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Señores 

SUPERINTENDENCIA DE INDUSTRIA Y COMERCIO 

DIRECCIÓN DE NUEVAS CREACIONES 

E. S.  D. 

 

 

 

Re:  Expediente No. NC2017/0007377 

Solicitud de Patente de Invención titulada: “ANTÍGENOS 

RECOMBINANTES DE Giardia, PURIFICACIÓN DE ANTICUERPOS 

POLICLONALES IgG E IgY ANTI-Giardia Y DETECCIÓN DE Giardia” 

Solicitante: INSTITUTO NACIONAL DE SALUD 

Nuestra Ref.: P2017/000177 

 

 

MEMORIAL DE ALCANCE 
 

 

CARLOS R. OLARTE, mayor de edad y vecino de Bogotá, D.C., identificado tal como 

aparece al pie de mi firma, en mi carácter de apoderado de la sociedad en referencia, me 

permito aportar a la presente solicitud el listado de secuencias, el cual por un error 

involuntario no fue cargado al momento de la presentación. 

 

Rogamos tomar atenta y tener en cuenta el listado de secuencias para la solicitud. 

 
 
 
Atentamente, 

 

 

 

CARLOS R. OLARTE  
CC. No.79.782.747  de Bogotá 
T.P. 74.295 



Listado de secuencias (P17-177)
               SEQUENCE LISTING

<110> Instituto Nacional de Salud

<120> ANTÍGENOS RECOMBINANTES DE Giardia, PURIFICACIÓN DE ANTICUERPOS POLICLONALES IgG E IgY ANTI-Giardia Y DETECCIÓN DE 
Giardia 

<130> XP2017/000061

<160> 5

<170> BiSSAP 1.3.6

<210> 1
<211> 253
<212> PRT
<213> Giardia

<400> 1
Met Arg Gly Ser His His His His His His Gly Ser Met Met Leu Ala 
1               5                   10                  15      
Phe Leu Ala Leu Ala Gly Ser Ala Leu Ala Leu Thr Cys Pro Ala Thr 
            20                  25                  30          
Gln Arg Glu Val Leu Val Glu Ile Tyr Asp Ala Thr Asp Gly Ala Asn 
        35                  40                  45              
Trp Lys Thr Asn Asn Trp Leu Ser Gly Asp Ser Ile Cys Thr Trp Thr 
    50                  55                  60                  
Gly Val Thr Cys Glu Ala Ser Asn Asn Tyr Val Ile Ala Leu Asp Leu 
65                  70                  75                  80  
Ser Asp Met Gly Leu Thr Gly Thr Ile Pro Glu Asn Ile Gly Cys Leu 
                85                  90                  95      
Thr Tyr Leu Lys Thr Leu Tyr Leu Ser Asn Asn Ser Leu Ala Gly Ala 
            100                 105                 110         
Ile Pro Glu Gly Leu Cys Gln Leu Thr Asn Leu Gln Tyr Leu Gln Val 
        115                 120                 125             
Asn Ser Ala Gly Leu Thr Gly Asp Ile Pro Glu Cys Met Cys Asp Leu 
    130                 135                 140                 
Ile His Leu Met Phe Trp Tyr Met Ser Asp Asn Ala Leu Thr Gly Ser 
145                 150                 155                 160 
Ile Pro Thr Cys Ile Asn Glu Leu Gln Phe Leu Lys Glu Leu His Leu 
                165                 170                 175     
Asp Cys Asn Gln Leu Ser Gly Thr Val Pro Val Gly Leu Met Thr Leu 
            180                 185                 190         
Pro Tyr Leu Met Glu Leu Tyr Leu Asn Cys Asn Pro Asp Leu Thr Cys 
        195                 200                 205             
Pro Asp Ala Thr Gly Val Gln Phe Val Phe Lys Cys Gly Asp Val Asp 
    210                 215                 220                 
Cys Glu Asn Cys Gly Thr Leu Pro Pro Thr Asn Cys Ala Gln Cys Phe 
225                 230                 235                 240 
Thr Asp Pro Asp Cys Gly Glu Tyr Cys Leu Thr Gln Pro 
                245                 250             

