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<210> 1 

<211> 750 

<212> PRT 

<213> Pan troglodytes 

 

<400> 1 

Met Trp Asn Leu Leu His Glu Thr Asp Ser Ala Val Ala Thr Ala Arg  



1               5                   10                  15       

 

 

Arg Pro Arg Trp Leu Cys Ala Gly Ala Leu Val Leu Ala Gly Gly Phe  

            20                  25                  30           

 

 

Phe Leu Leu Gly Phe Leu Phe Gly Trp Phe Ile Lys Ser Ser Asn Glu  

        35                  40                  45               

 

 

Ala Thr Asn Ile Thr Pro Lys His Asn Met Lys Ala Phe Leu Asp Glu  

    50                  55                  60                   

 

 

Leu Lys Ala Glu Asn Ile Lys Lys Phe Leu Tyr Asn Phe Thr Gln Ile  

65                  70                  75                  80   

 

 

Pro His Leu Ala Gly Thr Glu Gln Asn Phe Gln Leu Ala Lys Gln Ile  

                85                  90                  95       

 

 

Gln Ser Gln Trp Lys Glu Phe Gly Leu Asp Ser Val Glu Leu Ala His  

            100                 105                 110          

 

 

Tyr Asp Val Leu Leu Ser Tyr Pro Asn Lys Thr His Pro Asn Tyr Ile  

        115                 120                 125              

 

 

Ser Ile Ile Asn Glu Asp Gly Asn Glu Ile Phe Asn Thr Ser Leu Phe  

    130                 135                 140                  

 

 

Glu Pro Pro Pro Pro Gly Tyr Glu Asn Val Leu Asp Ile Val Pro Pro  

145                 150                 155                 160  

 



 

Phe Ser Ala Phe Ser Pro Gln Gly Met Pro Glu Gly Asp Leu Val Tyr  

                165                 170                 175      

 

 

Val Asn Tyr Ala Arg Thr Glu Asp Phe Phe Lys Leu Glu Arg Asp Met  

            180                 185                 190          

 

 

Lys Ile Asn Cys Ser Gly Lys Ile Val Ile Ala Arg Tyr Gly Lys Val  

        195                 200                 205              

 

 

Phe Arg Gly Asn Lys Val Lys Asn Ala Gln Leu Ala Gly Ala Lys Gly  

    210                 215                 220                  

 

 

Val Ile Leu Tyr Ser Asp Pro Ala Asp Tyr Phe Ala Pro Gly Val Lys  

225                 230                 235                 240  

 

 

Ser Tyr Pro Asp Gly Trp Asn Leu Pro Gly Gly Gly Val Gln Arg Gly  

                245                 250                 255      

 

 

Asn Ile Leu Asn Leu Asn Gly Ala Gly Asp Pro Leu Thr Pro Gly Tyr  

            260                 265                 270          

 

 

Pro Ala Asn Glu Tyr Ala Tyr Arg His Gly Ile Ala Glu Ala Val Gly  

        275                 280                 285              

 

 

Leu Pro Ser Ile Pro Val His Pro Ile Gly Tyr Tyr Asp Ala Gln Lys  

    290                 295                 300                  

 

 

Leu Leu Glu Lys Met Gly Gly Ser Ala Pro Pro Asp Ser Ser Trp Arg  



305                 310                 315                 320  

 

 

Gly Ser Leu Lys Val Pro Tyr Asn Val Gly Pro Gly Phe Thr Gly Asn  

                325                 330                 335      

 

 

Phe Ser Thr Gln Lys Val Lys Met His Ile His Ser Thr Asn Glu Val  

            340                 345                 350          

 

 

Thr Arg Ile Tyr Asn Val Ile Gly Thr Leu Arg Gly Ala Val Glu Pro  

        355                 360                 365              

 

 

Asp Arg Tyr Val Ile Leu Gly Gly His Arg Asp Ser Trp Val Phe Gly  

    370                 375                 380                  

 

 

Gly Ile Asp Pro Gln Ser Gly Ala Ala Val Val His Glu Ile Val Arg  

385                 390                 395                 400  

 

 

Ser Phe Gly Thr Leu Lys Lys Glu Gly Trp Arg Pro Arg Arg Thr Ile  

                405                 410                 415      

 

 

Leu Phe Ala Ser Trp Asp Ala Glu Glu Phe Gly Leu Leu Gly Ser Thr  

            420                 425                 430          

 

 

Glu Trp Ala Glu Glu Asn Ser Arg Leu Leu Gln Glu Arg Gly Val Ala  

        435                 440                 445              

 

 

Tyr Ile Asn Ala Asp Ser Ser Ile Glu Gly Asn Tyr Thr Leu Arg Val  

    450                 455                 460                  

 



 

Asp Cys Thr Pro Leu Met Tyr Ser Leu Val Tyr Asn Leu Thr Lys Glu  

465                 470                 475                 480  

 

 

Leu Lys Ser Pro Asp Glu Gly Phe Glu Gly Lys Ser Leu Tyr Glu Ser  

                485                 490                 495      

 

 

Trp Thr Lys Lys Ser Pro Ser Pro Glu Phe Ser Gly Met Pro Arg Ile  

            500                 505                 510          

 

 

Ser Lys Leu Gly Ser Gly Asn Asp Phe Glu Val Phe Phe Gln Arg Leu  

        515                 520                 525              

 

 

Gly Ile Ala Ser Gly Arg Ala Arg Tyr Thr Lys Asn Trp Glu Thr Asn  

    530                 535                 540                  

 

 

Lys Phe Ser Gly Tyr Pro Leu Tyr His Ser Val Tyr Glu Thr Tyr Glu  

545                 550                 555                 560  

 

 

Leu Val Glu Lys Phe Tyr Asp Pro Met Phe Lys Tyr His Leu Thr Val  

                565                 570                 575      

 

 

Ala Gln Val Arg Gly Gly Met Val Phe Glu Leu Ala Asn Ser Ile Val  

            580                 585                 590          

 

 

Leu Pro Phe Asp Cys Arg Asp Tyr Ala Val Val Leu Arg Lys Tyr Ala  

        595                 600                 605              

 

 

Asp Lys Ile Tyr Asn Ile Ser Met Lys His Pro Gln Glu Met Lys Thr  



    610                 615                 620                  

 

 

Tyr Ser Val Ser Phe Asp Ser Leu Phe Ser Ala Val Lys Asn Phe Thr  

625                 630                 635                 640  

 

 

Glu Ile Ala Ser Lys Phe Thr Glu Arg Leu Gln Asp Phe Asp Lys Ser  

                645                 650                 655      

 

 

Asn Pro Ile Leu Leu Arg Met Met Asn Asp Gln Leu Met Phe Leu Glu  

            660                 665                 670          

 

 

Arg Ala Phe Ile Asp Pro Leu Gly Leu Pro Asp Arg Pro Phe Tyr Arg  

        675                 680                 685              

 

 

His Val Ile Tyr Ala Pro Ser Ser His Asn Lys Tyr Ala Gly Glu Ser  

    690                 695                 700                  

 

 

Phe Pro Gly Ile Tyr Asp Ala Leu Phe Asp Ile Glu Ser Lys Val Asp  

705                 710                 715                 720  

 

 

Pro Ser Lys Ala Trp Gly Asp Val Lys Arg Gln Ile Ser Val Ala Ala  

                725                 730                 735      

 

 

Phe Thr Val Gln Ala Ala Ala Glu Thr Leu Ser Glu Val Ala  

            740                 745                 750  

 

 

<210> 2 

<211> 750 

<212> PRT 



<213> Macaca fascicularis  

 

<400> 2 

Met Trp Asn Leu Leu His Glu Thr Asp Ser Ala Val Ala Thr Ala Arg  

1               5                   10                  15       

 

 

Arg Pro Arg Trp Leu Cys Ala Gly Ala Leu Val Leu Ala Gly Gly Phe  

            20                  25                  30           

 

 

Phe Leu Leu Gly Phe Leu Phe Gly Trp Phe Ile Lys Ser Ser Ser Glu  

        35                  40                  45               

 

 

Ala Thr Asn Ile Thr Pro Lys His Asn Met Lys Ala Phe Leu Asp Glu  

    50                  55                  60                   

 

 

Leu Lys Ala Glu Asn Ile Lys Lys Phe Leu His Asn Phe Thr Gln Ile  

65                  70                  75                  80   

 

 

Pro His Leu Ala Gly Thr Glu Gln Asn Phe Gln Leu Ala Lys Gln Ile  

                85                  90                  95       

 

 

Gln Ser Gln Trp Lys Glu Phe Gly Leu Asp Ser Val Glu Leu Thr His  

            100                 105                 110          

 

 

Tyr Asp Val Leu Leu Ser Tyr Pro Asn Lys Thr His Pro Asn Tyr Ile  

        115                 120                 125              

 

 

Ser Ile Ile Asn Glu Asp Gly Asn Glu Ile Phe Asn Thr Ser Leu Phe  

    130                 135                 140                  

 



 

Glu Pro Pro Pro Ala Gly Tyr Glu Asn Val Ser Asp Ile Val Pro Pro  

145                 150                 155                 160  

 

 

Phe Ser Ala Phe Ser Pro Gln Gly Met Pro Glu Gly Asp Leu Val Tyr  

                165                 170                 175      

 

 

Val Asn Tyr Ala Arg Thr Glu Asp Phe Phe Lys Leu Glu Arg Asp Met  

            180                 185                 190          

 

 

Lys Ile Asn Cys Ser Gly Lys Ile Val Ile Ala Arg Tyr Gly Lys Val  

        195                 200                 205              

 

 

Phe Arg Gly Asn Lys Val Lys Asn Ala Gln Leu Ala Gly Ala Thr Gly  

    210                 215                 220                  

 

 

Val Ile Leu Tyr Ser Asp Pro Asp Asp Tyr Phe Ala Pro Gly Val Lys  

225                 230                 235                 240  

 

 

Ser Tyr Pro Asp Gly Trp Asn Leu Pro Gly Gly Gly Val Gln Arg Gly  

                245                 250                 255      

 

 

Asn Ile Leu Asn Leu Asn Gly Ala Gly Asp Pro Leu Thr Pro Gly Tyr  

            260                 265                 270          

 

 

Pro Ala Asn Glu Tyr Ala Tyr Arg Arg Gly Met Ala Glu Ala Val Gly  

        275                 280                 285              

 

 

Leu Pro Ser Ile Pro Val His Pro Ile Gly Tyr Tyr Asp Ala Gln Lys  



    290                 295                 300                  

 

 

Leu Leu Glu Lys Met Gly Gly Ser Ala Ser Pro Asp Ser Ser Trp Arg  

305                 310                 315                 320  

 

 

Gly Ser Leu Lys Val Pro Tyr Asn Val Gly Pro Gly Phe Thr Gly Asn  

                325                 330                 335      

 

 

Phe Ser Thr Gln Lys Val Lys Met His Ile His Ser Thr Ser Glu Val  

            340                 345                 350          

 

 

Thr Arg Ile Tyr Asn Val Ile Gly Thr Leu Arg Gly Ala Val Glu Pro  

        355                 360                 365              

 

 

Asp Arg Tyr Val Ile Leu Gly Gly His Arg Asp Ser Trp Val Phe Gly  

    370                 375                 380                  

 

 

Gly Ile Asp Pro Gln Ser Gly Ala Ala Val Val His Glu Ile Val Arg  

385                 390                 395                 400  

 

 

Ser Phe Gly Met Leu Lys Lys Glu Gly Trp Arg Pro Arg Arg Thr Ile  

                405                 410                 415      

 

 

Leu Phe Ala Ser Trp Asp Ala Glu Glu Phe Gly Leu Leu Gly Ser Thr  

            420                 425                 430          

 

 

Glu Trp Ala Glu Glu Asn Ser Arg Leu Leu Gln Glu Arg Gly Val Ala  

        435                 440                 445              

 



 

Tyr Ile Asn Ala Asp Ser Ser Ile Glu Gly Asn Tyr Thr Leu Arg Val  

    450                 455                 460                  

 

 

Asp Cys Thr Pro Leu Met Tyr Ser Leu Val Tyr Asn Leu Thr Lys Glu  

465                 470                 475                 480  

 

 

Leu Glu Ser Pro Asp Glu Gly Phe Glu Gly Lys Ser Leu Tyr Glu Ser  

                485                 490                 495      

 

 

Trp Thr Lys Lys Ser Pro Ser Pro Glu Phe Ser Gly Met Pro Arg Ile  

            500                 505                 510          

 

 

Ser Lys Leu Gly Ser Gly Asn Asp Phe Glu Val Phe Phe Gln Arg Leu  

        515                 520                 525              

 

 

Gly Ile Ala Ser Gly Arg Ala Arg Tyr Thr Lys Asn Trp Glu Thr Asn  

    530                 535                 540                  

 

 

Lys Phe Ser Ser Tyr Pro Leu Tyr His Ser Val Tyr Glu Thr Tyr Glu  

545                 550                 555                 560  

 

 

Leu Val Glu Lys Phe Tyr Asp Pro Met Phe Lys Tyr His Leu Thr Val  

                565                 570                 575      

 

 

Ala Gln Val Arg Gly Gly Met Val Phe Glu Leu Ala Asn Ser Val Val  

            580                 585                 590          

 

 

Leu Pro Phe Asp Cys Arg Asp Tyr Ala Val Val Leu Arg Lys Tyr Ala  



        595                 600                 605              

 

 

Asp Lys Ile Tyr Asn Ile Ser Met Lys His Pro Gln Glu Met Lys Thr  

    610                 615                 620                  

 

 

Tyr Ser Val Ser Phe Asp Ser Leu Phe Ser Ala Val Lys Asn Phe Thr  

625                 630                 635                 640  

 

 

Glu Ile Ala Ser Lys Phe Ser Glu Arg Leu Arg Asp Phe Asp Lys Ser  

                645                 650                 655      

 

 

Asn Pro Ile Leu Leu Arg Met Met Asn Asp Gln Leu Met Phe Leu Glu  

            660                 665                 670          

 

 

Arg Ala Phe Ile Asp Pro Leu Gly Leu Pro Asp Arg Pro Phe Tyr Arg  

        675                 680                 685              

 

 

His Val Ile Tyr Ala Pro Ser Ser His Asn Lys Tyr Ala Gly Glu Ser  

    690                 695                 700                  

 

 

Phe Pro Gly Ile Tyr Asp Ala Leu Phe Asp Ile Glu Ser Lys Val Asp  

705                 710                 715                 720  

 

 

Pro Ser Gln Ala Trp Gly Glu Val Lys Arg Gln Ile Ser Ile Ala Thr  

                725                 730                 735      

 

 

Phe Thr Val Gln Ala Ala Ala Glu Thr Leu Ser Glu Val Ala  

            740                 745                 750  

 



 

<210> 3 

<211> 750 

<212> PRT 

<213> Homo Sapiens 

 

<400> 3 

Met Trp Asn Leu Leu His Glu Thr Asp Ser Ala Val Ala Thr Ala Arg  

1               5                   10                  15       

 

 

Arg Pro Arg Trp Leu Cys Ala Gly Ala Leu Val Leu Ala Gly Gly Phe  

            20                  25                  30           

 

 

Phe Leu Leu Gly Phe Leu Phe Gly Trp Phe Ile Lys Ser Ser Asn Glu  

        35                  40                  45               

 

 

Ala Thr Asn Ile Thr Pro Lys His Asn Met Lys Ala Phe Leu Asp Glu  

    50                  55                  60                   

 

 

Leu Lys Ala Glu Asn Ile Lys Lys Phe Leu Tyr Asn Phe Thr Gln Ile  

65                  70                  75                  80   

 

 

Pro His Leu Ala Gly Thr Glu Gln Asn Phe Gln Leu Ala Lys Gln Ile  

                85                  90                  95       

 

 

Gln Ser Gln Trp Lys Glu Phe Gly Leu Asp Ser Val Glu Leu Ala His  

            100                 105                 110          

 

 

Tyr Asp Val Leu Leu Ser Tyr Pro Asn Lys Thr His Pro Asn Tyr Ile  

        115                 120                 125              

 



 

Ser Ile Ile Asn Glu Asp Gly Asn Glu Ile Phe Asn Thr Ser Leu Phe  

    130                 135                 140                  

 

 

Glu Pro Pro Pro Pro Gly Tyr Glu Asn Val Ser Asp Ile Val Pro Pro  

145                 150                 155                 160  

 

 

Phe Ser Ala Phe Ser Pro Gln Gly Met Pro Glu Gly Asp Leu Val Tyr  

                165                 170                 175      

 

 

Val Asn Tyr Ala Arg Thr Glu Asp Phe Phe Lys Leu Glu Arg Asp Met  

            180                 185                 190          

 

 

Lys Ile Asn Cys Ser Gly Lys Ile Val Ile Ala Arg Tyr Gly Lys Val  

        195                 200                 205              

 

 

Phe Arg Gly Asn Lys Val Lys Asn Ala Gln Leu Ala Gly Ala Lys Gly  

    210                 215                 220                  

 

 

Val Ile Leu Tyr Ser Asp Pro Ala Asp Tyr Phe Ala Pro Gly Val Lys  

225                 230                 235                 240  

 

 

Ser Tyr Pro Asp Gly Trp Asn Leu Pro Gly Gly Gly Val Gln Arg Gly  

                245                 250                 255      

 

 

Asn Ile Leu Asn Leu Asn Gly Ala Gly Asp Pro Leu Thr Pro Gly Tyr  

            260                 265                 270          

 

 

Pro Ala Asn Glu Tyr Ala Tyr Arg Arg Gly Ile Ala Glu Ala Val Gly  



        275                 280                 285              

 

 

Leu Pro Ser Ile Pro Val His Pro Ile Gly Tyr Tyr Asp Ala Gln Lys  

    290                 295                 300                  

 

 

Leu Leu Glu Lys Met Gly Gly Ser Ala Pro Pro Asp Ser Ser Trp Arg  

305                 310                 315                 320  

 

 

Gly Ser Leu Lys Val Pro Tyr Asn Val Gly Pro Gly Phe Thr Gly Asn  

                325                 330                 335      

 

 

Phe Ser Thr Gln Lys Val Lys Met His Ile His Ser Thr Asn Glu Val  

            340                 345                 350          

 

 

Thr Arg Ile Tyr Asn Val Ile Gly Thr Leu Arg Gly Ala Val Glu Pro  

        355                 360                 365              

 

 

Asp Arg Tyr Val Ile Leu Gly Gly His Arg Asp Ser Trp Val Phe Gly  

    370                 375                 380                  

 

 

Gly Ile Asp Pro Gln Ser Gly Ala Ala Val Val His Glu Ile Val Arg  

385                 390                 395                 400  

 

 

Ser Phe Gly Thr Leu Lys Lys Glu Gly Trp Arg Pro Arg Arg Thr Ile  

                405                 410                 415      

 

 

Leu Phe Ala Ser Trp Asp Ala Glu Glu Phe Gly Leu Leu Gly Ser Thr  

            420                 425                 430          

 



 

Glu Trp Ala Glu Glu Asn Ser Arg Leu Leu Gln Glu Arg Gly Val Ala  

        435                 440                 445              

 

 

Tyr Ile Asn Ala Asp Ser Ser Ile Glu Gly Asn Tyr Thr Leu Arg Val  

    450                 455                 460                  

 

 

Asp Cys Thr Pro Leu Met Tyr Ser Leu Val His Asn Leu Thr Lys Glu  

465                 470                 475                 480  

 

 

Leu Lys Ser Pro Asp Glu Gly Phe Glu Gly Lys Ser Leu Tyr Glu Ser  

                485                 490                 495      

 

 

Trp Thr Lys Lys Ser Pro Ser Pro Glu Phe Ser Gly Met Pro Arg Ile  

            500                 505                 510          

 

 

Ser Lys Leu Gly Ser Gly Asn Asp Phe Glu Val Phe Phe Gln Arg Leu  

        515                 520                 525              

 

 

Gly Ile Ala Ser Gly Arg Ala Arg Tyr Thr Lys Asn Trp Glu Thr Asn  

    530                 535                 540                  

 

 

Lys Phe Ser Gly Tyr Pro Leu Tyr His Ser Val Tyr Glu Thr Tyr Glu  

545                 550                 555                 560  

 

 

Leu Val Glu Lys Phe Tyr Asp Pro Met Phe Lys Tyr His Leu Thr Val  

                565                 570                 575      

 

 

Ala Gln Val Arg Gly Gly Met Val Phe Glu Leu Ala Asn Ser Ile Val  



            580                 585                 590          

 

 

Leu Pro Phe Asp Cys Arg Asp Tyr Ala Val Val Leu Arg Lys Tyr Ala  

        595                 600                 605              

 

 

Asp Lys Ile Tyr Ser Ile Ser Met Lys His Pro Gln Glu Met Lys Thr  

    610                 615                 620                  

 

 

Tyr Ser Val Ser Phe Asp Ser Leu Phe Ser Ala Val Lys Asn Phe Thr  

625                 630                 635                 640  

 

 

Glu Ile Ala Ser Lys Phe Ser Glu Arg Leu Gln Asp Phe Asp Lys Ser  

                645                 650                 655      

 

 

Asn Pro Ile Val Leu Arg Met Met Asn Asp Gln Leu Met Phe Leu Glu  

            660                 665                 670          

 

 

Arg Ala Phe Ile Asp Pro Leu Gly Leu Pro Asp Arg Pro Phe Tyr Arg  

        675                 680                 685              

 

 

His Val Ile Tyr Ala Pro Ser Ser His Asn Lys Tyr Ala Gly Glu Ser  

    690                 695                 700                  

 

 

Phe Pro Gly Ile Tyr Asp Ala Leu Phe Asp Ile Glu Ser Lys Val Asp  

705                 710                 715                 720  

 

 

Pro Ser Lys Ala Trp Gly Glu Val Lys Arg Gln Ile Tyr Val Ala Ala  

                725                 730                 735      

 



 

Phe Thr Val Gln Ala Ala Ala Glu Thr Leu Ser Glu Val Ala  

            740                 745                 750  

 

 

<210> 4 

<211> 749 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: Dominio 

      extracelular sintético del PSMA de Pan troglodytes  

      con etiquetas de purificación" 

 

<400> 4 

Met Ala Trp Val Trp Thr Leu Leu Phe Leu Met Ala Ala Ala Gln Ser  

1               5                   10                  15       

 

 

Ile Gln Ala Gly Leu Asn Asp Ile Phe Glu Ala Gln Lys Ile Glu Trp  

            20                  25                  30           

 

 

His Glu His His His His His His Gly Ser Lys Ser Ser Asn Glu Ala  

        35                  40                  45               

 

 

Thr Asn Ile Thr Pro Lys His Asn Met Lys Ala Phe Leu Asp Glu Leu  

    50                  55                  60                   

 

 

Lys Ala Glu Asn Ile Lys Lys Phe Leu Tyr Asn Phe Thr Gln Ile Pro  

65                  70                  75                  80   

 

 

His Leu Ala Gly Thr Glu Gln Asn Phe Gln Leu Ala Lys Gln Ile Gln  



                85                  90                  95       

 

 

Ser Gln Trp Lys Glu Phe Gly Leu Asp Ser Val Glu Leu Ala His Tyr  

            100                 105                 110          

 

 

Asp Val Leu Leu Ser Tyr Pro Asn Lys Thr His Pro Asn Tyr Ile Ser  

        115                 120                 125              

 

 

Ile Ile Asn Glu Asp Gly Asn Glu Ile Phe Asn Thr Ser Leu Phe Glu  

    130                 135                 140                  

 

 

Pro Pro Pro Pro Gly Tyr Glu Asn Val Leu Asp Ile Val Pro Pro Phe  

145                 150                 155                 160  

 

 

Ser Ala Phe Ser Pro Gln Gly Met Pro Glu Gly Asp Leu Val Tyr Val  

                165                 170                 175      

 

 

Asn Tyr Ala Arg Thr Glu Asp Phe Phe Lys Leu Glu Arg Asp Met Lys  

            180                 185                 190          

 

 

Ile Asn Cys Ser Gly Lys Ile Val Ile Ala Arg Tyr Gly Lys Val Phe  

        195                 200                 205              

 

 

Arg Gly Asn Lys Val Lys Asn Ala Gln Leu Ala Gly Ala Lys Gly Val  

    210                 215                 220                  

 

 

Ile Leu Tyr Ser Asp Pro Ala Asp Tyr Phe Ala Pro Gly Val Lys Ser  

225                 230                 235                 240  

 



 

Tyr Pro Asp Gly Trp Asn Leu Pro Gly Gly Gly Val Gln Arg Gly Asn  

                245                 250                 255      

 

 

Ile Leu Asn Leu Asn Gly Ala Gly Asp Pro Leu Thr Pro Gly Tyr Pro  

            260                 265                 270          

 

 

Ala Asn Glu Tyr Ala Tyr Arg His Gly Ile Ala Glu Ala Val Gly Leu  

        275                 280                 285              

 

 

Pro Ser Ile Pro Val His Pro Ile Gly Tyr Tyr Asp Ala Gln Lys Leu  

    290                 295                 300                  

 

 

Leu Glu Lys Met Gly Gly Ser Ala Pro Pro Asp Ser Ser Trp Arg Gly  

305                 310                 315                 320  

 

 

Ser Leu Lys Val Pro Tyr Asn Val Gly Pro Gly Phe Thr Gly Asn Phe  

                325                 330                 335      

 

 

Ser Thr Gln Lys Val Lys Met His Ile His Ser Thr Asn Glu Val Thr  

            340                 345                 350          

 

 

Arg Ile Tyr Asn Val Ile Gly Thr Leu Arg Gly Ala Val Glu Pro Asp  

        355                 360                 365              

 

 

Arg Tyr Val Ile Leu Gly Gly His Arg Asp Ser Trp Val Phe Gly Gly  

    370                 375                 380                  

 

