

<212> PRT

<213> Homo sapiens
<400> 418

Leu Thr Ala Glu Cys Ille Phe Phe Val



10

15

20

1 5

SEQ 1D NO: 419

<210> 419

<211> 9

<212> PRT

<213> Homo sapiens

<400> 419

Met Leu GIn Asp Asn Cys Cys Gly Val
1 5

SEQ 1D NO: 420

<210> 420

<211> 9

<212> PRT

<213> Homo sapiens

<400> 420

Ile Leu Cys Trp Thr Phe Trp Val Leu
1 5

SEQ 1D NO: 421

<210> 421

<211> 9

<212> PRT

<213> Homo sapiens
<400> 421

Lys Ile Leu Leu Ala Tyr Phe lle Leu



10

15

20

1 5

SEQ 1D NO: 422

<210> 422

<211> 9

<212> PRT

<213> Homo sapiens

<400> 422

Phe Val Gly lle Cys Leu Phe Cys Leu
1 5

SEQ 1D NO: 423

<210> 423

<211> 9

<212> PRT

<213> Homo sapiens

<400> 423

Val Leu Leu Ser Val Ala Met Phe Leu
1 5

SEQ 1D NO: 424

<210> 424

<211> 9

<212> PRT

<213> Homo sapiens
<400> 424

Leu Leu Ser Val Ala Met Phe Leu Leu



10

15

20

1 5

SEQ 1D NO: 425

<210> 425

<211> 9

<212> PRT

<213> Homo sapiens

<400> 425

Ile Leu Gly Ser Leu Pro Phe Phe Leu
1 5

SEQ 1D NO: 426

<210> 426

<211> 9

<212> PRT

<213> Homo sapiens

<400> 426

Ile Leu Asn Ala Tyr Leu Val Arg Val
1 5

SEQ 1D NO: 427

<210> 427

<211> 9

<212> PRT

<213> Homo sapiens
<400> 427

Phe Leu Leu Val Gly Phe Ala Gly Ala



10

15

20

1 5

SEQ 1D NO: 428

<210> 428

<211> 9

<212> PRT

<213> Homo sapiens

<400> 428

Asn Leu GIn Pro GIn Leu Ala Ser Val
1 5

SEQ 1D NO: 429

<210> 429

<211> 9

<212> PRT

<213> Homo sapiens

<400> 429

Cys Met Phe Asp Ser Lys Glu Ala Leu
1 5

SEQ 1D NO: 430

<210> 430

<211> 9

<212> PRT

<213> Homo sapiens
<400> 430

Tyr Leu Tyr Val Leu Val Asp Ser Ala



10

15

20

1 5

SEQ 1D NO: 431

<210> 431

<211> 9

<212> PRT

<213> Homo sapiens

<400> 431

Tyr Met Asp Gly Thr Met Ser GIn Val
1 5

SEQ ID NO: 432

<210> 432

<211> 9

<212> PRT

<213> Homo sapiens

<400> 432

Lys Met Ala Arg Phe Ser Tyr Ser Val
1 5

SEQ 1D NO: 433

<210> 433

<211> 9

<212> PRT

<213> Homo sapiens
<400> 433

Gly Leu Val Met Asp Glu His Leu Val



10

15

20

1 5

SEQ 1D NO: 434

<210> 434

<211> 9

<212> PRT

<213> Homo sapiens

<400> 434

Phe Leu Pro Gly Cys Asp Gly Leu Val
1 5

SEQ ID NO: 435

<210> 435

<211> 9

<212> PRT

<213> Homo sapiens

<400> 435

Cys Met Leu Gly Ser Phe Cys Ala Cys
1 5

SEQ 1D NO: 436

<210> 436

<211> 9

<212> PRT

<213> Homo sapiens
<400> 436

Tyr Leu Ala Phe Arg Asp Asp Ser lle



10

15

20

1 5

SEQ 1D NO: 437

<210> 437

<211> 9

<212> PRT

<213> Homo sapiens

<400> 437

Trp Leu Pro Lys Lys Cys Ser Leu Cys
1 5

SEQ ID NO: 438

<210> 438

<211> 9

<212> PRT

<213> Homo sapiens

<400> 438

Cys Leu Asn Gly Gly Thr Cys Met Leu
1 5

SEQ 1D NO: 439

<210> 439

<211> 9

<212> PRT

<213> Homo sapiens
<400> 439

Met Leu Val Gly lle Cys Leu Ser lle



10

15

20

1 5

SEQ 1D NO: 440

<210> 440

<211> 9

<212> PRT

<213> Homo sapiens

<400> 440

Phe Glu Leu Gly Leu Val Ala Gly Leu
1 5

SEQ 1D NO: 441

<210> 441

<211> 9

<212> PRT

<213> Homo sapiens

<400> 441

Lys Met Val Arg Phe Ser Tyr Ser Val
1 5

SEQ 1D NO: 442

<210> 442

<211> 9

<212> PRT

<213> Homo sapiens
<400> 442

Cys Leu Asn Glu Gly Thr Cys Met Leu



10

15

20

1 5

SEQ 1D NO: 443

<210> 443

<211> 9

<212> PRT

<213> Homo sapiens

<400> 443

Met Leu Ala Gly lle Cys Leu Ser lle
1 5

SEQ 1D NO: 444

<210> 444

<211> 9

<212> PRT

<213> Homo sapiens

<400> 444

Arg Leu Leu Phe Phe Leu Leu Phe Leu
1 5

SEQ 1D NO: 445

<210> 445

<211> 9

<212> PRT

<213> Homo sapiens
<400> 445

Thr Leu Ala Tyr Leu lle Phe Cys Leu



10

15

20

1 5

SEQ 1D NO: 446

<210> 446

<211> 9

<212> PRT

<213> Homo sapiens

<400> 446

Leu Leu Phe Leu Thr Pro Met Glu Val
1 5

SEQ 1D NO: 447

<210> 447

<211> 9

<212> PRT

<213> Homo sapiens

<400> 447

Lys Leu Met Ser Pro Lys Leu Tyr Val
1 5

SEQ 1D NO: 448

<210> 448

<211> 9

<212> PRT

<213> Homo sapiens
<400> 448

Leu Leu Phe Phe Leu Leu Phe Leu Val



10

15

20

1 5

SEQ 1D NO: 449

<210> 449

<211> 9

<212> PRT

<213> Homo sapiens

<400> 449

Ser Leu Phe Leu Gly Ile Leu Ser Val
1 5

SEQ 1D NO: 450

<210> 450

<211> 9

<212> PRT

<213> Homo sapiens

<400> 450

Ala Ile Ser Gly Met lle Leu Ser lle
1 5

SEQ 1D NO: 451

<210> 451

<211> 9

<212> PRT

<213> Homo sapiens
<400> 451

Phe Ile Arg Ala His Thr Pro Tyr lle



10

15

20

1 5

SEQ 1D NO: 452

<210> 452

<211> 9

<212> PRT

<213> Homo sapiens

<400> 452

Ser Leu Asn Phe lle Arg Ala His Thr
1 5

SEQ 1D NO: 453

<210> 453

<211> 9

<212> PRT

<213> Homo sapiens

<400> 453

Leu Lys Met Glu Ser Leu Asn Phe lle
1 5

SEQ 1D NO: 454

<210> 454

<211> 9

<212> PRT

<213> Homo sapiens
<400> 454

Ser His Phe Leu Lys Met Glu Ser Leu
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1 5

SEQ 1D NO: 455

<210> 455

<211> 9

<212> PRT

<213> Homo sapiens

<400> 455

Tyr Leu Phe Leu Gly Ile Leu Ser Vval
1 5

SEQ 1D NO: 456

<210> 456
<211> 24
<212> PRT
<213> Virus de la encefalomiocarditis
<400> 456
Gly 1le Phe Asn Ala His Tyr Ala Gly Tyr Phe Ala Asp Leu Leu lle
1 5 10 15
His Asp Ile Glu Thr Asn Pro Gly
20

SEQ 1D NO: 457

<210> 457
<211> 25
<212> PRT

<213> Virus de la encefalomiocarditis
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<400> 457
Gly I1le Phe Asn Ala His Tyr Ala Gly Tyr Phe Ala Asp Leu Leu lle
1 5 10 15
His Asp Ile Glu Thr Asn Pro Gly Pro
20 25

SEQ 1D NO: 458

<210> 458
<211> 25
<212> PRT
<213> Virus de la encefalomiocarditis
<400> 458
Arg Ile Phe Asn Ala His Tyr Ala Gly Tyr Phe Ala Asp Leu Leu lle
1 5 10 15
His Asp Ile Glu Thr Asn Pro Gly Pro
20 25

SEQ ID NO: 459

<210> 459

<211> 25

<212> PRT

<213> Virus mengo

<400> 459

His Val Phe Glu Thr His Tyr Ala Gly Tyr Phe Ser Asp Leu Leu lle
1 5 10 15

His Asp Val Glu Thr Asn Pro Gly Pro



20 25

SEQ 1D NO: 460

<210> 460
<211> 25
<212> PRT
<213> Virus de encefalomielitis de Theiler
<400> 460
Lys Ala Val Arg Gly Tyr His Ala Asp Tyr Tyr Lys GIn Arg Leu lle
1 5 10 15
His Asp Val Glu Met Asn Pro Gly Pro
20 25

SEQ 1D NO: 461

<210> 461
<211> 25
<212> PRT
<213> Virus de encefalomielitis de Theiler
<400> 461
Arg Ala Val Arg Ala Tyr His Ala Asp Tyr Tyr Lys GIn Arg Leu lle
1 5 10 15
His Asp Val Glu Met Asn Pro Gly Pro
20 25

SEQ 1D NO: 462

<210> 462

<211> 25



<212> PRT
<213> Virus de encefalomielitis de Theiler
<400> 462
Lys Ala Val Arg Gly Tyr His Ala Asp Tyr Tyr Arg GIn Arg Leu lle
1 5 10 15
His Asp Val Glu Thr Asn Pro Gly Pro
20 25

SEQ ID NO: 463

<210> 463
<211> 25
<212> PRT
<213> Desconocido
<220>
<223> Descripcion del desconocido:
Virus similar al de Theiler
<400> 463
Lys His Val Arg Glu Tyr His Ala Ala Tyr Tyr Lys GIn Arg Leu Met
1 5 10 15
His Asp Val Glu Thr Asn Pro Gly Pro

20 25

SEQ ID NO: 464

<210> 464

<211> 26



<212> PRT
<213> Ljungan virus
<400> 464
Met His Ser Asp Glu Met Asp Phe Ala Gly Gly Lys Phe Leu Asn GIn
1 5 10 15
Cys Gly Asp VvVal Glu Thr Asn Pro Gly Pro
20 25

SEQ ID NO: 465

<210> 465
<211> 26
<212> PRT
<213> Virus Ljungan
<400> 465
Met His Asn Asp Glu Met Asp Tyr Ser Gly Gly Lys Phe Leu Asn GIn
1 5 10 15
Cys Gly Asp Vval Glu Ser Asn Pro Gly Pro
20 25

SEQ 1D NO: 466

<210> 466

<211> 26

<212> PRT

<213> Virus Ljungan
<400> 466

Met His Ser Asp Glu Met Asp Phe Ala Gly Gly Lys Phe Leu Asn GIn



10

15

20

1 5 10 15
Cys Gly Asp VvVal Glu Thr Asn Pro Gly Pro
20 25

SEQ 1D NO: 467

<210> 467
<211> 26
<212> PRT
<213> Virus Ljungan
<400> 467
Tyr His Asp Lys Asp Met Asp Tyr Ala Gly Gly Lys Phe Leu Asn GIn
1 5 10 15
Cys Gly Asp VvVal Glu Thr Asn Pro Gly Pro
20 25

SEQ 1D NO: 468

<210> 468

<211> 19

<212> PRT

<213> Virus enfermedad pie y boca

<400> 468

Leu Leu Asn Phe Asp Leu Leu Lys Leu Ala Gly Asp Val Glu Ser Asn
1 5 10 15

Pro Gly Pro

SEQ 1D NO: 469

<210> 469
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<211> 19

<212> PRT

<213> Virus enfermedad pie y boca

<400> 469

Leu Leu Asn Phe Asp Leu Leu Lys Leu Ala Gly Asp Val Glu Ser Asn
1 5 10 15

Pro Gly Pro

SEQ ID NO: 470

<210> 470

<211> 19

<212> PRT

<213> Virus enfermedad pie y boca

<400> 470

Leu Leu Asn Phe Asp Leu Leu Lys Leu Ala Gly Asp Val Glu Ser Asn
1 5 10 15

Pro Gly Pro

SEQ 1D NO: 471

<210> 471

<211> 19

<212> PRT

<213> Virus enfermedad pie y boca

<400> 471

Leu Leu Asn Phe Asp Leu Leu Lys Leu Ala Gly Asp Met Glu Ser Asn

1 5 10 15
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Pro Gly Pro

SEQ ID NO: 472

<210> 472

<211> 19

<212> PRT

<213> Virus enfermedad pie y boca

<400> 472

Leu Thr Asn Phe Asp Leu Leu Lys Leu Ala Gly Asp Val Glu Ser Asn

1 5
Pro Gly Pro

SEQ ID NO: 473

<210> 473

<211> 19

<212> PRT

<213> Virus enfermedad pie y boca

<400> 473

Leu Leu Asn Phe Asp Leu Leu Lys Leu Ala Gly Asp Val Glu Ser Asn

1 5
Pro Gly Pro

SEQ 1D NO: 474

<210> 474
<211> 19
<212> PRT

<213> Virus enfermedad pie y boca

10

10

15

15
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<400> 474

Leu Leu Ser Phe Asp Leu Leu Lys Leu Ala Gly Asp Val Glu Ser Asn
1 5 10 15

Pro Gly Pro

SEQ 1D NO: 475

<210> 475

<211> 19

<212> PRT

<213> Virus enfermedad pie y boca

<400> 475

Met Cys Asn Phe Asp Leu Leu Lys Leu Ala Gly Asp Val Glu Ser Asn
1 5 10 15

Pro Gly Pro

SEQ ID NO: 476

<210> 476

<211> 19

<212> PRT

<213> Virus enfermedad pie y boca

<400> 476

Leu Leu Asn Phe Asp Leu Leu Lys Leu Ala Gly Asp Val Glu Ser Asn
1 5 10 15

Pro Gly Pro

SEQ 1D NO: 477

<210> 477
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<211> 19

<212> PRT

<213> Virus de la rinitis equina A

<400> 477

Cys Thr Asn Tyr Ser Leu Leu Lys Leu Ala Gly Asp Val Glu Ser Asn
1 5 10 15

Pro Gly Pro

SEQ ID NO: 478

<210> 478
<211> 20
<212> PRT
<213> Virus de la rinitis equina B
<400> 478
Gly Ala Thr Asn Phe Ser Leu Leu Lys Leu Ala Gly Asp Val Glu Leu
1 5 10 15
Asn Pro Gly Pro
20

SEQ 1D NO: 479

<210> 479

<211> 20

<212> PRT

<213> Human endogenous retrovirus
<400> 479

Gly Ala Thr Asn Phe Asp Leu Leu Lys Leu Ala Gly Asp Val Glu Ser
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1 5 10 15
Asn Pro Gly Pro
20

SEQ 1D NO: 480

<210> 480
<211> 22
<212> PRT
<213> Circovirus porcino 1
<400> 480
Gly Pro Gly Ala Thr Asn Phe Ser Leu Leu Lys GIn Ala Gly Asp Val
1 5 10 15
Glu Glu Asn Pro Gly Pro
20

SEQ 1D NO: 481

<210> 481
<211> 22
<212> PRT
<213> Circovirus porcino 2
<400> 481
Gly Pro Gly Ala Thr Asn Phe Ser Leu Leu Lys GIn Ala Gly Asp Val
1 5 10 15
Glu Glu Asn Pro Gly Pro
20

SEQ 1D NO: 482
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<210> 482
<211> 22
<212> PRT
<213> Circovirus porcino 3
<400> 482
Gly Pro Gly Ala Ser Ser Phe Ser Leu Leu Lys GIn Ala Gly Asp Val
1 5 10 15
Glu Glu Asn Pro Gly Pro
20

SEQ ID NO: 483

<210> 483
<211> 22
<212> PRT
<213> Circovirus porcino 4
<400> 483
Gly Pro Gly Ala Ser Asn Phe Ser Leu Leu Lys GIn Ala Gly Asp Val
1 5 10 15
Glu Glu Asn Pro Gly Pro
20

SEQ 1D NO: 484

<210> 484
<211> 22
<212> PRT

<213> Circovirus porcino 5
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<400> 484
Gly Pro Gly Ala Ala Asn Phe Ser Leu Leu Arg GIn Ala Gly Asp Val
1 5 10 15
Glu Glu Asn Pro Gly Pro
20

SEQ 1D NO: 485

<210> 485
<211> 22
<212> PRT
<213> Circovirus porcino 6
<400> 485
Gly Pro Gly Ala Thr Asn Phe Ser Leu Leu Lys GIn Ala Gly Asp Val
1 5 10 15
Glu Glu Asn Pro Gly Pro
20

SEQ ID NO: 486

<210> 486

<211> 22

<212> PRT

<213> Circovirus porcino 7

<400> 486

Gly Pro Gly Ala Thr Asn Phe Ser Leu Leu Lys GIn Ala Gly Asp Val
1 5 10 15

Glu Glu Asn Pro Gly Pro
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20

SEQ 1D NO: 487

<210> 487
<211> 22
<212> PRT
<213> Circovirus porcino 8
<400> 487
Gly Pro Gly Ala Thr Asn Phe Ser Leu Leu Lys GIn Ala Gly Asp lle
1 5 10 15
Glu Glu Asn Pro Gly Pro
20

SEQ 1D NO: 488

<210> 488
<211> 22
<212> PRT
<213> Circovirus porcino 9
<400> 488
Gly Pro Gly Ala Thr Asn Phe Ser Leu Leu Lys GIn Ala Gly Asp Val
1 5 10 15
Glu Glu Asn Pro Gly Pro
20

SEQ ID NO: 489

<210> 489

<211> 22
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<212> PRT
<213> Circovirus porcino 10
<400> 489
Gly Pro Gly Ala Thr Asn Phe Ser Leu Leu Lys GIn Ala Gly Asp Val
1 5 10 15
Glu Glu Asn Pro Gly Pro
20

SEQ ID NO: 490

<210> 490
<211> 22
<212> PRT
<213> Circovirus porcino 11
<400> 490
Gly Pro Gly Ala Thr Asn Phe Ser Leu Leu Lys Arg Ala Gly Asp Val
1 5 10 15
Glu Glu Asn Pro Gly Pro
20

SEQ 1D NO: 491

<210> 491

<211> 20

<212> PRT

<213> Cricket paralysis virus
<400> 491

Phe Leu Arg Lys Arg Thr GIn Leu Leu Met Ser Gly Asp Val Glu Ser
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1 5 10 15
Asn Pro Gly Pro
20