<210> 2
<211> 307
<212> PRT
<213> Giardia

<400> 2
Met Arg Gly Ser His His His His His His Gly Ser Met Ala Ala Ala 
1               5                   10                  15      
Lys Ala Thr Glu Ile Lys Ala Leu Ile Asp Ala Lys Asp Met Asp Gly 
            20                  25                  30          
Leu Ala Arg Ser Val Ala Asp Phe Asp Asp Arg Gln Arg Ala Glu Ile 
        35                  40                  45              
Tyr Ala Ala Phe Arg Ala Ala Asn Gly Lys Thr Ala Ser Glu Tyr Leu 
    50                  55                  60                  
Asp Ala Leu Phe Lys Asn Gly Asp Tyr Lys Asp Leu Met Met Ile Val 
65                  70                  75                  80  
Leu Asp Asp Glu Ile Asp Val Arg Cys Lys Leu Ile Lys Lys Ala Phe 
                85                  90                  95      
Lys Gly Gly Asn Asp Glu Arg Cys Leu Thr Asp Ala Leu Leu Thr Thr 
            100                 105                 110         
Thr Pro Glu Val Tyr Ala Arg Val Lys Asp Arg Tyr His Gln Leu Phe 
        115                 120                 125             
Gly Asp Asp Phe Glu Ser Thr Leu Arg Lys Glu Ile Gly Ser Lys Thr 
    130                 135                 140                 
Val Trp Ala Arg Met Val Asn Ser Trp Leu Ala Phe Cys Arg Ser Ala 
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Listado de secuencias (P17-177)
145                 150                 155                 160 
Arg Asn Asn Ala Gln Gly Asp Ala Glu Ala Leu Lys Ala Ala Leu Ile 
                165                 170                 175     
Gly Val Lys His Pro Asp Thr Asp Thr Val Ile Arg Leu Leu Gly Thr 
            180                 185                 190         
Thr Val Pro Ser Glu Trp Lys Gln Ile Ser Glu Ala Phe Glu Ser Ile 
        195                 200                 205             
Ala Lys Lys Thr Ile Glu Gln Ala Leu Ile Glu Ala Tyr Lys Gly Asp 
    210                 215                 220                 
Asp Glu Leu Ala Leu Cys Cys Cys Asn Ala Thr Leu His Cys Pro Ala 
225                 230                 235                 240 
Arg Gly Ala Ala Tyr Leu Leu Ser Leu Ala Cys Gln Lys Lys Gly Asp 
                245                 250                 255     
Thr Asp Arg Cys Cys Arg Ile Thr Gly Met Leu Tyr Asp Gln Ala Glu 
            260                 265                 270         
Gln Cys Lys Val Leu Tyr Ala His Tyr Gly Asn Leu Ala Lys Asp Ile 
        275                 280                 285             
Arg Ala Thr Met Ser Lys Asn Leu Ala Glu Ala Cys Cys Val Leu Trp 
    290                 295                 300                 
His Val Met 
305         