 

Ile Asp Pro Gln Ser Gly Ala Ala Val Val His Glu Ile Val Arg Ser  



385                 390                 395                 400  

 

 

Phe Gly Thr Leu Lys Lys Glu Gly Trp Arg Pro Arg Arg Thr Ile Leu  

                405                 410                 415      

 

 

Phe Ala Ser Trp Asp Ala Glu Glu Phe Gly Leu Leu Gly Ser Thr Glu  

            420                 425                 430          

 

 

Trp Ala Glu Glu Asn Ser Arg Leu Leu Gln Glu Arg Gly Val Ala Tyr  

        435                 440                 445              

 

 

Ile Asn Ala Asp Ser Ser Ile Glu Gly Asn Tyr Thr Leu Arg Val Asp  

    450                 455                 460                  

 

 

Cys Thr Pro Leu Met Tyr Ser Leu Val Tyr Asn Leu Thr Lys Glu Leu  

465                 470                 475                 480  

 

 

Lys Ser Pro Asp Glu Gly Phe Glu Gly Lys Ser Leu Tyr Glu Ser Trp  

                485                 490                 495      

 

 

Thr Lys Lys Ser Pro Ser Pro Glu Phe Ser Gly Met Pro Arg Ile Ser  

            500                 505                 510          

 

 

Lys Leu Gly Ser Gly Asn Asp Phe Glu Val Phe Phe Gln Arg Leu Gly  

        515                 520                 525              

 

 

Ile Ala Ser Gly Arg Ala Arg Tyr Thr Lys Asn Trp Glu Thr Asn Lys  

    530                 535                 540                  

 



 

Phe Ser Gly Tyr Pro Leu Tyr His Ser Val Tyr Glu Thr Tyr Glu Leu  

545                 550                 555                 560  

 

 

Val Glu Lys Phe Tyr Asp Pro Met Phe Lys Tyr His Leu Thr Val Ala  

                565                 570                 575      

 

 

Gln Val Arg Gly Gly Met Val Phe Glu Leu Ala Asn Ser Ile Val Leu  

            580                 585                 590          

 

 

Pro Phe Asp Cys Arg Asp Tyr Ala Val Val Leu Arg Lys Tyr Ala Asp  

        595                 600                 605              

 

 

Lys Ile Tyr Asn Ile Ser Met Lys His Pro Gln Glu Met Lys Thr Tyr  

    610                 615                 620                  

 

 

Ser Val Ser Phe Asp Ser Leu Phe Ser Ala Val Lys Asn Phe Thr Glu  

625                 630                 635                 640  

 

 

Ile Ala Ser Lys Phe Thr Glu Arg Leu Gln Asp Phe Asp Lys Ser Asn  

                645                 650                 655      

 

 

Pro Ile Leu Leu Arg Met Met Asn Asp Gln Leu Met Phe Leu Glu Arg  

            660                 665                 670          

 

 

Ala Phe Ile Asp Pro Leu Gly Leu Pro Asp Arg Pro Phe Tyr Arg His  

        675                 680                 685              

 

 

Val Ile Tyr Ala Pro Ser Ser His Asn Lys Tyr Ala Gly Glu Ser Phe  



    690                 695                 700                  

 

 

Pro Gly Ile Tyr Asp Ala Leu Phe Asp Ile Glu Ser Lys Val Asp Pro  

705                 710                 715                 720  

 

 

Ser Lys Ala Trp Gly Asp Val Lys Arg Gln Ile Ser Val Ala Ala Phe  

                725                 730                 735      

 

 

Thr Val Gln Ala Ala Ala Glu Thr Leu Ser Glu Val Ala  

            740                 745                  

 

 

<210> 5 

<211> 749 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: Dominio 

      extracelular sintético del PSMA de Macaca fascicularis  

      con etiquetas de purificación" 

 

<400> 5 

Met Ala Trp Val Trp Thr Leu Leu Phe Leu Met Ala Ala Ala Gln Ser  

1               5                   10                  15       

 

 

Ile Gln Ala Gly Leu Asn Asp Ile Phe Glu Ala Gln Lys Ile Glu Trp  

            20                  25                  30           

 

 

His Glu His His His His His His Gly Ser Lys Ser Ser Ser Glu Ala  

        35                  40                  45               

 



 

Thr Asn Ile Thr Pro Lys His Asn Met Lys Ala Phe Leu Asp Glu Leu  

    50                  55                  60                   

 

 

Lys Ala Glu Asn Ile Lys Lys Phe Leu His Asn Phe Thr Gln Ile Pro  

65                  70                  75                  80   

 

 

His Leu Ala Gly Thr Glu Gln Asn Phe Gln Leu Ala Lys Gln Ile Gln  

                85                  90                  95       

 

 

Ser Gln Trp Lys Glu Phe Gly Leu Asp Ser Val Glu Leu Thr His Tyr  

            100                 105                 110          

 

 

Asp Val Leu Leu Ser Tyr Pro Asn Lys Thr His Pro Asn Tyr Ile Ser  

        115                 120                 125              

 

 

Ile Ile Asn Glu Asp Gly Asn Glu Ile Phe Asn Thr Ser Leu Phe Glu  

    130                 135                 140                  

 

 

Pro Pro Pro Ala Gly Tyr Glu Asn Val Ser Asp Ile Val Pro Pro Phe  

145                 150                 155                 160  

 

 

Ser Ala Phe Ser Pro Gln Gly Met Pro Glu Gly Asp Leu Val Tyr Val  

                165                 170                 175      

 

 

Asn Tyr Ala Arg Thr Glu Asp Phe Phe Lys Leu Glu Arg Asp Met Lys  

            180                 185                 190          

 

 

Ile Asn Cys Ser Gly Lys Ile Val Ile Ala Arg Tyr Gly Lys Val Phe  



        195                 200                 205              

 

 

Arg Gly Asn Lys Val Lys Asn Ala Gln Leu Ala Gly Ala Thr Gly Val  

    210                 215                 220                  

 

 

Ile Leu Tyr Ser Asp Pro Asp Asp Tyr Phe Ala Pro Gly Val Lys Ser  

225                 230                 235                 240  

 

 

Tyr Pro Asp Gly Trp Asn Leu Pro Gly Gly Gly Val Gln Arg Gly Asn  

                245                 250                 255      

 

 

Ile Leu Asn Leu Asn Gly Ala Gly Asp Pro Leu Thr Pro Gly Tyr Pro  

            260                 265                 270          

 

 

Ala Asn Glu Tyr Ala Tyr Arg Arg Gly Met Ala Glu Ala Val Gly Leu  

        275                 280                 285              

 

 

Pro Ser Ile Pro Val His Pro Ile Gly Tyr Tyr Asp Ala Gln Lys Leu  

    290                 295                 300                  

 

 

Leu Glu Lys Met Gly Gly Ser Ala Ser Pro Asp Ser Ser Trp Arg Gly  

305                 310                 315                 320  

 

 

Ser Leu Lys Val Pro Tyr Asn Val Gly Pro Gly Phe Thr Gly Asn Phe  

                325                 330                 335      

 

 

Ser Thr Gln Lys Val Lys Met His Ile His Ser Thr Ser Glu Val Thr  

            340                 345                 350          

 



 

Arg Ile Tyr Asn Val Ile Gly Thr Leu Arg Gly Ala Val Glu Pro Asp  

        355                 360                 365              

 

 

Arg Tyr Val Ile Leu Gly Gly His Arg Asp Ser Trp Val Phe Gly Gly  

    370                 375                 380                  

 

 

Ile Asp Pro Gln Ser Gly Ala Ala Val Val His Glu Ile Val Arg Ser  

385                 390                 395                 400  

 

 

Phe Gly Met Leu Lys Lys Glu Gly Trp Arg Pro Arg Arg Thr Ile Leu  

                405                 410                 415      

 

 

Phe Ala Ser Trp Asp Ala Glu Glu Phe Gly Leu Leu Gly Ser Thr Glu  

            420                 425                 430          

 

 

Trp Ala Glu Glu Asn Ser Arg Leu Leu Gln Glu Arg Gly Val Ala Tyr  

        435                 440                 445              

 

 

Ile Asn Ala Asp Ser Ser Ile Glu Gly Asn Tyr Thr Leu Arg Val Asp  

    450                 455                 460                  

 

 

Cys Thr Pro Leu Met Tyr Ser Leu Val Tyr Asn Leu Thr Lys Glu Leu  

465                 470                 475                 480  

 

 

Glu Ser Pro Asp Glu Gly Phe Glu Gly Lys Ser Leu Tyr Glu Ser Trp  

                485                 490                 495      

 

 

Thr Lys Lys Ser Pro Ser Pro Glu Phe Ser Gly Met Pro Arg Ile Ser  



            500                 505                 510          

 

 

Lys Leu Gly Ser Gly Asn Asp Phe Glu Val Phe Phe Gln Arg Leu Gly  

        515                 520                 525              

 

 

Ile Ala Ser Gly Arg Ala Arg Tyr Thr Lys Asn Trp Glu Thr Asn Lys  

    530                 535                 540                  

 

 

Phe Ser Ser Tyr Pro Leu Tyr His Ser Val Tyr Glu Thr Tyr Glu Leu  

545                 550                 555                 560  

 

 

Val Glu Lys Phe Tyr Asp Pro Met Phe Lys Tyr His Leu Thr Val Ala  

                565                 570                 575      

 

 

Gln Val Arg Gly Gly Met Val Phe Glu Leu Ala Asn Ser Val Val Leu  

            580                 585                 590          

 

 

Pro Phe Asp Cys Arg Asp Tyr Ala Val Val Leu Arg Lys Tyr Ala Asp  

        595                 600                 605              

 

 

Lys Ile Tyr Asn Ile Ser Met Lys His Pro Gln Glu Met Lys Thr Tyr  

    610                 615                 620                  

 

 

Ser Val Ser Phe Asp Ser Leu Phe Ser Ala Val Lys Asn Phe Thr Glu  

625                 630                 635                 640  

 

 

Ile Ala Ser Lys Phe Ser Glu Arg Leu Arg Asp Phe Asp Lys Ser Asn  

                645                 650                 655      

 



 

Pro Ile Leu Leu Arg Met Met Asn Asp Gln Leu Met Phe Leu Glu Arg  

            660                 665                 670          

 

 

Ala Phe Ile Asp Pro Leu Gly Leu Pro Asp Arg Pro Phe Tyr Arg His  

        675                 680                 685              

 

 

Val Ile Tyr Ala Pro Ser Ser His Asn Lys Tyr Ala Gly Glu Ser Phe  

    690                 695                 700                  

 

 

Pro Gly Ile Tyr Asp Ala Leu Phe Asp Ile Glu Ser Lys Val Asp Pro  

705                 710                 715                 720  

 

 

Ser Gln Ala Trp Gly Glu Val Lys Arg Gln Ile Ser Ile Ala Thr Phe  

                725                 730                 735      

 

 

Thr Val Gln Ala Ala Ala Glu Thr Leu Ser Glu Val Ala  

            740                 745                  

 

 

<210> 6 

<211> 967 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: Proteína 

      quimérica sintética con PSMA de Macaca fascicularis,  

      etiquetas de purificación y Fc humano" 

 

<400> 6 

Met Ala Trp Val Trp Thr Leu Leu Phe Leu Met Ala Ala Ala Gln Ser  



1               5                   10                  15       

 

 

Ile Gln Ala His Ala Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly  

            20                  25                  30           

 

 

Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met  

        35                  40                  45               

 

 

Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His  

    50                  55                  60                   

 

 

Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val  

65                  70                  75                  80   

 

 

His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr  

                85                  90                  95       

 

 

Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly  

            100                 105                 110          

 

 

Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile  

        115                 120                 125              

 

 

Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val  

    130                 135                 140                  

 

 

Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser  

145                 150                 155                 160  

 



 

Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu  

                165                 170                 175      

 

 

Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro  

            180                 185                 190          

 

 

Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val  

        195                 200                 205              

 

 

Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met  

    210                 215                 220                  

 

 

His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser  

225                 230                 235                 240  

 

 

Ala Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Leu Glu Val Leu  

                245                 250                 255      

 

 

Phe Gln Gly Pro Lys Ser Ser Ser Glu Ala Thr Asn Ile Thr Pro Lys  

            260                 265                 270          

 

 

His Asn Met Lys Ala Phe Leu Asp Glu Leu Lys Ala Glu Asn Ile Lys  

        275                 280                 285              

 

 

Lys Phe Leu His Asn Phe Thr Gln Ile Pro His Leu Ala Gly Thr Glu  

    290                 295                 300                  

 

 

Gln Asn Phe Gln Leu Ala Lys Gln Ile Gln Ser Gln Trp Lys Glu Phe  



305                 310                 315                 320  

 

 

Gly Leu Asp Ser Val Glu Leu Thr His Tyr Asp Val Leu Leu Ser Tyr  

                325                 330                 335      

 

 

Pro Asn Lys Thr His Pro Asn Tyr Ile Ser Ile Ile Asn Glu Asp Gly  

            340                 345                 350          

 

 

Asn Glu Ile Phe Asn Thr Ser Leu Phe Glu Pro Pro Pro Ala Gly Tyr  

        355                 360                 365              

 

 

Glu Asn Val Ser Asp Ile Val Pro Pro Phe Ser Ala Phe Ser Pro Gln  

    370                 375                 380                  

 

 

Gly Met Pro Glu Gly Asp Leu Val Tyr Val Asn Tyr Ala Arg Thr Glu  

385                 390                 395                 400  

 

 

Asp Phe Phe Lys Leu Glu Arg Asp Met Lys Ile Asn Cys Ser Gly Lys  

                405                 410                 415      

 

 

Ile Val Ile Ala Arg Tyr Gly Lys Val Phe Arg Gly Asn Lys Val Lys  

            420                 425                 430          

 

 

Asn Ala Gln Leu Ala Gly Ala Thr Gly Val Ile Leu Tyr Ser Asp Pro  

        435                 440                 445              

 

 

Asp Asp Tyr Phe Ala Pro Gly Val Lys Ser Tyr Pro Asp Gly Trp Asn  

    450                 455                 460                  

 



 

Leu Pro Gly Gly Gly Val Gln Arg Gly Asn Ile Leu Asn Leu Asn Gly  

465                 470                 475                 480  

 

 

Ala Gly Asp Pro Leu Thr Pro Gly Tyr Pro Ala Asn Glu Tyr Ala Tyr  

                485                 490                 495      

 

 

Arg Arg Gly Met Ala Glu Ala Val Gly Leu Pro Ser Ile Pro Val His  

            500                 505                 510          

 

 

Pro Ile Gly Tyr Tyr Asp Ala Gln Lys Leu Leu Glu Lys Met Gly Gly  

        515                 520                 525              

 

 

Ser Ala Ser Pro Asp Ser Ser Trp Arg Gly Ser Leu Lys Val Pro Tyr  

    530                 535                 540                  

 

 

Asn Val Gly Pro Gly Phe Thr Gly Asn Phe Ser Thr Gln Lys Val Lys  

545                 550                 555                 560  

 

 

Met His Ile His Ser Thr Ser Glu Val Thr Arg Ile Tyr Asn Val Ile  

                565                 570                 575      

 

 

Gly Thr Leu Arg Gly Ala Val Glu Pro Asp Arg Tyr Val Ile Leu Gly  

            580                 585                 590          

 

 

Gly His Arg Asp Ser Trp Val Phe Gly Gly Ile Asp Pro Gln Ser Gly  

        595                 600                 605              

 

 

Ala Ala Val Val His Glu Ile Val Arg Ser Phe Gly Met Leu Lys Lys  



    610                 615                 620                  

 

 

Glu Gly Trp Arg Pro Arg Arg Thr Ile Leu Phe Ala Ser Trp Asp Ala  

625                 630                 635                 640  

 

 

Glu Glu Phe Gly Leu Leu Gly Ser Thr Glu Trp Ala Glu Glu Asn Ser  

                645                 650                 655      

 

 

Arg Leu Leu Gln Glu Arg Gly Val Ala Tyr Ile Asn Ala Asp Ser Ser  

            660                 665                 670          

 

 

Ile Glu Gly Asn Tyr Thr Leu Arg Val Asp Cys Thr Pro Leu Met Tyr  

        675                 680                 685              

 

 

Ser Leu Val Tyr Asn Leu Thr Lys Glu Leu Glu Ser Pro Asp Glu Gly  

    690                 695                 700                  

 

 

Phe Glu Gly Lys Ser Leu Tyr Glu Ser Trp Thr Lys Lys Ser Pro Ser  

705                 710                 715                 720  

 

 

Pro Glu Phe Ser Gly Met Pro Arg Ile Ser Lys Leu Gly Ser Gly Asn  

                725                 730                 735      

 

 

Asp Phe Glu Val Phe Phe Gln Arg Leu Gly Ile Ala Ser Gly Arg Ala  

            740                 745                 750          

 

 

Arg Tyr Thr Lys Asn Trp Glu Thr Asn Lys Phe Ser Ser Tyr Pro Leu  

        755                 760                 765              

 



 

Tyr His Ser Val Tyr Glu Thr Tyr Glu Leu Val Glu Lys Phe Tyr Asp  

    770                 775                 780                  

 

 

Pro Met Phe Lys Tyr His Leu Thr Val Ala Gln Val Arg Gly Gly Met  

785                 790                 795                 800  

 

 

Val Phe Glu Leu Ala Asn Ser Val Val Leu Pro Phe Asp Cys Arg Asp  

                805                 810                 815      

 

 

Tyr Ala Val Val Leu Arg Lys Tyr Ala Asp Lys Ile Tyr Asn Ile Ser  

            820                 825                 830          

 

 

Met Lys His Pro Gln Glu Met Lys Thr Tyr Ser Val Ser Phe Asp Ser  

        835                 840                 845              

 

 

Leu Phe Ser Ala Val Lys Asn Phe Thr Glu Ile Ala Ser Lys Phe Ser  

    850                 855                 860                  

 

 

Glu Arg Leu Arg Asp Phe Asp Lys Ser Asn Pro Ile Leu Leu Arg Met  

865                 870                 875                 880  

 

 

Met Asn Asp Gln Leu Met Phe Leu Glu Arg Ala Phe Ile Asp Pro Leu  

                885                 890                 895      

 

 

Gly Leu Pro Asp Arg Pro Phe Tyr Arg His Val Ile Tyr Ala Pro Ser  

            900                 905                 910          

 

 

Ser His Asn Lys Tyr Ala Gly Glu Ser Phe Pro Gly Ile Tyr Asp Ala  



        915                 920                 925              

 

 

Leu Phe Asp Ile Glu Ser Lys Val Asp Pro Ser Gln Ala Trp Gly Glu  

    930                 935                 940                  

 

 

Val Lys Arg Gln Ile Ser Ile Ala Thr Phe Thr Val Gln Ala Ala Ala  

945                 950                 955                 960  

 

 

Glu Thr Leu Ser Glu Val Ala  

                965          

 

 

<210> 7 

<211> 749 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: Domnio 

      extracelular del PSMA humano con etiquetas de purificación" 

 

<400> 7 

Met Ala Trp Val Trp Thr Leu Leu Phe Leu Met Ala Ala Ala Gln Ser  

1               5                   10                  15       

 

 

Ile Gln Ala Gly Leu Asn Asp Ile Phe Glu Ala Gln Lys Ile Glu Trp  

            20                  25                  30           

 

 

His Glu His His His His His His Gly Ser Lys Ser Ser Asn Glu Ala  

        35                  40                  45               

 

 



Thr Asn Ile Thr Pro Lys His Asn Met Lys Ala Phe Leu Asp Glu Leu  

    50                  55                  60                   

 

 

Lys Ala Glu Asn Ile Lys Lys Phe Leu Tyr Asn Phe Thr Gln Ile Pro  

65                  70                  75                  80   

 

 

His Leu Ala Gly Thr Glu Gln Asn Phe Gln Leu Ala Lys Gln Ile Gln  

                85                  90                  95       

 

 

Ser Gln Trp Lys Glu Phe Gly Leu Asp Ser Val Glu Leu Ala His Tyr  

            100                 105                 110          

 

 

Asp Val Leu Leu Ser Tyr Pro Asn Lys Thr His Pro Asn Tyr Ile Ser  

        115                 120                 125              

 

 

Ile Ile Asn Glu Asp Gly Asn Glu Ile Phe Asn Thr Ser Leu Phe Glu  

    130                 135                 140                  

 

 

Pro Pro Pro Pro Gly Tyr Glu Asn Val Ser Asp Ile Val Pro Pro Phe  

145                 150                 155                 160  

 

 

Ser Ala Phe Ser Pro Gln Gly Met Pro Glu Gly Asp Leu Val Tyr Val  

                165                 170                 175      

 

 

Asn Tyr Ala Arg Thr Glu Asp Phe Phe Lys Leu Glu Arg Asp Met Lys  

            180                 185                 190          

 

 

Ile Asn Cys Ser Gly Lys Ile Val Ile Ala Arg Tyr Gly Lys Val Phe  

        195                 200                 205              



 

 

Arg Gly Asn Lys Val Lys Asn Ala Gln Leu Ala Gly Ala Lys Gly Val  

    210                 215                 220                  

 

 

Ile Leu Tyr Ser Asp Pro Ala Asp Tyr Phe Ala Pro Gly Val Lys Ser  

225                 230                 235                 240  

 

 

Tyr Pro Asp Gly Trp Asn Leu Pro Gly Gly Gly Val Gln Arg Gly Asn  

                245                 250                 255      

 

 

Ile Leu Asn Leu Asn Gly Ala Gly Asp Pro Leu Thr Pro Gly Tyr Pro  

            260                 265                 270          

 

 

Ala Asn Glu Tyr Ala Tyr Arg Arg Gly Ile Ala Glu Ala Val Gly Leu  

        275                 280                 285              

 

 

Pro Ser Ile Pro Val His Pro Ile Gly Tyr Tyr Asp Ala Gln Lys Leu  

    290                 295                 300                  

 

 

Leu Glu Lys Met Gly Gly Ser Ala Pro Pro Asp Ser Ser Trp Arg Gly  

305                 310                 315                 320  

 

 

Ser Leu Lys Val Pro Tyr Asn Val Gly Pro Gly Phe Thr Gly Asn Phe  

                325                 330                 335      

 

 

Ser Thr Gln Lys Val Lys Met His Ile His Ser Thr Asn Glu Val Thr  

            340                 345                 350          

 

 



Arg Ile Tyr Asn Val Ile Gly Thr Leu Arg Gly Ala Val Glu Pro Asp  

        355                 360                 365              

 

 

Arg Tyr Val Ile Leu Gly Gly His Arg Asp Ser Trp Val Phe Gly Gly  

    370                 375                 380                  

 

 

Ile Asp Pro Gln Ser Gly Ala Ala Val Val His Glu Ile Val Arg Ser  

385                 390                 395                 400  

 

 

Phe Gly Thr Leu Lys Lys Glu Gly Trp Arg Pro Arg Arg Thr Ile Leu  

                405                 410                 415      

 

 

Phe Ala Ser Trp Asp Ala Glu Glu Phe Gly Leu Leu Gly Ser Thr Glu  

            420                 425                 430          

 

 

Trp Ala Glu Glu Asn Ser Arg Leu Leu Gln Glu Arg Gly Val Ala Tyr  

        435                 440                 445              

 

 

Ile Asn Ala Asp Ser Ser Ile Glu Gly Asn Tyr Thr Leu Arg Val Asp  

    450                 455                 460                  

 

 

Cys Thr Pro Leu Met Tyr Ser Leu Val His Asn Leu Thr Lys Glu Leu  

465                 470                 475                 480  

 

 

Lys Ser Pro Asp Glu Gly Phe Glu Gly Lys Ser Leu Tyr Glu Ser Trp  

                485                 490                 495      

 

 

Thr Lys Lys Ser Pro Ser Pro Glu Phe Ser Gly Met Pro Arg Ile Ser  

            500                 505                 510          



 

 

Lys Leu Gly Ser Gly Asn Asp Phe Glu Val Phe Phe Gln Arg Leu Gly  

        515                 520                 525              

 

 

Ile Ala Ser Gly Arg Ala Arg Tyr Thr Lys Asn Trp Glu Thr Asn Lys  

    530                 535                 540                  

 

 

Phe Ser Gly Tyr Pro Leu Tyr His Ser Val Tyr Glu Thr Tyr Glu Leu  

545                 550                 555                 560  

 

 

Val Glu Lys Phe Tyr Asp Pro Met Phe Lys Tyr His Leu Thr Val Ala  

                565                 570                 575      

 

 

Gln Val Arg Gly Gly Met Val Phe Glu Leu Ala Asn Ser Ile Val Leu  

            580                 585                 590          

 

 

Pro Phe Asp Cys Arg Asp Tyr Ala Val Val Leu Arg Lys Tyr Ala Asp  

        595                 600                 605              

 

 

Lys Ile Tyr Ser Ile Ser Met Lys His Pro Gln Glu Met Lys Thr Tyr  

    610                 615                 620                  

 

 

Ser Val Ser Phe Asp Ser Leu Phe Ser Ala Val Lys Asn Phe Thr Glu  

625                 630                 635                 640  

 

 

Ile Ala Ser Lys Phe Ser Glu Arg Leu Gln Asp Phe Asp Lys Ser Asn  

                645                 650                 655      

 

 



Pro Ile Val Leu Arg Met Met Asn Asp Gln Leu Met Phe Leu Glu Arg  

            660                 665                 670          

 

 

Ala Phe Ile Asp Pro Leu Gly Leu Pro Asp Arg Pro Phe Tyr Arg His  

        675                 680                 685              

 

 

Val Ile Tyr Ala Pro Ser Ser His Asn Lys Tyr Ala Gly Glu Ser Phe  

    690                 695                 700                  

 