SEQ 1D NO: 492

<210> 492
<211> 20
<212> PRT
<213> Virus Drosophila C
<400> 492
Glu Ala Ala Arg GIn Met Leu Leu Leu Leu Ser Gly Asp Val Glu Thr
1 5 10 15
Asn Pro Gly Pro
20

SEQ 1D NO: 493

<210> 493
<211> 20
<212> PRT
<213> Virus de la paralisis aguda de las abejas
<400> 493
Gly Ser Trp Thr Asp lle Leu Leu Leu Leu Ser Gly Asp Val Glu Thr
1 5 10 15
Asn Pro Gly Pro
20

SEQ 1D NO: 494
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<210> 494
<211> 20
<212> PRT
<213> Virus de la paralisis aguda de las abejas
<400> 494
Gly Ser Trp Thr Asp lle Leu Leu Leu Leu Ser Gly Asp Val Glu Thr
1 5 10 15
Asn Pro Gly Pro
20

SEQ 1D NO: 495

<210> 495
<211> 20
<212> PRT
<213> Virus de la paralisis aguda de las abejas
<400> 495
Gly Ser Trp Thr Asp lle Leu Leu Leu Trp Ser Gly Asp Val Glu Thr
1 5 10 15
Asn Pro Gly Pro
20

SEQ 1D NO: 496

<210> 496
<211> 20
<212> PRT

<213> Virus infeccioso de flacherie
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<400> 496
Thr Arg Ala Glu 1le Glu Asp Glu Leu l1le Arg Ala Gly Ile Glu Ser
1 5 10 15
Asn Pro Gly Pro
20

SEQ 1D NO: 497

<210> 497
<211> 20
<212> PRT
<213> Virus de la aspermia del tomate
<400> 497
Arg Ala Glu Gly Arg Gly Ser Leu Leu Thr Cys Gly Asp Val Glu Glu
1 5 10 15
Asn Pro Gly Pro
20

SEQ ID NO: 498

<210> 498

<211> 20

<212> PRT

<213> Virus de la encefalosis equina

<400> 498

GIn Gly Ala Gly Arg Gly Ser Leu Val Thr Cys Gly Asp Val Glu Glu

1 5 10 15
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Asn Pro Gly Pro
20

SEQ ID NO: 499

<210> 499
<211> 20
<212> PRT
<213> Virus acyrthosiphon pisum
<400> 499
Asn Tyr Pro Met Pro Glu Ala Leu GIn Lys Ile lle Asp Leu Glu Ser
1 5 10 15
Asn Pro Pro Pro
20

SEQ 1D NO: 500

<210> 500
<211> 20
<212> PRT
<213> Virus de la abeja de Cachemira
<400> 500
Gly Thr Trp Glu Ser Val Leu Asn Leu Leu Ala Gly Asp Ile Glu Leu
1 5 10 15
Asn Pro Gly Pro
20

SEQ 1D NO: 501

<210> 501



<211> 20
<212> PRT
<213> Perina nuda picorna-like virus
<400> 501
Ala GIn Gly Trp Val Pro Asp Leu Thr Val Asp Gly Asp Val Glu Ser
1 5 10 15
Asn Pro Gly Pro
20

SEQ 1D NO: 502

<210> 502
<211> 20
<212> PRT
<213> Perina nuda picorna-like virus
<400> 502
Ile Gly Gly Gly GIn Lys Asp Leu Thr GIn Asp Gly Asp Ile Glu Ser
1 5 10 15
Asn Pro Gly Pro
20

SEQ 1D NO: 503

<210> 503

<211> 20

<212> PRT

<213> Virus Ectropis obliqua picorna

<400> 503
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Ala GIn Gly Trp Ala Pro Asp Leu Thr GIn Asp Gly Asp Val Glu Ser
1 5 10 15
Asn Pro Gly Pro

20

SEQ 1D NO: 504

<210> 504
<211> 20
<212> PRT
<213> Virus Ectropis obliqua picorna
<400> 504
Ile Gly Gly Gly GIn Arg Asp Leu Thr GIn Asp Gly Asp Ile Glu Ser
1 5 10 15
Asn Pro Gly Pro
20

SEQ 1D NO: 505

<210> 505

<211> 19

<212> PRT

<213> Virus de la Providencia

<400> 505

Val Gly Asp Arg Gly Ser Leu Leu Thr Cys Gly Asp Val Glu Ser Asn
1 5 10 15

Pro Gly Pro

SEQ 1D NO: 506




<210> 506

<211> 19

<212> PRT

<213> Virus de la Providencia

<400> 506

Ser Gly Gly Arg Gly Ser Leu Leu Thr Ala Gly Asp Val Glu Lys Asn
1 5 10 15

Pro Gly Pro

SEQ ID NO: 507

<210> 507

<211> 19

<212> PRT

<213> Virus de la Providencia

<400> 507

Gly Asp Pro Ile Glu Asp Leu Thr Asp Asp Gly Asp Ile Glu Lys Asn
1 5 10 15

Pro Gly Pro

SEQ 1D NO: 508

<210> 508

<211> 20

<212> PRT

<213> Rotavirus bovino

<400> 508
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Ser Lys Phe GIn 1le Asp Arg lle Leu lle Ser Gly Asp lle Glu Leu
1 5 10 15
Asn Pro Gly Pro

20

SEQ 1D NO: 509

<210> 509
<211> 20
<212> PRT
<213> Rotavirus porcino
<400> 509
Ala Lys Phe GIn 1le Asp Lys lle Leu lle Ser Gly Asp Val Glu Leu
1 5 10 15
Asn Pro Gly Pro
20

SEQ ID NO: 510

<210> 510

<211> 20

<212> PRT

<213> Rotavirus humano

<400> 510

Ser Lys Phe GIn 1le Asp Lys Ile Leu lle Ser Gly Asp lle Glu Leu
1 5 10 15

Asn Pro Gly Pro

20
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SEQ 1D NO: 511

<210> 511
<211> 20
<212> PRT
<213> Bombyx mori
<400> 511
Phe Arg Ser Asn Tyr Asp Leu Leu Lys Leu Cys Gly Asp lle Glu Ser
1 5 10 15
Asn Pro Gly Pro
20

SEQ ID NO: 512

<210> 512
<211> 20
<212> PRT
<213> Lymantria dispar
<400> 512
Phe Arg Ser Asn Tyr Asp Leu Leu Lys Leu Cys Gly Asp Val Glu Ser
1 5 10 15
Asn Pro Gly Pro
20

SEQ ID NO: 513

<210> 513

<211> 20

<212> PRT
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<213> Dendrolimus punctatus
<400> 513
Phe Arg Ser Asn Tyr Asp Leu Leu Lys Leu Cys Gly Asp Val Glu Ser
1 5 10 15
Asn Pro Gly Pro
20

SEQ 1D NO: 514

<210> 514
<211> 20
<212> PRT
<213> Trypanosoma brucei
<400> 514
Ser Ser lle lle Arg Thr Lys Met Leu Val Ser Gly Asp Val Glu Glu
1 5 10 15
Asn Pro Gly Pro
20

SEQ 1D NO: 515

<210> 515

<211> 20

<212> PRT

<213> Trypanosoma brucei

<400> 515

Ser Ser lle lle Arg Thr Lys Met Leu Leu Ser Gly Asp Val Glu Glu

1 5 10 15
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Asn Pro Gly Pro
20

SEQ ID NO: 516

<210> 516
<211> 20
<212> PRT
<213> Trypanosoma brucei
<400> 516
Ser Ser lle lle Arg Thr Lys Met Leu Leu Ser Gly Asp Val Glu Glu
1 5 10 15
Asn Pro Gly Pro
20

SEQ 1D NO: 517

<210> 517
<211> 20
<212> PRT
<213> Trypanosoma brucei
<400> 517
Ser Ser lle lle Arg Thr Lys lle Leu Leu Ser Gly Asp Val Glu Glu
1 5 10 15
Asn Pro Gly Pro
20

SEQ 1D NO: 518

<210> 518
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<211> 20
<212> PRT
<213> Trypanosoma cruzi
<400> 518
Cys Asp Ala GIn Arg GIn Lys Leu Leu Leu Ser Gly Asp Ile Glu GIn
1 5 10 15
Asn Pro Gly Pro
20

SEQ ID NO: 519

<210> 519
<211> 21
<212> PRT
<213> Thermotoga maritima
<220>
<221> MOD_RES
<222> (21)..(21)
<223> Cualquier aminoacido
<400> 519
Tyr Ile Pro Asp Phe Gly Gly Phe Leu Val Lys Ala Asp Ser Glu Phe
1 5 10 15
Asn Pro Gly Pro Xaa
20

SEQ 1D NO: 520

<210> 520
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<211> 21
<212> PRT
<213> Bordetella bronquiséptica
<400> 520
Val His Cys Ala Gly Arg Gly Gly Pro Val Arg Leu Leu Asp Lys Glu
1 5 10 15
Gly Asn Pro Gly Pro
20

SEQ ID NO: 521

<210> 521
<211> 21
<212> PRT
<213> Mus musculus
<220>
<221> MOD_RES
<222> (21)..(2D)
<223> Cualquier aminoacido
<400> 521
Asp Leu Glu Leu Glu Thr Val Gly Ser His GIn Ala Asp Ala Glu Thr
1 5 10 15
Asn Pro Gly Pro Xaa
20

SEQ 1D NO: 522

<210> 522
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25

<211>

<212>

<213>

<220>

<221>

<222>

<223>

<400>

Thr Ala Ala Asp Lys lle GIn Gly Ser Trp Lys Met Asp Thr Glu Gly

1

21
PRT

Drosophila melanogaster

MOD_RES

(21)..(21)
Cualquier aminoacido

522

5

Asn Pro Gly Pro Xaa

20

SEQ 1D NO: 523

<210>

<211>

<212>

523

20

PRT

<213> Aspergillus nidulans

<400>

Pro Ile Thr Asn Arg Pro Arg Asn Ser Gly Leu lle Asp Thr Glu lle

1

523

5

Asn Pro Gly Pro

20

SEQ ID NO: 524

<210> 524

<211> 583



10

15

20

25

<212> ADN

<213> Virus de la encefalomiocarditis

<400> 524
cccctcteccc
tgcgtttgtc
gaaacctggc
aatgcaaggt
aacaacgtct
ctgcggccaa
cgttgtgagt
ggggctgaag

cacatgcttt

ggacgtggtt

SEQ ID NO:

tccecceccce
tatatgttat
cctgtcttct
ctgttgaatg
gtagcgaccc
aagccacgtg
tggatagttg
gatgcccaga
acatgtgttt
ttcctttgaa

525

<210> 525

<211> 366
<212> ADN
<213>
<220>

<223>

Sintético

<400> 525

ctgggcggtc aacaagtgcg ggcctggctc agcgcggggg ggcgcggaga ccgcgaggcg 60
accgggagcg gctgggttcc cggctgcgceg cccttcggecc aggccgggag ccgcgccagt 120

cggagccccc ggcccagcgt ggtccgcctc cctctgggcg tccacctgcc cggagtactg 180

ctaacgttac
tttccaccat
tgacgagcat
tcgtgaagga
tttgcaggca
tataagatac
tggaaagagt
aggtacccca
agtcgaggtt

aaacacgatg

Secuencia Artificial

tggccgaagce
attgccgtct
tcctaggggt
agcagttcct
gcggaacccc
acctgcaaag
caaatggctc
ttgtatggga
aaaaaaacgt

ataatatggc

cgcttggaat
tttggcaatg
ctttcccctc
ctggaagctt
ccacctggcg
gcggcacaac
tcctcaagcg
tctgatctgg
ctaggccccc

cac

aaggccggtyg
tgagggcecg
tcgccaaagg
cttgaagaca
acaggtgcct
cccagtgcca
tattcaacaa
ggcctcggta

cgaaccacgg

Description of Secuencia Artificial: Polinucledtido

60

120

180

240

300

360

420

480

540

583
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ccagcgggca tgaccgaccc accaggggcg ccgccgccgg cgctcgcagg ccgcggatga 240
agaagaaaac ccggcgccgc tcgacccgga gcgaggagtt gacccggagc gaggagttga 300
ccctgagtga ggaagcgacc tggagtgaag aggcgaccca gagtgaggag gcgacccagg 360
gcgaag 366

SEQ ID NO: 526

<210> 526
<211> 92
<212> ADN
<213> Secuencia Artificial
<220>
<223> Description of Secuencia Artificial: Oligonucleodtido
Sintético
<400> 526
aaaagaagga aaaagaagga aaagaaggaa aaagaaggct gcaggcggct gcagaaaaga 60