<210> 3
<211> 1095
<212> PRT
<213> Giardia

<400> 3
Met Pro Val Thr Gly Val Lys Val Ala Val Arg Val Arg Pro Phe Asn 
1               5                   10                  15      
Ala Arg Glu Lys Arg Glu Ala Ala Arg Leu Cys Val Asp Met Pro Gly 
            20                  25                  30          
Gly Gly Lys Val Val Leu Arg Asp Ala Asp Ala Lys Lys Pro Asp Ala 
        35                  40                  45              
Ala Phe Val Tyr Asp His Ala Tyr Trp Ser His Asp Ala Ser Arg Pro 
    50                  55                  60                  
Cys Ala Thr Gln Asp Thr Val Tyr Ala Asp Ile Gly Pro Ser Val Leu 
65                  70                  75                  80  
Asp Asn Ala Phe Glu Gly Tyr Asn Tyr Thr Leu Phe Ala Tyr Gly Gln 
                85                  90                  95      
Thr Gly Ser Gly Lys Ser Tyr Ser Met Met Gly Ala Pro Ala Ser Glu 
            100                 105                 110         
Ala Asp Ala Gly Ile Ile Pro Arg Val Gly Arg Glu Leu Phe Arg Arg 
        115                 120                 125             
Ala Ala Ala Ser Pro Ala Glu Thr Gln Val Ser Val Ser Phe Leu Glu 
    130                 135                 140                 
Ile Tyr Asn Glu Arg Leu Arg Asp Leu Leu Val Pro Ala Ala Gly Ala 
145                 150                 155                 160 
Gln Glu Leu Arg Ile Arg Gln Asp Pro Ala Ala Gly Val Phe Val Gln 
                165                 170                 175     
Asn Leu Ser His His Ala Val Ala Asp Tyr Asp Ala Ile Gln Arg Leu 
            180                 185                 190         
Ile Glu Leu Gly Asp Arg Asn Arg Thr Val Ala Ala Thr Asn Met Asn 
        195                 200                 205             
Ala Thr Ser Ser Arg Ser His Ser Val Phe Ala Ile Glu Val Val Gln 
    210                 215                 220                 
Thr Ala Val Leu Arg Asn Asp Ala Gly Glu Glu Val Gly Arg His Val 
225                 230                 235                 240 
Lys Arg Ala Arg Val Ser Leu Val Asp Leu Ala Gly Ser Glu Arg Gln 
                245                 250                 255     
Gly Lys Thr Gly Ala Thr Gly Asp Arg Leu Thr Glu Gly Ile Ser Ile 
            260                 265                 270         
Asn Lys Ser Leu Thr Thr Leu Gly Arg Val Ile Glu Ala Leu Ala Tyr 
        275                 280                 285             
Asn Thr Thr Ala Glu Gly Arg Arg Lys Pro Gln His Val Pro Tyr Arg 
    290                 295                 300                 
Asp Ser Gln Leu Thr Tyr Leu Leu Gln Pro Ala Leu Gly Gly Asn Ser 
305                 310                 315                 320 
Met Thr Cys Met Ile Ala Ala Ile Ser Pro Ala Ser Thr Asn Tyr Asp 
                325                 330                 335     
Glu Ser Leu Ser Thr Leu Arg Tyr Ala Asp Arg Ala His Gln Ile Glu 
            340                 345                 350         
Asn Thr Val Thr Lys Asn Glu Ser Ala Gln Glu Lys Tyr Ile Arg Glu 
        355                 360                 365             
Leu Glu Asp Arg Val Lys Glu Leu Glu Ala Leu Leu Ala Gly Gly Ala 
    370                 375                 380                 
Pro Ala Gly Asp Ala Gly Ala Val Glu Pro Gly Leu Ser Asp Ala Glu 
385                 390                 395                 400 