 

Pro Gly Ile Tyr Asp Ala Leu Phe Asp Ile Glu Ser Lys Val Asp Pro  

705                 710                 715                 720  

 

 

Ser Lys Ala Trp Gly Glu Val Lys Arg Gln Ile Tyr Val Ala Ala Phe  

                725                 730                 735      

 

 

Thr Val Gln Ala Ala Ala Glu Thr Leu Ser Glu Val Ala  

            740                 745                  

 

 

<210> 8 

<211> 5 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: CDR 1 de 

      HC sintética de PSMM110" 

 

<400> 8 

Asn Ala Trp Ile Ser  

1               5    

 



 

<210> 9 

<211> 17 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: CDR 2 de 

      HC sintética de PSMM110" 

 

<400> 9 

Trp Ile Asn Pro Glu Ser Gly Arg Ala Asn Tyr Ala Gln Lys Phe Gln  

1               5                   10                  15       

 

 

Gly  

     

 

 

<210> 10 

<211> 16 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: CDR 3 de 

      HC sintética de PSMM110" 

 

<400> 10 

Glu Leu Tyr Tyr Leu Val Tyr Ser Thr Tyr Tyr Tyr Ala Phe Asp Tyr  

1               5                   10                  15       

 

 

<210> 11 

<211> 11 

<212> PRT 



<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: CDR 1 de 

      LC sintética de PSMM110, 52" 

 

<400> 11 

Arg Ala Ser Gln Ser Ile Asp Arg Trp Leu Asn  

1               5                   10       

 

 

<210> 12 

<211> 7 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: CDR 2 de 

      LC sintética de PSMM110, 85, 57, 52, 81" 

 

<400> 12 

Ala Ala Ser Ser Leu Gln Ser  

1               5            

 

 

<210> 13 

<211> 9 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: CDR 3 de 

      LC sintética de PSMM110, 52" 

 

<400> 13 



Gln Gln Ser Pro Arg Tyr Pro Leu Thr  

1               5                    

 

 

<210> 14 

<211> 5 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: CDR 1 de 

      HC sintética de PSMM87" 

 

<400> 14 

Ser Tyr Asp Ile Ser  

1               5    

 

 

<210> 15 

<211> 17 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: CDR 2 de 

      HC sintética de PSMM87" 

 

<400> 15 

Gly Ile Ile Pro Ile Glu Gly Thr Ala Asn Tyr Ala Gln Lys Phe Gln  

1               5                   10                  15       

 

 

Gly  

     

 

 



<210> 16 

<211> 10 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: CDR 3 de 

      HC sintética de PSMM87" 

 

<400> 16 

Asp Tyr Pro Ala Gly Tyr Gly Phe Asp Tyr  

1               5                   10   

 

 

<210> 17 

<211> 12 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: CDR 1 de 

      LC sintética de PSMM87" 

 

<400> 17 

Arg Ala Ser Gln Ser Val Ser Ser Ser Tyr Leu Ala  

1               5                   10           

 

 

<210> 18 

<211> 7 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: CDR 2 de 



      LC sintética de PSMM87" 

 

<400> 18 

Gly Ala Ser Ser Arg Ala Thr  

1               5            

 

 

<210> 19 

<211> 9 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: CDR 3 de 

      LC sintética de PSMM87" 

 

<400> 19 

Gln Gln Tyr Gly Ser Ser Pro Leu Thr  

1               5                    

 

 

<210> 20 

<211> 5 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: CDR 1 de 

      HC sintética de PSMM85" 

 

<400> 20 

Ser Asp Trp Met Ser  

1               5    

 

 

<210> 21 



<211> 17 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: CDR 2 de 

      HC sintética de PSMM85" 

 

<400> 21 

Ala Ile Ser Gly Asn Gly Gly Ser Thr Glu Tyr Ala Asp Ser Val Lys  

1               5                   10                  15       

 

 

Gly  

     

 

 

<210> 22 

<211> 16 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: CDR 3 de 

      HC sintética de PSMM85" 

 

<400> 22 

Asp Pro Tyr Tyr Tyr Tyr Asp Gly Asp Ser Tyr Tyr Gly Met Asp Val  

1               5                   10                  15       

 

 

<210> 23 

<211> 11 

<212> PRT 

<213> Secuencia artificial 

 



<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: CDR 1 de 

      LC sintética de PSMM85, 81" 

 

<400> 23 

Arg Ala Ser Gln Ser Ile Ser Ser Tyr Leu Asn  

1               5                   10       

 

 

<210> 24 

<211> 7 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: CDR 3 de 

      LC sintética de PSMM85" 

 

<400> 24 

Gln Gln Ser Tyr Ser Thr Pro  

1               5            

 

 

<210> 25 

<211> 5 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: CDR 1 de 

      HC sintética de PSMM84" 

 

<400> 25 

Ser Asp Ala Met His  

1               5    



 

 

<210> 26 

<211> 17 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: CDR 2 de 

      HC sintética de PSMM84" 

 

<400> 26 

Glu Ile Ser Gly Ser Gly Gly Tyr Thr Asn Tyr Ala Asp Ser Val Lys  

1               5                   10                  15       

 

 

Gly  

     

 

 

<210> 27 

<211> 15 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: CDR 3 de 

      HC sintética de PSMM84" 

 

<400> 27 

Asp Ser Tyr Asp Ser Ser Leu Tyr Val Gly Asp Tyr Phe Asp Tyr  

1               5                   10                  15   

 

 

<210> 28 

<211> 11 



<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: CDR 1 de 

      LC sintética de PSMM84" 

 

<400> 28 

Arg Ala Ser Gln Ser Val Ser Ser Tyr Leu Ala  

1               5                   10       

 

 

<210> 29 

<211> 7 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: CDR 2 de 

      LC sintética de PSMM84, 50" 

 

<400> 29 

Asp Ala Ser Asn Arg Ala Thr  

1               5            

 

 

<210> 30 

<211> 9 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: CDR 3 de 

      LC sintética de PSMM84" 

 



<400> 30 

Gln Gln Arg Ser Asn Trp Pro Leu Thr  

1               5                    

 

 

<210> 31 

<211> 5 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: CDR 1 de 

      HC sintética de PSMM57, 52, 50" 

 

<400> 31 

Ser Tyr Ala Ile Ser  

1               5    

 

 

<210> 32 

<211> 17 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: CDR 2 de 

      HC sintética de PSMM57" 

 

<400> 32 

Trp Ile Ser Pro Tyr Asn Gly Asn Ala Asn Tyr Ala Gln Lys Phe Gln  

1               5                   10                  15       

 

 

Gly  

     

 



 

<210> 33 

<211> 10 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: CDR 3 de 

      HC sintética de PSMM57" 

 

<400> 33 

Asp Ser Asp Arg Ser Tyr Asn Leu Asp Tyr  

1               5                   10   

 

 

<210> 34 

<211> 11 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: CDR 1 de 

      LC sintética de PSMM57" 

 

<400> 34 

Arg Ala Ser Gln Ser Ile Ser Gly Trp Leu Asn  

1               5                   10       

 

 

<210> 35 

<211> 9 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 



<223> /nota="Descripción de la secuencia artificial: CDR 3 de 

      LC sintética de PSMM57, 81" 

 

<400> 35 

Gln Gln Ser Tyr Ser Thr Pro Leu Thr  

1               5                    

 

 

<210> 36 

<211> 5 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: CDR 1 de 

      HC sintética de PSMM56, 25, 18" 

 

<400> 36 

Ser Tyr Trp Ile Gly  

1               5    

 

 

<210> 37 

<211> 17 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: CDR 2 de 

      HC sintética de PSMM56, 25, 18" 

 

<400> 37 

Ile Ile Tyr Pro Gly Asp Ser Asp Thr Arg Tyr Ser Pro Ser Phe Gln  

1               5                   10                  15       

 

 



Gly  

     

 

 

<210> 38 

<211> 9 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: CDR 3 de 

      HC sintética de PSMM56" 

 

<400> 38 

Gly Leu Pro Ile Trp Tyr Leu Asp Tyr  

1               5                    

 

 

<210> 39 

<211> 11 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: CDR 1 de 

      LC sintética de PSMM56" 

 

<400> 39 

Arg Ala Ser Gln Ser Val Ala Ser Asp Leu Ala  

1               5                   10       

 

 

<210> 40 

<211> 7 

<212> PRT 

<213> Secuencia artificial 



 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: CDR 2 de 

      LC sintética de PSMM56" 

 

<400> 40 

Phe Ala Ser Asn Arg Ala Thr  

1               5            

 

 

<210> 41 

<211> 9 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: CDR 3 de 

      LC sintética de PSMM56" 

 

<400> 41 

Gln Gln Ser Ile Thr Trp Pro Phe Thr  

1               5                    

 

 

<210> 42 

<211> 17 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: CDR 2 de 

      HC sintética de PSMM52" 

 

<400> 42 

Trp Ile Ile Pro Tyr Asn Gly Asn Ala Asn Tyr Ala Gln Lys Phe Gln  



1               5                   10                  15       

 

 

Gly  

     

 

 

<210> 43 

<211> 13 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: CDR 3 de 

      HC sintética de PSMM52" 

 

<400> 43 

Val Asn Ser Ala Ala Leu Val Trp Glu Arg Leu Asp Tyr  

1               5                   10               

 

 

<210> 44 

<211> 17 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: CDR 2 de 

      HC sintética de PSMM50" 

 

<400> 44 

Gly Ile Ile Pro Ile Phe Gly Thr Ala Asn Tyr Ala Gln Lys Phe Gln  

1               5                   10                  15       

 

 

Gly  



     

 

 

<210> 45 

<211> 14 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: CDR 3 de 

      HC sintética de PSMM50" 

 

<400> 45 

Ala Ser Arg Val Trp His Ala Ser Tyr Gly Tyr Leu Asp Tyr  

1               5                   10                   

 

 

<210> 46 

<211> 11 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: CDR 1 de 

      LC sintética de PSMM50" 

 

<400> 46 

Arg Ala Ser Gln Ser Val Ser Lys Trp Leu Ala  

1               5                   10       

 

 

<210> 47 

<211> 9 

<212> PRT 

<213> Secuencia artificial 

 



<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: CDR 3 de 

      LC sintética de PSMM50" 

 

<400> 47 

Gln Gln Arg Phe Thr Ala Pro Trp Thr  

1               5                    

 

 

<210> 48 

<211> 10 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: CDR 3 de 

      HC sintética de PSMM25" 

 

<400> 48 

Gly Trp Ala Tyr Asp Arg Gly Leu Asp Tyr  

1               5                   10   

 

 

<210> 49 

<211> 17 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: CDR 1 de 

      LC sintética de PSMM25, 18" 

 

<400> 49 

Lys Ser Ser Gln Ser Val Leu Tyr Ser Ser Asn Asn Lys Asn Tyr Leu  

1               5                   10                  15       



 

 

Ala  

     

 

 

<210> 50 

<211> 7 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: CDR 2 de 

      LC sintética de PSMM25, 18" 

 

<400> 50 

Trp Ala Ser Thr Arg Glu Ser  

1               5            

 

 

<210> 51 

<211> 9 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: CDR 3 de 

      LC sintética de PSMM25, 18" 

 

<400> 51 

Gln Gln Tyr Tyr Ser Thr Pro Leu Thr  

1               5                    

 

 

<210> 52 

<211> 10 



<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: CDR 3 de 

      HC sintética de PSMM18" 

 

<400> 52 

Ala Tyr His Tyr Ser Lys Gly Leu Asp Tyr  

1               5                   10   

 

 

<210> 53 

<211> 5 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: CDR 1 de 

      HC sintética de PSMM81" 

 

<400> 53 

Asp Tyr Ala Ile Ser  

1               5    

 

 

<210> 54 

<211> 17 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: CDR 2 de 

      HC sintética de PSMM81" 

 



<400> 54 

Arg Ile Asp Pro Ile Glu Gly Thr Ala Asn Tyr Ala Gln Lys Phe Gln  

1               5                   10                  15       

 

 

Gly  

     

 

 

<210> 55 

<211> 17 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: CDR 3 de 

      HC sintética de PSMM81" 

 

<400> 55 

Asp Arg Tyr Tyr Tyr Asp Gly Val Tyr Trp Tyr Ser Asp Tyr Phe Asp  

1               5                   10                  15       

 

 

Tyr  

     

 

 

<210> 56 

<211> 19 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: Secuencia 

      de señal sintética" 

 



<400> 56 

Met Ala Trp Val Trp Thr Leu Leu Phe Leu Met Ala Ala Ala Gln Ser  

1               5                   10                  15       

 

 

Ile Gln Ala  

             

 

 

<210> 57 

<211> 15 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: Etiqueta 

      Avi sintética" 

 

<400> 57 

Gly Leu Asn Asp Ile Phe Glu Ala Gln Lys Ile Glu Trp His Glu  

1               5                   10                  15   

 

 

<210> 58 

<211> 6 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: Etiqueta 

      6xHis sintética" 

 

<400> 58 

His His His His His His  

1               5        

 



 

<210> 59 

<211> 321 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: Secuencia 

      de proteína BirA sintética" 

 

<400> 59 

Met Lys Asp Asn Thr Val Pro Leu Lys Leu Ile Ala Leu Leu Ala Asn  

1               5                   10                  15       

 

 

Gly Glu Phe His Ser Gly Glu Gln Leu Gly Glu Thr Leu Gly Met Ser  

            20                  25                  30           

 

 

Arg Ala Ala Ile Asn Lys His Ile Gln Thr Leu Arg Asp Trp Gly Val  

        35                  40                  45               

 

 

Asp Val Phe Thr Val Pro Gly Lys Gly Tyr Ser Leu Pro Glu Pro Ile  

    50                  55                  60                   

 

 

Gln Leu Leu Asn Ala Lys Gln Ile Leu Gly Gln Leu Asp Gly Gly Ser  

65                  70                  75                  80   

 

 

Val Ala Val Leu Pro Val Ile Asp Ser Thr Asn Gln Tyr Leu Leu Asp  

                85                  90                  95       

 

 

Arg Ile Gly Glu Leu Lys Ser Gly Asp Ala Cys Ile Ala Glu Tyr Gln  

            100                 105                 110          



 

 

Gln Ala Gly Arg Gly Arg Arg Gly Arg Lys Trp Phe Ser Pro Phe Gly  

        115                 120                 125              

 

 

Ala Asn Leu Tyr Leu Ser Met Phe Trp Arg Leu Glu Gln Gly Pro Ala  

    130                 135                 140                  

 

 

Ala Ala Ile Gly Leu Ser Leu Val Ile Gly Ile Val Met Ala Glu Val  

145                 150                 155                 160  

 

 

Leu Arg Lys Leu Gly Ala Asp Lys Val Arg Val Lys Trp Pro Asn Asp  

                165                 170                 175      

 

 

Leu Tyr Leu Gln Asp Arg Lys Leu Ala Gly Ile Leu Val Glu Leu Thr  

            180                 185                 190          

 

 

Gly Lys Thr Gly Asp Ala Ala Gln Ile Val Ile Gly Ala Gly Ile Asn  

        195                 200                 205              

 

 

Met Ala Met Arg Arg Val Glu Glu Ser Val Val Asn Gln Gly Trp Ile  

    210                 215                 220                  

 

 

Thr Leu Gln Glu Ala Gly Ile Asn Leu Asp Arg Asn Thr Leu Ala Ala  

225                 230                 235                 240  

 

 

Met Leu Ile Arg Glu Leu Arg Ala Ala Leu Glu Leu Phe Glu Gln Glu  

                245                 250                 255      

 

 



Gly Leu Ala Pro Tyr Leu Ser Arg Trp Glu Lys Leu Asp Asn Phe Ile  

            260                 265                 270          

 

 

Asn Arg Pro Val Lys Leu Ile Ile Gly Asp Lys Glu Ile Phe Gly Ile  

        275                 280                 285              

 

 

Ser Arg Gly Ile Asp Lys Gln Gly Ala Leu Leu Leu Glu Gln Asp Gly  

    290                 295                 300                  

 

 

Ile Ile Lys Pro Trp Met Gly Gly Glu Ile Ser Leu Arg Ser Ala Glu  

305                 310                 315                 320  

 

 

Lys  

     

 

 

<210> 60 

<211> 122 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: VH 

      de PSMM110 sintética" 

 

<400> 60 

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser  

1               5                   10                  15       

 

 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Ser Tyr  

            20                  25                  30           

 



 

Ala Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  

        35                  40                  45               

 

 

Gly Trp Ile Ser Pro Tyr Asn Gly Asn Ala Asn Tyr Ala Gln Lys Phe  

    50                  55                  60                   

 

 

Gln Gly Arg Val Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr  

65                  70                  75                  80   

 

 

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  

                85                  90                  95       

 

 

Ala Arg Val Asn Ser Ala Ala Leu Val Trp Glu Arg Leu Asp Tyr Trp  

            100                 105                 110          

 

 

Gly Gln Gly Thr Leu Val Thr Val Ser Ser  

        115                 120          

 

 

<210> 61 

<211> 107 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: VL 

      de PSMM110 sintética" 

 

<400> 61 

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly  

1               5                   10                  15       



 

 

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Ser Ile Asp Arg Trp  

            20                  25                  30           

 

 

Leu Asn Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile  

        35                  40                  45               

 

 

Tyr Ala Ala Ser Ser Leu Gln Ser Gly Val Pro Ser Arg Phe Ser Gly  

    50                  55                  60                   

 

 

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro  

65                  70                  75                  80   

 

 

Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Ser Pro Arg Tyr Pro Leu  

                85                  90                  95       

 

 

Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys  

            100                 105          

 

 

<210> 62 

<211> 119 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: VH 

      de PSMM87 sintética" 

 

<400> 62 

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser  



1               5                   10                  15       

 

 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Lys Ser Tyr  

            20                  25                  30           

 

 

Asp Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  

        35                  40                  45               

 

 

Gly Gly Ile Ile Pro Ile Glu Gly Thr Ala Asn Tyr Ala Gln Lys Phe  

    50                  55                  60                   

 

 

Gln Gly Arg Val Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr  

65                  70                  75                  80   

 

 

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  

                85                  90                  95       

 

 

Ala Arg Asp Tyr Pro Ala Gly Tyr Gly Phe Asp Tyr Trp Gly Gln Gly  

            100                 105                 110          

 

 

Thr Leu Val Thr Val Ser Ser  

        115                  

 

 

<210> 63 

<211> 108 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 



<223> /nota="Descripción de la secuencia artificial: VL 

      de PSMM87 sintética" 

 

<400> 63 

Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  

1               5                   10                  15       

 

 

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Ser  

            20                  25                  30           

 

 

Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  

        35                  40                  45               

 

 

Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  

    50                  55                  60                   

 

 

Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  

65                  70                  75                  80   

 

 

Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Ser Ser Pro  

                85                  90                  95       

 

 

Leu Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys  

            100                 105              

 

 

<210> 64 

<211> 125 

<212> PRT 

<213> Secuencia artificial 

 

<220> 



<221> fuente 

<223> /nota="Descripción de la secuencia artificial: VH 

      de PSMM85 sintética" 

 

<400> 64 

Glu Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  

1               5                   10                  15       

 

 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Asp Ser Asp  

            20                  25                  30           

 

 

Trp Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  

        35                  40                  45               

 

 

Ser Ala Ile Ser Gly Asn Gly Gly Ser Thr Glu Tyr Ala Asp Ser Val  

    50                  55                  60                   

 

 

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  

65                  70                  75                  80   

 

 

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  

                85                  90                  95       

 

 

Ala Arg Asp Pro Tyr Tyr Tyr Tyr Asp Gly Asp Ser Tyr Tyr Gly Met  

            100                 105                 110          

 

 

Asp Val Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser  

        115                 120                 125  

 

 

<210> 65 



<211> 107 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: VL 

      de PSMM85 sintética" 

 

<400> 65 

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly  

1               5                   10                  15       

 

 

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Ser Ile Ser Ser Tyr  

            20                  25                  30           

 

 

Leu Asn Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile  

        35                  40                  45               

 

 

Tyr Ala Ala Ser Ser Leu Gln Ser Gly Val Pro Ser Arg Phe Ser Gly  

    50                  55                  60                   

 

 

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro  

65                  70                  75                  80   

 

 

Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Ser Tyr Ser Thr Pro Leu  

                85                  90                  95       

 

 

Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys  

            100                 105          

 

 



<210> 66 

<211> 124 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: VH 

      de PSMM84 sintética" 

 

<400> 66 

Glu Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  

1               5                   10                  15       

 

 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Lys Ser Asp  

            20                  25                  30           

 

 

Ala Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  

        35                  40                  45               

 

 

Ser Glu Ile Ser Gly Ser Gly Gly Tyr Thr Asn Tyr Ala Asp Ser Val  

    50                  55                  60                   

 

 

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  

65                  70                  75                  80   

 

 

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  

                85                  90                  95       

 

 

Ala Arg Asp Ser Tyr Asp Ser Ser Leu Tyr Val Gly Asp Tyr Phe Asp  

            100                 105                 110          

 



 

Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser  

        115                 120                  

 

 

<210> 67 

<211> 107 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: VL 

      de PSMM84 sintética" 

 

<400> 67 

Glu Ile Val Leu Thr Gln Ser Pro Ala Thr Leu Ser Leu Ser Pro Gly  

1               5                   10                  15       

 

 

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Tyr  

            20                  25                  30           

 

 

Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile  

        35                  40                  45               

 

 

Tyr Asp Ala Ser Asn Arg Ala Thr Gly Ile Pro Ala Arg Phe Ser Gly  

    50                  55                  60                   

 

 

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Glu Pro  

65                  70                  75                  80   

 

 

Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Arg Ser Asn Trp Pro Leu  

                85                  90                  95       



 

 

Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys  

            100                 105          

 

 

<210> 68 

<211> 126 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: VH 

      de PSMM81 sintética" 

 

<400> 68 

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser  

1               5                   10                  15       

 

 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asp Asp Tyr  

            20                  25                  30           

 

 

Ala Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  

        35                  40                  45               

 

 

Gly Arg Ile Asp Pro Ile Glu Gly Thr Ala Asn Tyr Ala Gln Lys Phe  

    50                  55                  60                   

 

 

Gln Gly Arg Val Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr  

65                  70                  75                  80   

 

 

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  



                85                  90                  95       

 

 

Ala Arg Asp Arg Tyr Tyr Tyr Asp Gly Val Tyr Trp Tyr Ser Asp Tyr  

            100                 105                 110          

 

 

Phe Asp Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser  

        115                 120                 125      

 

 

<210> 69 

<211> 107 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: VL 

      de PSMM81 sintética" 

 

<400> 69 

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly  

1               5                   10                  15       

 

 

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Ser Ile Ser Ser Tyr  

            20                  25                  30           

 

 

Leu Asn Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile  

        35                  40                  45               

 

 

Tyr Ala Ala Ser Ser Leu Gln Ser Gly Val Pro Ser Arg Phe Ser Gly  

    50                  55                  60                   

 

 



Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro  

65                  70                  75                  80   

 

 

Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Ser Tyr Ser Thr Pro Leu  

                85                  90                  95       

 

 

Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys  

            100                 105          

 

 

<210> 70 

<211> 119 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: Polipéptido 

      sintético" 

 

<400> 70 

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser  

1               5                   10                  15       

 

 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Ser Tyr  

            20                  25                  30           

 

 

Ala Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  

        35                  40                  45               

 

 

Gly Trp Ile Ser Pro Tyr Asn Gly Asn Ala Asn Tyr Ala Gln Lys Phe  

    50                  55                  60                   

 



 

Gln Gly Arg Val Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr  

65                  70                  75                  80   

 

 

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  

                85                  90                  95       

 

 

Ala Arg Asp Ser Asp Arg Ser Tyr Asn Leu Asp Tyr Trp Gly Gln Gly  

            100                 105                 110          

 

 

Thr Leu Val Thr Val Ser Ser  

        115                  

 

 

<210> 71 

<211> 107 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: VL 

      de PSMM57 sintética" 

 

<400> 71 

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly  

1               5                   10                  15       

 

 

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Ser Ile Ser Gly Trp  

            20                  25                  30           

 

 

Leu Asn Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile  

        35                  40                  45               



 

 

Tyr Ala Ala Ser Ser Leu Gln Ser Gly Val Pro Ser Arg Phe Ser Gly  

    50                  55                  60                   

 

 

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro  

65                  70                  75                  80   

 

 

Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Ser Tyr Ser Thr Pro Leu  

                85                  90                  95       

 

 

Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys  

            100                 105          

 

 

<210> 72 

<211> 118 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: VH 

      de PSMM56 sintética" 

 

<400> 72 

Glu Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Glu  

1               5                   10                  15       

 

 

Ser Leu Lys Ile Ser Cys Lys Gly Ser Gly Tyr Ser Phe Thr Ser Tyr  

            20                  25                  30           

 

 

Trp Ile Gly Trp Val Arg Gln Met Pro Gly Lys Gly Leu Glu Trp Met  



        35                  40                  45               

 

 

Gly Ile Ile Tyr Pro Gly Asp Ser Asp Thr Arg Tyr Ser Pro Ser Phe  

    50                  55                  60                   

 

 

Gln Gly Gln Val Thr Ile Ser Ala Asp Lys Ser Ile Ser Thr Ala Tyr  

65                  70                  75                  80   

 

 

Leu Gln Trp Ser Ser Leu Lys Ala Ser Asp Thr Ala Met Tyr Tyr Cys  

                85                  90                  95       

 

 

Ala Arg Gly Leu Pro Ile Trp Tyr Leu Asp Tyr Trp Gly Gln Gly Thr  

            100                 105                 110          

 

 

Leu Val Thr Val Ser Ser  

        115              

 

 

<210> 73 

<211> 107 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: VL 

      de PSMM56 sintética" 

 

