LISTADO DE SECUENCIAS
<110> FIVE PRIME THERAPEUTICS, INC.
BRISTOL-MYERS SQUIBB COMPANY
JOHNSTON, Robert J., et al.
<120> ANTICUERPOS DE UNION A VISTA A PH ACIDO
<130> 01134-0064-00PCT

<140> PCT/US2019/041154
<141> 2019-07-10

<150> US 62/696,622
<151> 2018-07-11

<150> US 62/733,450
<151> 2018-09-19

<150> US 62/826,330
<151> 2019-03-29

<160> 535
<170> Patentln versiéon 3.5

<210> 1

<211> 311

<212> PRT

<213> Homo sapiens

<220>

<221> misc_feature

<222> (1)..(311)

<223> hVISTA (con secuencia lider)

<400> 1
Met Gly Val Pro Thr Ala Leu Glu Ala Gly Ser Trp Arg Trp Gly Ser
1 5 10 15

Leu Leu Phe Ala Leu Phe Leu Ala Ala Ser Leu Gly Pro Val Ala Ala
20 25 30

Phe Lys Val Ala Thr Pro Tyr Ser Leu Tyr Val Cys Pro Glu Gly GIn
35 40 45

Asn Val Thr Leu Thr Cys Arg Leu Leu Gly Pro Val Asp Lys Gly His
50 55 60



Asp

65

GIn

Leu

Leu

Phe

Cys

145

Asn

Ala

Pro

Arg

225

Glu

Ala

Glu

Val

Thr

Ala

Ser

130

Cys

Gly

Cys

Ala

Leu

210

Arg

Asn

Lys

Ser

Thr

Cys

Leu

GIn

115

Ile

Leu

Ala

Val

Ala

195

Ile

Ala

Pro

Val

Gly

Phe

Ser

His

100

Arg

Thr

Val

Met

Val

180

Leu

Leu

GIn

Gly

Arg

260

Arg

Tyr

Glu
85

Met

Val

Glu

165

Tyr

Ala

Leu

Glu

Phe
245

Lys

70

Gly

Gly

Arg

Glu

150

Leu

Pro

Thr

Leu

Leu

230

Glu

Pro

Leu

Thr

Arg

Gly

Leu

Asn

135

GIn

Ser

Gly

Val

215

Val

Ala

Leu

Leu

Trp

Pro

Glu

120

Leu

Arg

Val

Ser

Ala

200

Tyr

Arg

Ser

Ser

Ser

Tyr

Ile

GIn

105

Ser

Thr

GIn

Ser

185

Cys

Lys

Met

Pro

Tyr

265

Glu

Arg

Arg

90

Ala

Ala

Leu

Thr
170

GIn

GIn

Asp

Pro

250

Val

Pro

Ser

75

Asn

Ala

Ser

Leu

His

155

Gly

Asp

Val

Arg

Ser

235

Ala

Ala

Ser

Ser

Leu

Asn

Asp

Asp

140

Ser

Lys

Ser

Gly

GIn

220

Asn

GIn

GIn

Thr

Arg

Thr

Thr

His

125

Ser

Glu

Asp

Glu

Ile

205

Ala

Gly

Arg

Pro

Gly

Phe

Ser
110

Ala

Asn

190

Leu

Ala

GIn

GIn
270

Leu

Glu

GIn

95

His

Gly

Leu

Arg

Pro

175

Ile

Cys

Ser

Gly

Pro

255

Pro

Ser

Val

80

Asp

Asp

Asn

Tyr

val

160

Ser

Thr

Leu

Asn

Ile

240

Glu

Ser

Pro



275

280

285

Pro Gly Pro Gly Asp Val Phe Phe Pro Ser Leu Asp Pro Val Pro Asp

290

Ser Pro Asn Phe Glu Vval

305

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>
<220>
<221>
<222>
<223>
<400>
Phe Lys
1