Página 2



Listado de secuencias (P17-177)
Arg Leu Glu Leu Glu Ala Lys Ile Ala Glu Tyr Asp Arg Leu Leu Lys 
                405                 410                 415     
Glu Gly Asn Gln Ser Leu Glu Glu Lys Leu Ala Arg Ala Glu Gln Asn 
            420                 425                 430         
Arg Gln Glu Leu Gln Asp Lys Leu Lys Lys Met Gly Leu Ala Ala Ala 
        435                 440                 445             
Phe Gly Ser Glu Ile Thr Thr Pro Tyr Ile Ser Asn Leu Ser Ser Asn 
    450                 455                 460                 
Ala Ser Asp Asn Gly Gln Leu Ile Tyr Thr Leu Cys Ser Glu Asn Asp 
465                 470                 475                 480 
Leu Lys Asp Ala Arg Pro Val Thr Val Val Val Gly Ala Asp Asp Ser 
                485                 490                 495     
Gly Pro Thr Glu Cys Gln Cys Arg Ile Ala Leu Val Ser Lys Leu Gly 
            500                 505                 510         
Val Leu Gly Glu His Phe Ile Ile Ser Leu Thr Gly Lys Val Val Asp 
        515                 520                 525             
Ser Thr Ala Asn Pro Ile Phe Pro Lys Val Thr Glu Ala Thr Ile Arg 
    530                 535                 540                 
Pro Leu Ser Ala Lys Gly Ala Leu Tyr Ile Asn Gly Arg Gln Ile Ala 
545                 550                 555                 560 
Ala Gly Ser Thr His Gln Leu Arg His Gly Asp Arg Ile Lys Cys Gly 
                565                 570                 575     
Ser Ala Ala Gln Ser Ser Phe Tyr Arg Tyr Tyr Asp Pro Pro Ala Arg 
            580                 585                 590         
Ala Ala Ala Val Lys Gln Ser Leu Glu Gln Asp Tyr Asp Tyr Val Glu 
        595                 600                 605             
Pro Glu Ile Thr Tyr Asp Leu Ala Leu Arg Glu Tyr Thr Tyr Tyr Gln 
    610                 615                 620                 
Ser Ser Gly Lys Asp Thr Ala Gln Arg Pro Ile Gly Asp Asp Pro Val 
625                 630                 635                 640 
Ser Lys Glu Asn Val Ser Val Thr Met Asp Asp Ala Phe Gly Ile Thr 
                645                 650                 655     
Pro Gly Leu Asp Asn Val Gln Thr Asp Ile Asn Glu Ser Phe Tyr Ala 
            660                 665                 670         
Asp Phe Gly Asn Asp Asp Glu Arg Thr Thr Tyr Glu Lys Lys Val His 
        675                 680                 685             
Glu Val Leu Arg Gln Leu Tyr Pro Phe Ile Cys Glu Ala Asn Ser Ile 
    690                 695                 700                 
Ala Glu Tyr Phe Cys Tyr Asp Ile Arg Phe Ala Ala Gln Ala Arg Thr 
705                 710                 715                 720 
Ser Ile Ser Pro Thr Ser Leu Arg Gln Ala Ala Arg Cys Gln Thr Ile 
                725                 730                 735     
Arg Asn Met Ser Lys Asn His Pro Met Thr Lys Asp Leu Arg Ala Asp 
            740                 745                 750         
Gln Ile Asp Asp Asp Leu Ser Gly Ile Leu Val Glu Ile Leu Val Thr 
        755                 760                 765             
Ala Thr Ala Ala Pro Ser Lys Thr Arg Asp Arg Lys Leu Ile Arg Gln 
    770                 775                 780                 
Val Trp Ala Leu Glu Lys Phe Gly Leu Arg Leu Ser Gly Met Arg Arg 
785                 790                 795                 800 
Met Tyr Gly Leu Ala Met Thr Leu Gly Lys Glu Glu Ala Val Arg Arg 
                805                 810                 815     
Ala His Glu Ser Ala Asp Arg Asp Leu Glu Asp Asp Asp Glu Phe Pro 
            820                 825                 830         
Phe Asp Leu Glu Ala Asp Ile Tyr Asn Gln Thr Leu Thr His Leu Ile 
        835                 840                 845             
Gly Val Gly Arg Ile Pro Leu Ser Gly Leu Leu Glu Thr Cys Glu Thr 
    850                 855                 860                 
Asp Val Phe Ser Val Pro Ile Tyr Asp Tyr Ser Gly Lys Ala Ala Thr 
865                 870                 875                 880 
Ser Ile Asp Val Ser Leu Ser Leu Leu Gly Ser Gly Tyr Ser His His 
                885                 890                 895     
Gly Ala Glu Cys Leu Ala Cys Asp Val Ala Asn Leu Val Gln Asn Glu 
            900                 905                 910         
Ser Pro Val Thr Thr Ile Ala Ala Tyr Phe Lys Lys Ala Tyr Asn Val 
        915                 920                 925             
Pro Thr Gln Cys Cys Lys Lys Val His Ala Val Ile His Met Pro Trp 
    930                 935                 940                 
Phe Val Asn Pro Asp Ala Gly Arg Pro Lys Gly Lys Arg Leu Ser Val 
945                 950                 955                 960 
Tyr Gln Glu Asn Glu Phe Arg Arg Arg Leu Leu Asp Met Gly Tyr Thr 
                965                 970                 975     
Phe Gln Thr Ala Ser Ser Ser Asp Leu Ser Pro Asn Pro Ala Leu Asp 
            980                 985                 990         
Ser Thr Ile Tyr Met Asp Leu Lys Thr Ser Tyr Phe Lys Gln Asp Asp 
        995                 1000                1005            
Val Leu Glu Trp Leu Arg Thr Ser Gly Thr Gly Leu Glu Val Ser Leu 
    1010                1015                1020                
Tyr Gly Tyr Thr Ser Ala Tyr Ala Asp Ser Leu Val Pro Glu Ile Lys 
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Listado de secuencias (P17-177)
1025                1030                1035                1040
Asp Ser Ala Leu Pro Asp Pro Ser Lys Lys Lys Val Ala Ile Val Ser 
                1045                1050                1055    
Thr Asn Ile Val Arg Thr Gln Thr Lys Glu Asp Gly Phe Lys Glu Ile 
            1060                1065                1070        
Asn Gly Glu Gln Val Leu Ile Ile Lys Lys Phe Ile Phe Val Asp Gln 
        1075                1080                1085            
Thr Lys Thr Asp Thr Gly His 
    1090                1095