<400> 73 

Glu Ile Val Leu Thr Gln Ser Pro Ala Thr Leu Ser Leu Ser Pro Gly  

1               5                   10                  15       

 

 



Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ala Ser Asp  

            20                  25                  30           

 

 

Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile  

        35                  40                  45               

 

 

Tyr Phe Ala Ser Asn Arg Ala Thr Gly Ile Pro Ala Arg Phe Ser Gly  

    50                  55                  60                   

 

 

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Glu Pro  

65                  70                  75                  80   

 

 

Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Ser Ile Thr Trp Pro Phe  

                85                  90                  95       

 

 

Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys  

            100                 105          

 

 

<210> 74 

<211> 122 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: VH 

      de PSMM52 sintética" 

 

<400> 74 

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser  

1               5                   10                  15       

 



 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Ser Tyr  

            20                  25                  30           

 

 

Ala Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  

        35                  40                  45               

 

 

Gly Trp Ile Ile Pro Tyr Asn Gly Asn Ala Asn Tyr Ala Gln Lys Phe  

    50                  55                  60                   

 

 

Gln Gly Arg Val Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr  

65                  70                  75                  80   

 

 

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  

                85                  90                  95       

 

 

Ala Arg Val Asn Ser Ala Ala Leu Val Trp Glu Arg Leu Asp Tyr Trp  

            100                 105                 110          

 

 

Gly Gln Gly Thr Leu Val Thr Val Ser Ser  

        115                 120          

 

 

<210> 75 

<211> 123 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: VH 

      de PSMM50 sintética" 



 

<400> 75 

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser  

1               5                   10                  15       

 

 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Ser Tyr  

            20                  25                  30           

 

 

Ala Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  

        35                  40                  45               

 

 

Gly Gly Ile Ile Pro Ile Phe Gly Thr Ala Asn Tyr Ala Gln Lys Phe  

    50                  55                  60                   

 

 

Gln Gly Arg Val Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr  

65                  70                  75                  80   

 

 

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  

                85                  90                  95       

 

 

Ala Arg Ala Ser Arg Val Trp His Ala Ser Tyr Gly Tyr Leu Asp Tyr  

            100                 105                 110          

 

 

Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser  

        115                 120              

 

 

<210> 76 

<211> 107 

<212> PRT 

<213> Secuencia artificial 



 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: VL 

      de PSMM50 sintética" 

 

<400> 76 

Glu Ile Val Leu Thr Gln Ser Pro Ala Thr Leu Ser Leu Ser Pro Gly  

1               5                   10                  15       

 

 

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Lys Trp  

            20                  25                  30           

 

 

Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile  

        35                  40                  45               

 

 

Tyr Asp Ala Ser Asn Arg Ala Thr Gly Ile Pro Ala Arg Phe Ser Gly  

    50                  55                  60                   

 

 

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Glu Pro  

65                  70                  75                  80   

 

 

Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Arg Phe Thr Ala Pro Trp  

                85                  90                  95       

 

 

Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys  

            100                 105          

 

 

<210> 77 

<211> 119 

<212> PRT 



<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: VH 

      de PSMM25 sintética" 

 

<400> 77 

Glu Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Glu  

1               5                   10                  15       

 

 

Ser Leu Lys Ile Ser Cys Lys Gly Ser Gly Tyr Ser Phe Thr Ser Tyr  

            20                  25                  30           

 

 

Trp Ile Gly Trp Val Arg Gln Met Pro Gly Lys Gly Leu Glu Trp Met  

        35                  40                  45               

 

 

Gly Ile Ile Tyr Pro Gly Asp Ser Asp Thr Arg Tyr Ser Pro Ser Phe  

    50                  55                  60                   

 

 

Gln Gly Gln Val Thr Ile Ser Ala Asp Lys Ser Ile Ser Thr Ala Tyr  

65                  70                  75                  80   

 

 

Leu Gln Trp Ser Ser Leu Lys Ala Ser Asp Thr Ala Met Tyr Tyr Cys  

                85                  90                  95       

 

 

Ala Arg Gly Trp Ala Tyr Asp Arg Gly Leu Asp Tyr Trp Gly Gln Gly  

            100                 105                 110          

 

 

Thr Leu Val Thr Val Ser Ser  

        115                  



 

 

<210> 78 

<211> 113 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: VL 

      de PSMM25 sintética" 

 

<400> 78 

Asp Ile Val Met Thr Gln Ser Pro Asp Ser Leu Ala Val Ser Leu Gly  

1               5                   10                  15       

 

 

Glu Arg Ala Thr Ile Asn Cys Lys Ser Ser Gln Ser Val Leu Tyr Ser  

            20                  25                  30           

 

 

Ser Asn Asn Lys Asn Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln  

        35                  40                  45               

 

 

Pro Pro Lys Leu Leu Ile Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val  

    50                  55                  60                   

 

 

Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr  

65                  70                  75                  80   

 

 

Ile Ser Ser Leu Gln Ala Glu Asp Val Ala Val Tyr Tyr Cys Gln Gln  

                85                  90                  95       

 

 

Tyr Tyr Ser Thr Pro Leu Thr Phe Gly Gln Gly Thr Lys Val Glu Ile  



            100                 105                 110          

 

 

Lys  

     

 

 

<210> 79 

<211> 119 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: VH 

      de PSMM18 sintética" 

 

<400> 79 

Glu Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Glu  

1               5                   10                  15       

 

 

Ser Leu Lys Ile Ser Cys Lys Gly Ser Gly Tyr Ser Phe Thr Ser Tyr  

            20                  25                  30           

 

 

Trp Ile Gly Trp Val Arg Gln Met Pro Gly Lys Gly Leu Glu Trp Met  

        35                  40                  45               

 

 

Gly Ile Ile Tyr Pro Gly Asp Ser Asp Thr Arg Tyr Ser Pro Ser Phe  

    50                  55                  60                   

 

 

Gln Gly Gln Val Thr Ile Ser Ala Asp Lys Ser Ile Ser Thr Ala Tyr  

65                  70                  75                  80   

 

 



Leu Gln Trp Ser Ser Leu Lys Ala Ser Asp Thr Ala Met Tyr Tyr Cys  

                85                  90                  95       

 

 

Ala Arg Ala Tyr His Tyr Ser Lys Gly Leu Asp Tyr Trp Gly Gln Gly  

            100                 105                 110          

 

 

Thr Leu Val Thr Val Ser Ser  

        115                  

 

 

<210> 80 

<211> 19 

<212> PRT 

<213> Mus musculus 

 

<400> 80 

Met Ala Trp Val Trp Thr Leu Leu Phe Leu Met Ala Ala Ala Gln Ser  

1               5                   10                  15       

 

 

Ile Gln Ala  

             

 

 

<210> 81 

<211> 222 

<212> PRT 

<213> Homo Sapiens 

 

<400> 81 

His Ala Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser  

1               5                   10                  15       

 

 

Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg  

            20                  25                  30           



 

 

Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro  

        35                  40                  45               

 

 

Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala  

    50                  55                  60                   

 

 

Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val  

65                  70                  75                  80   

 

 

Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr  

                85                  90                  95       

 

 

Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr  

            100                 105                 110          

 

 

Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu  

        115                 120                 125              

 

 

Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser Leu Thr Cys  

    130                 135                 140                  

 

 

Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser  

145                 150                 155                 160  

 

 

Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp  

                165                 170                 175      

 

 



Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser  

            180                 185                 190          

 

 

Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala  

        195                 200                 205              

 

 

Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Ala  

    210                 215                 220          

 

 

<210> 82 

<211> 449 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: HC 

      de PSMM169 sintética" 

 

<400> 82 

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser  

1               5                   10                  15       

 

 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Ser Tyr  

            20                  25                  30           

 

 

Ala Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  

        35                  40                  45               

 

 

Gly Trp Ile Ser Pro Tyr Asn Gly Asn Ala Asn Tyr Ala Gln Lys Phe  

    50                  55                  60                   

 



 

Gln Gly Arg Val Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr  

65                  70                  75                  80   

 

 

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  

                85                  90                  95       

 

 

Ala Arg Val Asn Ser Ala Ala Leu Val Trp Glu Arg Leu Asp Tyr Trp  

            100                 105                 110          

 

 

Gly Gln Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro  

        115                 120                 125              

 

 

Ser Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr  

    130                 135                 140                  

 

 

Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr  

145                 150                 155                 160  

 

 

Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro  

                165                 170                 175      

 

 

Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr  

            180                 185                 190          

 

 

Val Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val Asp  

        195                 200                 205              

 

 

His Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys Tyr  



    210                 215                 220                  

 

 

Gly Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly Gly Pro  

225                 230                 235                 240  

 

 

Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser  

                245                 250                 255      

 

 

Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu Asp  

            260                 265                 270          

 

 

Pro Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn  

        275                 280                 285              

 

 

Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg Val  

    290                 295                 300                  

 

 

Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu  

305                 310                 315                 320  

 

 

Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys  

                325                 330                 335      

 

 

Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr  

            340                 345                 350          

 

 

Leu Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr  

        355                 360                 365              

 



 

Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu  

    370                 375                 380                  

 

 

Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu  

385                 390                 395                 400  

 

 

Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys  

                405                 410                 415      

 

 

Ser Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His Glu  

            420                 425                 430          

 

 

Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu Gly  

        435                 440                 445              

 

 

Lys  

     

 

 

<210> 83 

<211> 214 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: LC 

      de PSMM169 sintética" 

 

<400> 83 

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly  

1               5                   10                  15       



 

 

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Ser Ile Asp Arg Trp  

            20                  25                  30           

 

 

Leu Asn Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile  

        35                  40                  45               

 

 

Tyr Ala Ala Ser Ser Leu Gln Ser Gly Val Pro Ser Arg Phe Ser Gly  

    50                  55                  60                   

 

 

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro  

65                  70                  75                  80   

 

 

Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Ser Pro Arg Tyr Pro Leu  

                85                  90                  95       

 

 

Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala  

            100                 105                 110          

 

 

Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly  

        115                 120                 125              

 

 

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala  

    130                 135                 140                  

 

 

Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln  

145                 150                 155                 160  

 

 



Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser  

                165                 170                 175      

 

 

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr  

            180                 185                 190          

 

 

Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser  

        195                 200                 205              

 

 

Phe Asn Arg Gly Glu Cys  

    210                  

 

 

<210> 84 

<211> 446 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: HC 

      de PSMM170 sintética" 

 

<400> 84 

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser  

1               5                   10                  15       

 

 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Lys Ser Tyr  

            20                  25                  30           

 

 

Asp Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  

        35                  40                  45               

 



 

Gly Gly Ile Ile Pro Ile Glu Gly Thr Ala Asn Tyr Ala Gln Lys Phe  

    50                  55                  60                   

 

 

Gln Gly Arg Val Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr  

65                  70                  75                  80   

 

 

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  

                85                  90                  95       

 

 

Ala Arg Asp Tyr Pro Ala Gly Tyr Gly Phe Asp Tyr Trp Gly Gln Gly  

            100                 105                 110          

 

 

Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe  

        115                 120                 125              

 

 

Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala Ala Leu  

    130                 135                 140                  

 

 

Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp  

145                 150                 155                 160  

 

 

Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu  

                165                 170                 175      

 

 

Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser  

            180                 185                 190          

 

 

Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val Asp His Lys Pro  



        195                 200                 205              

 

 

Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys Tyr Gly Pro Pro  

    210                 215                 220                  

 

 

Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser Val Phe  

225                 230                 235                 240  

 

 

Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro  

                245                 250                 255      

 

 

Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu Asp Pro Glu Val  

            260                 265                 270          

 

 

Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr  

        275                 280                 285              

 

 

Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg Val Val Ser Val  

    290                 295                 300                  

 

 

Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys  

305                 310                 315                 320  

 

 

Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr Ile Ser  

                325                 330                 335      

 

 

Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro  

            340                 345                 350          

 



 

Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val  

        355                 360                 365              

 

 

Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly  

    370                 375                 380                  

 

 

Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp  

385                 390                 395                 400  

 

 

Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser Arg Trp  

                405                 410                 415      

 

 

Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His  

            420                 425                 430          

 

 

Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu Gly Lys  

        435                 440                 445      

 

 

<210> 85 

<211> 215 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: LC 

      de PSMM170 sintética" 

 

<400> 85 

Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  

1               5                   10                  15       



 

 

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Ser  

            20                  25                  30           

 

 

Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  

        35                  40                  45               

 

 

Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  

    50                  55                  60                   

 

 

Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  

65                  70                  75                  80   

 

 

Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Ser Ser Pro  

                85                  90                  95       

 

 

Leu Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala  

            100                 105                 110          

 

 

Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser  

        115                 120                 125              

 

 

Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu  

    130                 135                 140                  

 

 

Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser  

145                 150                 155                 160  

 

 



Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu  

                165                 170                 175      

 

 

Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val  

            180                 185                 190          

 

 

Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys  

        195                 200                 205              

 

 

Ser Phe Asn Arg Gly Glu Cys  

    210                 215  

 

 

<210> 86 

<211> 452 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: HC 

      de PSMM168 sintética" 

 

<400> 86 

Glu Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  

1               5                   10                  15       

 

 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Asp Ser Asp  

            20                  25                  30           

 

 

Trp Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  

        35                  40                  45               

 



 

Ser Ala Ile Ser Gly Asn Gly Gly Ser Thr Glu Tyr Ala Asp Ser Val  

    50                  55                  60                   

 

 

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  

65                  70                  75                  80   

 

 

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  

                85                  90                  95       

 

 

Ala Arg Asp Pro Tyr Tyr Tyr Tyr Asp Gly Asp Ser Tyr Tyr Gly Met  

            100                 105                 110          

 

 

Asp Val Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr  

        115                 120                 125              

 

 

Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser  

    130                 135                 140                  

 

 

Glu Ser Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu  

145                 150                 155                 160  

 

 

Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His  

                165                 170                 175      

 

 

Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser  

            180                 185                 190          

 

 

Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys  



        195                 200                 205              

 

 

Asn Val Asp His Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu  

    210                 215                 220                  

 

 

Ser Lys Tyr Gly Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala  

225                 230                 235                 240  

 

 

Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu  

                245                 250                 255      

 

 

Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser  

            260                 265                 270          

 

 

Gln Glu Asp Pro Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu  

        275                 280                 285              

 

 

Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr  

    290                 295                 300                  

 

 

Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn  

305                 310                 315                 320  

 

 

Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser  

                325                 330                 335      

 

 

Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln  

            340                 345                 350          

 



 

Val Tyr Thr Leu Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val  

        355                 360                 365              

 

 

Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val  

    370                 375                 380                  

 

 

Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro  

385                 390                 395                 400  

 

 

Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr  

                405                 410                 415      

 

 

Val Asp Lys Ser Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val  

            420                 425                 430          

 

 

Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu  

        435                 440                 445              

 

 

Ser Leu Gly Lys  

    450          

 

 

<210> 87 

<211> 214 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: LC 

      de PSMM168 sintética" 



 

<400> 87 

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly  

1               5                   10                  15       

 

 

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Ser Ile Ser Ser Tyr  

            20                  25                  30           

 

 

Leu Asn Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile  

        35                  40                  45               

 

 

Tyr Ala Ala Ser Ser Leu Gln Ser Gly Val Pro Ser Arg Phe Ser Gly  

    50                  55                  60                   

 

 

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro  

65                  70                  75                  80   

 

 

Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Ser Tyr Ser Thr Pro Leu  

                85                  90                  95       

 

 

Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala  

            100                 105                 110          

 

 

Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly  

        115                 120                 125              

 

 

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala  

    130                 135                 140                  

 

 



Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln  

145                 150                 155                 160  

 

 

Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser  

                165                 170                 175      

 

 

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr  

            180                 185                 190          

 

 

Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser  

        195                 200                 205              

 

 

Phe Asn Arg Gly Glu Cys  

    210                  

 

 

<210> 88 

<211> 451 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: HC 

      de PSMM167 sintética" 

 

<400> 88 

Glu Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  

1               5                   10                  15       

 

 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Lys Ser Asp  

            20                  25                  30           

 



 

Ala Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  

        35                  40                  45               

 

 

Ser Glu Ile Ser Gly Ser Gly Gly Tyr Thr Asn Tyr Ala Asp Ser Val  

    50                  55                  60                   

 

 

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  

65                  70                  75                  80   

 

 

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  

                85                  90                  95       

 

 

Ala Arg Asp Ser Tyr Asp Ser Ser Leu Tyr Val Gly Asp Tyr Phe Asp  

            100                 105                 110          

 

 

Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys  

        115                 120                 125              

 

 

Gly Pro Ser Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu  

    130                 135                 140                  

 

 

Ser Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro  

145                 150                 155                 160  

 

 

Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr  

                165                 170                 175      

 

 

Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val  



            180                 185                 190          

 

 

Val Thr Val Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn  

        195                 200                 205              

 

 

Val Asp His Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser  

    210                 215                 220                  

 

 

Lys Tyr Gly Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly  

225                 230                 235                 240  

 

 

Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met  

                245                 250                 255      

 

 

Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln  

            260                 265                 270          

 

 

Glu Asp Pro Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val  

        275                 280                 285              

 

 

His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr  

    290                 295                 300                  

 

 

Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly  

305                 310                 315                 320  

 

 

Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile  

                325                 330                 335      

 



 

Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val  

            340                 345                 350          

 

 

Tyr Thr Leu Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser  

        355                 360                 365              

 

 

Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu  

    370                 375                 380                  

 

 

Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro  

385                 390                 395                 400  

 

 

Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val  

                405                 410                 415      

 

 

Asp Lys Ser Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met  

            420                 425                 430          

 

 

His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser  

        435                 440                 445              

 

 

Leu Gly Lys  

    450      

 

 

<210> 89 

<211> 214 

<212> PRT 

<213> Secuencia artificial 

 



<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: LC 

      de PSMM167 sintética" 

 

<400> 89 

Glu Ile Val Leu Thr Gln Ser Pro Ala Thr Leu Ser Leu Ser Pro Gly  

1               5                   10                  15       

 

 

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Tyr  

            20                  25                  30           

 

 

Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile  

        35                  40                  45               

 

 

Tyr Asp Ala Ser Asn Arg Ala Thr Gly Ile Pro Ala Arg Phe Ser Gly  

    50                  55                  60                   

 

 

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Glu Pro  

65                  70                  75                  80   

 

 

Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Arg Ser Asn Trp Pro Leu  

                85                  90                  95       

 

 

Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala  

            100                 105                 110          

 

 

Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly  

        115                 120                 125              

 

 



Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala  

    130                 135                 140                  

 

 

Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln  

145                 150                 155                 160  

 

 

Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser  

                165                 170                 175      

 

 

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr  

            180                 185                 190          

 

 

Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser  

        195                 200                 205              

 

 

Phe Asn Arg Gly Glu Cys  

    210                  

 

 

<210> 90 

<211> 453 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: HC 

      de PSMM166 sintética" 

 

<400> 90 

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser  

1               5                   10                  15       

 



 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asp Asp Tyr  

            20                  25                  30           

 

 

Ala Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  

        35                  40                  45               

 

 

Gly Arg Ile Asp Pro Ile Glu Gly Thr Ala Asn Tyr Ala Gln Lys Phe  

    50                  55                  60                   

 

 

Gln Gly Arg Val Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr  

65                  70                  75                  80   

 

 

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  

                85                  90                  95       

 

 

Ala Arg Asp Arg Tyr Tyr Tyr Asp Gly Val Tyr Trp Tyr Ser Asp Tyr  

            100                 105                 110          

 

 

Phe Asp Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Ala Ser  

        115                 120                 125              

 

 

Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr  

    130                 135                 140                  

 

 

Ser Glu Ser Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro  

145                 150                 155                 160  

 

 

Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val  



                165                 170                 175      

 

 

His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser  

            180                 185                 190          

 

 

Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr  

        195                 200                 205              

 

 

Cys Asn Val Asp His Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val  

    210                 215                 220                  

 

 

Glu Ser Lys Tyr Gly Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Ala  

225                 230                 235                 240  

 

 

Ala Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr  

                245                 250                 255      

 

 

Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val  

            260                 265                 270          

 

 

Ser Gln Glu Asp Pro Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val  

        275                 280                 285              

 

 

Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser  

    290                 295                 300                  

 

 

Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu  

305                 310                 315                 320  

 



 

Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser  

                325                 330                 335      

 

 

Ser Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro  

            340                 345                 350          

 

 

Gln Val Tyr Thr Leu Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln  

        355                 360                 365              

 

 

Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala  

    370                 375                 380                  

 

 

Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr  

385                 390                 395                 400  

 

 

Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu  

                405                 410                 415      

 

 

Thr Val Asp Lys Ser Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser  

            420                 425                 430          

 

 

Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser  

        435                 440                 445              

 

 

Leu Ser Leu Gly Lys  

    450              

 

 

<210> 91 



<211> 214 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: LC 

      de PSMM166 sintética" 

 

<400> 91 

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly  

1               5                   10                  15       

 

 

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Ser Ile Ser Ser Tyr  

            20                  25                  30           

 

 

Leu Asn Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile  

        35                  40                  45               

 

 

Tyr Ala Ala Ser Ser Leu Gln Ser Gly Val Pro Ser Arg Phe Ser Gly  

    50                  55                  60                   

 

 

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro  

65                  70                  75                  80   

 

 

Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Ser Tyr Ser Thr Pro Leu  

                85                  90                  95       

 

 

Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala  

            100                 105                 110          

 

 



Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly  

        115                 120                 125              

 

 

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala  

    130                 135                 140                  

 

 

Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln  

145                 150                 155                 160  

 

 

Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser  

                165                 170                 175      

 

 

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr  

            180                 185                 190          

 

 

Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser  

        195                 200                 205              

 

 

Phe Asn Arg Gly Glu Cys  

    210                  

 

 

<210> 92 

<211> 446 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: HC 

      de PSMM164 sintética" 

 



<400> 92 

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser  

1               5                   10                  15       

 

 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Ser Tyr  

            20                  25                  30           

 

 

Ala Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  

        35                  40                  45               

 

 

Gly Trp Ile Ser Pro Tyr Asn Gly Asn Ala Asn Tyr Ala Gln Lys Phe  

    50                  55                  60                   

 

 

Gln Gly Arg Val Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr  

65                  70                  75                  80   

 

 

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  

                85                  90                  95       

 

 

Ala Arg Asp Ser Asp Arg Ser Tyr Asn Leu Asp Tyr Trp Gly Gln Gly  

            100                 105                 110          

 

 

Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe  

        115                 120                 125              

 

 

Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala Ala Leu  

    130                 135                 140                  

 

 

Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp  



145                 150                 155                 160  

 

 

Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu  

                165                 170                 175      

 

 

Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser  

            180                 185                 190          

 

 

Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val Asp His Lys Pro  

        195                 200                 205              

 

 

Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys Tyr Gly Pro Pro  

    210                 215                 220                  

 

 

Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser Val Phe  

225                 230                 235                 240  

 

 

Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro  

                245                 250                 255      

 

 

Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu Asp Pro Glu Val  

            260                 265                 270          

 

 

Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr  

        275                 280                 285              

 

 

Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg Val Val Ser Val  

    290                 295                 300                  

 



 

Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys  

305                 310                 315                 320  

 

 

Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr Ile Ser  

                325                 330                 335      

 

 

Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro  

            340                 345                 350          

 

 

Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val  

        355                 360                 365              

 

 

Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly  

    370                 375                 380                  

 

 

Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp  

385                 390                 395                 400  

 

 

Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser Arg Trp  

                405                 410                 415      

 

 

Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His  

            420                 425                 430          

 

 

Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu Gly Lys  

        435                 440                 445      

 

 

<210> 93 



<211> 214 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: LC 

      de PSMM164 sintética" 

 

<400> 93 

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly  

1               5                   10                  15       

 

 

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Ser Ile Ser Gly Trp  

            20                  25                  30           

 

 

Leu Asn Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile  

        35                  40                  45               

 

 

Tyr Ala Ala Ser Ser Leu Gln Ser Gly Val Pro Ser Arg Phe Ser Gly  

    50                  55                  60                   

 

 

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro  

65                  70                  75                  80   

 

 

Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Ser Tyr Ser Thr Pro Leu  

                85                  90                  95       

 

 

Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala  

            100                 105                 110          

 

 



Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly  

        115                 120                 125              

 

 

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala  

    130                 135                 140                  

 

 

Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln  

145                 150                 155                 160  

 

 

Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser  

                165                 170                 175      

 

 

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr  

            180                 185                 190          

 

 

Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser  

        195                 200                 205              

 

 

Phe Asn Arg Gly Glu Cys  

    210                  

 

 

<210> 94 

<211> 445 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: HC 

      de PSMM163 sintética" 

 



<400> 94 

Glu Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Glu  

1               5                   10                  15       

 

 

Ser Leu Lys Ile Ser Cys Lys Gly Ser Gly Tyr Ser Phe Thr Ser Tyr  

            20                  25                  30           

 

 

Trp Ile Gly Trp Val Arg Gln Met Pro Gly Lys Gly Leu Glu Trp Met  

        35                  40                  45               

 

 

Gly Ile Ile Tyr Pro Gly Asp Ser Asp Thr Arg Tyr Ser Pro Ser Phe  

    50                  55                  60                   

 

 

Gln Gly Gln Val Thr Ile Ser Ala Asp Lys Ser Ile Ser Thr Ala Tyr  

65                  70                  75                  80   

 

 

Leu Gln Trp Ser Ser Leu Lys Ala Ser Asp Thr Ala Met Tyr Tyr Cys  

                85                  90                  95       

 

 

Ala Arg Gly Leu Pro Ile Trp Tyr Leu Asp Tyr Trp Gly Gln Gly Thr  

            100                 105                 110          

 

 

Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro  

        115                 120                 125              

 

 

Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala Ala Leu Gly  

    130                 135                 140                  

 

 

Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn  



145                 150                 155                 160  

 

 

Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln  

                165                 170                 175      

 

 

Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser  

            180                 185                 190          

 

 

Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val Asp His Lys Pro Ser  

        195                 200                 205              

 

 

Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys Tyr Gly Pro Pro Cys  

    210                 215                 220                  

 

 

Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser Val Phe Leu  

225                 230                 235                 240  

 

 

Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu  

                245                 250                 255      

 

 

Val Thr Cys Val Val Val Asp Val Ser Gln Glu Asp Pro Glu Val Gln  

            260                 265                 270          

 

 

Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys  

        275                 280                 285              

 

 

Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg Val Val Ser Val Leu  

    290                 295                 300                  

 



 

Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys  

305                 310                 315                 320  

 

 

Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr Ile Ser Lys  

                325                 330                 335      

 

 

Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser  

            340                 345                 350          

 

 

Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys  

        355                 360                 365              

 

 

Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln  

    370                 375                 380                  

 

 

Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly  

385                 390                 395                 400  

 

 

Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser Arg Trp Gln  

                405                 410                 415      

 

 

Glu Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn  

            420                 425                 430          

 

 

His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu Gly Lys  

        435                 440                 445  

 

 

<210> 95 



<211> 214 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: Polipéptido 

      sintético" 

 

<400> 95 

Glu Ile Val Leu Thr Gln Ser Pro Ala Thr Leu Ser Leu Ser Pro Gly  

1               5                   10                  15       

 

 

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ala Ser Asp  

            20                  25                  30           

 

 

Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile  

        35                  40                  45               

 

 

Tyr Phe Ala Ser Asn Arg Ala Thr Gly Ile Pro Ala Arg Phe Ser Gly  

    50                  55                  60                   

 

 

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Glu Pro  

65                  70                  75                  80   

 

 

Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Ser Ile Thr Trp Pro Phe  

                85                  90                  95       

 

 

Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala  

            100                 105                 110          

 

 



Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly  

        115                 120                 125              

 

 

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala  

    130                 135                 140                  

 

 

Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln  

145                 150                 155                 160  

 

 

Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser  

                165                 170                 175      

 

 

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr  

            180                 185                 190          

 

 

Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser  

        195                 200                 205              

 

 

Phe Asn Arg Gly Glu Cys  

    210                  

 

 

<210> 96 

<211> 449 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: HC 

      de PSMM162 sintética" 

 



<400> 96 

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser  

1               5                   10                  15       

 

 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Ser Tyr  

            20                  25                  30           

 

 

Ala Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  

        35                  40                  45               

 

 

Gly Trp Ile Ile Pro Tyr Asn Gly Asn Ala Asn Tyr Ala Gln Lys Phe  

    50                  55                  60                   

 

 

Gln Gly Arg Val Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr  

65                  70                  75                  80   

 

 

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  

                85                  90                  95       

 

 

Ala Arg Val Asn Ser Ala Ala Leu Val Trp Glu Arg Leu Asp Tyr Trp  

            100                 105                 110          

 

 

Gly Gln Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro  

        115                 120                 125              

 

 

Ser Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr  

    130                 135                 140                  

 

 

Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr  



145                 150                 155                 160  

 

 

Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro  

                165                 170                 175      

 

 

Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr  

            180                 185                 190          

 

 

Val Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val Asp  

        195                 200                 205              

 

 

His Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys Tyr  

    210                 215                 220                  

 

 

Gly Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly Gly Pro  

225                 230                 235                 240  

 

 

Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser  

                245                 250                 255      

 

 

Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu Asp  

            260                 265                 270          

 

 

Pro Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn  

        275                 280                 285              

 

 

Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg Val  

    290                 295                 300                  

 



 

Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu  

305                 310                 315                 320  

 

 

Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys  

                325                 330                 335      

 

 

Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr  

            340                 345                 350          

 

 

Leu Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr  

        355                 360                 365              

 

 

Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu  

    370                 375                 380                  

 

 

Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu  

385                 390                 395                 400  

 

 

Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys  

                405                 410                 415      

 

 

Ser Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His Glu  

            420                 425                 430          

 

 

Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu Gly  

        435                 440                 445              

 

 

Lys  



     

 

 

<210> 97 

<211> 450 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: HC 

      de PSMM161 sintética" 

 

<400> 97 

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser  

1               5                   10                  15       

 

 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Ser Tyr  

            20                  25                  30           

 

 

Ala Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  

        35                  40                  45               

 

 

Gly Gly Ile Ile Pro Ile Phe Gly Thr Ala Asn Tyr Ala Gln Lys Phe  

    50                  55                  60                   

 

 

Gln Gly Arg Val Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr  

65                  70                  75                  80   

 

 

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  

                85                  90                  95       

 

 



Ala Arg Ala Ser Arg Val Trp His Ala Ser Tyr Gly Tyr Leu Asp Tyr  

            100                 105                 110          

 

 

Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly  

        115                 120                 125              

 

 

Pro Ser Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser  

    130                 135                 140                  

 

 

Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val  

145                 150                 155                 160  

 

 

Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe  

                165                 170                 175      

 

 

Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val  

            180                 185                 190          

 

 

Thr Val Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val  

        195                 200                 205              

 

 

Asp His Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys  

    210                 215                 220                  

 

 

Tyr Gly Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly Gly  

225                 230                 235                 240  

 

 

Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile  

                245                 250                 255      



 

 

Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu  

            260                 265                 270          

 

 

Asp Pro Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val His  

        275                 280                 285              

 

 

Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg  

    290                 295                 300                  

 

 

Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys  

305                 310                 315                 320  

 

 

Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu  

                325                 330                 335      

 

 

Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr  

            340                 345                 350          

 

 

Thr Leu Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu  

        355                 360                 365              

 

 

Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp  

    370                 375                 380                  

 

 

Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val  

385                 390                 395                 400  

 

 



Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp  

                405                 410                 415      

 

 

Lys Ser Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His  

            420                 425                 430          

 

 

Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu  

        435                 440                 445              

 

 

Gly Lys  

    450  

 

 

<210> 98 

<211> 214 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: LC 

      de PSMM161 sintética" 

 

<400> 98 

Glu Ile Val Leu Thr Gln Ser Pro Ala Thr Leu Ser Leu Ser Pro Gly  

1               5                   10                  15       

 

 

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Lys Trp  

            20                  25                  30           

 

 

Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile  

        35                  40                  45               

 



 

Tyr Asp Ala Ser Asn Arg Ala Thr Gly Ile Pro Ala Arg Phe Ser Gly  

    50                  55                  60                   

 

 

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Glu Pro  

65                  70                  75                  80   

 

 

Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Arg Phe Thr Ala Pro Trp  

                85                  90                  95       

 

 

Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala  

            100                 105                 110          

 

 

Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly  

        115                 120                 125              

 

 

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala  

    130                 135                 140                  

 

 

Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln  

145                 150                 155                 160  

 

 

Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser  

                165                 170                 175      

 

 

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr  

            180                 185                 190          

 

 

Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser  



        195                 200                 205              

 

 

Phe Asn Arg Gly Glu Cys  

    210                  

 

 

<210> 99 

<211> 446 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: HC 

      de PSMM160 sintética" 

 

<400> 99 

Glu Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Glu  

1               5                   10                  15       

 

 

Ser Leu Lys Ile Ser Cys Lys Gly Ser Gly Tyr Ser Phe Thr Ser Tyr  

            20                  25                  30           

 

 

Trp Ile Gly Trp Val Arg Gln Met Pro Gly Lys Gly Leu Glu Trp Met  

        35                  40                  45               

 

 

Gly Ile Ile Tyr Pro Gly Asp Ser Asp Thr Arg Tyr Ser Pro Ser Phe  

    50                  55                  60                   

 

 

Gln Gly Gln Val Thr Ile Ser Ala Asp Lys Ser Ile Ser Thr Ala Tyr  

65                  70                  75                  80   

 

 



Leu Gln Trp Ser Ser Leu Lys Ala Ser Asp Thr Ala Met Tyr Tyr Cys  

                85                  90                  95       

 

 

Ala Arg Gly Trp Ala Tyr Asp Arg Gly Leu Asp Tyr Trp Gly Gln Gly  

            100                 105                 110          

 

 

Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe  

        115                 120                 125              

 

 

Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala Ala Leu  

    130                 135                 140                  

 

 

Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp  

145                 150                 155                 160  

 

 

Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu  

                165                 170                 175      

 

 

Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser  

            180                 185                 190          

 

 

Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val Asp His Lys Pro  

        195                 200                 205              

 

 

Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys Tyr Gly Pro Pro  

    210                 215                 220                  

 

 

Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser Val Phe  

225                 230                 235                 240  



 

 

Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro  

                245                 250                 255      

 

 

Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu Asp Pro Glu Val  

            260                 265                 270          

 

 

Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr  

        275                 280                 285              

 

 

Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg Val Val Ser Val  

    290                 295                 300                  

 

 

Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys  

305                 310                 315                 320  

 

 

Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr Ile Ser  

                325                 330                 335      

 

 

Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro  

            340                 345                 350          

 

 

Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val  

        355                 360                 365              

 

 

Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly  

    370                 375                 380                  

 

 



Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp  

385                 390                 395                 400  

 

 

Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser Arg Trp  

                405                 410                 415      

 

 

Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His  

            420                 425                 430          

 

 

Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu Gly Lys  

        435                 440                 445      

 

 

<210> 100 

<211> 220 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: LC 

      de PSMM160 sintética" 

 

<400> 100 

Asp Ile Val Met Thr Gln Ser Pro Asp Ser Leu Ala Val Ser Leu Gly  

1               5                   10                  15       

 

 

Glu Arg Ala Thr Ile Asn Cys Lys Ser Ser Gln Ser Val Leu Tyr Ser  

            20                  25                  30           

 

 

Ser Asn Asn Lys Asn Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln  

        35                  40                  45               

 



 

Pro Pro Lys Leu Leu Ile Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val  

    50                  55                  60                   

 

 

Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr  

65                  70                  75                  80   

 

 

Ile Ser Ser Leu Gln Ala Glu Asp Val Ala Val Tyr Tyr Cys Gln Gln  

                85                  90                  95       

 

 

Tyr Tyr Ser Thr Pro Leu Thr Phe Gly Gln Gly Thr Lys Val Glu Ile  

            100                 105                 110          

 

 

Lys Arg Thr Val Ala Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp  

        115                 120                 125              

 

 

Glu Gln Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn  

    130                 135                 140                  

 

 

Phe Tyr Pro Arg Glu Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu  

145                 150                 155                 160  

 

 

Gln Ser Gly Asn Ser Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp  

                165                 170                 175      

 

 

Ser Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr  

            180                 185                 190          

 

 

Glu Lys His Lys Val Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser  



        195                 200                 205              

 

 

Ser Pro Val Thr Lys Ser Phe Asn Arg Gly Glu Cys  

    210                 215                 220  

 

 

<210> 101 

<211> 446 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: HC 

      de PSMM159 sintética" 

 

<400> 101 

Glu Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Glu  

1               5                   10                  15       

 

 

Ser Leu Lys Ile Ser Cys Lys Gly Ser Gly Tyr Ser Phe Thr Ser Tyr  

            20                  25                  30           

 

 

Trp Ile Gly Trp Val Arg Gln Met Pro Gly Lys Gly Leu Glu Trp Met  

        35                  40                  45               

 

 

Gly Ile Ile Tyr Pro Gly Asp Ser Asp Thr Arg Tyr Ser Pro Ser Phe  

    50                  55                  60                   

 

 

Gln Gly Gln Val Thr Ile Ser Ala Asp Lys Ser Ile Ser Thr Ala Tyr  

65                  70                  75                  80   

 

 



Leu Gln Trp Ser Ser Leu Lys Ala Ser Asp Thr Ala Met Tyr Tyr Cys  

                85                  90                  95       

 

 

Ala Arg Ala Tyr His Tyr Ser Lys Gly Leu Asp Tyr Trp Gly Gln Gly  

            100                 105                 110          

 

 

Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe  

        115                 120                 125              

 

 

Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala Ala Leu  

    130                 135                 140                  

 

 

Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp  

145                 150                 155                 160  

 

 

Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu  

                165                 170                 175      

 

 

Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser  

            180                 185                 190          

 

 

Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val Asp His Lys Pro  

        195                 200                 205              

 

 

Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys Tyr Gly Pro Pro  

    210                 215                 220                  

 

 

Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser Val Phe  

225                 230                 235                 240  



 

 

Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro  

                245                 250                 255      

 

 

Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu Asp Pro Glu Val  

            260                 265                 270          

 

 

Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr  

        275                 280                 285              

 

 

Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg Val Val Ser Val  

    290                 295                 300                  

 

 

Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys  

305                 310                 315                 320  

 

 

Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr Ile Ser  

                325                 330                 335      

 

 

Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro  

            340                 345                 350          

 

 

Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val  

        355                 360                 365              

 

 

Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly  

    370                 375                 380                  

 

 



Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp  

385                 390                 395                 400  

 

 

Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser Arg Trp  

                405                 410                 415      

 

 

Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His  

            420                 425                 430          

 

 

Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu Gly Lys  

        435                 440                 445      

 

 

<210> 102 

<211> 125 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: VH 

      de CD38217 sintética" 

 

<400> 102 

Glu Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  

1               5                   10                  15       

 

 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Thr Tyr  

            20                  25                  30           

 

 

Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  

        35                  40                  45               

 



 

Ala Arg Ile Arg Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp  

    50                  55                  60                   

 

 

Ser Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr  

65                  70                  75                  80   

 

 

Leu Tyr Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr  

                85                  90                  95       

 

 

Tyr Cys Ala Lys His Gly Asn Phe Gly Asn Ser Tyr Val Ser Trp Phe  

            100                 105                 110          

 

 

Ala Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser  

        115                 120                 125  

 

 

<210> 103 

<211> 109 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: VL 

      de CD38217 sintética" 

 

<400> 103 

Gln Ala Val Val Thr Gln Glu Pro Ser Leu Thr Val Ser Pro Gly Gly  

1               5                   10                  15       

 

 

Thr Val Thr Leu Thr Cys Arg Ser Ser Thr Gly Ala Val Thr Thr Ser  

            20                  25                  30           



 

 

Asn Tyr Ala Asn Trp Val Gln Gln Lys Pro Gly Gln Ala Pro Arg Gly  

        35                  40                  45               

 

 

Leu Ile Gly Gly Thr Asn Lys Arg Ala Pro Gly Thr Pro Ala Arg Phe  

    50                  55                  60                   

 

 

Ser Gly Ser Leu Leu Gly Gly Lys Ala Ala Leu Thr Leu Ser Gly Ala  

65                  70                  75                  80   

 

 

Gln Pro Glu Asp Glu Ala Glu Tyr Tyr Cys Ala Leu Trp Tyr Ser Asn  

                85                  90                  95       

 

 

Leu Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu  

            100                 105                  

 

 

<210> 104 

<211> 125 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: VH 

      de CD38219 sintética" 

 

<400> 104 

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  

1               5                   10                  15       

 

 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Thr Tyr  



            20                  25                  30           

 

 

Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  

        35                  40                  45               

 

 

Ala Arg Ile Arg Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Ala  

    50                  55                  60                   

 

 

Ser Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Ser  

65                  70                  75                  80   

 

 

Leu Tyr Leu Gln Met Asn Ser Leu Lys Thr Glu Asp Thr Ala Val Tyr  

                85                  90                  95       

 

 

Tyr Cys Ala Arg His Gly Asn Phe Gly Asn Ser Tyr Val Ser Trp Phe  

            100                 105                 110          

 

 

Ala Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser  

        115                 120                 125  

 

 

<210> 105 

<211> 109 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: VL 

      de CD38219 sintética" 

 

<400> 105 



Gln Thr Val Val Thr Gln Glu Pro Ser Leu Thr Val Ser Pro Gly Gly  

1               5                   10                  15       

 

 

Thr Val Thr Leu Thr Cys Arg Ser Ser Thr Gly Ala Val Thr Thr Ser  

            20                  25                  30           

 

 

Asn Tyr Ala Asn Trp Val Gln Gln Lys Pro Gly Gln Ala Pro Arg Gly  

        35                  40                  45               

 

 

Leu Ile Gly Gly Thr Asn Lys Arg Ala Pro Gly Thr Pro Ala Arg Phe  

    50                  55                  60                   

 

 

Ser Gly Ser Leu Leu Gly Gly Lys Ala Ala Leu Thr Leu Ser Gly Val  

65                  70                  75                  80   

 

 

Gln Pro Glu Asp Glu Ala Glu Tyr Tyr Cys Ala Leu Trp Tyr Ser Asn  

                85                  90                  95       

 

 

Leu Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu  

            100                 105                  

 

 

<210> 106 

<211> 120 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: VH 

      de B2M1 sintética" 

 



<400> 106 

Gln Ile Thr Leu Lys Glu Ser Gly Pro Thr Leu Val Lys Pro Thr Gln  

1               5                   10                  15       

 

 

Thr Leu Thr Leu Thr Cys Thr Phe Ser Gly Phe Ser Leu Ser Thr Ser  

            20                  25                  30           

 

 

Gly Met Gly Val Ser Trp Ile Arg Gln Pro Pro Gly Lys Ala Leu Glu  

        35                  40                  45               

 

 

Trp Leu Ala His Ile Tyr Trp Asp Asp Asp Lys Arg Tyr Asn Pro Ser  

    50                  55                  60                   

 

 

Leu Lys Ser Arg Leu Thr Ile Thr Lys Asp Thr Ser Lys Asn Gln Val  

65                  70                  75                  80   

 

 

Val Leu Thr Met Thr Asn Met Asp Pro Val Asp Thr Ala Thr Tyr Tyr  

                85                  90                  95       

 

 

Cys Ala Arg Leu Tyr Gly Phe Thr Tyr Gly Phe Ala Tyr Trp Gly Gln  

            100                 105                 110          

 

 

Gly Thr Leu Val Thr Val Ser Ser  

        115                 120  

 

 

<210> 107 

<211> 111 

<212> PRT 

<213> Secuencia artificial 

 



<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: VL 

      de B2M1 sintética" 

 

<400> 107 

Asp Ile Val Met Thr Gln Ser Pro Asp Ser Leu Ala Val Ser Leu Gly  

1               5                   10                  15       

 

 

Glu Arg Ala Thr Ile Asn Cys Arg Ala Ser Gln Ser Val Asp Tyr Asn  

            20                  25                  30           

 

 

Gly Ile Ser Tyr Met His Trp Tyr Gln Gln Lys Pro Gly Gln Pro Pro  

        35                  40                  45               

 

 

Lys Leu Leu Ile Tyr Ala Ala Ser Asn Pro Glu Ser Gly Val Pro Asp  

    50                  55                  60                   

 

 

Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser  

65                  70                  75                  80   

 

 

Ser Leu Gln Ala Glu Asp Val Ala Val Tyr Tyr Cys Gln Gln Ile Ile  

                85                  90                  95       

 

 

Glu Asp Pro Trp Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys  

            100                 105                 110      

 

 

<210> 108 

<211> 452 

<212> PRT 

<213> Secuencia artificial 



 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: HC 

      de CD3B217 sintética" 

 

<400> 108 

Glu Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  

1               5                   10                  15       

 

 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Thr Tyr  

            20                  25                  30           

 

 

Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  

        35                  40                  45               

 

 

Ala Arg Ile Arg Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp  

    50                  55                  60                   

 

 

Ser Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr  

65                  70                  75                  80   

 

 

Leu Tyr Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr  

                85                  90                  95       

 

 

Tyr Cys Val Lys His Gly Asn Phe Gly Asn Ser Tyr Val Ser Trp Phe  

            100                 105                 110          

 

 

Ala Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr  

        115                 120                 125              

 



 

Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser  

    130                 135                 140                  

 

 

Glu Ser Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu  

145                 150                 155                 160  

 

 

Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His  

                165                 170                 175      

 

 

Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser  

            180                 185                 190          

 

 

Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys  

        195                 200                 205              

 

 

Asn Val Asp His Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu  

    210                 215                 220                  

 

 

Ser Lys Tyr Gly Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala  

225                 230                 235                 240  

 

 

Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu  

                245                 250                 255      

 

 

Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser  

            260                 265                 270          

 

 

Gln Glu Asp Pro Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu  



        275                 280                 285              

 

 

Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr  

    290                 295                 300                  

 

 

Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn  

305                 310                 315                 320  

 

 

Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser  

                325                 330                 335      

 

 

Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln  

            340                 345                 350          

 

 

Val Tyr Thr Leu Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val  

        355                 360                 365              

 

 

Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val  

    370                 375                 380                  

 

 

Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro  

385                 390                 395                 400  

 

 

Pro Val Leu Asp Ser Asp Gly Ser Phe Leu Leu Tyr Ser Lys Leu Thr  

                405                 410                 415      

 

 

Val Asp Lys Ser Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val  

            420                 425                 430          

 



 

Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu  

        435                 440                 445              

 

 

Ser Leu Gly Lys  

    450          

 

 

<210> 109 

<211> 215 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: LC 

      de CD3B217 sintética" 

 

<400> 109 

Gln Ala Val Val Thr Gln Glu Pro Ser Leu Thr Val Ser Pro Gly Gly  

1               5                   10                  15       

 

 

Thr Val Thr Leu Thr Cys Arg Ser Ser Thr Gly Ala Val Thr Thr Ser  

            20                  25                  30           

 

 

Asn Tyr Ala Asn Trp Val Gln Gln Lys Pro Gly Gln Ala Pro Arg Gly  

        35                  40                  45               

 

 

Leu Ile Gly Gly Thr Asn Lys Arg Ala Pro Gly Thr Pro Ala Arg Phe  

    50                  55                  60                   

 

 

Ser Gly Ser Leu Leu Gly Gly Lys Ala Ala Leu Thr Leu Ser Gly Ala  

65                  70                  75                  80   



 

 

Gln Pro Glu Asp Glu Ala Glu Tyr Tyr Cys Ala Leu Trp Tyr Ser Asn  

                85                  90                  95       

 

 

Leu Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln Pro  

            100                 105                 110          

 

 

Lys Ala Ala Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu Leu  

        115                 120                 125              

 

 

Gln Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr Pro  

    130                 135                 140                  

 

 

Gly Ala Val Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys Ala  

145                 150                 155                 160  

 

 

Gly Val Glu Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys Tyr Ala  

                165                 170                 175      

 

 

Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His Arg  

            180                 185                 190          

 

 

Ser Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys Thr  

        195                 200                 205              

 

 

Val Ala Pro Thr Glu Cys Ser  

    210                 215  

 

 



<210> 110 

<211> 452 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: HC 

      de CD3B219 sintética" 

 

<400> 110 

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  

1               5                   10                  15       

 

 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Thr Tyr  

            20                  25                  30           

 

 

Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  

        35                  40                  45               

 

 

Ala Arg Ile Arg Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Ala  

    50                  55                  60                   

 

 

Ser Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Ser  

65                  70                  75                  80   

 

 

Leu Tyr Leu Gln Met Asn Ser Leu Lys Thr Glu Asp Thr Ala Val Tyr  

                85                  90                  95       

 

 

Tyr Cys Ala Arg His Gly Asn Phe Gly Asn Ser Tyr Val Ser Trp Phe  

            100                 105                 110          

 



 

Ala Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr  

        115                 120                 125              

 

 

Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser  

    130                 135                 140                  

 

 

Glu Ser Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu  

145                 150                 155                 160  

 

 

Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His  

                165                 170                 175      

 

 

Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser  

            180                 185                 190          

 

 

Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys  

        195                 200                 205              

 

 

Asn Val Asp His Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu  

    210                 215                 220                  

 

 

Ser Lys Tyr Gly Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala  

225                 230                 235                 240  

 

 

Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu  

                245                 250                 255      

 

 

Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser  



            260                 265                 270          

 

 

Gln Glu Asp Pro Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu  

        275                 280                 285              

 

 

Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr  

    290                 295                 300                  

 

 

Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn  

305                 310                 315                 320  

 

 

Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser  

                325                 330                 335      

 

 

Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln  

            340                 345                 350          

 

 

Val Tyr Thr Leu Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val  

        355                 360                 365              

 

 

Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val  

    370                 375                 380                  

 

 

Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro  

385                 390                 395                 400  

 

 

Pro Val Leu Asp Ser Asp Gly Ser Phe Leu Leu Tyr Ser Lys Leu Thr  

                405                 410                 415      

 



 

Val Asp Lys Ser Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val  

            420                 425                 430          

 

 

Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu  

        435                 440                 445              

 

 

Ser Leu Gly Lys  

    450          

 

 

<210> 111 

<211> 215 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: LC 

      de CD3B219 sintética" 

 

<400> 111 

Gln Thr Val Val Thr Gln Glu Pro Ser Leu Thr Val Ser Pro Gly Gly  

1               5                   10                  15       

 

 

Thr Val Thr Leu Thr Cys Arg Ser Ser Thr Gly Ala Val Thr Thr Ser  

            20                  25                  30           

 

 

Asn Tyr Ala Asn Trp Val Gln Gln Lys Pro Gly Gln Ala Pro Arg Gly  

        35                  40                  45               

 

 

Leu Ile Gly Gly Thr Asn Lys Arg Ala Pro Gly Thr Pro Ala Arg Phe  

    50                  55                  60                   



 

 

Ser Gly Ser Leu Leu Gly Gly Lys Ala Ala Leu Thr Leu Ser Gly Val  

65                  70                  75                  80   

 

 

Gln Pro Glu Asp Glu Ala Glu Tyr Tyr Cys Ala Leu Trp Tyr Ser Asn  

                85                  90                  95       

 

 

Leu Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln Pro  

            100                 105                 110          

 

 

Lys Ala Ala Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu Leu  

        115                 120                 125              

 

 

Gln Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr Pro  

    130                 135                 140                  

 

 

Gly Ala Val Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys Ala  

145                 150                 155                 160  

 

 

Gly Val Glu Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys Tyr Ala  

                165                 170                 175      

 

 

Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His Arg  

            180                 185                 190          

 

 

Ser Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys Thr  

        195                 200                 205              

 

 



Val Ala Pro Thr Glu Cys Ser  

    210                 215  

 

 