aggaaaaaga aggaaaagaa ggaaaaagaa Jg 92

SEQ 1D NO: 527

<210> 527
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<211>

<212>

<213>

<220>

<223>

<400>

Met

Asp

Asn

Cys

Tyr

65

Asp

Lys

Val

611

PRT

Sintético

Ala

Trp

Ser

Asp

50

Pro

Lys

Tyr

527

Met

Val

Pro

35

Tyr

Ala

Asn

Leu

Phe

115

Leu

Asn

20

Ser

Thr

Glu

Glu

Ser

100

Cys

Leu

Ser

Leu

Asn

Gly

Asp

85

Leu

Ala

Gly

GIn

Ser

Ser

Pro

70

Gly

Ala

Secuencia Artificial

Ala

GIn

Val

Met

55

Thr

Arg

Thr

Ser

Lys

GIn

40

Phe

Phe

Phe

Val

Asn

120

Val

Asn

25

Glu

Asp

Leu

Thr

Pro

105

Ser

Leu
10

Asp

Gly

Tyr

Val
90

Ser

Gly

Ile

Asp

Arg

Phe

Ser

75

Phe

GIn

Gly

Leu

GIn

Leu

Pro

Ser

Trp

GlIn

Ser

45

Trp

Ser

Asn

Gly

Asn

125

Descripcion de Secuencia Artificial: Polipéptido

Leu

Val

30

Tyr

Ser

Lys

Asp

110

Tyr

GIn

15

Lys

Leu

Lys

Ile

Ser

95

Ser

Lys

Pro

GIn

Asn

Lys

Lys

80

Ala

Ala

Leu
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Thr

Pro

145

Ser

Ser

Arg

Ser

Asp

225

Glu

Val

Leu

Ser

Ser

305

Phe

130

Asp

Val

Lys

Ser

Asp

210

Thr

Lys

Met

Leu
290

Asn

Gly

Pro

Cys

Asp

Met

195

Phe

Phe

Ser

Gly

Thr

275

Leu

GIn

Lys

Ala

Leu

Ser

180

Asp

Ala

Phe

Phe

Phe

260

Leu

Lys

Val

Gly

Val

Phe

165

Asp

Phe

Cys

Pro

Glu

245

Arg

Arg

GIn

Leu

Thr

Tyr

150

Thr

Val

Lys

Ala

Ser

230

Thr

Leu

Ala

Cys

310

Leu

135

GIn

Asp

Tyr

Ser

Asn

215

Pro

Asp

Leu

Trp

Gly

295

Cys

Leu

Leu

Phe

Asn

200

Ala

Glu

Thr

Leu

Ser

280

Asp

Val

Thr

Arg

Asp

Thr

185

Ser

Phe

Ser

Asn

Leu

265

Ser

Val

Val

Val

Asp

Ser

170

Asp

Ala

Asn

Ser

Leu

250

Lys

Gly

Glu

Leu

Asn

Ser

155

GIn

Lys

Val

Asn

Cys

235

Asn

Val

Ser

Glu

Cys

315

Pro

140

Lys

Thr

Thr

Ala

Ser

220

Asp

Phe

Ala

Gly

Asn

300

Phe

Asn

Ser

Asn

Val

Trp

205

Val

GIn

Gly

Ala

285

Pro

Leu

Ser

Val

Leu

190

Ser

Lys

Asn

Phe

270

Thr

Gly

Gly

GIn

Asp

Ser

175

Asp

Asn

Pro

Leu

Leu

255

Asn

Asn

Pro

Ala

Asn

Lys

160

GIn

Met

Lys

Glu

Val

240

Ser

Leu

Phe

Met

Asn

320
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20

Thr

Glu

Ala

Tyr

Gly

385

Thr

Gly

Glu

Cys

465

Val

Leu

Val

Gly

Met

Tyr

370

Tyr

Ser

Arg

Leu

Pro

450

Leu

Asn

Lys

Asp

GIn

Tyr

355

Ser

Ser

Ala

Val

Glu

435

Ser

Ala

Gly

Glu

Gly

Asn

340

Trp

GIn

Val

GlIn

Tyr

420

Asp

Glu

Thr

Lys

GlIn

500

Gly
325

Val

Tyr

Ser

Lys

405

GIn

Leu

Ala

Gly

Glu

485

Pro

Thr

Arg

Val

Arg

390

Asn

Pro

Asn

Glu

Phe

470

Val

Ala

Thr

Leu

GIn

Asn

375

Glu

Pro

GIn

Lys

455

Phe

Leu

GIn

Ser

Asp

360

Asp

Lys

Thr

His

Val

440

Ser

Pro

Ser

Asn

Ser

Cys

345

Pro

Phe

Lys

Ala

Phe

425

Phe

Asp

Gly

Asp

505

Pro

330

Glu

Gly

GIn

Glu

Phe

410

Gly

Pro

Thr

Val
490

Ser

Lys

GIn

GIn

Lys

Ser

395

Tyr

Asp

Pro

GIn

Val

475

Ser

Arg

Tyr

Asn

Gly

Gly

380

Phe

Leu

Gly

Glu

Lys

460

Glu

Thr

Leu

Leu

Leu

365

Asp

Pro

Cys

Thr

Val

445

Ala

Leu

Asp

Cys

Phe

Asn

350

Arg

Leu

Ala

Arg

430

Ala

Thr

Ser

Pro

Leu

510

Arg

335

His

Leu

Ala

Thr

Ser

415

Leu

Val

Leu

Trp

GIn

495

Ser

Lys

Asp

Glu

Val

400

Gly

Ser

Phe

Val

Trp

480

Pro

Ser
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20

Arg

Arg

GIn

545

Gly

Leu

Tyr

Lys

Leu

Cys

530

Asp

Arg

Ser

Ala

Asp

610

Arg

515

GIn

Arg

Ala

Ala

Val

595

Phe

Val

Val

Ala

Asp

Thr

580

Leu

SEQ ID NO: 528

<210>

<211>

<212>

<213>

<220>

<223>

<400>

528

281

PRT

Sintético

528

Ser

GIn

Lys

Cys

565

Ile

Val

Ala

Phe

Pro

550

Gly

Leu

Ser

Thr

Tyr

535

Val

Phe

Tyr

Ala

Secuencia Artificial

Phe

520

Gly

Thr

Thr

Glu

Leu

600

Trp

Leu

GIn

Ser

Ile

585

Val

GIn

Ser

Ile

Val

570

Leu

Leu

Asn

Glu

Val

555

Ser

Leu

Met

Pro

Asn

540

Ser

Tyr

Gly

Ala

Arg

525

Asp

Ala

GIn

Met

605

Asn

Glu

Glu

GIn

Ala

590

Val

Descripcion de Secuencia Artificial: Polipéptido

His

Trp

Ala

Gly

575

Thr

Lys

Phe

Thr

Trp

560

Val

Leu

Arg
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20

Met

Asp

Asn

Cys

Tyr

65

Asp

Lys

Val

Thr

Pro

145

Ser

Ser

Ala

Trp

Ser

Asp

50

Pro

Lys

His

Tyr

Phe

130

Asp

Val

Lys

Met

Val

Pro

35

Tyr

Ala

Asn

Leu

Phe

115

Gly

Pro

Cys

Asp

Leu

Asn

20

Ser

Thr

Glu

Glu

Ser

100

Cys

Ala

Leu

Ser

180

Leu

Ser

Leu

Asn

Gly

Asp

85

Leu

Ala

Gly

Val

Phe

165

Asp

Gly

GIn

Ser

Ser

Pro

70

Gly

Ala

Thr

Tyr

150

Thr

Val

Ala

GIn

Val

Met

55

Thr

Arg

Thr

Leu

135

GIn

Asp

Tyr

Ser

Lys

GIn

40

Phe

Phe

Phe

Val

Asn

120

Leu

Leu

Phe

Val

Asn

25

Glu

Asp

Leu

Thr

Pro

105

Ser

Thr

Arg

Asp

Thr

185

Leu

10

Asp

Gly

Tyr

Ile

Val

90

Ser

Gly

Val

Asp

Ser

170

Asp

Ile

Asp

Arg

Phe

Ser

75

Phe

GIn

Gly

Asn

Ser

155

GIn

Lys

Leu

GIn

Leu

60

Ile

Leu

Pro

Ser

Pro

140

Lys

Thr

Thr

Trp

GIn

Ser

45

Trp

Ser

Asn

Gly

Asn

125

Asn

Ser

Asn

Val

Leu

Val

30

Tyr

Ser

Lys

Asp

110

Tyr

Ser

Val

Leu

190

GIn

15

Lys

Leu

Lys

Ile

Ser

95

Ser

Lys

GIn

Asp

Ser

175

Asp

Pro

GIn

Asn

Lys

Lys

80

Ala

Ala

Leu

Asn

Lys

160

GIn

Met
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20

Arg

Ser

Asp

225

Glu

Val

Leu

Ser

Asp

210

Thr

Lys

Ile

Met

Met

195

Phe

Phe

Ser

Gly

Thr

275

Asp

Ala

Phe

Phe

Phe

260

Leu

SEQ 1D NO: 529

<210>

<211>

<212>

<213>

<220>

<223>

<400>

529

308

PRT

Sintético

529

Phe

Cys

Pro

Glu

245

Arg

Arg

Lys

Ala

Ser

230

Thr

Ile

Leu

Ser

Asn

215

Pro

Asp

Leu

Trp

Secuencia Artificial

Asn

200

Ala

Glu

Thr

Leu

Ser

280

Ser

Phe

Ser

Asn

Leu

265

Ser

Ala Val

Asn

Ser

Leu

250

Lys

Asn

Cys

235

Asn

Val

Ala

Ser

220

Asp

Phe

Ala

Trp Ser

205

Val Lys

GIn Asn

Gly Phe

270

Descripciodon de Secuencia Artificial: Polipéptido

Asn

Pro

Leu

Leu

255

Asn

Lys

Glu

Val

240

Ser

Leu

Met Ser Asn GIn Val Leu Cys Cys Val Val Leu Cys Phe Leu Gly Ala
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20

Asn

Lys

Asp

65

Glu

Val

Gly

Ser

Phe

145

Val

Trp

Pro

Thr

Glu

Ala

50

Tyr

Gly

Thr

Gly

130

Glu

Cys

Val

Leu

Val

Gly

35

Met

Tyr

Tyr

Ser

Arg

115

Leu

Pro

Leu

Asn

Lys

Asp

20

GIn

Tyr

Ser

Ser

Ala

100

Val

Glu

Ser

Ala

Gly

180

Glu

Gly

Asn

Trp

GIn

Val

85

GIn

Tyr

Asp

Glu

Thr

165

Lys

GIn

Gly

Val

Tyr

70

Ser

Lys

GIn

Leu

Ala

150

Gly

Glu

Pro

Ile

Thr

Arg

55

Val

Arg

Asn

Pro

Asn

135

Glu

Phe

Val

Ala

Thr

Leu

40

GIn

Asn

Glu

Pro

GIn

120

Lys

Phe

Leu

GIn

25

Ser

Asp

Asp

Lys

Thr

105

Val

Ser

Pro

Ser

185

Asn

10

Ser

Cys

Pro

Phe

Lys

90

Ala

Phe

Phe

Asp
170

Gly

Asp

Pro

Glu

Gly

GIn

75

Glu

Phe

Gly

Pro

Thr

155

His

Val

Ser

Lys

GIn

GIn

60

Lys

Ser

Tyr

Asp

Pro

140

GIn

Val

Ser

Arg

Tyr

Asn

45

Gly

Gly

Phe

Leu

Gly

125

Glu

Lys

Glu

Thr

Tyr

Leu

30

Leu

Leu

Asp

Pro

Cys

110

Thr

Val

Ala

Leu

Asp

190

Cys

15

Phe

Asn

Arg

Ile

Leu

95

Ala

Arg

Ala

Thr

Ser

175

Pro

Leu

Leu

Ala

80

Thr

Ser

Leu

Val

Leu

160

Trp

GIn

Ser
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20

Ser

Phe

225

Thr

Trp

Val

Leu

Arg

305

Arg

210

Arg

GIn

Gly

Leu

Tyr

290

Lys

195

Leu

Cys

Asp

Arg

Ser

275

Ala

Asp

Arg

GIn

Arg

Ala

260

Ala

Val

Phe

SEQ ID NO: 530

<210>

<211>

<212>

<213>

<220>

<223>

<400>

530

255

PRT

Sintético

530

Val

Val

Ala

245

Asp

Thr

Leu

Ser

GIn

230

Lys

Cys

Val

Ala

215

Phe

Pro

Gly

Leu

Ser

295

Secuencia Artificial

200

Thr

Tyr

Val

Phe

Tyr

280

Ala

Phe

Gly

Thr

Thr

265

Glu

Leu

Trp

Leu

GIn

250

Ser

Val

GIn

Ser

235

Val

Leu

Leu

Asn

220

Glu

Val

Ser

Leu

Met

300

205

Pro

Asn

Ser

Tyr

Gly

285

Ala

Arg

Asp

Ala

GIn

270

Lys

Met

Descripciodon de Secuencia Artificial: Polipéptido

Asn

Glu

Glu

255

GIn

Ala

Val

His

Trp

240

Ala

Gly

Thr
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Asp

Arg

Phe

Ser

Phe

65

GIn

Gly

Asn

Ser

GIn

145

Lys

Val

GIn

Leu

50

Leu

Pro

Ser

Pro

Lys

130

Thr

Thr

Ala

GIn

Ser

Trp

35

Ser

Asn

Gly

Asn

Asn

115

Ser

Asn

Val

Trp

Val

20

Tyr

Ser

Lys

Asp

Tyr

100

Ser

Val

Leu

Ser

Lys

Ile

Ser

Ser

85

Lys

GIn

Asp

Ser

Asp

165

Asn

GIn

Asn

Lys

Lys

Ala

70

Ala

Leu

Asn

Lys

GIn

150

Met

Lys

Asn

Cys

Tyr

Asp

55

Lys

Val

Thr

Pro

Ser

135

Ser

Arg

Ser

Ser

Asp

Pro

40

Lys

His

Phe

Asp

120

Val

Lys

Ser

Asp

Pro

Tyr

25

Ala

Asn

Leu

Phe

Gly

105

Pro

Cys

Asp

Met

Phe

Ser

10

Thr

Glu

Glu

Ser

Cys

90

Lys

Ala

Leu

Ser

Asp

170

Ala

Leu

Asn

Gly

Asp

Leu

75

Ala

Gly

Val

Phe

Asp

155

Phe

Cys

Ser

Ser

Pro

Gly

60

Ala

Thr

Tyr

Thr

140

Val

Lys

Ala

Val

Met

Thr

45

Arg

Thr

Leu

GIn

125

Asp

Tyr

Ser

Asn

GIn

Phe

30

Phe

Phe

Val

Asn

Leu

110

Leu

Phe

Ile

Asn

Ala

Glu

15

Asp

Leu

Thr

Pro

Ser

95

Thr

Arg

Asp

Thr

Ser

175

Phe

Gly

Tyr

Val

Ser

80

Gly

Val

Asp

Ser

Asp

160

Ala

Asn
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20

180 185 190
Asn Ser Ile lle Pro Glu Asp Thr Phe Phe Pro Ser Pro Glu Ser Ser
195 200 205
Cys Asp Val Lys Leu Val Glu Lys Ser Phe Glu Thr Asp Thr Asn Leu
210 215 220

Asn Phe GIn Asn Leu Ser Val lle Gly Phe Arg lle Leu Leu Leu Lys
225 230 235 240
Val Ala Gly Phe Asn Leu Leu Met Thr Leu Arg Leu Trp Ser Ser

245 250 255

SEQ ID NO: 531

<210> 531

<211> 289

<212> PRT

<213> Secuencia Artificial

<220>

<223> Descripcion de Secuencia Artificial: Polipéptido
Sintético

<400> 531

Asp Gly Gly lle Thr GIn Ser Pro Lys Tyr Leu Phe Arg Lys Glu Gly

1 5 10 15

GIn Asn Val Thr Leu Ser Cys Glu GIn Asn Leu Asn His Asp Ala Met
20 25 30

Tyr Trp Tyr Arg GIn Asp Pro Gly GIn Gly Leu Arg Leu lle Tyr Tyr
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20

Ser

Ser

65

Ala

Val

Glu

Ser

Ala

145

Gly

Glu

Arg

GIn

Arg

GIn

50

Val

GIn

Tyr

Asp

Glu

130

Thr

GIn

Val

Val

210

Ala

35

Ile

Ser

Lys

GIn

Leu

115

Ala

Gly

Glu

Pro

Ser

195

GIn

Lys

Val

Arg

Asn

Pro

100

Asn

Glu

Phe

Val

Ala

180

Ala

Phe

Pro

Asn

Glu

Pro

85

GIn

Lys

Ile

Phe

165

Leu

Thr

Tyr

Val

Asp

Lys

70

Thr

Val

Ser

Pro

150

Ser

Asn

Phe

Gly

Thr

Phe

55

Lys

Ala

Phe

Phe

135

Asp

Gly

Asp

Trp

Leu

215

GIn

40

GIn

Glu

Phe

Gly

Pro

120

Thr

Val

Ser

GIn

200

Ser

Lys

Ser

Tyr

Asp

105

Pro

GIn

Val

Ser

Arg

185

Asn

Glu

Val

Gly

Phe

Leu

90

Gly

Glu

Lys

Glu

Thr

170

Tyr

Pro

Asn

Ser

Asp

Pro

75

Cys

Thr

Val

Ala

Leu

155

Asp

Cys

Arg

Asp

Ala

Ile

60

Leu

Ala

Arg

Ala

Thr

140

Ser

Pro

Leu

Asn

Glu

220

Glu

45

Ala

Thr

Ser

Leu

Val

125

Leu

Trp

GIn

Ser

Ala

Glu

Val

Gly

Ser

110

Phe

Val

Trp

Pro

Ser

190

Phe

Thr

Trp

Gly

Thr

Gly

95

Glu

Cys

Val

Leu

175

Arg

Arg

GIn

Gly

Tyr

Ser

80

Arg

Leu

Pro

Leu

Asn

160

Lys

Leu

Cys

Asp

Arg
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15

20

25

225

230

235

240

Ala Asp Cys Gly Phe Thr Ser Vval Ser Tyr GIn GIn Gly Val Leu Ser

245

250

255

Ala Thr Ile Leu Tyr Glu lle Leu Leu Gly Lys Ala Thr Leu Tyr Ala

260

265

270

Val Leu Val Ser Ala Leu Val Leu Met Ala Met Val Lys Arg Lys Asp

275

Phe

SEQ ID NO:

532

<210> 532
<211> 1622
<212> ADN
<213>
<220>

<223>

Sintético

<400> 532
atggccatgc
agtcaacaga
gaaggaagaa
tggtacaaaa
gataaaaatg
ctgcacattg
agtggaggta
aatatccaga

tctgtctgcc

tcctggggge
agaatgatga
tttctattct
aataccctgc
aagatggaag
tgccctccca
gcaactataa
accctgaccc

tattcaccga

280

Secuencia Artificial

atcagtgctg
ccagcaagtt
gaactgtgac
tgaaggtcct
attcactgtc
gcctggagac
actgacattt
tgccgtgtac

ttttgattct

attctgtggc
aagcaaaatt
tatactaaca
acattcctga
ttcttaaaca
tctgcagtgt
ggaaaaggaa
cagctgagag

caaacaaatg

285

ttcagccaga
caccatccct
gcatgtttga
tatctataag
aaagtgccaa
acttctgtgc
ctctcttaac
actctaaatc

tgtcacaaag

Descripcion de Secuencia Artificial: Polinucleodtido

ctgggtaaac
gagcgtccag
ttatttccta
ttccattaag
gcacctctct
agcaacaaat
cgtgaatcca
cagtgacaag

taaggattct

60

120

180

240

300

360

420

480

540
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15

20

25

gatgtgtata
agtgctgtgg
attattccag
gagaaaagct
cgaatcctcc
agcggctccg
cccggtccca
accgtggatg
gtgaccctga
ccagggcaag
gatatagctg
acatcggccc
cagccccagc
ttcccacccg
gccacactgg
gtgaatggga
cccgcecectca

tggcagaacc

ga

SEQ ID NO:

tcacagacaa
cctggagcaa
aagacacctt
ttgaaacaga
tcctgaaagt
gagccacgaa
tgagcaacca
gtggaatcac
gttgtgaaca
ggctgagatt
aagggtacag
aaaagaaccc
attttggtga
aggtcgctgt
tgtgcctggce
aggaggtgca
atgactccag

CCcgcaacca

533

<210> 533

<211> 603

<212> PRT

aactgtgcta
caaatctgac
cttccccage
tacgaaccta
ggccgggttt
cttctctctg
ggtgctctgc
tcagtcccca
gaatttgaac
gatctactac
cgtctctcgg
gacagctttc
tgggactcga
gtttgagcca
cacaggcttc
cagtggggtc
atactgcctg

cttccgetgt

<213> Secuencia Artificial

gacatgaggt
tttgcatgtg
ccagaaagtt
aactttcaaa
aatctgctca
ttaaagcaag
tgtgtggtcc
aagtacctgt
cacgatgcca
tcacagatag
gagaagaagg
tatctctgtg
ctctccatcc
tcagaagcag
ttccctgacc
agcacggacc
agcagccgcc

caagtccagt

ctatggactt
caaacgcctt
cctgtgatgt
acctgtcagt
tgacgctgcg
caggagacgt
tttgtttcct
tcagaaagga
tgtactggta
taaatgactt
aatcctttcc
ccagtggggg
tagaggacct
agatctccca
acgtggagct
cgcagcccct
tgagggtctc

tctacgggcet

caagagcaac
caacaacagc
caagctggtc
gattgggttc
gctgtggtcc
ggaagaaaac
gggagcaaac
aggacagaat
ccgacaggac
tcagaaagga
tctcactgtg
acgggtctat
gaacaaggtg
cacccaaaag
gagctggtgg
caaggagcag
ggccaccttc

ctcggagaat

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1622
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15

20

<220>

<223> Descripcion de Secuencia Artificial: Polipéptido

Sintético

<400> 533

Met

1

Asp

Asn

Cys

Tyr

65

Asp

Lys

Val

Thr

Pro

Ala

Trp

Ser

Asp

50

Pro

Lys

His

Phe
130

Glu

Met

Val

Pro

35

Tyr

Ala

Asn

Leu

Phe

115

Gly

Pro

Leu

Asn

20

Ser

Thr

Glu

Glu

Ser

100

Cys

Lys

Ala

Leu

Ser

Leu

Asn

Gly

Asp

85

Leu

Ala

Gly

Val

Gly

GIn

Ser

Ser

Pro

70

Gly

Ala

Thr

Tyr

Ala

GIn

Val

Met

55

Thr

Arg

Thr

Leu
135

GIn

Ser

Lys

GIn

40

Phe

Phe

Phe

Val

Asn

120

Leu

Leu

Val

Asn

25

Glu

Asp

Leu

Thr

Pro

105

Ser

Thr

Lys

Leu

10

Asp

Gly

Tyr

Val

90

Ser

Gly

Val

Asp

Ile

Asp

Arg

Phe

Ser

75

Phe

GIn

Gly

Asn

Pro

Leu

GIn

Leu

Pro

Ser

Pro

140

Arg

Trp

GIn

Ser

45

Trp

Ser

Asn

Gly

Asn

125

Asn

Ser

Leu

Val

30

Tyr

Ser

Lys

Asp

110

Tyr

GIn

GIn

15

Lys

Leu

Lys

Ile

Ser

95

Ser

Lys

GIn

Asp

Pro

GIn

Asn

Lys

Lys

80

Ala

Ala

Leu

Asn

Ser
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15

20

145

Thr

Thr

Lys

Thr

Pro

225

Glu

Arg

Arg

GIn

Leu

305

Gly

Val

Leu

Met

Ala

Ser

210

Ser

Thr

Leu

Ala

290

Cys

Ile

Thr

Cys

Glu

Met

195

Phe

Ser

Asp

Leu

Trp

275

Gly

Cys

Thr

Leu

Leu

Ser

180

Asp

Thr

Asp

Met

Leu

260

Ser

Asp

Val

GIn

Ser

Phe

165

Gly

Ser

Cys

Val

Asn

245

Leu

Ser

Val

Val

Ser

325

Cys

150

Thr

Thr

Lys

GIn

Pro

230

Leu

Lys

Gly

Glu

Leu

310

Pro

Glu

Asp

Phe

Ser

Asp

215

Cys

Asn

Val

Ser

Glu

295

Cys

Lys

GIn

Phe

Ile

Asn

200

Ile

Asp

Phe

Ala

Gly

280

Asn

Phe

Tyr

Asn

Asp

Thr

185

Gly

Phe

Ala

GIn

Gly

265

Ala

Pro

Leu

Leu

Leu

Ser

170

Asp

Ala

Lys

Thr

Asn

250

Phe

Thr

Gly

Gly

Phe

330

Asn

155

GIn

Lys

Ile

Glu

Leu

235

Leu

Asn

Asn

Pro

Ala

315

Arg

Ile

Thr

Ala

Thr

220

Thr

Ser

Leu

Phe

Met

300

Asn

Lys

Asp

Asn

Val

Trp

205

Asn

Glu

Val

Leu

Ser

285

Ser

Thr

Glu

Ala

Val

Leu

190

Ser

Ala

Lys

Met

Met

270

Leu

Asn

Val

Gly

Met

Pro
175

Asp

Asn

Thr

Ser

Gly

255

Thr

Leu

GIn

Asp

GIn

335

Tyr

160

Lys

Met

GIn

Tyr

Phe

240

Leu

Leu

Lys

Val

Gly

320

Asn

Trp
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Tyr

Ser

385

Lys

GIn

Leu

Ala

Gly

465

Glu

Asn

Trp

Leu

Arg

Val

370

Arg

Asn

Pro

Arg

Glu

450

Phe

Val

Ser

GIn

355

Asn

Glu

Pro

GIn

Asn

435

Phe

Ser

Asn

515

Glu

340

Asp

Asp

Lys

Thr

420

Val

Ala

Pro

Ser

Tyr

500

Pro

Glu

Pro

Phe

Lys

Ala

405

Phe

Thr

Asn

Asp

Gly

485

Cys

Arg

Asp

Gly

GIn

Glu

390

Phe

Gly

Pro

470

Val

Leu

Asn

Lys

GIn

Lys

375

Ser

Tyr

Asp

Pro

GIn

455

Val

Ser

Ser

Trp

Gly

360

Gly

Phe

Leu

Gly

440

Lys

Glu

Thr

Ser

Phe

520

Pro

345

Leu

Asp

Pro

Cys

Thr

425

Val

Ala

Leu

Asp

Arg

505

Arg

Glu

Arg

Leu

Ala

410

Arg

Ser

Thr

Ser

Pro

490

Leu

Cys

Gly

Leu

Ala

Thr

395

Ser

Leu

Leu

Leu

Trp

475

GIn

Arg

GIn

Ser

Ile

Glu

380

Val

Gly

Ser

Phe

Val

460

Trp

Ala

Val

Val

Pro

Tyr

365

Gly

Thr

Gly

Glu
445

Cys

Val

Tyr

Ser

GIn

525

Lys

350

Tyr

Tyr

Ser

Arg

Leu

430

Pro

Leu

Asn

Lys

Ala

510

Phe

Pro

Ser

Ser

Ala

Val

415

Glu

Ser

Ala

Gly

Glu

495

Thr

His

Val

GIn

Val

GIn

400

Tyr

Asp

Lys

Arg

Lys

480

Ser

Phe

Gly

Thr
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530 535 540
GIn Asn lle Ser Ala Glu Ala Trp Gly Arg Ala Asp Cys Gly lle Thr
545 550 555 560
Ser Ala Ser Tyr GIn GIn Gly Val Leu Ser Ala Thr Ile Leu Tyr Glu
565 570 575
Ile Leu Leu Gly Lys Ala Thr Leu Tyr Ala Val Leu Val Ser Thr Leu
580 585 590
Val val Met Ala Met Val Lys Arg Lys Asn Ser
595 600