<210> 4
<211> 4150
<212> DNA
<213> Giardia

<400> 4
ctcgagaaat cataaaaaat ttatttgctt tgtgagcgga taacaattat aatagattca       60

attgtgagcg gataacaatt tcacacagaa ttcattaaag aggagaaatt aactatgaga      120

ggatcgcatc accatcacca tcacggatcc atgatgctcg cttttcttgc tcttgcaggt      180

tctgcccttg ccctcacttg cccggctact cagagggagg tgctcgtcga aatctacgat      240

gccactgacg gagcaaattg gaagaccaat aattggcttt cgggagactc tatttgcacc      300

tggacaggtg ttacgtgtga ggcctcgaat aactacgtta tcgccctgga tctttcggac      360

atgggcctta caggtaccat cccggagaac atcggctgcc ttacttacct caagaccctt      420

tacttgagca acaactcatt ggctggtgcc atcccagagg gtctgtgcca attgacgaac      480

ctccagtact tgcaggtcaa tagtgccggt ctgacaggcg atattcccga gtgcatgtgc      540

gacctcattc acctaatgtt ctggtacatg agtgacaacg ctctcacagg ctccatcccc      600

acctgcatca atgagcttca atttctcaag gagctccacc tagactgcaa tcagctgtca      660

ggcacggtcc ctgttggcct tatgacgctc ccctacctta tggagctcta tctcaactgc      720

aaccctgacc tcacatgccc cgatgcgact ggagtgcagt tcgtcttcaa gtgcggagat      780

gtcgactgtg agaactgcgg aaccttgcca ccaaccaact gtgcccagtg ctttactgat      840

ccggactgcg gagagtactg cctcactcaa ccatgaagct taattagctg agcttggact      900

cctgttgata gatccagtaa tgacctcaga actccatctg gatttgttca gaacgctcgg      960

ttgccgccgg gcgtttttta ttggtgagaa tccaagctag cttggcgaga ttttcaggag     1020

ctaaggaagc taaaatggag aaaaaaatca ctggatatac caccgttgat atatcccaat     1080

ggcatcgtaa agaacatttt gaggcatttc agtcagttgc tcaatgtacc tataaccaga     1140

ccgttcagct ggatattacg gcctttttaa agaccgtaaa gaaaaataag cacaagtttt     1200

atccggcctt tattcacatt cttgcccgcc tgatgaatgc tcatccggaa tttcgtatgg     1260

caatgaaaga cggtgagctg gtgatatggg atagtgttca cccttgttac accgttttcc     1320

atgagcaaac tgaaacgttt tcatcgctct ggagtgaata ccacgacgat ttccggcagt     1380

ttctacacat atattcgcaa gatgtggcgt gttacggtga aaacctggcc tatttcccta     1440

aagggtttat tgagaatatg tttttcgtct cagccaatcc ctgggtgagt ttcaccagtt     1500

ttgatttaaa cgtggccaat atggacaact tcttcgcccc cgttttcacc atgggcaaat     1560

attatacgca aggcgacaag gtgctgatgc cgctggcgat tcaggttcat catgccgttt     1620

gtgatggctt ccatgtcggc agaatgctta atgaattaca acagtactgc gatgagtggc     1680

agggcggggc gtaatttttt taaggcagtt attggtgccc ttaaacgcct ggggtaatga     1740

ctctctagct tgaggcatca aataaaacga aaggctcagt cgaaagactg ggcctttcgt     1800

tttatctgtt gtttgtcggt gaacgctctc ctgagtagga caaatccgcc ctctagagct     1860
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Listado de secuencias (P17-177)
gcctcgcgcg tttcggtgat gacggtgaaa acctctgaca catgcagctc ccggagacgg     1920