<210> 112 

<211> 346 

<212> PRT 

<213> Escherichia coli 

 

<400> 112 

Met Ala Trp Val Trp Thr Leu Leu Phe Leu Met Ala Ala Ala Gln Ser  

1               5                   10                  15       

 

 

Ile Gln Ala Met Lys Asp Asn Thr Val Pro Leu Lys Leu Ile Ala Leu  

            20                  25                  30           

 

 

Leu Ala Asn Gly Glu Phe His Ser Gly Glu Gln Leu Gly Glu Thr Leu  

        35                  40                  45               

 

 

Gly Met Ser Arg Ala Ala Ile Asn Lys His Ile Gln Thr Leu Arg Asp  

    50                  55                  60                   

 

 

Trp Gly Val Asp Val Phe Thr Val Pro Gly Lys Gly Tyr Ser Leu Pro  

65                  70                  75                  80   

 

 

Glu Pro Ile Gln Leu Leu Asn Ala Lys Gln Ile Leu Gly Gln Leu Asp  

                85                  90                  95       

 

 

Gly Gly Ser Val Ala Val Leu Pro Val Ile Asp Ser Thr Asn Gln Tyr  

            100                 105                 110          

 

 



Leu Leu Asp Arg Ile Gly Glu Leu Lys Ser Gly Asp Ala Cys Ile Ala  

        115                 120                 125              

 

 

Glu Tyr Gln Gln Ala Gly Arg Gly Arg Arg Gly Arg Lys Trp Phe Ser  

    130                 135                 140                  

 

 

Pro Phe Gly Ala Asn Leu Tyr Leu Ser Met Phe Trp Arg Leu Glu Gln  

145                 150                 155                 160  

 

 

Gly Pro Ala Ala Ala Ile Gly Leu Ser Leu Val Ile Gly Ile Val Met  

                165                 170                 175      

 

 

Ala Glu Val Leu Arg Lys Leu Gly Ala Asp Lys Val Arg Val Lys Trp  

            180                 185                 190          

 

 

Pro Asn Asp Leu Tyr Leu Gln Asp Arg Lys Leu Ala Gly Ile Leu Val  

        195                 200                 205              

 

 

Glu Leu Thr Gly Lys Thr Gly Asp Ala Ala Gln Ile Val Ile Gly Ala  

    210                 215                 220                  

 

 

Gly Ile Asn Met Ala Met Arg Arg Val Glu Glu Ser Val Val Asn Gln  

225                 230                 235                 240  

 

 

Gly Trp Ile Thr Leu Gln Glu Ala Gly Ile Asn Leu Asp Arg Asn Thr  

                245                 250                 255      

 

 

Leu Ala Ala Met Leu Ile Arg Glu Leu Arg Ala Ala Leu Glu Leu Phe  

            260                 265                 270          



 

 

Glu Gln Glu Gly Leu Ala Pro Tyr Leu Ser Arg Trp Glu Lys Leu Asp  

        275                 280                 285              

 

 

Asn Phe Ile Asn Arg Pro Val Lys Leu Ile Ile Gly Asp Lys Glu Ile  

    290                 295                 300                  

 

 

Phe Gly Ile Ser Arg Gly Ile Asp Lys Gln Gly Ala Leu Leu Leu Glu  

305                 310                 315                 320  

 

 

Gln Asp Gly Ile Ile Lys Pro Trp Met Gly Gly Glu Ile Ser Leu Arg  

                325                 330                 335      

 

 

Ser Ala Glu Lys Asp Tyr Lys Asp Glu Leu  

            340                 345      

 

 

<210> 113 

<211> 455 

<212> PRT 

<213> Mus musculus 

 

<400> 113 

Glu Val Lys Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Lys Gly  

1               5                   10                  15       

 

 

Ser Leu Lys Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Thr Tyr  

            20                  25                  30           

 

 

Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  

        35                  40                  45               



 

 

Ala Arg Ile Arg Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp  

    50                  55                  60                   

 

 

Ser Val Lys Asp Arg Phe Thr Ile Ser Arg Asp Asp Ser Gln Ser Ile  

65                  70                  75                  80   

 

 

Leu Tyr Leu Gln Met Asn Asn Leu Lys Thr Glu Asp Thr Ala Met Tyr  

                85                  90                  95       

 

 

Tyr Cys Val Arg His Gly Asn Phe Gly Asn Ser Tyr Val Ser Trp Phe  

            100                 105                 110          

 

 

Ala Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ala Ala Thr Thr  

        115                 120                 125              

 

 

Thr Ala Pro Ser Val Tyr Pro Leu Val Pro Gly Cys Ser Asp Thr Ser  

    130                 135                 140                  

 

 

Gly Ser Ser Val Thr Leu Gly Cys Leu Val Lys Gly Tyr Phe Pro Glu  

145                 150                 155                 160  

 

 

Pro Val Thr Val Lys Trp Asn Tyr Gly Ala Leu Ser Ser Gly Val Arg  

                165                 170                 175      

 

 

Thr Val Ser Ser Val Leu Gln Ser Ala Phe Tyr Ser Leu Ser Ser Leu  

            180                 185                 190          

 

 



Val Thr Val Pro Ser Ser Thr Trp Pro Ser Gln Thr Val Ile Cys Asn  

        195                 200                 205              

 

 

Val Ala His Pro Ala Ser Lys Thr Glu Leu Ile Lys Arg Ile Glu Pro  

    210                 215                 220                  

 

 

Arg Ile Pro Lys Pro Ser Thr Pro Pro Gly Ser Ser Cys Pro Pro Gly  

225                 230                 235                 240  

 

 

Asn Ile Leu Gly Gly Pro Ser Val Phe Ile Phe Pro Pro Lys Pro Lys  

                245                 250                 255      

 

 

Asp Ala Leu Met Ile Ser Leu Thr Pro Lys Val Thr Cys Val Val Val  

            260                 265                 270          

 

 

Asp Val Ser Glu Asp Asp Pro Asp Val His Val Ser Trp Phe Val Asp  

        275                 280                 285              

 

 

Asn Lys Glu Val His Thr Ala Trp Thr Gln Pro Arg Glu Ala Gln Tyr  

    290                 295                 300                  

 

 

Asn Ser Thr Phe Arg Val Val Ser Ala Leu Pro Ile Gln His Gln Asp  

305                 310                 315                 320  

 

 

Trp Met Arg Gly Lys Glu Phe Lys Cys Lys Val Asn Asn Lys Ala Leu  

                325                 330                 335      

 

 

Pro Ala Pro Ile Glu Arg Thr Ile Ser Lys Pro Lys Gly Arg Ala Gln  

            340                 345                 350          



 

 

Thr Pro Gln Val Tyr Thr Ile Pro Pro Pro Arg Glu Gln Met Ser Lys  

        355                 360                 365              

 

 

Lys Lys Val Ser Leu Thr Cys Leu Val Thr Asn Phe Phe Ser Glu Ala  

    370                 375                 380                  

 

 

Ile Ser Val Glu Trp Glu Arg Asn Gly Glu Leu Glu Gln Asp Tyr Lys  

385                 390                 395                 400  

 

 

Asn Thr Pro Pro Ile Leu Asp Ser Asp Gly Thr Tyr Phe Leu Tyr Ser  

                405                 410                 415      

 

 

Lys Leu Thr Val Asp Thr Asp Ser Trp Leu Gln Gly Glu Ile Phe Thr  

            420                 425                 430          

 

 

Cys Ser Val Val His Glu Ala Leu His Asn His His Thr Gln Lys Asn  

        435                 440                 445              

 

 

Leu Ser Arg Ser Pro Gly Lys  

    450                 455  

 

 

<210> 114 

<211> 215 

<212> PRT 

<213> Mus musculus 

 

<400> 114 

Gln Ala Val Val Thr Gln Glu Ser Ala Leu Thr Thr Ser Pro Gly Glu  

1               5                   10                  15       



 

 

Thr Val Thr Leu Thr Cys Arg Ser Ser Thr Gly Ala Val Thr Thr Ser  

            20                  25                  30           

 

 

Asn Tyr Ala Asn Trp Val Gln Glu Lys Pro Asp His Leu Phe Thr Gly  

        35                  40                  45               

 

 

Leu Ile Gly Gly Thr Asn Lys Arg Ala Pro Gly Val Pro Ala Arg Phe  

    50                  55                  60                   

 

 

Ser Gly Ser Leu Ile Gly Asp Lys Ala Ala Leu Thr Ile Thr Gly Ala  

65                  70                  75                  80   

 

 

Gln Thr Glu Asp Glu Ala Ile Tyr Phe Cys Ala Leu Trp Tyr Ser Asn  

                85                  90                  95       

 

 

Leu Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln Pro  

            100                 105                 110          

 

 

Lys Ser Ser Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu Leu  

        115                 120                 125              

 

 

Glu Thr Asn Lys Ala Thr Leu Val Cys Thr Ile Thr Asp Phe Tyr Pro  

    130                 135                 140                  

 

 

Gly Val Val Thr Val Asp Trp Lys Val Asp Gly Thr Pro Val Thr Gln  

145                 150                 155                 160  

 

 



Gly Met Glu Thr Thr Gln Pro Ser Lys Gln Ser Asn Asn Lys Tyr Met  

                165                 170                 175      

 

 

Ala Ser Ser Tyr Leu Thr Leu Thr Ala Arg Ala Trp Glu Arg His Ser  

            180                 185                 190          

 

 

Ser Tyr Ser Cys Gln Val Thr His Glu Gly His Thr Val Glu Lys Ser  

        195                 200                 205              

 

 

Leu Ser Arg Ala Asp Cys Ser  

    210                 215  

 

 

<210> 115 

<211> 125 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial:  CD3H143 

      sintético" 

 

<400> 115 

Glu Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  

1               5                   10                  15       

 

 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Thr Tyr  

            20                  25                  30           

 

 

Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  

        35                  40                  45               

 



 

Ala Arg Ile Arg Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp  

    50                  55                  60                   

 

 

Ser Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr  

65                  70                  75                  80   

 

 

Leu Tyr Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr  

                85                  90                  95       

 

 

Tyr Cys Val Lys His Gly Asn Phe Gly Asn Ser Tyr Val Ser Trp Phe  

            100                 105                 110          

 

 

Ala Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser  

        115                 120                 125  

 

 

<210> 116 

<211> 125 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial:  CD3H144 

      sintético" 

 

<400> 116 

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  

1               5                   10                  15       

 

 

Ser Leu Lys Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Thr Tyr  

            20                  25                  30           



 

 

Ala Met Asn Trp Val Arg Gln Ala Ser Gly Lys Gly Leu Glu Trp Val  

        35                  40                  45               

 

 

Gly Arg Ile Arg Ser Lys Tyr Asn Gly Tyr Ala Thr Tyr Tyr Ala Ala  

    50                  55                  60                   

 

 

Ser Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr  

65                  70                  75                  80   

 

 

Ala Tyr Leu Gln Met Asn Ser Leu Lys Thr Glu Asp Thr Ala Val Tyr  

                85                  90                  95       

 

 

Tyr Cys Thr Arg His Gly Asn Phe Gly Asn Ser Tyr Val Ser Trp Phe  

            100                 105                 110          

 

 

Ala Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser  

        115                 120                 125  

 

 

<210> 117 

<211> 109 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial:  CD3L64 

      sintético" 

 

<400> 117 

Gln Ser Val Leu Thr Gln Pro Pro Ser Val Ser Ala Ala Pro Gly Gln  



1               5                   10                  15       

 

 

Lys Val Thr Ile Ser Cys Arg Ser Ser Thr Gly Ala Val Thr Thr Ser  

            20                  25                  30           

 

 

Asn Tyr Ala Asn Trp Val Gln Gln Leu Pro Gly Thr Ala Pro Lys Gly  

        35                  40                  45               

 

 

Leu Ile Gly Gly Thr Asn Lys Arg Ala Pro Gly Ile Pro Asp Arg Phe  

    50                  55                  60                   

 

 

Ser Gly Ser Lys Ser Gly Thr Ser Ala Thr Leu Gly Ile Thr Gly Leu  

65                  70                  75                  80   

 

 

Gln Thr Gly Asp Glu Ala Asp Tyr Tyr Cys Ala Leu Trp Tyr Ser Asn  

                85                  90                  95       

 

 

Leu Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu  

            100                 105                  

 

 

<210> 118 

<211> 447 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: Cadena 

      pesada de G11 sintética" 

 

<400> 118 



Glu Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  

1               5                   10                  15       

 

 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  

            20                  25                  30           

 

 

Gly Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  

        35                  40                  45               

 

 

Ser Gly Ile Asn Gly Gly Gly Gly Ser Lys Tyr Tyr Ala Asp Ser Val  

    50                  55                  60                   

 

 

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  

65                  70                  75                  80   

 

 

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  

                85                  90                  95       

 

 

Ala Lys Thr Ser Ala Gln Arg Phe Asp Tyr Trp Gly Gln Gly Thr Leu  

            100                 105                 110          

 

 

Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu  

        115                 120                 125              

 

 

Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys  

    130                 135                 140                  

 

 

Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser  

145                 150                 155                 160  



 

 

Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln Ser  

                165                 170                 175      

 

 

Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser  

            180                 185                 190          

 

 

Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn  

        195                 200                 205              

 

 

Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His  

    210                 215                 220                  

 

 

Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val  

225                 230                 235                 240  

 

 

Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr  

                245                 250                 255      

 

 

Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu  

            260                 265                 270          

 

 

Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys  

        275                 280                 285              

 

 

Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser  

    290                 295                 300                  

 

 



Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys  

305                 310                 315                 320  

 

 

Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile  

                325                 330                 335      

 

 

Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro  

            340                 345                 350          

 

 

Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser Leu Thr Cys Leu  

        355                 360                 365              

 

 

Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn  

    370                 375                 380                  

 

 

Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser  

385                 390                 395                 400  

 

 

Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg  

                405                 410                 415      

 

 

Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu  

            420                 425                 430          

 

 

His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys  

        435                 440                 445          

 

 

<210> 119 

<211> 213 



<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: Cadena 

      ligera de G11 sintética" 

 

<400> 119 

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly  

1               5                   10                  15       

 

 

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Ser Ile Ser Ser Tyr  

            20                  25                  30           

 

 

Leu Asn Trp Tyr Gln Gln Lys Pro Gly Ala Pro Lys Leu Leu Ile Tyr  

        35                  40                  45               

 

 

Ala Ala Ser Ser Leu Gln Ser Gly Val Pro Ser Arg Phe Ser Gly Ser  

    50                  55                  60                   

 

 

Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro Glu  

65                  70                  75                  80   

 

 

Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Ser Tyr Ser Leu Pro Leu Thr  

                85                  90                  95       

 

 

Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala Pro  

            100                 105                 110          

 

 

Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly Thr  



        115                 120                 125              

 

 

Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala Lys  

    130                 135                 140                  

 

 

Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln Glu  

145                 150                 155                 160  

 

 

Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser Ser  

                165                 170                 175      

 

 

Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr Ala  

            180                 185                 190          

 

 

Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser Phe  

        195                 200                 205              

 

 

Asn Arg Gly Glu Cys  

    210              

 

 

<210> 120 

<211> 450 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: Cadena 

      pesada de CD3B94 sintética" 

 

<400> 120 



Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser  

1               5                   10                  15       

 

 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Ser Tyr  

            20                  25                  30           

 

 

Ala Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  

        35                  40                  45               

 

 

Gly Gly Ile Ile Pro Ile Phe Gly Thr Ala Asn Tyr Ala Gln Lys Phe  

    50                  55                  60                   

 

 

Gln Gly Arg Val Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr  

65                  70                  75                  80   

 

 

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  

                85                  90                  95       

 

 

Ala Arg Asp Pro Ala Arg Leu Tyr Ser Tyr Tyr Phe Asp Tyr Trp Gly  

            100                 105                 110          

 

 

Gln Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser  

        115                 120                 125              

 

 

Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala  

    130                 135                 140                  

 

 

Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val  

145                 150                 155                 160  



 

 

Ser Trp Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val  

                165                 170                 175      

 

 

Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro  

            180                 185                 190          

 

 

Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys  

        195                 200                 205              

 

 

Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp  

    210                 215                 220                  

 

 

Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly Gly  

225                 230                 235                 240  

 

 

Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile  

                245                 250                 255      

 

 

Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu  

            260                 265                 270          

 

 

Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His  

        275                 280                 285              

 

 

Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  

    290                 295                 300                  

 

 



Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys  

305                 310                 315                 320  

 

 

Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu  

                325                 330                 335      

 

 

Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr  

            340                 345                 350          

 

 

Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser Leu  

        355                 360                 365              

 

 

Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp  

    370                 375                 380                  

 

 

Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val  

385                 390                 395                 400  

 

 

Leu Asp Ser Asp Gly Ser Phe Leu Leu Tyr Ser Lys Leu Thr Val Asp  

                405                 410                 415      

 

 

Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His  

            420                 425                 430          

 

 

Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro  

        435                 440                 445              

 

 

Gly Lys  

    450  



 

 

<210> 121 

<211> 214 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: Cadena 

      ligera de CD3B94 sintética" 

 

<400> 121 

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly  

1               5                   10                  15       

 

 

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Ser Ile Ser Ser Tyr  

            20                  25                  30           

 

 

Leu Asn Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile  

        35                  40                  45               

 

 

Tyr Ala Ala Ser Ser Leu Gln Ser Gly Val Pro Ser Arg Phe Ser Gly  

    50                  55                  60                   

 

 

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro  

65                  70                  75                  80   

 

 

Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Ser Tyr Ser Thr Pro Leu  

                85                  90                  95       

 

 

Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala  



            100                 105                 110          

 

 

Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly  

        115                 120                 125              

 

 

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala  

    130                 135                 140                  

 

 

Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln  

145                 150                 155                 160  

 

 

Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser  

                165                 170                 175      

 

 

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr  

            180                 185                 190          

 

 

Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser  

        195                 200                 205              

 

 

Phe Asn Arg Gly Glu Cys  

    210                  

 

 

<210> 122 

<211> 5 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 



<223> /nota="Descripción de la secuencia artificial: Péptido 

      sintético" 

 

<400> 122 

Ser Tyr Trp Ile Ser  

1               5    

 

 

<210> 123 

<211> 17 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: Péptido 

      sintético" 

 

<400> 123 

Ile Ile Tyr Pro Gly Asp Ser Tyr Thr Arg Tyr Ser Pro Ser Phe Gln  

1               5                   10                  15       

 

 

Gly  

     

 

 

<210> 124 

<211> 13 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: Péptido 

      sintético" 

 

<400> 124 



Asp Tyr Glu Trp Glu Leu Phe Asp Ser Arg Leu Asp Tyr  

1               5                   10               

 

 

<210> 125 

<211> 449 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: Polipéptido 

      sintético" 

 

<400> 125 

Glu Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Glu  

1               5                   10                  15       

 

 

Ser Leu Lys Ile Ser Cys Lys Gly Ser Gly Tyr Ser Phe Thr Ser Tyr  

            20                  25                  30           

 

 

Trp Ile Ser Trp Val Arg Gln Met Pro Gly Lys Gly Leu Glu Trp Met  

        35                  40                  45               

 

 

Gly Ile Ile Tyr Pro Gly Asp Ser Tyr Thr Arg Tyr Ser Pro Ser Phe  

    50                  55                  60                   

 

 

Gln Gly Gln Val Thr Ile Ser Ala Asp Lys Ser Ile Ser Thr Ala Tyr  

65                  70                  75                  80   

 

 

Leu Gln Trp Ser Ser Leu Lys Ala Ser Asp Thr Ala Met Tyr Tyr Cys  

                85                  90                  95       

 



 

Ala Arg Asp Tyr Glu Trp Glu Leu Phe Asp Ser Arg Leu Asp Tyr Trp  

            100                 105                 110          

 

 

Gly Gln Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro  

        115                 120                 125              

 

 

Ser Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr  

    130                 135                 140                  

 

 

Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr  

145                 150                 155                 160  

 

 

Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro  

                165                 170                 175      

 

 

Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr  

            180                 185                 190          

 

 

Val Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val Asp  

        195                 200                 205              

 

 

His Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys Tyr  

    210                 215                 220                  

 

 

Gly Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly Gly Pro  

225                 230                 235                 240  

 

 

Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser  



                245                 250                 255      

 

 

Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu Asp  

            260                 265                 270          

 

 

Pro Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn  

        275                 280                 285              

 

 

Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg Val  

    290                 295                 300                  

 

 

Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu  

305                 310                 315                 320  

 

 

Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys  

                325                 330                 335      

 

 

Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr  

            340                 345                 350          

 

 

Leu Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr  

        355                 360                 365              

 

 

Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu  

    370                 375                 380                  

 

 

Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu  

385                 390                 395                 400  

 



 

Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys  

                405                 410                 415      

 

 

Ser Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His Glu  

            420                 425                 430          

 

 

Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu Gly  

        435                 440                 445              

 

 

Lys  

     

 

 

<210> 126 

<211> 750 

<212> PRT 

<213> Macaca fascicularis 

 

<400> 126 

Met Trp Asn Leu Leu His Glu Thr Asp Ser Ala Val Ala Thr Ala Arg  

1               5                   10                  15       

 

 

Arg Pro Arg Trp Leu Cys Ala Gly Ala Leu Val Leu Ala Gly Gly Phe  

            20                  25                  30           

 

 

Phe Leu Leu Gly Phe Leu Phe Gly Trp Phe Ile Lys Ser Ser Ser Glu  

        35                  40                  45               

 

 

Ala Thr Asn Ile Thr Pro Lys His Asn Met Lys Ala Phe Leu Asp Glu  

    50                  55                  60                   

 



 

Leu Lys Ala Glu Asn Ile Lys Lys Phe Leu His Asn Phe Thr Gln Ile  

65                  70                  75                  80   

 

 

Pro His Leu Ala Gly Thr Glu Gln Asn Phe Gln Leu Ala Lys Gln Ile  

                85                  90                  95       

 

 

Gln Ser Gln Trp Lys Glu Phe Gly Leu Asp Ser Val Glu Leu Thr His  

            100                 105                 110          

 

 

Tyr Asp Val Leu Leu Ser Tyr Pro Asn Lys Thr His Pro Asn Tyr Ile  

        115                 120                 125              

 

 

Ser Ile Ile Asn Glu Asp Gly Asn Glu Ile Phe Asn Thr Ser Leu Phe  

    130                 135                 140                  

 

 

Glu Pro Pro Pro Ala Gly Tyr Glu Asn Val Ser Asp Ile Val Pro Pro  

145                 150                 155                 160  

 

 

Phe Ser Ala Phe Ser Pro Gln Gly Met Pro Glu Gly Asp Leu Val Tyr  

                165                 170                 175      

 

 

Val Asn Tyr Ala Arg Thr Glu Asp Phe Phe Lys Leu Glu Arg Asp Met  

            180                 185                 190          

 

 

Lys Ile Asn Cys Ser Gly Lys Ile Val Ile Ala Arg Tyr Gly Lys Val  

        195                 200                 205              

 

 

Phe Arg Gly Asn Lys Val Lys Asn Ala Gln Leu Ala Gly Ala Thr Gly  



    210                 215                 220                  

 

 

Val Ile Leu Tyr Ser Asp Pro Asp Asp Tyr Phe Ala Pro Gly Val Lys  

225                 230                 235                 240  

 

 

Ser Tyr Pro Asp Gly Trp Asn Leu Pro Gly Gly Gly Val Gln Arg Gly  

                245                 250                 255      

 

 

Asn Ile Leu Asn Leu Asn Gly Ala Gly Asp Pro Leu Thr Pro Gly Tyr  

            260                 265                 270          

 

 

Pro Ala Asn Glu Tyr Ala Tyr Arg Arg Gly Met Ala Glu Ala Val Gly  

        275                 280                 285              

 

 

Leu Pro Ser Ile Pro Val His Pro Ile Gly Tyr Tyr Asp Ala Gln Lys  

    290                 295                 300                  

 

 

Leu Leu Glu Lys Met Gly Gly Ser Ala Ser Pro Asp Ser Ser Trp Arg  

305                 310                 315                 320  

 

 

Gly Ser Leu Lys Val Pro Tyr Asn Val Gly Pro Gly Phe Thr Gly Asn  

                325                 330                 335      

 

 

Phe Ser Thr Gln Lys Val Lys Met His Ile His Ser Thr Ser Glu Val  

            340                 345                 350          

 

 

Thr Arg Ile Tyr Asn Val Ile Gly Thr Leu Arg Gly Ala Val Glu Pro  

        355                 360                 365              

 



 

Asp Arg Tyr Val Ile Leu Gly Gly His Arg Asp Ser Trp Val Phe Gly  

    370                 375                 380                  

 

 

Gly Ile Asp Pro Gln Ser Gly Ala Ala Val Val His Glu Ile Val Arg  

385                 390                 395                 400  

 

 

Ser Phe Gly Met Leu Lys Lys Glu Gly Trp Arg Pro Arg Arg Thr Ile  

                405                 410                 415      

 

 

Leu Phe Ala Ser Trp Asp Ala Glu Glu Phe Gly Leu Leu Gly Ser Thr  

            420                 425                 430          

 

 

Glu Trp Ala Glu Glu Asn Ser Arg Leu Leu Gln Glu Arg Gly Val Ala  

        435                 440                 445              

 

 

Tyr Ile Asn Ala Asp Ser Ser Ile Glu Gly Asn Tyr Thr Leu Arg Val  

    450                 455                 460                  

 

 

Asp Cys Thr Pro Leu Met Tyr Ser Leu Val Tyr Asn Leu Thr Lys Glu  

465                 470                 475                 480  

 

 

Leu Glu Ser Pro Asp Glu Gly Phe Glu Gly Lys Ser Leu Tyr Glu Ser  

                485                 490                 495      

 

 

Trp Thr Lys Lys Ser Pro Ser Pro Glu Phe Ser Gly Met Pro Arg Ile  

            500                 505                 510          

 