SEQ ID NO: 534

<210> 534

<211> 277

<212> PRT

<213> Secuencia Artificial

<220>

<223> Descripcion de Secuencia Artificial: Polipéptido
Sintético

<400> 534

Met Ala Met Leu Leu Gly Ala Ser Val Leu lle Leu Trp Leu GIn Pro
1 5 10 15
Asp Trp Val Asn Ser GIn GIn Lys Asn Asp Asp GIn GIn Val Lys GIn

20 25 30
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Asn

Cys

Tyr

65

Asp

Lys

Val

Thr

Pro

145

Thr

Thr

Lys

Thr

Ser

Asp

50

Pro

Lys

His

Tyr

Phe

130

Glu

Leu

Met

Ala

Ser

210

Pro

35

Tyr

Ala

Asn

Leu

Phe

115

Gly

Pro

Cys

Glu

Met

195

Phe

Ser

Thr

Glu

Glu

Ser

100

Cys

Lys

Ala

Leu

Ser

180

Asp

Thr

Leu

Asn

Gly

Asp

85

Leu

Ala

Gly

Val

Phe

165

Gly

Ser

Cys

Ser

Ser

Pro

70

Gly

Ala

Thr

Tyr

150

Thr

Thr

Lys

GIn

Val

Met

55

Thr

Arg

Ile

Thr

Leu

135

GIn

Asp

Phe

Ser

Asp

215

GIn

40

Phe

Phe

Phe

Val

Asn

120

Leu

Leu

Phe

Asn

200

Glu

Asp

Leu

Thr

Pro

105

Ser

Thr

Lys

Asp

Thr

185

Gly

Phe

Gly

Tyr

Val

90

Ser

Gly

Val

Asp

Ser

170

Asp

Ala

Lys

Arg

Phe

Ser

75

Phe

GIn

Gly

Asn

Pro

155

GIn

Lys

Glu

Ile

Leu

60

Ile

Leu

Pro

Ser

Pro

140

Arg

Ile

Thr

Ala

Thr

220

Ser

45

Trp

Ser

Asn

Gly

Asn

125

Asn

Ser

Asn

Val

Trp

205

Asn

Tyr

Ser

Lys

Asp

110

Tyr

GIn

Val

Leu

190

Ser

Ala

Leu

Lys

Ile

Ser

95

Ser

Lys

GIn

Asp

Pro

175

Asp

Asn

Thr

Asn

Lys

Lys

80

Ala

Ala

Leu

Asn

Ser

160

Lys

Met

GIn

Tyr
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Pro Ser Ser Asp Val Pro Cys Asp Ala Thr Leu Thr Glu Lys Ser Phe
225 230 235 240
Glu Thr Asp Met Asn Leu Asn Phe GIn Asn Leu Ser Val Met Gly Leu
245 250 255
Arg lle Leu Leu Leu Lys Val Ala Gly Phe Asn Leu Leu Met Thr Leu
260 265 270
Arg Leu Trp Ser Ser
275

SEQ ID NO: 535

<210> 535

<211> 304

<212> PRT

<213> Secuencia Artificial

<220>

<223> Descripcion de Secuencia Artificial: Polipéptido
Sintético

<400> 535

Met Ser Asn GIn Val Leu Cys Cys Val Val Leu Cys Phe Leu Gly Ala

1 5 10 15

Asn Thr Val Asp Gly Gly 1lle Thr GIn Ser Pro Lys Tyr Leu Phe Arg
20 25 30

Lys Glu Gly GIn Asn Val Thr Leu Ser Cys Glu GIn Asn Leu Asn His

35 40 45
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Asp

65

Glu

Val

Gly

Ser

Phe

145

Val

Trp

Ala

Val

Val

225

Ala

50

Tyr

Gly

Thr

Gly

130

Glu

Cys

Val

Tyr

Ser

210

GIn

Met

Tyr

Tyr

Ser

Arg

115

Leu

Pro

Leu

Asn

Lys

195

Ala

Phe

Tyr

Ser

Ser

Ala

100

Val

Glu

Ser

Ala

Gly

180

Glu

Thr

Trp

GIn

Val

85

GIn

Asp

Lys

Arg

165

Lys

Ser

Phe

Gly

Tyr

70

Ser

Lys

GIn

Leu

Ala

150

Gly

Glu

Asn

Trp

Leu

230

Arg

55

Val

Arg

Asn

Pro

Arg

135

Glu

Phe

Val

Tyr

215

Ser

GIn

Asn

Glu

Pro

GIn

120

Asn

Phe

Ser

200

Asn

Glu

Asp

Asp

Lys

Thr

105

Val

Ala

Pro

Ser

185

Tyr

Pro

Glu

Pro

Phe

Lys

90

Ala

Phe

Thr

Asn

Asp

170

Gly

Cys

Arg

Asp

Gly

GIn

75

Glu

Phe

Gly

Pro

Lys

155

Val

Leu

Asn

Lys

235

GIn

60

Lys

Ser

Tyr

Asp

Pro

140

GIn

Val

Ser

Ser

220

Trp

Gly

Gly

Phe

Leu

Gly

125

Lys

Lys

Glu

Thr

Ser

205

Phe

Pro

Leu

Asp

Pro

Cys

110

Thr

Val

Ala

Leu

Asp

190

Arg

Arg

Glu

Arg

Leu

95

Ala

Arg

Ser

Thr

Ser

175

Pro

Leu

Cys

Gly

Leu

Ala

80

Thr

Ser

Leu

Leu

Leu

160

Trp

GIn

Arg

GIn

Ser

240
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Pro Lys Pro Val Thr GIn Asn
245
Asp Cys Gly l1le Thr Ser Ala
260
Thr Ile Leu Tyr Glu lle Leu
275
Leu Val Ser Thr Leu Val Val
290 295

SEQ ID NO: 536

<210> 536

<211> 251

<212> PRT

<213> Secuencia Artificial

<220>

Ile Ser Ala Glu Ala Trp Gly Arg Ala

250 255

Ser Tyr GIn GIn Gly Val Leu Ser Ala

270

Leu Gly Lys Ala Thr Leu Tyr Ala Vval

285

Met Ala Met Val Lys Arg Lys Asn Ser

300

<223> Descripcion de Secuencia Artificial: Polipéptido

Sintético

<400> 536

Asp GIn GIn Val Lys GIn Asn Ser Pro Ser Leu Ser Val GIn Glu Gly

1 5

10 15

Arg lle Ser lle Leu Asn Cys Asp Tyr Thr Asn Ser Met Phe Asp Tyr

20

30

Phe Leu Trp Tyr Lys Lys Tyr Pro Ala Glu Gly Pro Thr Phe Leu lle

35

45
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Ser

Phe

65

GIn

Gly

Asn

Pro

GIn

145

Lys

Glu

Leu

Leu

225

50

Leu

Pro

Ser

Pro

Arg

130

Thr

Ala

Thr

Thr

210

Ser

Ser

Asn

Gly

Asn

Asn

115

Ser

Asn

Val

Trp

Asn

195

Glu

Val

Ser

Lys

Asp

Tyr

100

Ile

GlIn

Val

Leu

Ser

180

Ala

Lys

Met

Ser

Ser

85

Lys

GIn

Asp

Pro

Asp

165

Asn

Thr

Ser

Gly

Lys

Ala

70

Ala

Leu

Asn

Ser

Lys

150

Met

GIn

Tyr

Phe

Leu

230

Asp

55

Lys

Val

Thr

Pro

Thr
135

Thr

Lys

Thr

Pro

Glu

215

Arg

Lys

His

Phe

Glu

120

Leu

Met

Ala

Ser

Ser

200

Thr

Ile

Asn

Leu

Phe

Gly

105

Pro

Cys

Glu

Met

Phe

185

Ser

Asp

Leu

Glu

Ser

Cys

90

Lys

Ala

Leu

Ser

Asp

170

Thr

Asp

Met

Leu

Asp

Leu

75

Ala

Gly

Val

Phe

Gly

155

Ser

Cys

Val

Asn

Leu

235

Gly

60

Ala

Thr

Tyr

Thr

140

Thr

Lys

GIn

Pro

Leu

220

Lys

Arg

Thr

Leu

GIn

125

Asp

Phe

Ser

Asp

Cys

205

Asn

Val

Phe

Val

Asn

Leu

110

Leu

Phe

Asn

190

Asp

Phe

Ala

Thr

Pro

Ser

95

Thr

Lys

Asp

Thr

Gly

175

Phe

Ala

GIn

Gly

Val

Ser

80

Gly

Val

Asp

Ser

Asp

160

Ala

Lys

Thr

Asn

Phe

240
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Asn Leu Leu Met Thr Leu Arg Leu Trp Ser Ser

245

SEQ ID NO: 537

<210> 537

<211> 285

<212> PRT

<213> Secuencia Artificial

<220>

250

<223> Descripcion de Secuencia Artificial: Polipéptido

Sintético

<400> 537

Asp Gly Gly l1le Thr
1 5
GIn Asn Val Thr Leu
20
Tyr Trp Tyr Arg GIn
35
Ser GIn lle Val Asn
50