tcacagcttg tctgtaagcg gatgccggga gcagacaagc ccgtcagggc gcgtcagcgg     1980

gtgttggcgg gtgtcggggc gcagccatga cccagtcacg tagcgatagc ggagtgtata     2040

ctggcttaac tatgcggcat cagagcagat tgtactgaga gtgcaccata tgcggtgtga     2100

aataccgcac agatgcgtaa ggagaaaata ccgcatcagg cgctcttccg cttcctcgct     2160

cactgactcg ctgcgctcgg tcgttcggct gcggcgagcg gtatcagctc actcaaaggc     2220

ggtaatacgg ttatccacag aatcagggga taacgcagga aagaacatgt gagcaaaagg     2280

ccagcaaaag gccaggaacc gtaaaaaggc cgcgttgctg gcgtttttcc ataggctccg     2340

cccccctgac gagcatcaca aaaatcgacg ctcaagtcag aggtggcgaa acccgacagg     2400

actataaaga taccaggcgt ttccccctgg aagctccctc gtgcgctctc ctgttccgac     2460

cctgccgctt accggatacc tgtccgcctt tctcccttcg ggaagcgtgg cgctttctca     2520

tagctcacgc tgtaggtatc tcagttcggt gtaggtcgtt cgctccaagc tgggctgtgt     2580

gcacgaaccc cccgttcagc ccgaccgctg cgccttatcc ggtaactatc gtcttgagtc     2640

caacccggta agacacgact tatcgccact ggcagcagcc actggtaaca ggattagcag     2700

agcgaggtat gtaggcggtg ctacagagtt cttgaagtgg tggcctaact acggctacac     2760

tagaaggaca gtatttggta tctgcgctct gctgaagcca gttaccttcg gaaaaagagt     2820

tggtagctct tgatccggca aacaaaccac cgctggtagc ggtggttttt ttgtttgcaa     2880

gcagcagatt acgcgcagaa aaaaaggatc tcaagaagat cctttgatct tttctacggg     2940

gtctgacgct cagtggaacg aaaactcacg ttaagggatt ttggtcatga gattatcaaa     3000

aaggatcttc acctagatcc ttttaaatta aaaatgaagt tttaaatcaa tctaaagtat     3060

atatgagtaa acttggtctg acagttacca atgcttaatc agtgaggcac ctatctcagc     3120

gatctgtcta tttcgttcat ccatagttgc ctgactcccc gtcgtgtaga taactacgat     3180

acgggagggc ttaccatctg gccccagtgc tgcaatgata ccgcgagacc cacgctcacc     3240

ggctccagat ttatcagcaa taaaccagcc agccggaagg gccgagcgca gaagtggtcc     3300

tgcaacttta tccgcctcca tccagtctat taattgttgc cgggaagcta gagtaagtag     3360

ttcgccagtt aatagtttgc gcaacgttgt tgccattgct acaggcatcg tggtgtcacg     3420

ctcgtcgttt ggtatggctt cattcagctc cggttcccaa cgatcaaggc gagttacatg     3480

atcccccatg ttgtgcaaaa aagcggttag ctccttcggt cctccgatcg ttgtcagaag     3540

taagttggcc gcagtgttat cactcatggt tatggcagca ctgcataatt ctcttactgt     3600

catgccatcc gtaagatgct tttctgtgac tggtgagtac tcaaccaagt cattctgaga     3660

atagtgtatg cggcgaccga gttgctcttg cccggcgtca atacgggata ataccgcgcc     3720

acatagcaga actttaaaag tgctcatcat tggaaaacgt tcttcggggc gaaaactctc     3780

aaggatctta ccgctgttga gatccagttc gatgtaaccc actcgtgcac ccaactgatc     3840

ttcagcatct tttactttca ccagcgtttc tgggtgagca aaaacaggaa ggcaaaatgc     3900

cgcaaaaaag ggaataaggg cgacacggaa atgttgaata ctcatactct tcctttttca     3960

atattattga agcatttatc agggttattg tctcatgagc ggatacatat ttgaatgtat     4020

ttagaaaaat aaacaaatag gggttccgcg cacatttccc cgaaaagtgc cacctgacgt     4080

ctaagaaacc attattatca tgacattaac ctataaaaat aggcgtatca cgaggccctt     4140

tcgtcttcac                                                            4150
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Listado de secuencias (P17-177)
<210> 5
<211> 4343
<212> DNA
<213> Giardia