 

Ser Lys Leu Gly Ser Gly Asn Asp Phe Glu Val Phe Phe Gln Arg Leu  



        515                 520                 525              

 

 

Gly Ile Ala Ser Gly Arg Ala Arg Tyr Thr Lys Asn Trp Glu Thr Asn  

    530                 535                 540                  

 

 

Lys Phe Ser Ser Tyr Pro Leu Tyr His Ser Val Tyr Glu Thr Tyr Glu  

545                 550                 555                 560  

 

 

Leu Val Glu Lys Phe Tyr Asp Pro Met Phe Lys Tyr His Leu Thr Val  

                565                 570                 575      

 

 

Ala Gln Val Arg Gly Gly Met Val Phe Glu Leu Ala Asn Ser Val Val  

            580                 585                 590          

 

 

Leu Pro Phe Asp Cys Arg Asp Tyr Ala Val Val Leu Arg Lys Tyr Ala  

        595                 600                 605              

 

 

Asp Lys Ile Tyr Asn Ile Ser Met Lys His Pro Gln Glu Met Lys Thr  

    610                 615                 620                  

 

 

Tyr Ser Val Ser Phe Asp Ser Leu Phe Ser Ala Val Lys Asn Phe Thr  

625                 630                 635                 640  

 

 

Glu Ile Ala Ser Lys Phe Ser Glu Arg Leu Arg Asp Phe Asp Lys Ser  

                645                 650                 655      

 

 

Asn Pro Ile Leu Leu Arg Met Met Asn Asp Gln Leu Met Phe Leu Glu  

            660                 665                 670          

 



 

Arg Ala Phe Ile Asp Pro Leu Gly Leu Pro Asp Arg Pro Phe Tyr Arg  

        675                 680                 685              

 

 

His Val Ile Tyr Ala Pro Ser Ser His Asn Lys Tyr Ala Gly Glu Ser  

    690                 695                 700                  

 

 

Phe Pro Gly Ile Tyr Asp Ala Leu Phe Asp Ile Glu Ser Lys Val Asp  

705                 710                 715                 720  

 

 

Pro Ser Gln Ala Trp Gly Glu Val Lys Arg Gln Ile Ser Ile Ala Thr  

                725                 730                 735      

 

 

Phe Thr Val Gln Ala Ala Ala Glu Thr Leu Ser Glu Val Ala  

            740                 745                 750  

 

 

<210> 127 

<211> 750 

<212> PRT 

<213> Pan troglodytes 

 

<400> 127 

Met Trp Asn Leu Leu His Glu Thr Asp Ser Ala Val Ala Thr Ala Arg  

1               5                   10                  15       

 

 

Arg Pro Arg Trp Leu Cys Ala Gly Ala Leu Val Leu Ala Gly Gly Phe  

            20                  25                  30           

 

 

Phe Leu Leu Gly Phe Leu Phe Gly Trp Phe Ile Lys Ser Ser Asn Glu  

        35                  40                  45               

 



 

Ala Thr Asn Ile Thr Pro Lys His Asn Met Lys Ala Phe Leu Asp Glu  

    50                  55                  60                   

 

 

Leu Lys Ala Glu Asn Ile Lys Lys Phe Leu Tyr Asn Phe Thr Gln Ile  

65                  70                  75                  80   

 

 

Pro His Leu Ala Gly Thr Glu Gln Asn Phe Gln Leu Ala Lys Gln Ile  

                85                  90                  95       

 

 

Gln Ser Gln Trp Lys Glu Phe Gly Leu Asp Ser Val Glu Leu Ala His  

            100                 105                 110          

 

 

Tyr Asp Val Leu Leu Ser Tyr Pro Asn Lys Thr His Pro Asn Tyr Ile  

        115                 120                 125              

 

 

Ser Ile Ile Asn Glu Asp Gly Asn Glu Ile Phe Asn Thr Ser Leu Phe  

    130                 135                 140                  

 

 

Glu Pro Pro Pro Pro Gly Tyr Glu Asn Val Leu Asp Ile Val Pro Pro  

145                 150                 155                 160  

 

 

Phe Ser Ala Phe Ser Pro Gln Gly Met Pro Glu Gly Asp Leu Val Tyr  

                165                 170                 175      

 

 

Val Asn Tyr Ala Arg Thr Glu Asp Phe Phe Lys Leu Glu Arg Asp Met  

            180                 185                 190          

 

 

Lys Ile Asn Cys Ser Gly Lys Ile Val Ile Ala Arg Tyr Gly Lys Val  



        195                 200                 205              

 

 

Phe Arg Gly Asn Lys Val Lys Asn Ala Gln Leu Ala Gly Ala Lys Gly  

    210                 215                 220                  

 

 

Val Ile Leu Tyr Ser Asp Pro Ala Asp Tyr Phe Ala Pro Gly Val Lys  

225                 230                 235                 240  

 

 

Ser Tyr Pro Asp Gly Trp Asn Leu Pro Gly Gly Gly Val Gln Arg Gly  

                245                 250                 255      

 

 

Asn Ile Leu Asn Leu Asn Gly Ala Gly Asp Pro Leu Thr Pro Gly Tyr  

            260                 265                 270          

 

 

Pro Ala Asn Glu Tyr Ala Tyr Arg His Gly Ile Ala Glu Ala Val Gly  

        275                 280                 285              

 

 

Leu Pro Ser Ile Pro Val His Pro Ile Gly Tyr Tyr Asp Ala Gln Lys  

    290                 295                 300                  

 

 

Leu Leu Glu Lys Met Gly Gly Ser Ala Pro Pro Asp Ser Ser Trp Arg  

305                 310                 315                 320  

 

 

Gly Ser Leu Lys Val Pro Tyr Asn Val Gly Pro Gly Phe Thr Gly Asn  

                325                 330                 335      

 

 

Phe Ser Thr Gln Lys Val Lys Met His Ile His Ser Thr Asn Glu Val  

            340                 345                 350          

 



 

Thr Arg Ile Tyr Asn Val Ile Gly Thr Leu Arg Gly Ala Val Glu Pro  

        355                 360                 365              

 

 

Asp Arg Tyr Val Ile Leu Gly Gly His Arg Asp Ser Trp Val Phe Gly  

    370                 375                 380                  

 

 

Gly Ile Asp Pro Gln Ser Gly Ala Ala Val Val His Glu Ile Val Arg  

385                 390                 395                 400  

 

 

Ser Phe Gly Thr Leu Lys Lys Glu Gly Trp Arg Pro Arg Arg Thr Ile  

                405                 410                 415      

 

 

Leu Phe Ala Ser Trp Asp Ala Glu Glu Phe Gly Leu Leu Gly Ser Thr  

            420                 425                 430          

 

 

Glu Trp Ala Glu Glu Asn Ser Arg Leu Leu Gln Glu Arg Gly Val Ala  

        435                 440                 445              

 

 

Tyr Ile Asn Ala Asp Ser Ser Ile Glu Gly Asn Tyr Thr Leu Arg Val  

    450                 455                 460                  

 

 

Asp Cys Thr Pro Leu Met Tyr Ser Leu Val Tyr Asn Leu Thr Lys Glu  

465                 470                 475                 480  

 

 

Leu Lys Ser Pro Asp Glu Gly Phe Glu Gly Lys Ser Leu Tyr Glu Ser  

                485                 490                 495      

 

 

Trp Thr Lys Lys Ser Pro Ser Pro Glu Phe Ser Gly Met Pro Arg Ile  



            500                 505                 510          

 

 

Ser Lys Leu Gly Ser Gly Asn Asp Phe Glu Val Phe Phe Gln Arg Leu  

        515                 520                 525              

 

 

Gly Ile Ala Ser Gly Arg Ala Arg Tyr Thr Lys Asn Trp Glu Thr Asn  

    530                 535                 540                  

 

 

Lys Phe Ser Gly Tyr Pro Leu Tyr His Ser Val Tyr Glu Thr Tyr Glu  

545                 550                 555                 560  

 

 

Leu Val Glu Lys Phe Tyr Asp Pro Met Phe Lys Tyr His Leu Thr Val  

                565                 570                 575      

 

 

Ala Gln Val Arg Gly Gly Met Val Phe Glu Leu Ala Asn Ser Ile Val  

            580                 585                 590          

 

 

Leu Pro Phe Asp Cys Arg Asp Tyr Ala Val Val Leu Arg Lys Tyr Ala  

        595                 600                 605              

 

 

Asp Lys Ile Tyr Asn Ile Ser Met Lys His Pro Gln Glu Met Lys Thr  

    610                 615                 620                  

 

 

Tyr Ser Val Ser Phe Asp Ser Leu Phe Ser Ala Val Lys Asn Phe Thr  

625                 630                 635                 640  

 

 

Glu Ile Ala Ser Lys Phe Thr Glu Arg Leu Gln Asp Phe Asp Lys Ser  

                645                 650                 655      

 



 

Asn Pro Ile Leu Leu Arg Met Met Asn Asp Gln Leu Met Phe Leu Glu  

            660                 665                 670          

 

 

Arg Ala Phe Ile Asp Pro Leu Gly Leu Pro Asp Arg Pro Phe Tyr Arg  

        675                 680                 685              

 

 

His Val Ile Tyr Ala Pro Ser Ser His Asn Lys Tyr Ala Gly Glu Ser  

    690                 695                 700                  

 

 

Phe Pro Gly Ile Tyr Asp Ala Leu Phe Asp Ile Glu Ser Lys Val Asp  

705                 710                 715                 720  

 

 

Pro Ser Lys Ala Trp Gly Asp Val Lys Arg Gln Ile Ser Val Ala Ala  

                725                 730                 735      

 

 

Phe Thr Val Gln Ala Ala Ala Glu Thr Leu Ser Glu Val Ala  

            740                 745                 750  

 

 

<210> 128 

<211> 125 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: Polipéptido 

      sintético" 

 

<400> 128 

Glu Val Lys Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Lys Gly  

1               5                   10                  15       



 

 

Ser Leu Lys Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Thr Tyr  

            20                  25                  30           

 

 

Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  

        35                  40                  45               

 

 

Ala Arg Ile Arg Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp  

    50                  55                  60                   

 

 

Ser Val Lys Asp Arg Phe Thr Ile Ser Arg Asp Asp Ser Gln Ser Ile  

65                  70                  75                  80   

 

 

Leu Tyr Leu Gln Met Asn Asn Leu Lys Thr Glu Asp Thr Ala Met Tyr  

                85                  90                  95       

 

 

Tyr Cys Val Arg His Gly Asn Phe Gly Asn Ser Tyr Val Ser Trp Phe  

            100                 105                 110          

 

 

Ala Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ala  

        115                 120                 125  

 

 

<210> 129 

<211> 109 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: Polipéptido 



      sintético" 

 

<400> 129 

Gln Ala Val Val Thr Gln Glu Ser Ala Leu Thr Thr Ser Pro Gly Glu  

1               5                   10                  15       

 

 

Thr Val Thr Leu Thr Cys Arg Ser Ser Thr Gly Ala Val Thr Thr Ser  

            20                  25                  30           

 

 

Asn Tyr Ala Asn Trp Val Gln Glu Lys Pro Asp His Leu Phe Thr Gly  

        35                  40                  45               

 

 

Leu Ile Gly Gly Thr Asn Lys Arg Ala Pro Gly Val Pro Ala Arg Phe  

    50                  55                  60                   

 

 

Ser Gly Ser Leu Ile Gly Asp Lys Ala Ala Leu Thr Ile Thr Gly Ala  

65                  70                  75                  80   

 

 

Gln Thr Glu Asp Glu Ala Ile Tyr Phe Cys Ala Leu Trp Tyr Ser Asn  

                85                  90                  95       

 

 

Leu Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu  

            100                 105                  

 

 

<210> 130 

<211> 17 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 



<223> /nota="Descripción de la secuencia artificial: Péptido 

      sintético" 

 

<400> 130 

Glu Ile Ser Gly Ser Gly Gly Tyr Thr Asn Tyr Ala Asp Ser Met Lys  

1               5                   10                  15       

 

 

Gly  

     

 

 

<210> 131 

<211> 11 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: Péptido 

      sintético" 

 

<400> 131 

Arg Ala Ser Gln Ser Val Ser Asn Tyr Leu Ala  

1               5                   10       

 

 

<210> 132 

<211> 9 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: Péptido 

      sintético" 

 

<400> 132 



Gln Gln Arg Arg Asn Trp Pro Leu Thr  

1               5                    

 

 

<210> 133 

<211> 7 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: Péptido 

      sintético" 

 

<400> 133 

Asp Ala Ser Tyr Arg Ala Thr  

1               5            

 

 

<210> 134 

<211> 17 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: Péptido 

      sintético" 

 

<400> 134 

Glu Ile Ser Gly Ser Gly Gly Tyr Thr Asn Tyr Ala Asp Ser Met Lys  

1               5                   10                  15       

 

 

Ser  

     

 

 



<210> 135 

<211> 17 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: Péptido 

      sintético" 

 

<400> 135 

Glu Ile Ser Gly Ser Gly Gly Tyr Thr Asn Tyr Ala Asp Ser Leu Lys  

1               5                   10                  15       

 

 

Gly  

     

 

 

<210> 136 

<211> 9 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: Péptido 

      sintético" 

 

<400> 136 

Gln Gln Arg Gly Asn Trp Pro Leu Thr  

1               5                    

 

 

<210> 137 

<211> 17 

<212> PRT 

<213> Secuencia artificial 



 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: Péptido 

      sintético" 

 

<400> 137 

Glu Ile Ser Gly Ser Gly Gly Tyr Thr Asn Tyr Ala Asp Ser Leu Lys  

1               5                   10                  15       

 

 

Ser  

     

 

 

<210> 138 

<211> 124 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: Polipéptido 

      sintético" 

 

<400> 138 

Glu Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  

1               5                   10                  15       

 

 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Lys Ser Asp  

            20                  25                  30           

 

 

Ala Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  

        35                  40                  45               

 

 



Ser Glu Ile Ser Gly Ser Gly Gly Tyr Thr Asn Tyr Ala Asp Ser Met  

    50                  55                  60                   

 

 

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  

65                  70                  75                  80   

 

 

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  

                85                  90                  95       

 

 

Ala Arg Asp Ser Tyr Asp Ser Ser Leu Tyr Val Gly Asp Tyr Phe Asp  

            100                 105                 110          

 

 

Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser  

        115                 120                  

 

 

<210> 139 

<211> 124 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: Polipéptido 

      sintético" 

 

<400> 139 

Glu Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  

1               5                   10                  15       

 

 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Lys Ser Asp  

            20                  25                  30           

 



 

Ala Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  

        35                  40                  45               

 

 

Ser Glu Ile Ser Gly Ser Gly Gly Tyr Thr Asn Tyr Ala Asp Ser Met  

    50                  55                  60                   

 

 

Lys Ser Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  

65                  70                  75                  80   

 

 

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  

                85                  90                  95       

 

 

Ala Arg Asp Ser Tyr Asp Ser Ser Leu Tyr Val Gly Asp Tyr Phe Asp  

            100                 105                 110          

 

 

Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser  

        115                 120                  

 

 

<210> 140 

<211> 124 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: Polipéptido 

      sintético" 

 

<400> 140 

Glu Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  

1               5                   10                  15       



 

 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Lys Ser Asp  

            20                  25                  30           

 

 

Ala Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  

        35                  40                  45               

 

 

Ser Glu Ile Ser Gly Ser Gly Gly Tyr Thr Asn Tyr Ala Asp Ser Leu  

    50                  55                  60                   

 

 

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  

65                  70                  75                  80   

 

 

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  

                85                  90                  95       

 

 

Ala Arg Asp Ser Tyr Asp Ser Ser Leu Tyr Val Gly Asp Tyr Phe Asp  

            100                 105                 110          

 

 

Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser  

        115                 120                  

 

 

<210> 141 

<211> 124 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: Polipéptido 



      sintético" 

 

<400> 141 

Glu Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  

1               5                   10                  15       

 

 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Lys Ser Asp  

            20                  25                  30           

 

 

Ala Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  

        35                  40                  45               

 

 

Ser Glu Ile Ser Gly Ser Gly Gly Tyr Thr Asn Tyr Ala Asp Ser Leu  

    50                  55                  60                   

 

 

Lys Ser Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  

65                  70                  75                  80   

 

 

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  

                85                  90                  95       

 

 

Ala Arg Asp Ser Tyr Asp Ser Ser Leu Tyr Val Gly Asp Tyr Phe Asp  

            100                 105                 110          

 

 

Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser  

        115                 120                  

 

 

<210> 142 

<211> 107 

<212> PRT 



<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: Polipéptido 

      sintético" 

 

<400> 142 

Glu Ile Val Leu Thr Gln Ser Pro Ala Thr Leu Ser Leu Ser Pro Gly  

1               5                   10                  15       

 

 

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Asn Tyr  

            20                  25                  30           

 

 

Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile  

        35                  40                  45               

 

 

His Asp Ala Ser Asn Arg Ala Thr Gly Ile Pro Ala Arg Phe Ser Gly  

    50                  55                  60                   

 

 

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Glu Pro  

65                  70                  75                  80   

 

 

Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Arg Arg Asn Trp Pro Leu  

                85                  90                  95       

 

 

Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys  

            100                 105          

 

 

<210> 143 

<211> 107 



<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: Polipéptido 

      sintético" 

 

<400> 143 

Glu Ile Val Leu Thr Gln Ser Pro Ala Thr Leu Ser Leu Ser Pro Gly  

1               5                   10                  15       

 

 

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Tyr  

            20                  25                  30           

 

 

Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile  

        35                  40                  45               

 

 

Tyr Asp Ala Ser Tyr Arg Ala Thr Gly Ile Pro Ala Arg Phe Ser Gly  

    50                  55                  60                   

 

 

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Glu Pro  

65                  70                  75                  80   

 

 

Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Arg Arg Asn Trp Pro Leu  

                85                  90                  95       

 

 

Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys  

            100                 105          

 

 

<210> 144 



<211> 107 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: Polipéptido 

      sintético" 

 

<400> 144 

Glu Ile Val Leu Thr Gln Ser Pro Ala Thr Leu Ser Leu Ser Pro Gly  

1               5                   10                  15       

 

 

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Tyr  

            20                  25                  30           

 

 

Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile  

        35                  40                  45               

 

 

Tyr Asp Ala Ser Asn Arg Ala Thr Gly Ile Pro Ala Arg Phe Ser Gly  

    50                  55                  60                   

 

 

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Glu Pro  

65                  70                  75                  80   

 

 

Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Arg Gly Asn Trp Pro Leu  

                85                  90                  95       

 

 

Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys  

            100                 105          

 

 



<210> 145 

<211> 451 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: Polipéptido 

      sintético" 

 

<400> 145 

Glu Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  

1               5                   10                  15       

 

 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Lys Ser Asp  

            20                  25                  30           

 

 

Ala Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  

        35                  40                  45               

 

 

Ser Glu Ile Ser Gly Ser Gly Gly Tyr Thr Asn Tyr Ala Asp Ser Met  

    50                  55                  60                   

 

 

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  

65                  70                  75                  80   

 

 

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  

                85                  90                  95       

 

 

Ala Arg Asp Ser Tyr Asp Ser Ser Leu Tyr Val Gly Asp Tyr Phe Asp  

            100                 105                 110          

 



 

Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys  

        115                 120                 125              

 

 

Gly Pro Ser Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu  

    130                 135                 140                  

 

 

Ser Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro  

145                 150                 155                 160  

 

 

Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr  

                165                 170                 175      

 

 

Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val  

            180                 185                 190          

 

 

Val Thr Val Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn  

        195                 200                 205              

 

 

Val Asp His Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser  

    210                 215                 220                  

 

 

Lys Tyr Gly Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly  

225                 230                 235                 240  

 

 

Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met  

                245                 250                 255      

 

 

Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln  



            260                 265                 270          

 

 

Glu Asp Pro Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val  

        275                 280                 285              

 

 

His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr  

    290                 295                 300                  

 

 

Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly  

305                 310                 315                 320  

 

 

Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile  

                325                 330                 335      

 

 

Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val  

            340                 345                 350          

 

 

Tyr Thr Leu Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser  

        355                 360                 365              

 

 

Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu  

    370                 375                 380                  

 

 

Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro  

385                 390                 395                 400  

 

 

Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val  

                405                 410                 415      

 



 

Asp Lys Ser Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met  

            420                 425                 430          

 

 

His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser  

        435                 440                 445              

 

 

Leu Gly Lys  

    450      

 

 

<210> 146 

<211> 451 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: Polipéptido 

      sintético" 

 

<400> 146 

Glu Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  

1               5                   10                  15       

 

 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Lys Ser Asp  

            20                  25                  30           

 

 

Ala Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  

        35                  40                  45               

 

 

Ser Glu Ile Ser Gly Ser Gly Gly Tyr Thr Asn Tyr Ala Asp Ser Met  

    50                  55                  60                   



 

 

Lys Ser Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  

65                  70                  75                  80   

 

 

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  

                85                  90                  95       

 

 

Ala Arg Asp Ser Tyr Asp Ser Ser Leu Tyr Val Gly Asp Tyr Phe Asp  

            100                 105                 110          

 

 

Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys  

        115                 120                 125              

 

 

Gly Pro Ser Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu  

    130                 135                 140                  

 

 

Ser Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro  

145                 150                 155                 160  

 

 

Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr  

                165                 170                 175      

 

 

Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val  

            180                 185                 190          

 

 

Val Thr Val Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn  

        195                 200                 205              

 

 



Val Asp His Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser  

    210                 215                 220                  

 

 

Lys Tyr Gly Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly  

225                 230                 235                 240  

 

 

Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met  

                245                 250                 255      

 

 

Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln  

            260                 265                 270          

 

 

Glu Asp Pro Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val  

        275                 280                 285              

 

 

His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr  

    290                 295                 300                  

 

 

Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly  

305                 310                 315                 320  

 

 

Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile  

                325                 330                 335      

 

 

Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val  

            340                 345                 350          

 

 

Tyr Thr Leu Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser  

        355                 360                 365              



 

 

Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu  

    370                 375                 380                  

 

 

Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro  

385                 390                 395                 400  

 

 

Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val  

                405                 410                 415      

 

 

Asp Lys Ser Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met  

            420                 425                 430          

 

 

His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser  

        435                 440                 445              

 

 

Leu Gly Lys  

    450      

 

 

<210> 147 

<211> 451 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: Polipéptido 

      sintético" 

 

<400> 147 

Glu Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  



1               5                   10                  15       

 

 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Lys Ser Asp  

            20                  25                  30           

 

 

Ala Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  

        35                  40                  45               

 

 

Ser Glu Ile Ser Gly Ser Gly Gly Tyr Thr Asn Tyr Ala Asp Ser Leu  

    50                  55                  60                   

 

 

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  

65                  70                  75                  80   

 

 

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  

                85                  90                  95       

 

 

Ala Arg Asp Ser Tyr Asp Ser Ser Leu Tyr Val Gly Asp Tyr Phe Asp  

            100                 105                 110          

 

 

Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys  

        115                 120                 125              

 

 

Gly Pro Ser Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu  

    130                 135                 140                  

 

 

Ser Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro  

145                 150                 155                 160  

 



 

Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr  

                165                 170                 175      

 

 

Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val  

            180                 185                 190          

 

 

Val Thr Val Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn  

        195                 200                 205              

 

 

Val Asp His Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser  

    210                 215                 220                  

 

 

Lys Tyr Gly Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly  

225                 230                 235                 240  

 

 

Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met  

                245                 250                 255      

 

 

Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln  

            260                 265                 270          

 

 

Glu Asp Pro Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val  

        275                 280                 285              

 

 

His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr  

    290                 295                 300                  

 

 

Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly  



305                 310                 315                 320  

 

 

Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile  

                325                 330                 335      

 

 

Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val  

            340                 345                 350          

 

 

Tyr Thr Leu Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser  

        355                 360                 365              

 

 

Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu  

    370                 375                 380                  

 

 

Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro  

385                 390                 395                 400  

 

 

Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val  

                405                 410                 415      

 

 

Asp Lys Ser Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met  

            420                 425                 430          

 

 

His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser  

        435                 440                 445              

 

 

Leu Gly Lys  

    450      

 



 

<210> 148 

<211> 214 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: Polipéptido 

      sintético" 

 

<400> 148 

Glu Ile Val Leu Thr Gln Ser Pro Ala Thr Leu Ser Leu Ser Pro Gly  

1               5                   10                  15       

 

 

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Asn Tyr  

            20                  25                  30           

 

 

Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile  

        35                  40                  45               

 

 

His Asp Ala Ser Asn Arg Ala Thr Gly Ile Pro Ala Arg Phe Ser Gly  

    50                  55                  60                   

 

 

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Glu Pro  

65                  70                  75                  80   

 

 

Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Arg Arg Asn Trp Pro Leu  

                85                  90                  95       

 

 

Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala  

            100                 105                 110          



 

 

Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly  

        115                 120                 125              

 

 

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala  

    130                 135                 140                  

 

 

Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln  

145                 150                 155                 160  

 

 

Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser  

                165                 170                 175      

 

 

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr  

            180                 185                 190          

 

 

Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser  

        195                 200                 205              

 

 

Phe Asn Arg Gly Glu Cys  

    210                  

 

 

<210> 149 

<211> 214 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: Polipéptido 



      sintético" 

 

<400> 149 

Glu Ile Val Leu Thr Gln Ser Pro Ala Thr Leu Ser Leu Ser Pro Gly  

1               5                   10                  15       

 

 

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Tyr  

            20                  25                  30           

 

 

Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile  

        35                  40                  45               

 

 

Tyr Asp Ala Ser Tyr Arg Ala Thr Gly Ile Pro Ala Arg Phe Ser Gly  

    50                  55                  60                   

 

 

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Glu Pro  

65                  70                  75                  80   

 

 

Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Arg Arg Asn Trp Pro Leu  

                85                  90                  95       

 