Asn Val

Asp Val

GIn Thr
50

Leu His
65

Leu Ala

Phe Ser

2
279
PRT

Homo sapiens

misc_feature

(1)--(279)

hVISTA (sin secuencia lider)

misc_feature
(155)..(155)
X es DoE

2

Val

Thr

Thr

35

Cys

Leu

GIn

Ile

Ala

Leu

20

Phe

Ser

Arg

Thr

Thr

Thr

Tyr

Glu

His
85

Met

310

Pro

Cys

Lys

Arg

Gly

70

Arg

295

Ile

Tyr

Arg

Thr

Arg

55

Gly

Leu

Asn

Ser

Leu

Trp

Pro

Glu

Leu

Leu

Leu

25

Tyr

Ile

GIn

Ser

Thr

Tyr

10

Gly

Arg

Arg

Ala

Ala

90

Leu

val

Pro

Ser

Asn

Ala

75

Ser

Leu

300

Cys

val

Ser

Leu

60

Asn

Asp

Asp

Pro

Asp

Arg

Thr

Thr

Ser

Glu

Lys

30

Gly

Phe

Ser

His

Gly

Gly

15

Gly

Glu

GIn

His

Gly

95

Leu

GIn

val

Asp

Asp

80

Asn

Tyr



Cys Cys

His Gly
130

Asn Cys
145

Ala Ala

Pro Leu

Arg Arg

Glu Asn
210

Ala Lys
225

Glu Ser

Pro Gly

Ser Pro

<210>
<211>
<212>
<213>

<220>

Leu

115

Ala

Val

Ala

Ile

Ala

195

Pro

Val

Gly

Pro

Asn
275

412
PRT
Homo

100

Val Val

Met Glu

Val Tyr

Leu Ala
165

Leu Leu
180

GIn Glu

Gly Phe

Arg His

Arg His

245

Gly Asp
260

Phe Glu

sapiens

Glu

Leu

Pro

150

Thr

Leu

Leu

Glu

Pro

230

Leu

Val

Val

Ile

GIn

135

Ser

Gly

Val

Val

Ala

215

Leu

Leu

Phe

Arg

120

Val

Ser

Ala

Tyr

Arg

200

Ser

Ser

Ser

Phe

GIn

Ser

Cys

Lys

185

Met

Pro

Tyr

Glu

Pro
265

Thr

GIn

Ile

170

GIn

Asp

Pro

val

Pro

250

Ser

Gly

Xaa

155

val

Arg

Ser

Ala

Ala

235

Ser

Leu

Ser

Lys

140

Ser

Gly

GIn

Asn

GIn

220

GIn

Thr

Asp

Glu
125

Asp

Glu

Ala

Ile

205

Gly

Arg

Pro

Pro

Ala

Asn

Leu

Ala

190

GIn

GIn

Leu

Val
270

Arg

Pro

Cys

175

Ser

Gly

Pro

Pro

Ser

255

Pro

val

Ser

Thr

160

Leu

Asn

Ile

Glu

Ser

240

Pro

Asp



<221>
<222>
<223>

<400> 3
Met Pro Leu
1

Ser Leu GIn

Gly Pro Leu
35

Leu Asp Tyr
50

Asn Ser Thr
65

Thr Thr Val

Gly Ala Vval

Ser Thr Asp
115

Thr Glu Ala
130

Pro Leu Ala
145

Ala GIn Thr

Ala Ala Thr

GIn

Leu

20

Leu

Asp

Asp

Glu

Thr

100

Ser

GIn

Ala

Thr

Glu
180

misc_feature

(1)--(412)