Ser Val Ser Arg Glu
65

Ala GIn Lys Asn Pro

85

GIn

Ser

Asp

Asp

Lys

70

Thr

Ser

Cys

Pro

Phe

55

Lys

Ala

Pro

Glu

Gly

40

GIn

Glu

Phe

GIn

25

GIn

Lys

Ser

Tyr

Tyr

10

Asn

Gly

Gly

Phe

Leu

90

Leu

Leu

Leu

Asp

Pro

75

Phe

Asn

Arg

Ile

60

Leu

Ala

Arg

His

Leu

45

Ala

Thr

Ser

Lys

Asp

30

Ile

Glu

Val

Gly

Glu

15

Ala

Tyr

Gly

Thr

Gly

95

Gly

Met

Tyr

Tyr

Ser

80

Arg
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Val

Glu

Ser

Ala

145

Gly

Glu

Thr

Tyr

Thr

Tyr

Asp

Lys

130

Arg

Lys

Ser

Phe

Gly

210

Thr

Thr

Glu

Leu

GIn

Leu

115

Ala

Gly

Glu

Asn

Trp

195

Leu

GIn

Ser

Val

275

Pro

100

Arg

Glu

Phe

Val

Tyr

180

Ser

Asn

Ala

Leu

260

Val

GIn

Asn

Phe

165

Ser

Asn

Glu

Ser

245

Leu

Met

His

Val

Ala

Pro

150

Ser

Tyr

Pro

Glu

Ser

230

Tyr

Gly

Ala

Phe

Thr

Asn

135

Asp

Gly

Cys

Arg

Asp

215

Ala

GIn

Lys

Met

Gly

Pro

120

Lys

Val

Leu

Asn

200

Lys

Glu

GIn

Ala

Val

280

Asp

105

Pro

GIn

Val

Ser

Trp

Ala

Gly

Thr

265

Lys

Gly

Lys

Lys

Glu

Thr

170

Ser

Phe

Pro

Trp

Val

250

Leu

Arg

Thr

Val

Ala

Leu

155

Asp

Arg

Arg

Glu

Gly

235

Leu

Tyr

Lys

Arg

Ser

Thr

140

Ser

Pro

Leu

Cys

Gly

220

Arg

Ser

Ala

Asn

Leu

Leu

125

Leu

Trp

GIn

Arg

GIn

205

Ser

Ala

Ala

Val

Ser

285

Ser

110

Phe

Val

Trp

Ala

Val

190

Val

Pro

Asp

Thr

Leu

270

Glu

Cys

Val

Tyr

175

Ser

GIn

Lys

Cys

255

Val

Leu

Pro

Leu

Asn

160

Lys

Ala

Phe

Pro

Gly

240

Leu

Ser
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SEQ 1D NO: 538

<210>

<211>

<212>

<213>

<220>

<223>

<400>

538

605

PRT

Secuencia Artificial

Descripciodon de Secuencia Artificial: Polipéptido

Sintético

538

Met Glu Thr

Ala Arg Val

Ile GIn Glu

35

Ile Asn Asn

50

His Leu lle

Leu Arg Val

Thr Ala Ser

Leu

Asn

20

Gly

Leu

Leu

Thr

Arg

Leu

Ser

Glu

GIn

Ile

Leu

85

Ala

Gly

GIn

Asn

Trp

Arg

70

Asp

Ala

Val

GIn

Ala

Tyr

55

Ser

Thr

Asp

Ser

Gly

Thr

40

Arg

Asn

Ser

Thr

Leu

Glu

25

Met

GIn

Glu

Lys

Ala

Val

10

Glu

Asn

Asn

Arg

Lys

90

Ser

Asp

Cys

Ser

Glu

75

Ser

Tyr

Leu

Pro

Ser

Gly

60

Lys

Ser

Phe

Trp

GIn

Tyr

45

Arg

Ser

Cys

Leu

Ala

30

Lys

Gly

Ser

Leu

Ala

GIn
15

Leu

Thr

Leu

Gly

Leu

95

Thr

Leu

Ser

Ser

Val

Arg

80

Ile

Gly
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Arg

Leu

Arg

145

Asp

Thr

Ser

Phe

Ser

225

Asn

Leu

Ser

Val

Met

Val

130

Asp

Ser

Asp

Ala

Asn

210

Ser

Leu

Lys

Gly

Glu

Asp

115

Arg

Ser

GIn

Lys

Val

195

Asn

Cys

Asn

Val

Ser

275

Glu

100

Ser

Pro

Thr

Thr

180

Ala

Ser

Asp

Phe

Ala

260

Gly

Asn

Ser

Asp

Ser

Asn

165

Val

Trp

Ile

Val

GIn

245

Gly

Ala

Pro

Tyr

Ser

150

Val

Leu

Ser

Lys

230

Asn

Phe

Thr

Gly

Lys

GIn

135

Asp

Ser

Asp

Asn

Pro

215

Leu

Leu

Asn

Asn

Pro

Leu

120

Asn

GIn

Met

200

Glu

Val

Ser

Leu

Phe

280

Met

105

Ile

Pro

Ser

Ser

Arg

185

Ser

Asp

Glu

Val

Leu

265

Ser

Asp

Phe

Asp

Val

Lys

170

Ser

Asp

Thr

Lys

250

Met

Leu

Ser

Gly

Pro

Cys

155

Asp

Met

Phe

Phe

Ser

235

Gly

Thr

Leu

Trp

Ser

Ala

140

Leu

Ser

Asp

Ala

Phe

220

Phe

Phe

Leu

Lys

Thr

Gly

125

Val

Phe

Asp

Phe

205

Pro

Glu

Arg

Arg

GIn

285

Phe

110

Thr

Tyr

Thr

Val

Lys

190

Ala

Ser

Thr

Leu
270

Ala

Cys

Arg

GIn

Asp

Tyr

175

Ser

Asn

Pro

Asp

Leu

255

Trp

Gly

Cys

Leu

Leu

Phe

160

Asn

Ala

Glu

Thr

240

Leu

Ser

Asp

Val
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Ser

305

Ser

Cys

Met

Asn
385

Ser

Lys

Ile

290

Leu

Pro

Lys

Met

Asp

370

Ala

Ala

Tyr

Val

Ser

450

Pro

Ser

Cys

Arg

Pro

Arg

355

Asp

Ser

Val

Phe

Asp

Gly

Ile

340

Gly

Ser

Phe

Tyr

Gly

420

Pro

Thr

Val

Leu

Glu

325

Ser

Leu

Gly

Ser

Phe

405

Glu

Pro

GIn

Val

Ser

Val

310

Val

Gly

Glu

Met

Thr

390

Cys

Gly

Glu

Lys

Glu

470

Thr

295

Ala

Thr

His

Leu

Pro

375

Leu

Ala

Ser

Val

Ala

455

Leu

Asp

Lys

Glu

Asn

Leu

360

Glu

Ser

Trp

Ala

440

Thr

Ser

Pro

Met

Ser

345

Ser

Leu

425

Val

Leu

Trp

GIn

Thr

Gly

330

Leu

Tyr

Arg

GIn

Glu

410

Thr

Phe

Val

Trp

Pro

Asp

315

GIn

Phe

Phe

Phe

Pro

395

GIn

Val

Glu

Cys

Val

475

Leu

300

Ala

Glu

Trp

Asn

Ser

380

Ser

Leu

Val

Pro

Leu

460

Asn

Gly

Val

Tyr

Asn

365

Ala

Glu

Ser

Glu

Ser

445

Ala

Gly

Glu

Val

Thr

Arg

350

Asn

Lys

Pro

Gly

Asp

430

Glu

Thr

Lys

GIn

Ile

Leu

335

GIn

Val

Met

Arg

Asn

415

Leu

Ala

Gly

Glu

Pro

GIn

320

Arg

Thr

Pro

Pro

Asp

400

Thr

Asn

Glu

Phe

Val

480

Ala
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Leu Asn

Thr Phe

Tyr Gly

530
Val Thr
545

Phe Thr

Tyr Glu

Ala Leu

Asp

Trp

515

Leu

GIn

Ser

Val

595

Ser

500

GIn

Ser

Val

Leu

580

Leu

SEQ 1D NO: 539

<210> 539

<211> 273

<212> PRT

485

Arg

Asn

Glu

Val

Ser

565

Leu

Met

Tyr

Pro

Asn

Ser

550

Tyr

Gly

Ala

Cys

Arg

Asp

535

Ala

GIn

Lys

Met

<213> Secuencia Artificial

<220>

Leu

Asn

520

Glu

Glu

GIn

Ala

Val

600

Ser

505

Trp

Ala

Gly

Thr

585

Lys

490

Ser

Phe

Thr

Trp

Val

570

Leu

Arg

Arg

Arg

GIn

Gly

555

Leu

Tyr

Lys

Leu

Cys

Asp

540

Arg

Ser

Ala

Asp

Arg

GlIn

525

Arg

Ala

Ala

Val

Phe

605

Val

510

Val

Ala

Asp

Thr

Leu

590

<223> Descripcion de Secuencia Artificial: Polipéptido

495

Ser

GIn

Lys

Cys

575

Val

Ala

Phe

Pro

Gly

560

Leu

Ser
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Sintético

<400> 539

Met
1

Ala

65

Leu

Thr

Arg

Leu

Arg

145

Asp

Glu

Arg

GIn

Asn

50

Leu

Arg

Ala

Met

Val

130

Asp

Ser

Thr

Val

Glu

35

Asn

Val

Ser

Asp

115

Arg

Ser

GIn

Leu

Asn

20

Gly

Leu

Leu

Thr

Arg

100

Ser

Pro

Lys

Thr

Leu

Ser

Glu

GIn

Ile

Leu

85

Ala

Ser

Asp

Ser

Asn

Gly

GIn

Asn

Trp

Arg

70

Asp

Ala

Tyr

Ile

Ser

150

Val

Val

GIn

Ala

Tyr

55

Ser

Thr

Asp

Lys

GIn

135

Asp

Ser

Ser

Gly

Thr

40

Arg

Asn

Ser

Thr

Leu

120

Asn

Lys

GIn

Leu

Glu

25

Met

GIn

Glu

Lys

Ala

105

Pro

Ser

Ser

Val

10

Glu

Asn

Asn

Arg

Lys

90

Ser

Phe

Asp

Val

Lys

Ile

Asp

Cys

Ser

Glu

75

Ser

Tyr

Gly

Pro

Cys

155

Asp

Leu

Pro

Ser

Gly

60

Lys

Ser

Phe

Ser

Ala

140

Leu

Ser

Trp

GIn

Tyr

45

Arg

Ser

Cys

Gly

125

Val

Phe

Asp

Leu

Ala

30

Lys

Gly

Ser

Leu

Ala

110

Thr

Tyr

Thr

Val

GIn

15

Leu

Thr

Leu

Gly

Leu

95

Thr

Arg

GIn

Asp

Leu

Ser

Ser

Val

Arg

80

Gly

Leu

Leu

Phe

160
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Thr Asp

Ser Ala

Phe Asn

210

Ser Ser

225

Asn Leu

Leu Lys

Ser

Lys

Val

195

Asn

Asn

Val

Thr

180

Ala

Ser

Asp

Phe

Ala

260

SEQ ID NO: 540

<210> 540

<211> 310

<212> PRT

165

Val

Trp

Ile

Val

GIn

245

Gly

Leu

Ser

Lys
230

Asn

Phe

Asp

Asn

Pro

215

Leu

Leu

Asn

<213> Secuencia Artificial

<220>

Met

Lys

200

Glu

Val

Ser

Leu

Arg

185

Ser

Asp

Glu

Val

Leu

265

170

Ser

Asp

Thr

Lys

Ile

250

Met

Met

Phe

Phe

Ser

235

Gly

Thr

Asp

Ala

Phe

220

Phe

Phe

Leu

Phe

Cys

205

Pro

Glu

Arg

Arg

Lys

190

Ala

Ser

Thr

Leu

270

<223> Descripcion de Secuencia Artificial: Polipéptido

Sintético

<400> 540

175

Ser

Asn

Pro

Asp

Leu

255

Trp

Asn

Ala

Glu

Thr

240

Leu

Ser

Met Asp Ser Trp Thr Phe Cys Cys Val Ser Leu Cys lle Leu Val Ala
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Lys

Glu

Asn

Leu

65

Glu

Lys

Ser

Trp

Ala

145

Thr

Ser

Pro

His

Met

Ser

50

Ile

Asp

Ile

Ser

Leu

130

Val

Leu

Trp

GIn

Thr

Gly

35

Leu

Tyr

Arg

GIn

Glu

115

Thr

Phe

Val

Trp

Pro

Asp

20

GIn

Phe

Phe

Phe

Pro

100

GIn

Val

Glu

Val
180

Leu

Ala

Glu

Trp

Asn

Ser

85

Ser

Leu

Val

Pro

Leu

165

Asn

Lys

Gly

Val

Tyr

Asn

70

Ala

Glu

Ser

Glu

Ser

150

Ala

Gly

Glu

Val

Thr

Arg

55

Asn

Lys

Pro

Gly

Asp

135

Glu

Thr

Lys

GIn

Ile

Leu

40

GIn

Val

Met

Arg

Asn

120

Leu

Ala

Gly

Glu

Pro

GIn

25

Arg

Thr

Pro

Pro

Asp

105

Thr

Asn

Glu

Phe

Val

185

Ala

10

Ser

Cys

Met

Asn
90

Ser

Leu

Pro

Lys

Met

Asp

75

Ala

Ala

Tyr

Val

Ser

155

Pro

Ser

Asn

Arg

Pro

Arg

60

Asp

Ser

Val

Phe

Phe

140

His

Asp

Gly

Asp

45

Gly

Ser

Phe

Tyr

Gly

125

Pro

Thr

Val

Ser

Glu

30

Ser

Leu

Gly

Ser

Phe

110

Glu

Pro

GIn

Val

Ser

190

Arg

15

Val

Gly

Glu

Met

Thr

95

Cys

Gly

Glu

Lys

Glu

175

Thr

Thr

His

Leu

Pro

80

Leu

Ala

Ser

Val

Ala

160

Leu

Asp

Cys
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Leu

Asn

225

Glu

Glu

GIn

Ala

Val

305

Ser

210

Trp

Ala

Gly

Thr

290

Lys

195

Ser

Phe

Thr

Trp

Val

275

Leu

Arg

Arg

Arg

GIn

Gly

260

Leu

Tyr

Lys

SEQ 1D NO: 541

<210>

<211>

<212>

<213>

<220>

<223>

541

252

PRT

Sintético

Leu

Cys

Asp

245

Arg

Ser

Ala

Asp

Arg

GIn

230

Arg

Ala

Ala

Val

Phe

310

Val

215

Val

Ala

Asp

Thr

Leu

295

Secuencia Artificial

200

Ser

GIn

Lys

Cys

280

Val

Ala

Phe

Pro

Gly

265

Leu

Ser

Thr

Tyr

Val

250

Phe

Tyr

Ala

Phe

Gly

235

Thr

Thr

Glu

Leu

Descripcion de Secuencia Artificial:

Trp

220

Leu

GIn

Ser

Ile

Val

300

205

GIn

Ser

Val

Leu

285

Leu

Asn

Glu

Val

Ser

270

Leu

Met

Polipéptido

Pro

Asn

Ser

255

Tyr

Gly

Ala

Arg

Asp

240

Ala

GIn

Lys

Met
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<400> 541

GIn GIn Gly

1

Asn

Trp

Arg

Asp

65

Ala

Tyr

Ser

Val

145

Leu

Ser

Ala

Tyr

Ser

50

Thr

Asp

Lys

GIn

Asp

130

Ser

Asp

Asn

Thr

Arg

35

Asn

Ser

Thr

Leu

Asn

115

Lys

GIn

Met

Lys

Glu

Met

20

GIn

Glu

Lys

Ala

100

Pro

Ser

Ser

Arg

Ser

Glu

Asn

Asn

Arg

Lys

Ser

85

Phe

Asp

Val

Lys

Ser

165

Asp

Asp

Cys

Ser

Glu

Ser

70

Gly

Pro

Cys

Asp

150

Met

Phe

Pro

Ser

Gly

Lys

55

Ser

Phe

Ser

Ala

Leu

135

Ser

Asp

Ala

GIn

Tyr

Arg

40

His

Ser

Cys

Gly

Val

120

Phe

Asp

Phe

Cys

Ala

Lys

25

Gly

Ser

Leu

Ala

Thr

105

Tyr

Thr

Val

Lys

Ala

Leu

10

Thr

Leu

Gly

Leu

Thr

90

Arg

GIn

Asp

Tyr

Ser

170

Asn

Ser

Ser

Val

Arg

75

Gly

Leu

Leu

Phe

Ile

155

Asn

Ala

Ile

Ile

His

Leu

60

Thr

Arg

Leu

Arg

Asp

140

Thr

Ser

Phe

GIn

Asn

Leu

45

Arg

Ala

Met

Val

Asp

125

Ser

Asp

Ala

Asn

Glu

Asn

30

Val

Ser

Asp

Arg

110

Ser

GIn

Lys

Val

Asn

Gly

15

Leu

Leu

Thr

Arg

Ser

95

Pro

Lys

Thr

Thr

Ala

175

Ser

Glu

GIn

Leu

Ala

80

Ser

Asp

Ser

Asn

Val

160

Trp
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180 185 190

Ile Pro Glu Asp Thr Phe Phe Pro Ser Pro Glu Ser Ser Cys Asp Val

195 200 205

Lys Leu Val Glu Lys Ser Phe Glu Thr Asp Thr Asn Leu Asn Phe GIn

210 215 220

Asn Leu Ser Val lle Gly Phe Arg lle Leu Leu Leu Lys Val Ala Gly

225

230 235

Phe Asn Leu Leu Met Thr Leu Arg Leu Trp Ser Ser

245 250

SEQ 1D NO: 542

<210>

<211>

<212>

<213>

<220>

<223>

<400>

Gly Vval

1

542
289
PRT

Secuencia Artificial

Descripcion de Secuencia Artificial: Polipéptido

Sintético

542

5 10

240

Ile GIn Ser Pro Arg His Glu Val Thr Glu Met Gly GIn Glu

Val Thr Leu Arg Cys Lys Pro lle Ser Gly His Asn Ser Leu Phe Trp

20 25 30

Tyr Arg GIn Thr Met Met Arg Gly Leu Glu Leu Leu Ile Tyr Phe Asn
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Asn

Ala

65

Glu

Ser

Glu

Ser

Ala

145

Gly

Glu

Arg

GIn

Arg

Asn

50

Lys

Pro

Gly

Asp

Glu

130

Thr

GIn

Val

Val

210

Ala

35

Val

Met

Arg

Asn

Leu

115

Ala

Gly

Glu

Pro

Ser

195

GIn

Lys

Pro

Pro

Asp

Thr

100

Asn

Glu

Phe

Val

Ala

180

Ala

Phe

Pro

Ile

Asn

Ser

85

Ile

Lys

Ile

Phe

165

Leu

Thr

Tyr

Val

Asp

Ala

70

Ala

Tyr

Val

Ser

Pro

150

Ser

Asn

Phe

Gly

Thr

Asp

55

Ser

Val

Phe

Phe

135

Asp

Gly

Asp

Trp

Leu

215

GIn

40

Ser

Phe

Tyr

Gly

Pro

120

Thr

Val

Ser

GIn

200

Ser

Gly

Ser

Phe

Glu

105

Pro

GIn

Val

Ser

Arg

185

Asn

Glu

Val

Met

Thr

Cys

90

Gly

Glu

Lys

Glu

Thr

170

Tyr

Pro

Asn

Ser

Pro

Leu

75

Ala

Ser

Val

Ala

Leu

155

Asp

Cys

Arg

Asp

Ala

Glu

60

Lys

Ser

Trp

Ala

Thr

140

Ser

Pro

Leu

Asn

Glu

220

Glu

45

Asp

Ser

Leu

Val

125

Leu

Trp

GIn

Ser

Ala

Arg

GIn

Glu

Thr

110

Phe

Val

Trp

Pro

Ser

190

Phe

Thr

Trp

Phe

Pro

GIn

95

Val

Glu

Cys

Val

Leu

175

Arg

Arg

GIn

Gly

Ser

Ser

80

Leu

Val

Pro

Leu

Asn

160

Lys

Leu

Cys

Asp

Arg
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225 230 235 240
Ala Asp Cys Gly Phe Thr Ser Vval Ser Tyr GIn GIn Gly Val Leu Ser
245 250 255
Ala Thr Ile Leu Tyr Glu lle Leu Leu Gly Lys Ala Thr Leu Tyr Ala
260 265 270
Val Leu Val Ser Ala Leu Val Leu Met Ala Met Val Lys Arg Lys Asp
275 280 285
Phe

SEQ ID NO: 543

<210> 543

<211> 593

<212> PRT

<213> Secuencia Artificial

<220>

<223> Descripcion de Secuencia Artificial: Polipéptido

Sintético

<400> 543

Met His Ser Leu His Val Ser Leu Val Phe Leu Trp Leu GIn Leu Gly

1 5 10 15

Gly Val Ser Ser GIn Glu Lys Val GIn GIn Ser Pro Glu Ser Leu Thr
20 25 30

Val Pro Glu Gly Ala Met Ala Ser Leu Asn Cys Thr Ile Ser Asp Ser

35 40 45

Ala Ser GIn Ser 1lle Trp Trp Tyr GIn GIn Asn Pro Gly Lys Gly Pro
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Lys

65

Leu

Arg

Leu

Val

Asp

145

Ser

Asp

Ala

Lys

Thr

225

Asn

50

Ala

Thr

Asp

Ala

Met

130

Pro

GIn

Lys

Glu
210

Leu

Leu

Leu

Val

Ser

Gly

115

Pro

Arg

Thr

Ala

195

Thr

Thr

Ser

Ile

100

Ser

Asp

Ser

Asn

Val

180

Trp

Asn

Glu

Val

Ser

Leu

85

Pro

Trp

GIn

Val

165

Leu

Ser

Ala

Lys

Met

Ile

70

Asn

Ser

GIn

GIn

Asp

150

Pro

Asp

Asn

Thr

Ser

230

Gly

55

Phe

Arg

Asp

Leu

Asn

135

Ser

Lys

Met

GIn

Tyr

215

Phe

Leu

Ser

Ala

Ser

Ile

120

Pro

Thr

Thr

Lys

Thr

200

Pro

Glu

Arg

Asn

Ser

Ala

105

Phe

Glu

Leu

Met

Ala

185

Ser

Ser

Thr

Ile

Gly

Leu

90

Val

Gly

Pro

Cys

Glu

170

Met

Phe

Ser

Asp

Leu

Asn

75

Tyr

Ser

Ala

Leu

155

Ser

Asp

Thr

Asp

Met

235

Leu

60

Lys

Val

Leu

Gly

Val

140

Phe

Gly

Ser

Cys

Val

220

Asn

Leu

Lys

Ser

Cys

Thr

125

Tyr

Thr

Thr

Lys

GIn

205

Pro

Leu

Lys

Glu

Leu

Ala

110

GIn

GIn

Asp

Phe

Ser

190

Asp

Cys

Asn

Val

Gly

His

95

Ala

Leu

Leu

Phe

Ile

175

Asn

Ile

Asp

Phe

Ala

Arg

80

Ser

Thr

Lys

Asp

160

Thr

Gly

Phe

Ala

GIn

240

Gly
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Phe

Ser

Gly

Pro

305

Thr

Ala

Phe

Arg

Thr

385

GIn

Leu

Leu

Asn

Leu

Ser

290

Val

Gly

Met

Ser

Phe

370

Ala

Gly

Leu

Phe

Leu

Leu

275

Asp

Ser

Tyr

Tyr

355

GIn

Leu

Gly

Val

Glu

Leu

260

Lys

Phe

Pro

Glu

Trp

340

Ser

Pro

Lys

Thr

420

Pro

245

Met

GIn

Leu

Lys

Lys

325

Tyr

GIn

Pro

Thr

405

Glu

Ser

Thr

Ala

Ser

Arg

GIn

Ser

Asp

390

Asn

Asp

Lys

Leu

Gly

Leu

GIn

Lys

Ser

375

Asp

Ser

Leu

Ala

Arg

Asp

280

Leu

GIn

Ile

Ser

Leu

360

Lys

Ser

Asp

Arg

Glu

Leu

265

Val

Ala

Lys

Cys

Ala

345

Met

Lys

Ala

Tyr

Asn

425

250

Trp

Glu

Val

Pro

Glu

330

Lys

Asp

Asn

Thr

Thr

410

Val

Ala

Ser

Glu

Cys

Lys

315

GIn

Lys

Asn

Tyr

395

Phe

Thr

Asn

Ser

Asn

Leu

300

Tyr

Tyr

Pro

GIn

Leu

380

Phe

Gly

Pro

Ala

Pro

285

Leu

Leu

Leu

Leu

Thr

365

Asp

Cys

Ser

Pro

GIn

Thr

270

Gly

Val

Val

Gly

Glu

350

Ala

Leu

Ala

Gly

Lys

430

Lys

255

Asn

Pro

Ala

Ala

His

335

Phe

Ser

GIn

Ser

Thr

415

Val

Ala

Phe

Met

Gly

Val

320

Asn

Met

Ser

Ser

400

Arg

Ser

Thr
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Leu

Trp

465

GIn

Arg

GIn

Ser

Ala

545

Ala

Val

Ser

Val

450

Trp

Ala

Val

Val

Pro

530

Asp

Thr

Leu

435

Cys

Val

Tyr

Ser

GIn

515

Lys

Cys

Val

Leu

Asn

Lys

Ala

500

Phe

Pro

Gly

Leu

Ser

580

SEQ 1D NO: 544

<210> 544

<211> 268

<212> PRT

Ala

Gly

Glu

485

Thr

His

Val

Ile

565

Gly

Arg

Lys

470

Ser

Phe

Gly

Thr

Thr

550

Glu

Leu

Gly

455

Glu

Asn

Trp

Leu

GIn

535

Ser

Ile

Val

440

Phe

Val

Ser

520

Asn

Ala

Leu

Leu

Phe

Ser

Asn

505

Glu

Ser

Leu

Met

585

Pro

Ser

Tyr

490

Pro

Glu

Ser

Tyr

Gly

570

Ala

Asp

Gly

475

Cys

Arg

Asp

Ala

555

Lys

Met

460

Val

Leu

Asn

Lys

Glu

540

GIn

Ala

Val

445

Val

Ser

Ser

Trp

525

Ala

Gly

Thr

Lys

Glu

Thr

Ser

Phe

510

Pro

Trp

Val

Leu

Arg

590

Leu

Asp

Arg

495

Arg

Glu

Gly

Leu

Tyr

575

Lys

Ser

Pro

480

Leu

Cys

Gly

Arg

Ser

560

Ala

Asn
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<213> Secuencia Artificial