 

Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala  

            100                 105                 110          

 

 

Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly  

        115                 120                 125              

 

 

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala  

    130                 135                 140                  

 



 

Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln  

145                 150                 155                 160  

 

 

Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser  

                165                 170                 175      

 

 

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr  

            180                 185                 190          

 

 

Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser  

        195                 200                 205              

 

 

Phe Asn Arg Gly Glu Cys  

    210                  

 

 

<210> 150 

<211> 214 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: Polipéptido 

      sintético" 

 

<400> 150 

Glu Ile Val Leu Thr Gln Ser Pro Ala Thr Leu Ser Leu Ser Pro Gly  

1               5                   10                  15       

 

 

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Tyr  

            20                  25                  30           



 

 

Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile  

        35                  40                  45               

 

 

Tyr Asp Ala Ser Asn Arg Ala Thr Gly Ile Pro Ala Arg Phe Ser Gly  

    50                  55                  60                   

 

 

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Glu Pro  

65                  70                  75                  80   

 

 

Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Arg Gly Asn Trp Pro Leu  

                85                  90                  95       

 

 

Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala  

            100                 105                 110          

 

 

Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly  

        115                 120                 125              

 

 

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala  

    130                 135                 140                  

 

 

Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln  

145                 150                 155                 160  

 

 

Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser  

                165                 170                 175      

 

 



Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr  

            180                 185                 190          

 

 

Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser  

        195                 200                 205              

 

 

Phe Asn Arg Gly Glu Cys  

    210                  

 

 

<210> 151 

<211> 451 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: Polipéptido 

      sintético" 

 

<400> 151 

Glu Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  

1               5                   10                  15       

 

 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Lys Ser Asp  

            20                  25                  30           

 

 

Ala Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  

        35                  40                  45               

 

 

Ser Glu Ile Ser Gly Ser Gly Gly Tyr Thr Asn Tyr Ala Asp Ser Leu  

    50                  55                  60                   

 



 

Lys Ser Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  

65                  70                  75                  80   

 

 

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  

                85                  90                  95       

 

 

Ala Arg Asp Ser Tyr Asp Ser Ser Leu Tyr Val Gly Asp Tyr Phe Asp  

            100                 105                 110          

 

 

Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys  

        115                 120                 125              

 

 

Gly Pro Ser Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu  

    130                 135                 140                  

 

 

Ser Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro  

145                 150                 155                 160  

 

 

Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr  

                165                 170                 175      

 

 

Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val  

            180                 185                 190          

 

 

Val Thr Val Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn  

        195                 200                 205              

 

 

Val Asp His Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser  



    210                 215                 220                  

 

 

Lys Tyr Gly Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly  

225                 230                 235                 240  

 

 

Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met  

                245                 250                 255      

 

 

Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln  

            260                 265                 270          

 

 

Glu Asp Pro Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val  

        275                 280                 285              

 

 

His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr  

    290                 295                 300                  

 

 

Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly  

305                 310                 315                 320  

 

 

Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile  

                325                 330                 335      

 

 

Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val  

            340                 345                 350          

 

 

Tyr Thr Leu Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser  

        355                 360                 365              

 



 

Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu  

    370                 375                 380                  

 

 

Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro  

385                 390                 395                 400  

 

 

Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val  

                405                 410                 415      

 

 

Asp Lys Ser Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met  

            420                 425                 430          

 

 

His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser  

        435                 440                 445              

 

 

Leu Gly Lys  

    450      

 

 

<210> 152 

<211> 120 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: Polipéptido 

      sintético" 

 

<400> 152 

Gln Val Gln Leu Gln Gln Ser Gly Pro Arg Leu Val Arg Pro Ser Gln  

1               5                   10                  15       



 

 

Thr Leu Ser Leu Thr Cys Ala Ile Ser Gly Asp Ser Val Phe Asn Asn  

            20                  25                  30           

 

 

Asn Ala Ala Trp Ser Trp Ile Arg Gln Ser Pro Ser Arg Gly Leu Glu  

        35                  40                  45               

 

 

Trp Leu Gly Arg Thr Tyr Tyr Arg Ser Lys Trp Leu Tyr Asp Tyr Ala  

    50                  55                  60                   

 

 

Val Ser Val Lys Ser Arg Ile Thr Val Asn Pro Asp Thr Ser Arg Asn  

65                  70                  75                  80   

 

 

Gln Phe Thr Leu Gln Leu Asn Ser Val Thr Pro Glu Asp Thr Ala Leu  

                85                  90                  95       

 

 

Tyr Tyr Cys Ala Arg Gly Tyr Ser Ser Ser Phe Asp Tyr Trp Gly Gln  

            100                 105                 110          

 

 

Gly Thr Leu Val Thr Val Ser Ser  

        115                 120  

 

 

<210> 153 

<211> 110 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: Polipéptido 



      sintético" 

 

<400> 153 

Gln Ser Ala Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln  

1               5                   10                  15       

 

 

Ser Ile Thr Ile Ser Cys Thr Gly Thr Ser Ser Asn Ile Gly Thr Tyr  

            20                  25                  30           

 

 

Lys Phe Val Ser Trp Tyr Gln Gln His Pro Asp Lys Ala Pro Lys Val  

        35                  40                  45               

 

 

Leu Leu Tyr Glu Val Ser Lys Arg Pro Ser Gly Val Ser Ser Arg Phe  

    50                  55                  60                   

 

 

Ser Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu  

65                  70                  75                  80   

 

 

Gln Ala Glu Asp Gln Ala Asp Tyr His Cys Val Ser Tyr Ala Gly Ser  

                85                  90                  95       

 

 

Gly Thr Leu Leu Phe Gly Gly Gly Thr Lys Leu Thr Val Leu  

            100                 105                 110  

 

 

<210> 154 

<211> 466 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 



<223> /nota="Descripción de la secuencia artificial: Polipéptido 

      sintético" 

 

<400> 154 

Met Ala Trp Val Trp Thr Leu Leu Phe Leu Met Ala Ala Ala Gln Ser  

1               5                   10                  15       

 

 

Ile Gln Ala Gln Val Gln Leu Gln Gln Ser Gly Pro Arg Leu Val Arg  

            20                  25                  30           

 

 

Pro Ser Gln Thr Leu Ser Leu Thr Cys Ala Ile Ser Gly Asp Ser Val  

        35                  40                  45               

 

 

Phe Asn Asn Asn Ala Ala Trp Ser Trp Ile Arg Gln Ser Pro Ser Arg  

    50                  55                  60                   

 

 

Gly Leu Glu Trp Leu Gly Arg Thr Tyr Tyr Arg Ser Lys Trp Leu Tyr  

65                  70                  75                  80   

 

 

Asp Tyr Ala Val Ser Val Lys Ser Arg Ile Thr Val Asn Pro Asp Thr  

                85                  90                  95       

 

 

Ser Arg Asn Gln Phe Thr Leu Gln Leu Asn Ser Val Thr Pro Glu Asp  

            100                 105                 110          

 

 

Thr Ala Leu Tyr Tyr Cys Ala Arg Gly Tyr Ser Ser Ser Phe Asp Tyr  

        115                 120                 125              

 

 

Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly  

    130                 135                 140                  



 

 

Pro Ser Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser  

145                 150                 155                 160  

 

 

Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val  

                165                 170                 175      

 

 

Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe  

            180                 185                 190          

 

 

Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val  

        195                 200                 205              

 

 

Thr Val Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val  

    210                 215                 220                  

 

 

Asp His Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys  

225                 230                 235                 240  

 

 

Tyr Gly Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly Gly  

                245                 250                 255      

 

 

Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile  

            260                 265                 270          

 

 

Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu  

        275                 280                 285              

 

 



Asp Pro Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val His  

    290                 295                 300                  

 

 

Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg  

305                 310                 315                 320  

 

 

Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys  

                325                 330                 335      

 

 

Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu  

            340                 345                 350          

 

 

Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr  

        355                 360                 365              

 

 

Thr Leu Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu  

    370                 375                 380                  

 

 

Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp  

385                 390                 395                 400  

 

 

Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val  

                405                 410                 415      

 

 

Leu Asp Ser Asp Gly Ser Phe Leu Leu Tyr Ser Lys Leu Thr Val Asp  

            420                 425                 430          

 

 

Lys Ser Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His  

        435                 440                 445              



 

 

Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu  

    450                 455                 460                  

 

 

Gly Lys  

465      

 

 

<210> 155 

<211> 239 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: Polipéptido 

      sintético" 

 

<400> 155 

Met Ala Arg Ser Ala Leu Leu Ile Leu Ala Leu Leu Leu Leu Gly Leu  

1               5                   10                  15       

 

 

Phe Ser Pro Gly Ala Trp Gly Gln Ser Ala Leu Thr Gln Pro Ala Ser  

            20                  25                  30           

 

 

Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile Ser Cys Thr Gly Thr  

        35                  40                  45               

 

 

Ser Ser Asn Ile Gly Thr Tyr Lys Phe Val Ser Trp Tyr Gln Gln His  

    50                  55                  60                   

 

 

Pro Asp Lys Ala Pro Lys Val Leu Leu Tyr Glu Val Ser Lys Arg Pro  



65                  70                  75                  80   

 

 

Ser Gly Val Ser Ser Arg Phe Ser Gly Ser Lys Ser Gly Asn Thr Ala  

                85                  90                  95       

 

 

Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp Gln Ala Asp Tyr His  

            100                 105                 110          

 

 

Cys Val Ser Tyr Ala Gly Ser Gly Thr Leu Leu Phe Gly Gly Gly Thr  

        115                 120                 125              

 

 

Lys Leu Thr Val Leu Gly Gln Pro Lys Ala Ala Pro Ser Val Thr Leu  

    130                 135                 140                  

 

 

Phe Pro Pro Ser Ser Glu Glu Leu Gln Ala Asn Lys Ala Thr Leu Val  

145                 150                 155                 160  

 

 

Cys Leu Ile Ser Asp Phe Tyr Pro Gly Ala Val Thr Val Ala Trp Lys  

                165                 170                 175      

 

 

Ala Asp Ser Ser Pro Val Lys Ala Gly Val Glu Thr Thr Thr Pro Ser  

            180                 185                 190          

 

 

Lys Gln Ser Asn Asn Lys Tyr Ala Ala Ser Ser Tyr Leu Ser Leu Thr  

        195                 200                 205              

 

 

Pro Glu Gln Trp Lys Ser His Arg Ser Tyr Ser Cys Gln Val Thr His  

    210                 215                 220                  

 



 

Glu Gly Ser Thr Val Glu Lys Thr Val Ala Pro Thr Glu Cys Ser  

225                 230                 235                  

 

 

<210> 156 

<211> 4 

<212> PRT 

<213> Unknown 

 

<220> 

<221> fuente 

<223> /nota="Descripción de desconocido:  

      Péptido motivo de la familia" 'KDEL' 

 

<400> 156 

Lys Asp Glu Leu  

1                

 

 

<210> 157 

<211> 752 

<212> PRT 

<213> Mus musculus 

 

<400> 157 

Met Trp Asn Ala Leu Gln Asp Arg Asp Ser Ala Glu Val Leu Gly His  

1               5                   10                  15       

 

 

Arg Gln Arg Trp Leu Arg Val Gly Thr Leu Val Leu Ala Leu Thr Gly  

            20                  25                  30           

 

 

Thr Phe Leu Ile Gly Phe Leu Phe Gly Trp Phe Ile Lys Pro Ser Asn  

        35                  40                  45               

 

 



Glu Ala Thr Gly Asn Val Ser His Ser Gly Met Lys Lys Glu Phe Leu  

    50                  55                  60                   

 

 

His Glu Leu Lys Ala Glu Asn Ile Lys Lys Phe Leu Tyr Asn Phe Thr  

65                  70                  75                  80   

 

 

Arg Thr Pro His Leu Ala Gly Thr Gln Asn Asn Phe Glu Leu Ala Lys  

                85                  90                  95       

 

 

Gln Ile His Asp Gln Trp Lys Glu Phe Gly Leu Asp Leu Val Glu Leu  

            100                 105                 110          

 

 

Ser His Tyr Asp Val Leu Leu Ser Tyr Pro Asn Lys Thr His Pro Asn  

        115                 120                 125              

 

 

Tyr Ile Ser Ile Ile Asn Glu Asp Gly Asn Glu Ile Phe Lys Thr Ser  

    130                 135                 140                  

 

 

Leu Ser Glu Gln Pro Pro Pro Gly Tyr Glu Asn Ile Ser Asp Val Val  

145                 150                 155                 160  

 

 

Pro Pro Tyr Ser Ala Phe Ser Pro Gln Gly Thr Pro Glu Gly Asp Leu  

                165                 170                 175      

 

 

Val Tyr Val Asn Tyr Ala Arg Thr Glu Asp Phe Phe Lys Leu Glu Arg  

            180                 185                 190          

 

 

Glu Met Lys Ile Ser Cys Ser Gly Lys Ile Val Ile Ala Arg Tyr Gly  

        195                 200                 205              



 

 

Lys Val Phe Arg Gly Asn Met Val Lys Asn Ala Gln Leu Ala Gly Ala  

    210                 215                 220                  

 

 

Lys Gly Met Ile Leu Tyr Ser Asp Pro Ala Asp Tyr Phe Val Pro Ala  

225                 230                 235                 240  

 

 

Val Lys Ser Tyr Pro Asp Gly Trp Asn Leu Pro Gly Gly Gly Val Gln  

                245                 250                 255      

 

 

Arg Gly Asn Val Leu Asn Leu Asn Gly Ala Gly Asp Pro Leu Thr Pro  

            260                 265                 270          

 

 

Gly Tyr Pro Ala Asn Glu His Ala Tyr Arg His Glu Leu Thr Asn Ala  

        275                 280                 285              

 

 

Val Gly Leu Pro Ser Ile Pro Val His Pro Ile Gly Tyr Asp Asp Ala  

    290                 295                 300                  

 

 

Gln Lys Leu Leu Glu His Met Gly Gly Pro Ala Pro Pro Asp Ser Ser  

305                 310                 315                 320  

 

 

Trp Lys Gly Gly Leu Lys Val Pro Tyr Asn Val Gly Pro Gly Phe Ala  

                325                 330                 335      

 

 

Gly Asn Phe Ser Thr Gln Lys Val Lys Met His Ile His Ser Tyr Thr  

            340                 345                 350          

 

 



Lys Val Thr Arg Ile Tyr Asn Val Ile Gly Thr Leu Lys Gly Ala Leu  

        355                 360                 365              

 

 

Glu Pro Asp Arg Tyr Val Ile Leu Gly Gly His Arg Asp Ala Trp Val  

    370                 375                 380                  

 

 

Phe Gly Gly Ile Asp Pro Gln Ser Gly Ala Ala Val Val His Glu Ile  

385                 390                 395                 400  

 

 

Val Arg Ser Phe Gly Thr Leu Lys Lys Lys Gly Arg Arg Pro Arg Arg  

                405                 410                 415      

 

 

Thr Ile Leu Phe Ala Ser Trp Asp Ala Glu Glu Phe Gly Leu Leu Gly  

            420                 425                 430          

 

 

Ser Thr Glu Trp Ala Glu Glu His Ser Arg Leu Leu Gln Glu Arg Gly  

        435                 440                 445              

 

 

Val Ala Tyr Ile Asn Ala Asp Ser Ser Ile Glu Gly Asn Tyr Thr Leu  

    450                 455                 460                  

 

 

Arg Val Asp Cys Thr Pro Leu Met Tyr Ser Leu Val Tyr Asn Leu Thr  

465                 470                 475                 480  

 

 

Lys Glu Leu Gln Ser Pro Asp Glu Gly Phe Glu Gly Lys Ser Leu Tyr  

                485                 490                 495      

 

 

Asp Ser Trp Lys Glu Lys Ser Pro Ser Pro Glu Phe Ile Gly Met Pro  

            500                 505                 510          



 

 

Arg Ile Ser Lys Leu Gly Ser Gly Asn Asp Phe Glu Val Phe Phe Gln  

        515                 520                 525              

 

 

Arg Leu Gly Ile Ala Ser Gly Arg Ala Arg Tyr Thr Lys Asn Trp Lys  

    530                 535                 540                  

 

 

Thr Asn Lys Val Ser Ser Tyr Pro Leu Tyr His Ser Val Tyr Glu Thr  

545                 550                 555                 560  

 

 

Tyr Glu Leu Val Val Lys Phe Tyr Asp Pro Thr Phe Lys Tyr His Leu  

                565                 570                 575      

 

 

Thr Val Ala Gln Val Arg Gly Ala Met Val Phe Glu Leu Ala Asn Ser  

            580                 585                 590          

 

 

Ile Val Leu Pro Phe Asp Cys Gln Ser Tyr Ala Val Ala Leu Lys Lys  

        595                 600                 605              

 

 

Tyr Ala Asp Thr Ile Tyr Asn Ile Ser Met Lys His Pro Gln Glu Met  

    610                 615                 620                  

 

 

Lys Ala Tyr Met Ile Ser Phe Asp Ser Leu Phe Ser Ala Val Asn Asn  

625                 630                 635                 640  

 

 

Phe Thr Asp Val Ala Ser Lys Phe Asn Gln Arg Leu Gln Glu Leu Asp  

                645                 650                 655      

 

 



Lys Ser Asn Pro Ile Leu Leu Arg Ile Met Asn Asp Gln Leu Met Tyr  

            660                 665                 670          

 

 

Leu Glu Arg Ala Phe Ile Asp Pro Leu Gly Leu Pro Gly Arg Pro Phe  

        675                 680                 685              

 

 

Tyr Arg His Ile Ile Tyr Ala Pro Ser Ser His Asn Lys Tyr Ala Gly  

    690                 695                 700                  

 

 

Glu Ser Phe Pro Gly Ile Tyr Asp Ala Leu Phe Asp Ile Ser Ser Lys  

705                 710                 715                 720  

 

 

Val Asn Ala Ser Lys Ala Trp Asn Glu Val Lys Arg Gln Ile Ser Ile  

                725                 730                 735      

 

 

Ala Thr Phe Thr Val Gln Ala Ala Ala Glu Thr Leu Arg Glu Val Ala  

            740                 745                 750          

 

 

<210> 158 

<211> 227 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: Polipéptido 

      sintético" 

 

<400> 158 

Glu Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  

1               5                   10                  15       

 



 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Lys Ser Asp  

            20                  25                  30           

 

 

Ala Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  

        35                  40                  45               

 

 

Ser Glu Ile Ser Gly Ser Gly Gly Tyr Thr Asn Tyr Ala Asp Ser Val  

    50                  55                  60                   

 

 

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  

65                  70                  75                  80   

 

 

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  

                85                  90                  95       

 

 

Ala Arg Asp Ser Tyr Asp Ser Ser Leu Tyr Val Gly Asp Tyr Phe Asp  

            100                 105                 110          

 

 

Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys  

        115                 120                 125              

 

 

Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly  

    130                 135                 140                  

 

 

Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro  

145                 150                 155                 160  

 

 

Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr  



                165                 170                 175      

 

 

Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val  

            180                 185                 190          

 

 

Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn  

        195                 200                 205              

 

 

Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro  

    210                 215                 220                  

 

 

Lys Ser Cys  

225          

 

 

<210> 159 

<211> 214 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: Polipéptido 

      sintético" 

 

<400> 159 

Glu Ile Val Leu Thr Gln Ser Pro Ala Thr Leu Ser Leu Ser Pro Gly  

1               5                   10                  15       

 

 

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Tyr  

            20                  25                  30           

 

 



Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile  

        35                  40                  45               

 

 

Tyr Asp Ala Ser Asn Arg Ala Thr Gly Ile Pro Ala Arg Phe Ser Gly  

    50                  55                  60                   

 

 

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Glu Pro  

65                  70                  75                  80   

 

 

Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Arg Ser Asn Trp Pro Leu  

                85                  90                  95       

 

 

Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala  

            100                 105                 110          

 

 

Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly  

        115                 120                 125              

 

 

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala  

    130                 135                 140                  

 

 

Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln  

145                 150                 155                 160  

 

 

Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser  

                165                 170                 175      

 

 

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr  

            180                 185                 190          



 

 

Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser  

        195                 200                 205              

 

 

Phe Asn Arg Gly Glu Cys  

    210                  

 

 

<210> 160 

<211> 122 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: Polipéptido 

      sintético" 

 

<400> 160 

Glu Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Glu  

1               5                   10                  15       

 

 

Ser Leu Lys Ile Ser Cys Lys Gly Ser Gly Tyr Ser Phe Thr Ser Tyr  

            20                  25                  30           

 

 

Trp Ile Ser Trp Val Arg Gln Met Pro Gly Lys Gly Leu Glu Trp Met  

        35                  40                  45               

 

 

Gly Ile Ile Tyr Pro Gly Asp Ser Tyr Thr Arg Tyr Ser Pro Ser Phe  

    50                  55                  60                   

 

 

Gln Gly Gln Val Thr Ile Ser Ala Asp Lys Ser Ile Ser Thr Ala Tyr  



65                  70                  75                  80   

 

 

Leu Gln Trp Ser Ser Leu Lys Ala Ser Asp Thr Ala Met Tyr Tyr Cys  

                85                  90                  95       

 

 

Ala Arg Asp Tyr Glu Trp Glu Leu Phe Asp Ser Arg Leu Asp Tyr Trp  

            100                 105                 110          

 

 

Gly Gln Gly Thr Leu Val Thr Val Ser Ser  

        115                 120          

 

 

<210> 161 

<211> 1410 

<212> DNA 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: Polinucleótido 

      sintético" 

 

<400> 161 

atggcttggg tgtggacctt gctattcctg atggcagctg cccaaagtat acaggccgag       60 

 

gttcagctgc tggaatctgg cggaggattg gttcagcctg gcggctctct gagactgtct      120 

 

tgtgccgctt ctggcttcac cttcaagtcc gacgctatgc actgggtccg acaggcccct      180 

 

ggaaaaggac tggaatgggt gtccgagatc tctggctctg gcggctacac caactacgcc      240 

 

gactccatga agtcccggtt caccatctct cgggacaact ccaagaacac cctgtacctg      300 

 

cagatgaact ccctgagagc cgaggacacc gccgtgtact actgcgccag agactcctac      360 

 



gactccagcc tgtacgtggg cgactacttc gattattggg gccagggcac cctggtcacc      420 

 

gtttcttctg cttccaccaa gggcccatcc gtcttccccc tggcgccctg ctccaggagc      480 

 

acctccgaga gcacagccgc cctgggctgc ctggtcaagg actacttccc cgaaccggtg      540 

 

acggtgtcgt ggaactcagg cgccctgacc agcggcgtgc acaccttccc ggctgtccta      600 

 

cagtcctcag gactctactc cctcagcagc gtggtgaccg tgccctccag cagcttgggc      660 

 

acgaaaacct acacctgcaa cgtagatcac aagcccagca acaccaaggt ggacaagaga      720 

 

gttgagtcca aatatggtcc cccatgccca ccatgcccag cacctgaggc cgccggggga      780 

 

ccatcagtct tcctgttccc cccaaaaccc aaggacactc tcatgatctc ccggacccct      840 

 

gaggtcacgt gcgtggtggt ggacgtgagc caggaagacc ccgaggtcca gttcaactgg      900 

 

tacgtggatg gcgtggaggt gcataatgcc aagacaaagc cgcgggagga gcagttcaac      960 

 

agcacgtacc gtgtggtcag cgtcctcacc gtcctgcacc aggactggct gaacggcaag     1020 

 

gagtacaagt gcaaggtctc caacaaaggc ctcccgtcct ccatcgagaa aaccatctcc     1080 

 

aaagccaaag ggcagccccg agagccacag gtgtacaccc tgcccccatc ccaggaggag     1140 

 

atgaccaaga accaggtcag cctgacctgc ctggtcaaag gcttctaccc cagcgacatc     1200 

 

gccgtggagt gggagagcaa tgggcagccg gagaacaact acaagaccac gcctcccgtg     1260 

 

ctggactccg acggctcctt cttcctctac agcaggctaa ccgtggacaa gagcaggtgg     1320 

 

caggagggga atgtcttctc atgctccgtg atgcatgagg ctctgcacaa ccactacaca     1380 

 

cagaagagcc tctccctgtc tctgggtaaa                                      1410 

 

 

<210> 162 



<211> 699 

<212> DNA 

<213> Secuencia artificial 

 

<220> 

<221> fuente 

<223> /nota="Descripción de la secuencia artificial: Polinucleótido 

      sintético" 

 

<400> 162 

atggcctggg tgtggaccct gctgttcctg atggccgccg cccagagcat ccaggccgag       60 

 

atcgtgctga cccagagccc cgccaccctg agcctgagcc ccggcgagcg ggccaccctg      120 

 

agctgccggg ccagccagag cgtgagcagc tacctggcct ggtaccagca gaagcccggc      180 

 

caggcccccc ggctgctgat ctacgacgcc agcaaccggg ccaccggcat ccccgcccgg      240 

 

ttcagcggca gcggcagcgg caccgacttc accctgacca tcagcagcct ggagcccgag      300 

 

gacttcgccg tgtactactg ccagcagcgg agcaactggc ccctgacctt cggccagggc      360 

 

accaaggtgg agatcaagcg tacggtggct gcaccatctg tcttcatctt cccgccatct      420 

 

gatgagcagt tgaaatctgg aactgcctct gttgtgtgcc tgctgaataa cttctatccc      480 

 

agagaggcca aagtacagtg gaaggtggat aacgccctcc aatcgggtaa ctcccaggag      540 

 

agtgtcacag agcaggacag caaggacagc acctacagcc tcagcagcac cctgacgctg      600 

 

agcaaagcag actacgagaa acacaaagtc tacgcctgcg aagtcaccca tcagggcctg      660 

 

agctcgcccg tcacaaagag cttcaacagg ggagagtgt                             699 

 

 