<400> 5
ctcgagaaat cataaaaaat ttatttgctt tgtgagcgga taacaattat aatagattca       60

attgtgagcg gataacaatt tcacacagaa ttcattaaag aggagaaatt aactatgaga      120

ggatcgcatc accatcacca tcacggatcc atggctgcag caaaggctac cgagatcaag      180

gcgctcatcg acgccaagga catggacggg cttgcgagga gcgtcgccga cttcgacgac      240

aggcagcgcg ccgagatcta cgccgcgttc agggcggcca acgggaagac ggcctccgag      300

tacctcgacg ccttgttcaa gaacggggac tacaaggacc tcatgatgat cgtcctcgac      360

gacgagatcg acgtccgctg caagctgatc aagaaggcct tcaagggcgg gaacgacgag      420

aggtgcctca cggacgcgct cctgacgacg acccccgagg tctacgcaag ggtcaaggac      480

aggtaccacc agctcttcgg ggacgacttc gagtccacgc tcaggaagga gatcggctcc      540

aagaccgtct gggcccgcat ggtgaactcc tggcttgcct tctgcaggtc tgcccgcaac      600

aacgcccagg gtgatgcaga ggccctgaag gccgcgctga tcggcgtcaa gcacccggac      660

acggacacgg tcatccgcct cctcggcacg accgtcccca gcgagtggaa gcagatctcc      720

gaggcgttcg agagcatcgc caagaagacg atcgagcagg ccctcatcga ggcctacaag      780

ggcgacgacg agctcgcgct ctgctgctgc aacgcgacgc tccactgccc cgcccgaggc      840

gccgcctacc tcctgagcct ggcttgccag aagaagggcg acaccgaccg ctgctgccgc      900

atcaccggga tgctctacga tcaggcggag cagtgcaagg tcctctacgc ccactacggc      960

aacttagcca aggacatccg agccacgatg tccaagaacc tcgccgaggc ctgctgcgtc     1020

ctctggcacg tcatgtaaga gctcggtacc ccgggtcgac ctgcagccaa gcttaattag     1080

ctgagcttgg actcctgttg atagatccag taatgacctc agaactccat ctggatttgt     1140

tcagaacgct cggttgccgc cgggcgtttt ttattggtga gaatccaagc tagcttggcg     1200

agattttcag gagctaagga agctaaaatg gagaaaaaaa tcactggata taccaccgtt     1260

gatatatccc aatggcatcg taaagaacat tttgaggcat ttcagtcagt tgctcaatgt     1320

acctataacc agaccgttca gctggatatt acggcctttt taaagaccgt aaagaaaaat     1380

aagcacaagt tttatccggc ctttattcac attcttgccc gcctgatgaa tgctcatccg     1440

gaatttcgta tggcaatgaa agacggtgag ctggtgatat gggatagtgt tcacccttgt     1500

tacaccgttt tccatgagca aactgaaacg ttttcatcgc tctggagtga ataccacgac     1560

gatttccggc agtttctaca catatattcg caagatgtgg cgtgttacgg tgaaaacctg     1620

gcctatttcc ctaaagggtt tattgagaat atgtttttcg tctcagccaa tccctgggtg     1680

agtttcacca gttttgattt aaacgtggcc aatatggaca acttcttcgc ccccgttttc     1740

accatgggca aatattatac gcaaggcgac aaggtgctga tgccgctggc gattcaggtt     1800

catcatgccg tttgtgatgg cttccatgtc ggcagaatgc ttaatgaatt acaacagtac     1860

tgcgatgagt ggcagggcgg ggcgtaattt ttttaaggca gttattggtg cccttaaacg     1920

cctggggtaa tgactctcta gcttgaggca tcaaataaaa cgaaaggctc agtcgaaaga     1980

ctgggccttt cgttttatct gttgtttgtc ggtgaacgct ctcctgagta ggacaaatcc     2040

gccctctaga gctgcctcgc gcgtttcggt gatgacggtg aaaacctctg acacatgcag     2100

ctcccggaga cggtcacagc ttgtctgtaa gcggatgccg ggagcagaca agcccgtcag     2160
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Listado de secuencias (P17-177)
ggcgcgtcag cgggtgttgg cgggtgtcgg ggcgcagcca tgacccagtc acgtagcgat     2220

