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Mab 42: Claim 9(ii) - SEQ ID NO: 48, 55, 56 and 57 

SEQ ID NO: 48: anti-CD3 light chain with CrossMab  

 CD3 VH Region (SEQ ID NO: 7; CDRs of SEQ NOs: 1, 2 and 3)  

 CD3 CL Region 

|EVQLLESGGGLVQPGGSLRLSCAASGFTFSTYAMNWVRQAPGKGLEWVSRIRSKYNNYATYYADSVKGRFTISRDDSKNTLYLQMNSL

RAEDTAVYYCVRHGNFGNSYVSWFAYWGQGTLVTVSS|ASVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSG

NSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC| 

SEQ ID NO: 52: heavy chain long arm with CrossMab and charge variant mutations 

 BCMA VH (SEQ ID NO: 10; CDRs of SEQ NO: 21, 22 and 17)  

 BCMA CH1 with Charge Variant Mutations 

 CD3 VL (SEQ ID NO: 8; CDRs of SEQ NOs: 4, 5 and 6) 

 CD3 CH1 

 FC 

|EVQLLESGGGLVQPGGSLRLSCAASGFTFSDNAMGWVRQAPGKGLEWVSAISGPGSSTYYADSVKGRFTISRDNSKNTLYLQMNSLR

AEDTAVYYCAKVLGWFDYWGQGTLVTVSS|ASTKGPSVFPLAPSSKSTSGGTAALGCLVEDYFPEPVTVSWNSGALTSGVHTFPAVLQS

SGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDEKVEPKSCD|GGGGSGGGGS|QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTSN

YANWVQEKPGQAFRGLIGGTNKRAPGTPARFSGSLLGGKAALTLSGAQPEDEAEYYCALWYSNLWVFGGGTKLTVLSS|ASTKGPSVF

PLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKV|E

PKSCDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSV

LTVLHQDWLNGKEYKCKVSNKALGAPIEKTISKAKGQPREPQVYTLPPCRDELTKNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTT

PPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK| 

SEQ ID NO 53: heavy chain short arm with charge variant mutations 

 BCMA VH (SEQ ID NO 10s; CDRs of SEQ NOs: 21, 22 and 17) 

  BCMA CH1 with Charge Variant Mutations 

  FC 

|EVQLLESGGGLVQPGGSLRLSCAASGFTFSDNAMGWVRQAPGKGLEWVSAISGPGSSTYYADSVKGRFTISRDNSKNTLYLQMNSLR

AEDTAVYYCAKVLGWFDYWGQGTLVTVSS|ASTKGPSVFPLAPSSKSTSGGTAALGCLVEDYFPEPVTVSWNSGALTSGVHTFPAVLQS

SGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDEKV|EPKSCDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVS

HEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALGAPIEKTISKAKGQPREPQVCTLPPSR

DELTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLS

PGK | 

SEQ ID NO: 57: anti-BCMA light chain 

 BCMA VL (SEQ ID NO: 14s; CDRs of SEQ NOs: 27, 28 and 20) 

 BCMA CL 

|EIVLTQSPGTLSLSPGERATLSCRASQSVSDEYLSWYQQKPGQAPRLLIHSASTRATGIPDRFSGSGSGTDFTLAISRLEPEDFAVYYCQQY

GYPPDFTFGQGTKVEIK|RTVAAPSVFIFPPSDRKLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLT

LSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC| 
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Mab 22: Claim 9(i) SEQ ID NO: 48, 52, 53 and 54  

SEQ ID NO: 48: anti-CD3 light chain with CrossMab 

 CD3 VH Region (SEQ ID NO:  7; CDRs of SEQ NOs: 1, 2 and 3) 

 CD3 CL Region 

|EVQLLESGGGLVQPGGSLRLSCAASGFTFSTYAMNWVRQAPGKGLEWVSRIRSKYNNYATYYADSVKGRFTISRDDSKNTLYLQMN

SLRAEDTAVYYCVRHGNFGNSYVSWFAYWGQGTLVTVSS|ASVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQ

SGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC| 

SEQ ID NO: 55: heavy chain long arm with CrossMab and charge variant mutations 

 BCMA VH  (SEQ ID NO: 10; CDRs of SEQ NOs: 21, 22 and 17) 

 BCMA CH1 with Charge Variant Mutations 

 CD3 VL (SEQ ID NO: 8; CDRs of SEQ NOs: 4, 5 and 6) 

 CD3 CH1 

 FC 

|EVQLLESGGGLVQPGGSLRLSCAASGFTFSDNAMGWVRQAPGKGLEWVSAISGPGSSTYYADSVKGRFTISRDNSKNTLYLQMNSL

RAEDTAVYYCAKVLGWFDYWGQGTLVTVSS|ASTKGPSVFPLAPSSKSTSGGTAALGCLVEDYFPEPVTVSWNSGALTSGVHTFPAVLQ

SSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDEKVEPKSCD|GGGGSGGGGS|QAVVTQEPSLTVSPGGTVTLTCGSSTGAVTTS

NYANWVQEKPGQAFRGLIGGTNKRAPGTPARFSGSLLGGKAALTLSGAQPEDEAEYYCALWYSNLWVFGGGTKLTVLSS|ASTKGPS

VFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKV

|EPKSCDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVV

SVLTVLHQDWLNGKEYKCKVSNKALGAPIEKTISKAKGQPREPQVYTLPPCRDELTKNQVSLWCLVKGFYPSDIAVEWESNGQPENNYK

TTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK| 

SEQ ID NO: 56: heavy chain short arm with charge variant mutations 

 BCMA VH  (SEQ ID NO: 10; CDRs of SEQ NOs: 21, 22 and 17) 

 BCMA CH1 Charge Variant Mutations 

 FC 

|EVQLLESGGGLVQPGGSLRLSCAASGFTFSDNAMGWVRQAPGKGLEWVSAISGPGSSTYYADSVKGRFTISRDNSKNTLYLQMNSL

RAEDTAVYYCAKVLGWFDYWGQGTLVTVSS|ASTKGPSVFPLAPSSKSTSGGTAALGCLVEDYFPEPVTVSWNSGALTSGVHTFPAVLQ

SSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDEKV|EPKSCDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCVVVDV

SHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALGAPIEKTISKAKGQPREPQVCTLPPSR

DELTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLS

PGK| 

SEQ ID NO: 54: anti-BCMA light chain 

 BCMA VL (SEQ ID NO: 13; CDRs of SEQ NOs: 25, 26 and 20) 

 BCMA CL 
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|EIVLTQSPGTLSLSPGERATLSCRASQSVSDEYLSWYQQKPGQAPRLLIHSASTRATGIPDRFSGSGSGTDFTLAISRLEPED

FAVYYCQQYGYPPDFTFGQGTKVEIK|RTVAAPSVFIFPPSDRKLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQE

SVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC| 