<220>

<223> Descripcion de Secuencia Artificial: Polipéptido

Sintético

<400> 544

Met His Ser Leu

1

Gly

Val

Ala

Lys

65

Leu

Arg

Leu

Val

Asp

Val

Pro

Ser

50

Ala

Thr

Asp

Ala

Met

130

Pro

Ser

Glu

35

GIn

Leu

Val

Ser

Gly

115

Pro

Arg

Ser
20

Gly

Ser

Tyr

His

100

Ser

Asp

Ser

His

GIn

Ala

Ile

Ser

Leu

85

Pro

Trp

Ile

GIn

Val

Glu

Met

Trp

Ile

70

Asn

Ser

GIn

GIn

Asp

Ser

Lys

Ala

Trp

55

Phe

Arg

Asp

Leu

Asn

135

Ser

Leu

Val

Ser

40

Ser

Ala

Ser

Ile

120

Pro

Thr

Val

GIn

25

Leu

GIn

Asn

Ser

Ala

105

Phe

Glu

Leu

Phe

10

GIn

Asn

GIn

Gly

Leu

90

Val

Gly

Pro

Cys

Leu

Ser

Cys

Asn

Asn

75

Tyr

Ser

Ala

Leu

Trp

Pro

Thr

Pro

60

Lys

Val

Leu

Gly

Val

140

Phe

Leu

Glu

45

Gly

Lys

Ser

Cys

Thr

125

Tyr

Thr

GIn

Ser

30

Ser

Lys

Glu

Leu

Ala

110

GIn

GIn

Asp

Leu

15

Leu

Asp

Gly

Gly

His

95

Ala

Leu

Leu

Phe

Gly

Thr

Ser

Pro

Arg

80

Ser

Thr

Lys

Asp
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145

Ser

Asp

Ala

Lys

Thr

225

Asn

Phe

GIn l1le

Lys Thr

Ile Ala

195

Glu Thr

210

Leu Thr

Leu Ser

Asn Leu

Asn

vVal

180

Trp

Asn

Glu

Val

Leu

260

SEQ 1D NO: 545

<210> 545

<211> 306

<212> PRT

<213>

<220>

<223>

Val

165

Leu

Ser

Ala

Lys

Met
245

Met

150

Pro

Asp

Asn

Thr

Ser

230

Gly

Thr

Lys

Met

GIn

Tyr

215

Phe

Leu

Leu

Secuencia Artificial

Thr

Lys

Thr

200

Pro

Glu

Arg

Arg

Met

Ala

185

Ser

Ser

Thr

Ile

Leu

265

Glu

170

Met

Phe

Ser

Asp

Leu

250

Trp

155

Ser

Asp

Thr

Asp

Met

235

Leu

Ser

Gly

Ser

Cys

Val

220

Asn

Leu

Ser

Thr

Lys

GIn

205

Pro

Leu

Lys

Phe

Ser

190

Asp

Cys

Asn

Val

Descripcion de Secuencia Artificial: Polipéptido

Ile
175

Asn

Asp

Phe

Ala

255

160

Thr

Gly

Phe

Ala

GIn

240

Gly
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Sintético

<400> 545

Met Gly Ser

1

Gly

Val

Asn

Met

65

Ser

Ser

Arg

Ser

145

Thr

Pro

Thr

Ala

50

Phe

Arg

Thr

GIn

Leu

130

Leu

Leu

Val

Gly

35

Met

Ser

Phe

Ala

Gly

115

Leu

Phe

Val

Asp

20

Ser

Tyr

Tyr

GIn

Leu

100

Gly

Val

Glu

Cys

Phe

Pro

Glu

Trp

Ser

Pro

85

Lys

Thr

Pro

Leu

165

Leu

Lys

Lys

Tyr

Tyr

70

GIn

Pro

Thr

Glu

Ser

150

Ala

Ser

Ile

Arg

55

GIn

Ser

Asp

Asn

Asp

135

Lys

Arg

Cys

Ile

Leu

40

GIn

Lys

Ser

Asp

Ser

120

Leu

Ala

Gly

Leu

GIn

25

Ile

Ser

Leu

Lys

Ser

105

Asp

Arg

Glu

Phe

Ala

10

Lys

Cys

Ala

Met

Lys

90

Ala

Tyr

Asn

Phe

170

Val

Pro

Glu

Lys

Asp

75

Asn

Thr

Thr

Val

Ala

155

Pro

Cys

Lys

GIn

Lys

60

Asn

Tyr

Phe

Thr

140

Asn

Asp

Leu

Tyr

Tyr

45

Pro

GlIn

Leu

Phe

Gly

125

Pro

Lys

Leu

Leu

30

Leu

Leu

Thr

Asp

Cys

110

Ser

Pro

GIn

Val

Val

15

Val

Gly

Glu

Ala

Leu

95

Ala

Gly

Lys

Lys

Glu

175

Ala

Ala

Phe

Ser

80

GIn

Ser

Thr

Val

Ala

160

Leu



10

15

20

Ser

Pro

Leu

Cys

225

Gly

Arg

Ser

Ala

Asn

305

SEQ

Trp

GIn

Arg

210

GIn

Ser

Ala

Ala

Val

290

Ser

Trp

Ala

195

Val

Val

Pro

Asp

Thr

275

Leu

Val

180

Tyr

Ser

GIn

Lys

Cys

260

Val

ID NO: 546

<210> 546

<211> 243

<212> PRT

Asn

Lys

Ala

Phe

Pro

245

Gly

Leu

Ser

Gly

Glu

Thr

230

Val

Tyr

Gly

Lys

Ser

Phe

215

Gly

Thr

Thr

Glu

Leu

295

Glu

Asn

200

Trp

Leu

GIn

Ser

Ile

280

Val

Val

185

Tyr

His

Ser

Asn

Ala

265

Leu

Leu

Ser

Asn

Glu

Ile

250

Ser

Leu

Met

Ser

Tyr

Pro

Glu

235

Ser

Tyr

Gly

Ala

Gly

Cys

Arg

220

Asp

Ala

His

Lys

Met

300

Val

Leu

205

Asn

Lys

Glu

GlIn

Ala

285

Val

Ser
190

Ser

Trp

Ala

Gly

270

Thr

Lys

Thr

Ser

Phe

Pro

Trp

255

Val

Leu

Arg

Asp

Arg

Arg

Glu

240

Gly

Leu

Tyr

Lys



10

15

20

<213> Secuencia Artificial

<220>

<223> Descripcion de Secuencia Artificial: Polipéptido

Sintético

<400> 546

GIn Ser Pro Glu

1

Asn

GIn

Gly

Leu

65

Val

Gly

Pro

Cys

Glu

Cys

Asn

Asn

50

His

Ser

Ala

Leu

130

Ser

Thr

Pro

35

Lys

Val

Leu

Gly

Val

115

Phe

Gly

20

Gly

Lys

Ser

Cys

Thr

100

Tyr

Thr

Thr

Ser

Ser

Lys

Glu

Leu

Ala

85

GIn

GIn

Asp

Phe

Leu

Asp

Gly

Gly

70

Ala

Leu

Leu

Phe

Thr

Ser

Pro

Arg

55

Ser

Thr

Lys

Asp

135

Thr

Val

Ala

Lys

40

Leu

Arg

Leu

Val

Asp

120

Ser

Asp

Pro

Ser

25

Ala

Thr

Asp

Ala

Met

105

Pro

GIn

Lys

Glu

10

GIn

Leu

Val

Ser

Gly

90

Pro

Arg

Thr

Gly

Ser

75

Ser

Asp

Ser

Asn

Val

Ala

Ile

Ser

Leu

60

Pro

Trp

Ile

GIn

Val

140

Leu

Met

Trp

45

Asn

Ser

GIn

GIn

Asp

125

Pro

Asp

Ala

Trp

30

Phe

Arg

Asp

Leu

Asn

110

Ser

Lys

Met

Ser

15

Tyr

Ser

Ala

Ser

95

Pro

Thr

Thr

Lys

Leu

GIn

Asn

Ser

Ala

80

Phe

Glu

Leu

Met

Ala
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145

Met

Phe

Ser

Asp

Leu

225

Trp

Asp Ser

Thr Cys

Asp Val

195
Met Asn
210

Leu Leu

Ser Ser

Lys Ser

165
GIn Asp
180

Pro Cys

Leu Asn

Lys Val

SEQ 1D NO: 547

<210> 547

<211> 285

<212> PRT

<213>

<220>

<223>

Sintético

<400> 547

150

Asn Gly

Ile Phe

Asp Ala

Phe GIn

215

Ala Gly

230

Secuencia Artificial

Ala Ile Ala
170
Lys Glu Thr
185
Thr Leu Thr
200

Asn Leu Ser

Phe Asn Leu

155

Trp

Asn

Glu

Val

Leu

235

Ser Asn

Ala Thr

Lys Ser

205
Met Gly
220

Met Thr

GIn Thr

175
Tyr Pro
190

Phe Glu

Leu Arg

Leu Arg

Descripciodon de Secuencia Artificial: Polipéptido

160

Ser

Ser

Thr

Leu

240

Lys Ile Ile GIn Lys Pro Lys Tyr Leu Val Ala Val Thr Gly Ser Glu

1

5

10

15

Lys Ile Leu Ile Cys Glu GIn Tyr Leu Gly His Asn Ala Met Tyr Trp
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Tyr

Tyr

GIn

65

Pro

Thr

Glu

Ser

Ala

145

Gly

Glu

Thr

Arg

GIn

50

Ser

Asp

Asn

Asp

Lys

130

Arg

Lys

Ser

Phe

Gly

GIn

35

Lys

Ser

Asp

Ser

Leu

115

Ala

Gly

Glu

Asn

Trp

195

Leu

20

Ser

Leu

Ser

Asp

100

Arg

Glu

Phe

Val

Tyr

180

Ser

Ala

Met

Lys

Ala

85

Tyr

Asn

Ile

Phe

165

Ser

Asn

Glu

Lys

Asp

Asn

70

Thr

Thr

Val

Ala

Pro

150

Ser

Tyr

Pro

Glu

Lys

Asn

Tyr

Phe

Thr

Asn

135

Asp

Gly

Cys

Arg

Asp

Pro

40

GIn

Leu

Phe

Gly

Pro

120

Lys

Val

Leu

Asn

200

Lys

25

Leu

Thr

Asp

Cys

Ser

105

Pro

GIn

Val

Ser

Ser

185

Trp

Glu

Ala

Leu

Ala

90

Gly

Lys

Lys

Glu

Thr

170

Ser

Phe

Pro

Phe

Ser

GIn

75

Ser

Thr

Val

Ala

Leu

155

Asp

Arg

Arg

Glu

Met

Ser

60

Ser

Arg

Ser

Thr

140

Ser

Pro

Leu

Cys

Gly

Phe

45

Arg

Thr

GIn

Leu

Leu

125

Leu

Trp

GIn

Arg

GIn

205

Ser

30

Ser

Phe

Ala

Gly

Leu

110

Phe

Val

Trp

Ala

Val

190

Val

Pro

Tyr

GIn

Leu

Gly

95

Val

Glu

Cys

Val

Tyr

175

Ser

GIn

Lys

Ser

Pro

Lys

80

Thr

Pro

Leu

Asn

160

Lys

Ala

Phe

Pro
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210

Val Thr GIn Asn lle Ser

225

Ile Thr Ser Ala Ser Tyr

Tyr Glu Ile Leu Leu Gly

Gly Leu Vval Leu Met Ala

245

260

275

SEQ ID NO:

548

<210> 548

<211> 1782
<212> ADN
<213>
<220>

<223>

Descripcion de

Sintético

<400> 548

atgcattcct
caggagaagg
ctcaactgca
gggaaaggcc
ttgacagttt
cccagtgact

tttggatctg

tacatgtttc
tacagcagag
ctatcagcga
ccaaagcact
acctcaatag
ccgccgtcta

gaacccaact

215

230

250

265

280

Secuencia Artificial

Secuencia Artificial:

actagtgttc
cccagaatct
cagtgcttct
aatatccata
agccagcctg
cctctgtgca

gacagttatg

ctctggcttc
ctcacagtcc
cagtccatct
ttctctaatg
catgtttccc
gcgagccttg

cctgacatcc

220

235

255

270

Met Val Lys Arg Lys Asn Ser

285

Polinucledtido

aactaggtgg
cagagggagc
ggtggtacca
gcaacaagaa
tgcacatcag
cgggcagetg

agaacccaga

ggtgagcagc
catggcctcc
acagaatcct
agaaggcaga
agactcccat
gcaactcatc

acctgctgtg

Ala Glu Ala Trp Gly Arg Ala Asp Cys Gly

240

His GIn Gly Val Leu Ser Ala Thr Ile Leu

Lys Ala Thr Leu Tyr Ala Val Leu Val Ser

60

120

180

240

300

360

420
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taccagttaa
tcccaaatca
ctggacatga
agcttcacct

ccctgtgatg

aacctgtcag
atgacgctga
gtggaagaaa
ctggtggcag
acagggagcg
tatagacaaa
atggacaatc
gaccttcaga
caagggggga
gaggatctga
attgcaaaca
gtggagctga
caggcctaca
accttctggc
gaggaggaca
gcctggggcec

gcaaccatcc

ggcctggtgce

aagatcctcg
atgtgccgaa
aagctatgga
gccaagatat

ccacgttgac

ttatgggact
ggctgtggtc
accccggtcc
gtccagtcga
aaaaaatcct
gtgctaagaa
agactgcctc
tcacagctct
caacaaactc
gaaatgtgac
aacaaaaggc
gctggtgggt
aggagagcaa
acaatcctcg
agtggccaga
gagcagactg
tctatgagat

tgatggccat

gtctcaggac
aaccatggaa
ttccaagagc
cttcaaagag

cgagaaaagc

ccgaatcctc
cagtgccacg
catgggctcc
cccgaaaatt
gatatgcgaa
gcctctagag
aagtcgcttc
aaagcctgat
cgactacacc
tccacccaag
taccctcgtg
gaatggcaag
ttatagctac
caaccacttc
gggctcaccc
tggaatcact
cctactgggg

ggtcaagaga

agcaccctct
tctggaacgt
aatggggcca
accaacgcca

tttgaaacag

ctgctgaaag
aacttctctc
attttcctca
atccagaaac
cagtatctag
ttcatgtttt
caacctcaaa
gactcggcca
ttcggctcag
gtctccttgt
tgcttggcca
gaggtccaca
tgcctgagca
cgctgccaag
aaacctgtca
tcagcatcct
aaggccaccc

aaaaattcct

gcctgttcac
tcatcactga
ttgcctggag
cctaccccag

atatgaacct

tagccggatt
tgttaaagca
gttgcctggce
caaaatatct
gccacaatgc
cctacagcta
gttcaaagaa
catacttctg
ggaccaggct
ttgagccatc
ggggcttctt
gtggggtcag
gccgectgag
tgcagttcca
cacagaacat
atcatcaggg

tatatgctgt

ga

cgactttgac
caaaactgtg
caaccagaca
ttcagacgtt

aaactttcaa

taacctgctc
agcaggagac
cgtttgtctc
ggtggcagtc
tatgtattgg
tcaaaaactt
aaaccattta
tgccagcagc
tttggtaata
aaaagcagag
ccctgaccac
cacggaccct
ggtctctgct
tgggctttca
cagtgcagag
ggttctgtct

gctggtcagt

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1782
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SEQ 1D NO: 549

<210> 549

<211> 458

<212> PRT

<213> Homo sapiens

<400> 549

Met Asn Arg Gly Val

1

Ala Leu Leu

Lys Gly Asp
35
Ile GIn Phe
50
GIn Gly Ser
65

Asp Ser Arg

Lys Asn Leu

Pro
20

Thr

Phe

Arg

Lys

100

5

Ala

Val

Trp

Leu

Ser

85

Ile

Pro

Ala

Glu

Lys

Thr

70

Leu

Glu

Phe

Thr

Leu

Asn

55

Lys

Trp

Asp

Arg

GIn

Thr

40

Ser

Gly

Asp

Ser

Gly

25

Cys

Asn

Pro

GIn

Asp

105

Leu
10

Lys

Thr

GIn

Ser

Gly

90

Thr

Leu

Lys

Ala

Lys
75

Asn

Tyr

Leu

Val

Ser

60

Leu

Phe

Ile

Val

Val

GlIn

45

Asn

Pro

Cys

Leu

Leu

30

Lys

Leu

Asp

Leu

Glu

110

GIn
15

Gly

Lys

Gly

Arg

Ile

95

Val

Leu

Lys

Ser

Asn

Ala

80

Glu
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Asp

Ser

Ser

145

Lys

GIn

Val

Ser

Leu

225

GIn

Lys

GIn

Pro

GIn

Gly

130

Pro

Asn

Asp

Glu

210

Ala

Ala

Asn

Met

GIn

290

Lys
115

Thr

Pro

Ser

Phe

195

Val

Phe

Glu

Lys

Gly

275

Tyr

Glu

Gly

GIn

Gly

180

Lys

Tyr

Thr

Arg

Glu

260

Lys

Ala

Glu

Leu

Ser

Gly

165

Thr

Ile

Lys

Val

Ala

245

Val

Lys

Gly

Val

Leu

Ser

150

Gly

Trp

Asp

Lys

Glu

230

Ser

Ser

Leu

Ser

GIn

GIn

135

Pro

Lys

Thr

Glu

215

Lys

Ser

Val

Pro

Gly

295

Leu

120

Gly

Ser

Thr

Cys

Val

200

Gly

Leu

Ser

Leu
280

Asn

Leu

GIn

Val

Leu

Thr

185

Val

Glu

Thr

Lys

Arg

265

Leu

Val

Ser

GIn

Ser

170

Val

Leu

GIn

Gly

Ser

250

Val

Leu

Thr

Phe

Leu

Cys

155

Val

Leu

Ala

Val

Ser

235

Trp

Thr

Thr

Leu

Gly

Thr

140

Arg

Ser

GIn

Phe

Glu

220

Gly

Ile

GIn

Leu

Ala

300

Leu

125

Leu

Ser

GIn

Asn

GlIn

205

Phe

Glu

Thr

Asp

Pro

285

Leu

Thr

Thr

Pro

Leu

GIn

190

Lys

Ser

Leu

Phe

Pro

270

GIn

Glu

Ala

Leu

Arg

Glu

175

Lys

Ala

Phe

Trp

Asp

255

Lys

Ala

Ala

Asn

Glu

Gly

160

Leu

Lys

Ser

Pro

Trp

240

Leu

Leu

Leu

Lys
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Thr

305

GIn

Lys

Lys

GIn

Lys

385

Val

Phe

Ser

Gly

Leu

Leu

Arg

Cys

370

Val

Leu

Phe

GIn

Arg

450

Lys

GIn

Met

Glu

355

Leu

Leu

Gly

Cys

435

Phe

Leu

Lys

Leu

340

Lys

Leu

Pro

Gly

Val

420

Lys

GIn

His

Asn

325

Ser

Ala

Ser

Thr

Val

405

Arg

Arg

Lys

GIn

310

Leu

Leu

Val

Asp

Trp

390

Ala

Cys

Leu

Thr

Glu

Thr

Lys

Trp

Ser

375

Ser

Gly

Arg

Leu

Cys

455

Val

Cys

Leu

Val

360

Gly

Thr

Leu

Ser
440

Ser

Asn

Glu

Glu

345

Leu

GIn

Pro

Leu

Arg

425

Glu

Pro

Leu

Val

330

Asn

Asn

Val

Val

Leu

410

Arg

Lys

Val

315

Trp

Lys

Pro

Leu

GIn

395

Phe

Arg

Lys

Val

Gly

Glu

Glu

Leu

380

Pro

GIn

Thr

Met

Pro

Ala

Ala

365

Glu

Met

Gly

Ala

Cys

445

Arg

Thr

Lys

350

Gly

Ser

Ala

Leu

Glu

430

GIn

Ala

Ser

335

Val

Met

Asn

Leu

Gly

415

Arg

Cys

Thr

320

Pro

Ser

Trp

Ile

Met

Pro
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SEQ ID NO:

550

<210> 550
<211> 1661
<212> ADN
<213> Homo
<400> 550
atgaaccggg
gcagccactc
tgtacagctt
attctgggaa
gactcaagaa
atagaagact
ctagtgttcg
ctgaccttgg
aaaaacatac
acctggacgt
gtgctagctt
ttctccttcc
caggcggaga
gtgtctgtaa

cacctcaccc

cttgaagcga

sapiens

gagtcccttt
agggaaagaa
cccagaagaa
atcagggctc
gaagcctttg
cagatactta
gattgactgc
agagcccccc
agggggggaa
gcactgtctt
tccagaaggc
cactcgcctt
gggcttcctc
aacgggttac
tgccccaggce

aaacaggaaa

taggcacttg
agtggtgctg
gagcatacaa
cttcttaact
ggaccaagga
catctgtgaa
caactctggt
tggtagtagc
gaccctctcc
gcagaaccag
ctccagcata
tacagttgaa
ctccaagtct
ccaggaccct
cttgcctcag

gttgcatcag

cttctggtgc
ggcaaaaaag
ttccactgga
aaaggtccat
aactttcccc
gtggaggacc
acccacctgc
ccctcagtgc
gtgtctcagc
aagaaggtgg
gtctataaga
aagctgacgg
tggatcacct
aagctccaga
tatgctggcet

gaagtgaacc

tgcaactggc
gggatacagt
aaaactccaa
ccaagctgaa
tgatcatcaa
agaaggagga
ttcaggggca
aatgtaggag
tggagctcca

agttcaaaat

aagaggggga
gcagtggcga
ttgacctgaa
tgggcaagaa

ctggaaacct

tggtggtgat

gctcctccca
ggaactgacc
ccagataaag
tgatcgcgcet
gaatcttaag
ggtgcaattg
gagcctgacc
tccaaggggt
ggatagtggc
agacatcgtg
acaggtggag
gctgtggtgg
gaacaaggaa
gctcccgete
caccctggcc

gagagccact

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960
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cagctccaga
agcttgaaac

ctgaaccctg

gaatccaaca

gtgctggggg
aggtgccgge
gagaagaaga
gacaagggcg
tcaattccgc
gtttgtctat
acctggccct

gcaaggtctg

aaaatttgac

tggagaacaa

aggcggggat

tcaaggttct
gcgtegeegg
accgaaggcg
cctgccagtg
aattaattca
cccecccccta
atgttatttt
gtcttcttga

ttgaatgtcg

ctgtgaggtg
ggaggcaaag

gtggcagtgt

gcccacatgg
cctcctgcett
ccaagcagag
ccctcaccgg
gatcttacgt
acgttactgg
ccaccatatt
cgagcattcc

tgaaggaagc

tggggaccca
gtctcgaagc

ctgctgagtg

tccaccccgg
ttcattgggc
cggatgtctc
tttcagaaga
agctagcgga
ccgaagccgce
gccgtetttt
taggggtctt

agttcctctg

cctcccctaa

gggagaaggc

actcgggaca

tgcagccaat
taggcatctt
agatcaagag
catgtagccc
tcccaattgc
ttggaataag
ggcaatgtga
tccectctceg

g

gctgatgctg

ggtgtgggtg

ggtcctgctg

ggccctgatt
cttctgtgtc
actcctcagt
catttgagtc
tcgagcggga
gccggtgtge
gggcccggaa

ccaaaggaat

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1661
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SEQ 1D NO: 551

<210> 551

<211> 457

<212> PRT

<213> Mus sp.

<400> 551

Met Cys Arg Ala

1

Leu

Lys

GIn

65

Asp

Leu

Glu

Ser

Glu

Thr

50

His

Arg

Ile

Leu

GIn

Gly

35

Val

Gly

Phe

Ile

Glu

Leu

20

Glu

Phe

Lys

Asp

Asn

100

Asn

Leu

Ser

Thr

Gly

Ser

85

Lys

Arg

Ser

Ala

Ala

Trp

Val

70

Lys

Leu

Lys

Leu

Val

Glu

Lys

55

Leu

Lys

Lys

Glu

Arg

Thr

Leu

40

Phe

Ile

Gly

Met

Glu

Arg

GIn

25

Pro

Ser

Arg

Ala

Glu

105

Val

Leu

10

Gly

Cys

Asp

Gly

Trp

90

Asp

Glu

Leu

Lys

Glu

GIn

Gly

75

Glu

Ser

Leu

Leu

Thr

Ser

Arg

60

Ser

Lys

GIn

Trp

Leu

Leu

Ser

45

Lys

Pro

Gly

Thr

Val

Leu

Val

30

GIn

Ser

Ser

Tyr

110

Phe

Leu

15

Leu

Lys

Leu

GIn

Phe

95

Ile

Lys

GIn

Gly

Lys

Gly

Phe

80

Pro

Cys

Val
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Thr

Asn

Asp

GIn

Phe

225

Met

Ser

Lys

Val

Lys

Phe

130

Leu

Lys

Leu

GIn

Ser

210

Ser

Trp

Leu

Ser
290

Gly

115

Ser

Asp

Lys

Arg

Lys

195

Thr

Phe

Lys

Lys

GIn

275

Leu

Thr

Pro

Ser

Gly

Val

180

Lys

Ala

Pro

Ala

Asn

260

Leu

GIn

Leu

Gly

Asn

Lys

165

GIn

Asn

Ile

Leu

Glu

245

Lys

Lys

Phe

His

Thr

Ser

150

Val

Asp

Trp

Thr

Asn

230

Lys

Glu

Glu

Ala

GIn

Ser

135

Lys

Val

Ser

Phe

Ala

215

Phe

Asp

Val

Thr

Gly

295

Glu

120

Leu

Val

Ser

Asp

Gly

200

Ala

Ser

Ser

Leu

280

Ser

Val

Leu

Ser

Gly

Phe

185

Met

Lys

Glu

Phe

Val

265

Pro

Gly

Asn

GIn

Asn

Ser

170

Trp

Thr

Ser

Glu

Phe

250

GIn

Leu

Asn

Leu

Gly

Pro

155

Asn

Leu

Glu

Asn

235

GIn

Lys

Thr

Leu

Val

GIn
140

Leu

Val

Ser

Gly

220

Gly

Pro

Ser

Leu

Thr

300

Val

125

Ser

Thr

Leu

Thr

Val

205

Glu

Trp

Trp

Thr

Lys

285

Leu

Met

Leu

Glu

Ser

Val

190

Leu

Ser

Gly

Lys

270

Ile

Thr

Lys

Thr

Cys

Met

175

Thr

Gly

Ala

Glu

Ser

255

Asp

Pro

Leu

Val

Leu

Lys

160

Ser

Leu

Phe

Glu

Leu

240

Phe

Leu

GIn

Asp

Ala
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305

GIn

Lys

Glu

GIn

GIn

385

Leu

Cys

GIn

Arg

Leu

Met

Glu

Cys

370

Val

Gly

Cys

Ile

Met

450

Asn

Arg

GIn

355

Leu

Leu

Gly

Val

Lys

435

GIn

Asn

Leu

340

Lys

Leu

Ser

Ser

Arg

420

Arg

Lys

Thr

325

Thr

Val

Ser

Arg

Phe

405

Cys

Leu

Ser

310

Leu

Leu

Val

Glu

Gly

390

Gly

Arg

Leu

Thr

Lys

GIn

Gly

375

Val

Phe

Ser

Asn

455

Cys

GIn

Val

360

Asp

Asn

Leu

GIn

Glu

440

Leu

Glu

Glu

345

Val

Lys

GIn

Gly

GIn

425

Lys

Val

330

Asn

Ala

Val

Thr

Phe

410

Arg

Lys

315

Met

GIn

Pro

Lys

Val

395

Leu

GIn

Thr

Gly

Glu

Glu

Met

380

Phe

Gly

Ala

Cys

Pro

Ala

Thr

365

Asp

Leu

Leu

Ala

GIn

445

Thr

Arg

350

Gly

Ser

Ala

Cys

Arg

430

Cys

Ser

335

Val

Leu

Arg

Cys

415

Met

Pro

320

Pro

Ser

Trp

Val
400

Leu

Ser
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SEQ ID NO:

552

<210> 552
<211>
<212> ADN
<213>
<400> 552
atgtgccgag
ctagctgtca
ccctgecgaga
aagattctgg
gatcgttttg
aaacttaaga
gtggagttgt
agcctgaccc
cacaaaaagg
caggacagcg
atgacactct
gagtcagcgg
atgtggaagg
aaagaggtgt
ccactcaccc

ctgactctgg

cagctcaaca

1620

Mus sp.

ccatctctct
ctcaagggaa
gttcccagaa
ggcagcatgg
attccaaaaa
tggaagactc
gggtgttcaa
tgaccttgga
gtaaagttgt
acttctggaa
cagtgctggg
agttctcctt
cagagaagga
ccgtacaaaa
tcaagatacc
acaaagggac

atactttgac

taggcgcttg
gacgctggtg
gaagatcaca
caaaggtgta
aggggcatgg
tcagacttat
agtgaccttc
tagcaactct
cagtggttcc
ctgcaccgtg
ttttcagagc
cccactcaac
ttctttcttc
gtccaccaaa
ccaggtctcg

actgcatcag

ctgtgaggtg

ctgctgctgc
ctggggaagg
gtcttcacct
ttaattagag
gagaaaggat
atctgtgagc
agtccgggta
aaggtctcta
aaagttctct
accctggacc
acagctatca
tttgcagagg
cagccctgga
gacctcaagc
cttcagtttg
gaagtgaacc

atgggaccta

tgctgcagcet
aaggggaatc
ggaagttctc
gaggttcgcc
cgtttcctct
tggagaacag
ccagcctgtt
accccttgac
ccatgtccaa
agaaaaagaa
cggcctataa
aaaacgggtg
tctccttctc
tccagctgaa
ctggttctgg
tggtggtgat

cctctcccaa

gtcacaactc
agcagaactg
tgaccagagg
ttcgcagttt
catcatcaat
gaaagaggag
gcaagggcag
agagtgcaaa
cctaagggtt
ctggttcggc
gagtgaggga
gggagagctg
cataaagaac
ggaaacgctc
caacctgact
gaaagtggct

gatgagactg

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020
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accctgaagc

gtggcccctg

gactccagga
ctgggtggct
tgccggcacc
aagaagacct
cgcgtcgact
tggaataagg
gcaatgtgag

cccctctcge

aggagaacca

agacagggct

tccaggtttt
ccttcggett
aacagcgcca
gccagtgccc
cgagcgggat
ccggtgtgceg
ggcccggaaa

caaaggaatg

ggaggccagg

gtggcagtgt

atccagaggg
tctgggtttc
ggcagcacga
ccaccggatg
caattccgcc
tttgtctata
cctggccctg

caaggtctgt

gtctctgagg

ctactgagtg

gtgaaccaga
cttgggctct
atgtctcaga
cagaagagcc
ccccccctaa
tgttattttc
tcttcttgac

tgaatgtcgt

agcagaaagt

aaggtgataa

cagtgttcct
gcatcctctg
tcaagaggct
ataatctcat
cgttactggc
caccatattg
gagcattcct

gaaggaagca

agttcaagtg

ggtcaagatg

ggcttgcgtg
ctgtgtcagg
cctcagtgag
ctgaagcggc
cgaagccgct
ccgtcttttg
aggggtcttt

gttcctctgg

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620



10

15

20

SEQ 1D NO: 553

<210>

<211>

<212>

<213>

<220>

<223>

<400>

553

773

PRT

Secuencia Artificial

Descripcion de Secuencia Artificial: Poliéptido

Sintético

553

Met Glu His

1

Pro GIn Gly

Val Phe Vval

35

Glu Gly Trp

50

Leu Asp Pro

65

Lys Val Val

Ser Gly

Ser Pro

20

Thr Cys

Phe Ala

Arg Gly

Ser Ser

Phe

Asn

70

Val

Leu

Lys

Thr

Asn

55

Tyr

GIn

Ala

Ile

Ser

40

Lys

Leu

Val

Ser Leu

10
GIn Vval
25

Val Met

Thr Leu

Cys Asn

His Tyr

Thr

Asn

Gly
75

Arg

Leu

Glu

Leu

Leu

60

Thr

Met

Tyr

Asp

45

Gly

Glu

Cys

Ala

Glu

30

Gly

Lys

GIn

GIn

Val

15

Asp

Thr

Gly

Leu

Asn

Leu

Lys

Val

Val

Ala

80

Cys
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Val

Glu

Asn

145

Ser

Lys

Ser

Leu

Lys

225

Leu

Ser

Asn

Glu

Ala

Thr

130

Glu

Arg

GIn

Asn

Val

210

Asn

Thr

Asn

Leu

Thr

115

Gly

GIn

Leu

Thr

Pro

195

Leu

Cys

Ala

Asp

100

Leu

Arg

Leu

Gly

Leu

180

Gly

Ser

Val

Gly

Ser

260

85

Ser

Leu

Pro

Tyr

Gly

165

Asn

Pro

Leu

GIn

Leu

245

Pro

Asp

Gly

Leu

Ser

GIn

150

Asn

Phe

Met

Leu

Val

230

Thr

Leu

Pro

Thr

Ala

Gly

135

Pro

Trp

Asp

Glu

GIn

215

Asp

Asp

Asn

Arg

Met

Leu

120

Ala

Leu

Pro

Leu

GIn

200

Gly

Gly

Lys

Ala

Gly

Ala

105

Gly

Ala

Arg

Arg

Leu

185

Arg

Thr

Ser

Thr

Thr

265

Thr

90

Gly

Glu

Asp

Asn

170

Lys

Lys

Val

Arg

Ile

250

Lys

Tyr

Val

Tyr

Val

Arg

155

Lys

Leu

Gly

Ala

Gly

235

Lys

Asn

GIn

Ile

Cys

GIn

140

Glu

Lys

Ala

Leu

GIn

220

Asp

Trp

Thr

Cys

Phe

Phe

125

Ala

Asp

Ser

Gly

Ala

205

Thr

Gly

Leu

Trp

GIn

Ile

110

Ala

Leu

Thr

Gly

Asp

190

Gly

Asn

Ser

Lys

Asn

270

Gly

95

Asp

Gly

Leu

GIn

Pro

175

Val

Leu

Lys

Val

Asp

255

Leu

Ala

Leu

Lys

Tyr

160

Val

Glu

Phe

Ala

Leu

240

Gly

Gly

Lys
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Glu

Asp

Asn

Ser

Gly

385

Arg

Gly

Ser

Leu

Thr

290

Glu

Ser

Gly

Glu

370

Ser

Trp

Thr

Gly

Lys

450

Leu

275

Ser

Leu

Val

GIn

355

Leu

Leu

Asn

Cys

Thr

435

Trp

Val

Asn

Asn

Phe

Arg

340

Leu

GIn

Leu

Thr

GIn

420

Ser

Glu

Leu

Pro

Ile

Phe

325

GIn

Tyr

Gly

Thr

Phe

405

Asp

Val

Lys

GIn

Leu

Gly

310

Leu

Ser

GIn

Asn

Cys

390

Trp

Asp

Glu

Asn

Asp

GIn

295

Thr

Ala

Arg

Pro

GIn

375

Gly

Gly

Ala

Leu

Gly

455

Phe

280

Val

Leu

Ala

Leu

360

Leu

Asp

Glu

Thr

440

GIn

Ser

Tyr

Ser

Gly

Ser

345

Lys

Arg

Val

Leu

Asn

425

Cys

Glu

Glu

Tyr

Gly

Val

330

Asp

Asp

Lys

Glu

Cys

410

Ile

Pro

Leu

Val

Arg

Phe

315

Tyr

Lys

Arg

Lys

Glu

395

Leu

Glu

Leu

Pro

Glu

Met

300

Ile

Leu

GIn

Glu

Arg

380

Asn

Ser

Tyr

Asp

GIn

460

Asp

285

Cys

Phe

Thr

Tyr

365

Ser

Pro

Leu

Lys

Ser

445

Lys

Ser

Glu

Ala

Ala

Leu

350

Asp

Glu

Gly

Leu

Val

430

Asp

Asn

Glu

Gly

335

Leu

GIn

Gly

Pro

Ala

415

Ser

Glu

Asp

Tyr

Cys

Val

320

GIn

GIn

Tyr

Arg

Met

400

Val

Asn

Lys

Tyr
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465

Val

Ala

Arg

545

Pro

Arg

Asn

Pro

Phe

625

Cys

Ala

Cys

Arg

Tyr

530

Gly

Pro

Asp

Phe

Met

610

Pro

Tyr

Leu

Tyr

Val

515

Tyr

Thr

Pro

Leu

Ser

595

Lys

Gly

Leu

Tyr

Thr

Cys

500

Trp

Gly

Val

Tyr

580

Leu

Trp

Ala

Leu

Leu

Pro

485

Glu

Val

Ser

Ala

Pro

565

Ser

Leu

Lys

Glu

Asp

645

Arg

470

Ala

Tyr

Asp

Lys

Gly

550

Asn

Gly

Lys

Val

Ala

630

Gly

Ala

Ser

Cys

Asn

535

Ser

Pro

Leu

GIn

Ser

615

GIn

Lys

Asn

Val

Cys

520

Arg

Arg

Asp

Asn

Ala

600

Val

Ser

Leu

Phe

Lys

Glu

505

Lys

Pro

Tyr

GIn

585

Gly

Leu

Phe

Phe

Ser

Asn

490

Val

Thr

Ala

Arg

Glu

570

Arg

Asp

Ala

Gly

650

Arg

475

Thr

Asp

Leu

Lys

Gly

555

Pro

Ala

Val

Cys

Leu

635

Tyr

Ser

Tyr

Leu

Gly

Ala

540

GIn

Ile

Val

Glu

Ile

620

Leu

Gly

Ala

Leu

Thr

Leu

525

Lys

Asn

Arg

Gly

Glu

605

Leu

Asp

Val

Glu

Tyr

Ala

510

Leu

Pro

Lys

Lys

Ser

590

Asn

Pro

Thr

Leu

495

Val

Met

Val

Glu

Gly

575

Ala

Pro

Val

Lys

Ile

655

Ala

480

Lys

Ala

Val

Thr

Arg

560

GIn

Thr

Gly

Arg

Leu

640

Thr

Ala
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Asn

Arg

Met

705

Asn

Thr

Gly

Thr

Leu

Glu

690

Gly

Ala

Lys

Leu

Leu

770

GIn

675

Glu

Gly

Leu

Gly

Ser

755

Ala

660

Asp

Tyr

Lys

GIn

Glu

740

Thr

Pro

Pro

Asp

GIn

Lys

725

Arg

Ala

Arg

Asn

Val

GIn

710

Asp

Arg

Thr

GIn

Leu

695

Arg

Lys

Arg

Lys

Leu

680

Glu

Arg

Met

Gly

Asp

760

665

Tyr

Lys

Arg

Ala

Lys

745

Thr

Asn

Lys

Asn

Glu

730

Gly

Tyr

Glu

Arg

Pro

715

Ala

His

Asp

Leu

Ala

700

GIn

Tyr

Asp

Ala

Asn

685

Arg

Glu

Ser

Gly

Leu

765

670

Leu

Asp

Gly

Glu

Gly

Pro

Val

735

Tyr

Met

Arg

Glu

Tyr

720

Gly

GIn

GIn
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SEQ ID NO:

554

<210> 554

<211> 2322
<212> ADN
<213>
<220>

<223>

Sintético

<400> 554
atggaacaca
cccttcaaga
gtcatgcatc
ggcaaaggcg
aaggtggtgt
tcgggcacca
ggcatctact
gcactgctga
agccgtcttg
aattttgacc
aggaagggtc
acaaataaag
ctgacttgtg

cctctaaatg

gcgggattct
tacaagtgac
tagatggaac
ttctggaccc
cttctgtgca
tggctggtgt
gctttgcagg
agaatgagca
gagggaactg
ttctcaagtt
tggctggect
caaagaattt
gcttgactga

caactaaaaa

Secuencia Artificial

ggctagtctg
cgaatatgag
ggtggaagga
acgagggata
agtccattac
catcttcatt
acatgagacc
gctgtatcag
gccccggaac
ggcgggagac
cttcctggtg
ggtacaagtg
caagactatc

cacatggaat

atactgattg
gacaaagtat
tggtttgcaa
tatctgtgta
cgaatgtgcc
gacctcatcg
ggaaggcctt
cctcttcgag
aagaaatccg
gtggagtcca
atctctcttc
gatggcagcc
aagtggctta

ctgggcaaca

ctgttctccc
ttgtgacctg
agaataaaac
atgggacaga
agaactgtgt
caactctgct
ctggggctge
atcgtgaaga
gaccggtgaa
acccagggcc
ttcaaggcac
gaggagacgg
aagacgggag

atgccaaaga

Descripcion de Secuencia Artificial: Polinucledtido

ccaagggagc
caataccagc
actcaacttg
gcagctggca
ggagctagac
cctggectttg
tgaggttcaa
tacccagtac
acagactttg
catggagcag
tgtagcccag
ttctgtactt
cataataagt

ccctcgaggc

60

120

180

240

300

360

420

480

540

600

660

720

780

840
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acgtatcagt

tgtgaaaact

atcagcatct
cagtcaagag
aaggaccggg
tctgagggcea
cggtggaaca
gacgatgccg
tgccctctag
aagcatgata
gtctgctaca
gagtactgtg
atcactctgg
aagcctgtga
ccaccacctg
tctggcctga
ggagacgtgg
ctccacgtgc
tgctacttgc
agagcaaaat
tacaatgagc
cgggacccag
aatgcactgc
aggcggagag

acctatgatg

gtcaaggagc

gcattgagct

tcttccttge
cttcagacaa
aatatgacca
gaggaagtct
ctttctgggg
agaacattga
acagtgacga
agcacctggt
caccagcctc
tggaggtgga
gcttgctgat
cccgaggaac
ttcccaaccc
atcagagagc
aagaaaaccc
ggttcccagg
tagatggaat
tcagcaggag
tcaatctagg
agatgggagg
agaaagacaa

gcaaggggca

ccctgcatat

aaaggagacg

aaacataggc

tcttggtgta
gcagactctg
gtacagccat
gctaacatgc
catcctgtgc
atacaaagtc
gaacttaaaa
gctccaggat
aaataaaaac
cctgacagca
ggtcatttat
cggtgctggt
agactatgag
agtcggatcc
cggtcccatg
agcagaggca
cctcttcatc
tgcagagact
gcgaagagag
caaacagcag
gatggcagaa
cgatggcctt

gcagaccctg

tcaaaccccc

accatatccg

tatctcattg
ttgcaaaatg
ctccaaggaa
ggtgacgtcg
ctcagcctcc
tccatctcag
tgggaaaaaa
ttctcggaag
acgtacttgt
gtagccataa
tactggagca
agcaggccca
cccatccgcea
gccacgaact
aagtggaaag
cagagctttg
tacggagtca
gctgccaacc
gaatatgacg
aggaggagga
gcctacagtg
taccagggtc

gccccteget

tgcaagtgta

gctttatctt

cgggacagga

aacagctgta
accaactgag
aggagaatcc
tagctgttgg
gaaccagtgt
atggccaaga
tcgaggacag
acctgaaagc
tcatcattgt
agaataggaa
gagggcaaaa
aaggccagcg
tctctctgtt
tgtctgttct
gtctgctgga
tcatcacagc
tgcaggaccc
tcttggagaa
acccccagga
agatcggcac
tcagcactgc

aa

ttacagaatg

cgctgaggtc

tggagttcgc
ccagcccctc
gaagaagaga
tggcccaatg
cacttgccag
agagttgacg
gctgcctcag
tggctactac
tcgagtgtgt
tgacatctgt
ggccaaggcc
caaggagcgg
ggacctgtat
aaagcaagca
cgcctgcatc
ccccaaactc
cctgtacctg
caaccagctc
gaagcgggct
aggcgtatac
aaaaggcgag

caccaaggac

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160

2220

2280

2322
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SEQ ID NO: 555

<210>

<211>

<212>

<213>

<220>

<223>

555

550

PRT

Desconocido

Description del desconocido:

Secuencia de proteina luciferasa

<400>

Met Glu
1

Leu Glu

Tyr Ala

Val Asn

50
Glu Ala
65

Cys Ser

555

Asp

Asp

Leu

35

Met

Glu

Ala Lys

Gly Thr

20

vVal

Pro

Thr Tyr

Lys Arg

Asn Ser

Asn

Ala

Gly

Ala

Tyr

70

Leu

Ile

Gly

Thr

Glu

55

Gly

GIn

Lys

Glu

Ile

40

Tyr

Leu

Phe

Lys

GIn

25

Ala

Phe

Asn

Phe

Gly

10

Leu

Phe

Glu

Thr

Met

Pro

His

Thr

Met

Asn

75

Pro

Ala

Asp

Ser

60

His

Val

Pro Phe

Ala Met

30

Ala His

45

Val Arg

Arg lle

Leu Gly

Tyr
15

Lys

Leu

Val

Ala

Pro

Arg

Glu

Ala

Val

80

Leu
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Phe

Glu

Ser

145

Phe

Asn

Ala

Ala

Pro

225

Val

Phe

Ile

Leu

Lys

130

GIn

Glu

Leu

Leu

210

Pro

Cys

Leu

Gly

Leu

115

Lys

GIn

Ser

Tyr

195

Pro

Phe

Phe

Gly

Arg

Val
100

Asn

Gly

Lys

Met

Asp

180

Met

His

Gly

His

Phe

260

Ser

85

Ala

Ser

Leu

Tyr

165

Phe

Asn

Arg

Asn

Leu

Val

Met

GIn

150

Thr

Val

Ser

Thr

GIn

230

Gly

Val

GIn

Ala

Asn

Lys

135

Phe

Pro

Ser

Ala

215

Phe

Val

Asp

Pro

Ile

120

Ile

Met

Val

Glu

Gly

200

Cys

Ile

Gly

Leu

Ala

105

Ser

Leu

Asp

Thr

Ser

185

Ser

Val

Pro

Met

Met

265

Lys

90

Asn

GIn

Asn

Ser

Ser

170

Phe

Thr

Arg

Asp

Phe

250

Tyr

Asp

Pro

Val

Lys

155

Asp

Gly

Phe

Thr

235

Thr

Arg

GIn

Ile

Thr

GIn

140

Thr

Leu

Arg

Leu

Ser

220

Ala

Thr

Phe

Ser

Tyr

Val

125

Lys

Asp

Pro

Asp

Pro

205

Ile

Leu

Glu

Ala

Asn

110

Val

Lys

Tyr

Pro

Lys

190

Lys

Ala

Leu

Gly

Glu

270

Leu

95

Glu

Phe

Leu

GIn

Gly

175

Thr

Gly

Arg

Ser

Tyr

255

Glu

Leu

Arg

Val

Pro

Gly

160

Phe

Val

Asp

Val

240

Leu

Leu

Val
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Pro

Asp

305

Lys

Arg

Pro

Phe

Asn

385

Tyr

Trp

Phe

Val

Phe

Thr

290

Leu

Glu

GIn

Glu

Glu

370

GIn

Val

Leu

Ile

Ala

450

Asp

275

Leu

Ser

Val

Gly

Gly

355

Ala

Arg

Asn

Val
435

Pro

Ala

Phe

Asn

Gly

Tyr

340

Asp

Lys

Gly

Asn

Ser

420

Asp

Ala

Gly

Ser

Leu

Glu

325

Gly

Asp

Val

Glu

Pro

405

Gly

Arg

Glu

Val

Phe

310

Ala

Leu

Lys

Val

Leu

390

Glu

Asp

Leu

Leu

Ala

Phe

295

Glu

Val

Thr

Pro

Asp

375

Cys

Ala

Ile

Lys

Glu

455

Gly

280

Ala

Ala

Glu

Gly

360

Leu

Val

Thr

Ala

Ser

440

Ser

Leu

Lys

Ala

Thr

345

Ala

Asp

Arg

Asn

Tyr

425

Leu

Ile

Pro

Ser

Ser

Arg

330

Thr

Val

Thr

Gly

Ala

410

Trp

Ile

Leu

Asp

Thr

Gly

315

Phe

Ser

Gly

Gly

Pro

395

Leu

Asp

Lys

Leu

Asp

Leu
300

Gly

Ala

Lys

380

Met

Glu

Tyr

GIn

460

Asp

285

Ile

Ala

Leu

Ile

Val

365

Thr

Asp

Asp

Lys

445

Ala

Asp

Pro

Pro

Leu

350

Val

Leu

Met

Lys

Glu

430

Gly

Pro

Gly

Lys

Leu

Gly

335

Pro

Gly

Ser

Asp

415

Tyr

Asn

Glu

Tyr

Ser

320

Ile

Thr

Phe

Val

Gly

400

Gly

Phe

GIn

Ile

Leu
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465

Pro

Glu

Arg

Lys

Gly

545

Ala

Gly

Leu

530

Gly

Ala

Val

Gly

515

Asp

Lys

Val Val

485
Asp Tyr
500

vVal Vval

Ala Arg

Ser Lys

470

Val

Val

Phe

Lys

Leu

550

475

480

Leu Glu His Gly Lys Thr Met Thr Glu Lys

490

495

Ala Ser GIn Val Thr Thr Ala Lys Lys Leu

505

510

Val Asp Glu Val Pro Lys Gly Leu Thr Gly

520

525

Ile Arg Glu Ile Leu Ile Lys Ala Lys Lys

535

540
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SEQ ID NO:

556

<210> 556

<211> 1904

<212> ADN

<213> Desconocido

<220>

<223> Description del desconocido:

Secuencia de

<400> 556
aaaggaggaa
cgtggaggaa
agaattaaca
ctactcacag
aggctgccac
tagaggatgg
ctggaacaat
tcgaaatgtc
gaatcgtcgt
ttatcggagt
gtatgaacat
tgaacgtgca

attaccaggg

aaactgtttc
aaactgtttc
gtataaattg
taacctcaac
catggaagac
aaccgctgga
tgcttttaca
cgttcggttg
atgcagtgaa
tgcagttgcg
ttcgcagect
aaaaaaatta

atttcagtcg

luciferasa

atacagaagg
atacagaagg
catctcttgt
tcctgccaca
gccaaaaaca
gagcaactgc
gatgcacata
gcagaagcta
aactctcttc
cccgcgaacg
accgtagtgt
ccaataatcc

atgtacacgt

cgtggaggaa
cgtattttga
tcaagagttc
ggtaccgagc
taaagaaagg
ataaggctat
tcgaggtgaa
tgaaacgata
aattctttat
acatttataa
ttgtttccaa
agaaaattat

tcgtcacatc

aaactgtttc
cacccccata
cctatcactc
tcaagtttgt
cccggcegceca
gaagagatac
catcacgtac
tgggctgaat
gccggtgttg
tgaacgtgaa
aaaggggttyg
tatcatggat

tcatctacct

atacagaagg
atatttttcc
tctttaatca
acaaaaaagc
ttctatccgce
gccctggtte
gcggaatact
acaaatcaca
ggcgcgttat
ttgctcaaca
caaaaaattt
tctaaaacgg

cccggtttta

60

120

180

240

300

360

420

480

540

600

660

720

780
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atgaatacga

actcctctgg

tcagattctc

ttttaagtgt
tatgtggatt
ttcaggatta
aaagcactct
cacctctttc
gacaaggata
ataaaccggg
ataccgggaa
ttatgtccgg
ggctacattc
gcttgaagtc
tattgttaca
ccggtgaact
agatcgtgga
tgtttgtgga
agatcctcat

SEQ ID NO:

ttttgtacca

atctactggg

gcatgccaga

tgttccattc
tcgagtcgtc
caaaattcaa
gattgacaaa
gaaagaagtc
tgggctcact
cgcggtcggt
aacgctgggc
ttatgtaaac
tggagacata
tttaattaaa
acaccccaac
tcccgecgec
ttacgtcgcc
cgaagtaccg
aaaggccaag

557

<210> 557

<211> 876

<212> ADN

gagtcctttg

ttacctaagg

gatcctattt

catcacggtt
ttaatgtata
agtgcgttgc
tacgatttat
ggggaagcgg
gagactacat
aaagttgttc
gttaatcaga
aatccggaag
gcttactggg
tacaaaggat
atcttcgacg
gttgttgttt
agtcaagtaa

aaaggtctta

aagggcggaa

<213> Secuencia Artificial

atcgtgacaa

gtgtggccct

ttggcaatca

ttggaatgtt
gatttgaaga
tagtaccaac
ctaatttaca
ttgcaaaacg
cagctattct
cattttttga
gaggcgaatt
cgaccaacgc
acgaagacga
accaggtggc
cgggcgtggce
tggagcacgg
caaccgcgaa
ccggaaaact

agtccaaatt

aacaattgca

tccgcataga

aatcattccg

tactacactc
agagctgttt
cctattttca
cgaaattgct
cttccatctt
gattacaccc
agcgaaggtt
atgtgtcaga
cttgattgac
acacttcttc
ccccgcetgaa
aggtcttccc
aaagacgatg
aaagttgcgc
cgacgcaaga

gtaa

ctgataatga

actgcctgcg

gatactgcga

ggatatttga
ttacgatccc
ttcttcgcca
tctgggggcy
ccagggatac
gagggggatg

gtggatctgg

ggacctatga
aaggatggat
atagttgacc
ttggagtcga
gacgatgacg
acggaaaaag
ggaggagttg

aaaatcagag

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1904
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<220>

<223> Descripcion de

Sintético

<400> 557

ctgggagcaa
gaaggacaga
taccgacagg
tttcagaaag
cctctcactg
ggacgggtct
ctgagaaatg
aacaaacaaa
ctgagctggt
tacaaggaga
tggcacaatc
gacaagtggc
ggccgagcag
atcctctatg

gtggtgatgg

acaccgtgga
atgtgaccct
acccagggca
gagatatagc
tgacatcggc
atcagcccca
tgactccacc
aggctaccct
gggtgaatgg
gcaattatag
ctcgcaacca
cagagggctc
actgtgggat
agatcctgct

ctatggtcaa

Secuencia Artificial: Polinucle6tido

tggtggaatc
gagttgtgaa
agggctgaga
tgaagggtac
ccaaaagaac
gcattttggt
caaggtctcc
cgtgtgcttg
caaggaggtc
ctactgcctg
cttccgectge
acccaaacct
tacctcagca
agggaaagcc

aagaaagaat

actcagtccc
cagaatttga
ttgatctact
agcgtctctc
ccgacagctt
gatgggactc
ttgtttgagc
gccagggget
cacagtgggg
agcagccgcc
caagtgcagt
gtcacacaga
tcctatcaac
accctgtatg

tcatga

caaagtacct
accacgatgc
actcacagat
gggagaagaa
tctatctctg
gactctccat
catcaaaagc
tcttccctga
tcagcacgga
tgagggtctc
tccatgggct
acatcagtgc
aaggggtctt

ctgtgcttgt

gttcagaaag
catgtactgg
agtaaatgac
ggaatccttt
tgccagtggg
cctagaggat
agagattgca
ccacgtggag
ccctcaggcc
tgctaccttc
ttcagaggag
agaggcctgg
gtctgccacc

cagtacactg

60

120

180

240

300

360

420

480

540

600

660

720

780

840

876
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SEQ 1D NO: 558

<210> 558

<211> 7

<212> PRT

<213> Secuencia Artificial

<220>

<223> Descripcion de Secuencia Artificial: Péptido
Sintético

<220>

<221> MOD_RES

<222> (1)..(D

<223> Val o lle

<220>

<221> MOD_RES

<222> (3)..(3)

<223> Cualquier aminoacido

<400> 558

Xaa Glu Xaa Asn Pro Gly Pro
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SEQ 1D NO: 559

<210> 559

<211> 6

<212> PRT

<213> Secuencia Artificial

<220>

<223> Descripcion de Secuencia Artificial:
Etiqueta 6xHis

<400> 559

His His His His His His

1 5