agcggagtgt atactggctt aactatgcgg catcagagca gattgtactg agagtgcacc     2280

atatgcggtg tgaaataccg cacagatgcg taaggagaaa ataccgcatc aggcgctctt     2340

ccgcttcctc gctcactgac tcgctgcgct cggtcgttcg gctgcggcga gcggtatcag     2400

ctcactcaaa ggcggtaata cggttatcca cagaatcagg ggataacgca ggaaagaaca     2460

tgtgagcaaa aggccagcaa aaggccagga accgtaaaaa ggccgcgttg ctggcgtttt     2520

tccataggct ccgcccccct gacgagcatc acaaaaatcg acgctcaagt cagaggtggc     2580

gaaacccgac aggactataa agataccagg cgtttccccc tggaagctcc ctcgtgcgct     2640

ctcctgttcc gaccctgccg cttaccggat acctgtccgc ctttctccct tcgggaagcg     2700

tggcgctttc tcatagctca cgctgtaggt atctcagttc ggtgtaggtc gttcgctcca     2760

agctgggctg tgtgcacgaa ccccccgttc agcccgaccg ctgcgcctta tccggtaact     2820

atcgtcttga gtccaacccg gtaagacacg acttatcgcc actggcagca gccactggta     2880

acaggattag cagagcgagg tatgtaggcg gtgctacaga gttcttgaag tggtggccta     2940

actacggcta cactagaagg acagtatttg gtatctgcgc tctgctgaag ccagttacct     3000

tcggaaaaag agttggtagc tcttgatccg gcaaacaaac caccgctggt agcggtggtt     3060

tttttgtttg caagcagcag attacgcgca gaaaaaaagg atctcaagaa gatcctttga     3120

tcttttctac ggggtctgac gctcagtgga acgaaaactc acgttaaggg attttggtca     3180

tgagattatc aaaaaggatc ttcacctaga tccttttaaa ttaaaaatga agttttaaat     3240

caatctaaag tatatatgag taaacttggt ctgacagtta ccaatgctta atcagtgagg     3300

cacctatctc agcgatctgt ctatttcgtt catccatagt tgcctgactc cccgtcgtgt     3360

agataactac gatacgggag ggcttaccat ctggccccag tgctgcaatg ataccgcgag     3420

acccacgctc accggctcca gatttatcag caataaacca gccagccgga agggccgagc     3480

gcagaagtgg tcctgcaact ttatccgcct ccatccagtc tattaattgt tgccgggaag     3540

ctagagtaag tagttcgcca gttaatagtt tgcgcaacgt tgttgccatt gctacaggca     3600

tcgtggtgtc acgctcgtcg tttggtatgg cttcattcag ctccggttcc caacgatcaa     3660

ggcgagttac atgatccccc atgttgtgca aaaaagcggt tagctccttc ggtcctccga     3720

tcgttgtcag aagtaagttg gccgcagtgt tatcactcat ggttatggca gcactgcata     3780

attctcttac tgtcatgcca tccgtaagat gcttttctgt gactggtgag tactcaacca     3840

agtcattctg agaatagtgt atgcggcgac cgagttgctc ttgcccggcg tcaatacggg     3900

ataataccgc gccacatagc agaactttaa aagtgctcat cattggaaaa cgttcttcgg     3960

ggcgaaaact ctcaaggatc ttaccgctgt tgagatccag ttcgatgtaa cccactcgtg     4020

cacccaactg atcttcagca tcttttactt tcaccagcgt ttctgggtga gcaaaaacag     4080

gaaggcaaaa tgccgcaaaa aagggaataa gggcgacacg gaaatgttga atactcatac     4140

tcttcctttt tcaatattat tgaagcattt atcagggtta ttgtctcatg agcggataca     4200

tatttgaatg tatttagaaa aataaacaaa taggggttcc gcgcacattt ccccgaaaag     4260

tgccacctga cgtctaagaa accattatta tcatgacatt aacctataaa aataggcgta     4320

tcacgaggcc ctttcgtctt cac                                             4343
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