Precursor PSGL-1

Leu

Trp

Ala

Phe

Thr

Pro

85

Glu

Ala

Thr

Thr

Pro

165

Ala

Leu

Asp

Arg

Leu

Thr

70

Ala

Leu

Ala

Thr

Glu

150

Leu

GIn

humano

Leu

Thr

Asp

Pro

55

Pro

Ala

Thr

Met

GIn

135

Ala

Ala

Thr

Leu

Trp

Arg

Glu

Leu

Arg

Thr

Glu

120

Pro

GIn

Ala

Thr

Leu

Ala

25

Arg

Thr

Thr

Arg

Glu

105

Ile

Val

Thr

Thr

GIn
185

isoforma

Ile

10

Asp

GIn

Glu

Gly

Ser

90

Leu

GIn

Pro

Thr

Glu

170

Pro

2, con péptido sefial

Leu

Glu

Ala

Pro

Pro

75

Thr

Ala

Thr

Thr

Arg

155

Ala

Thr

Leu

Ala

Thr

Pro

60

Gly

Gly

Asn

Thr

Glu

140

Leu

GIn

Gly

Gly

Glu

Glu

45

Glu

Thr

Leu

Met

GIn

125

Ala

Thr

Thr

Leu

Pro

Lys

30

Tyr

Met

Pro

Asp

Gly

110

Pro

GIn

Ala

Thr

Glu
190

Gly Asn
15

Ala Leu

Glu Tyr

Leu Arg

Glu Ser
80

Ala Gly
95

Asn Leu

Ala Ala

Thr Thr

Thr Glu
160

Pro Pro
175

Ala GIn



Thr

Met

GIn

225

Ala

Ala

Ser

Ser

Val

305

Leu

Cys

Pro

Leu

Ser

385

Glu

Thr

Glu

210

Thr

GIn

Ala

Met

Ser

290

Asn

Leu

Thr

Val

Pro

370

Lys

Gly

Ala

195

Ala

Thr

Thr

Met

Glu

275

Val

Ala

Val

Arg

355

Asp

Ala

Asp

Pro

GIn

Ala

Thr

Glu

260

Pro

Thr

Pro

Ile

Val

340

Asn

Gly

Lys

Asp

Ala

Thr

Met

GIn

245

Ala

Thr

His

Val

Leu

325

Leu

Tyr

Gly

Ser

Leu
405

Ala

Thr

Glu

230

Pro

Leu

Thr

Lys

Gly

310

Ile

Ala

Ser

Glu

Pro

390

Thr

Met

Pro

215

Ala

Thr

Ser

Lys

Gly

295

Ala

Leu

Val

Pro

Gly

375

Gly

Leu

Glu

200

Pro

GIn

Ala

Thr

Arg

280

Ile

Pro

Ala

Arg

Thr

360

Pro

Leu

Ala

Ala

Thr

Thr

Glu

265

Gly

Pro

Asp

Leu

Leu

345

Glu

Ser

Thr

Ser

GIn

Ala

Thr

Glu

250

Pro

Leu

Met

Val

330

Ser

Met

Ala

Pro

Phe
410

Thr

Met

Ala

235

Ala

Ser

Phe

Ala

Ile

315

Ala

Arg

Val

Thr

Glu

395

Leu

Thr

Glu

220

Pro

GIn

Ala

Ile

Ala

300

Ser

Thr

Lys

Ala
380

Pro

Pro

Ala

205

Ala

Glu

Thr

Thr

Pro

285

Ser

val

Ile

Gly

Ile

365

Asn

Arg

Pro

GIn

Ala

Thr

Glu

270

Phe

Asn

Lys

Phe

His

350

Ser

Gly

Glu

Ala

Thr

Thr

Pro

255

Ala

Ser

Leu

GIn

Phe

335

Met

Ser

Gly

Asp

Ala

Thr

Glu

240

Leu

Leu

Val

Ser

Cys

320

Val

Tyr

Leu

Leu

Arg
400



<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>
Leu GIn
1

Pro Leu

Asp Tyr

Ser Thr
50

Thr Val
65

Ala Val

Thr Asp

Glu Ala

Leu Ala

130

GIn Thr
145

4
395
PRT

Homo sapiens

misc_feature

(1)..(395)

PSGL-1 humano isoforma 2, sin péptido sefal

4

Leu

Leu

Asp

35

Asp

Glu

Thr

Ser

GIn

115

Ala

Thr

Trp

Ala

20

Phe

Thr

Pro

Glu

Ala

100

Thr

Thr

Pro

Asp Thr
5

Arg Asp

Leu Pro

Thr Pro

Ala Ala

70

Leu Thr

85

Ala Met

Thr GIn

Glu Ala

Leu Ala
150

Trp Ala Asp Glu Ala Glu

Arg

Glu

Leu

55

Arg

Thr

Glu

Pro

GIn

135

Ala

Arg

Thr

40

Thr

Arg

Glu

Val
120

Thr

Thr

GIn

25

Glu

Gly

Ser

Leu

GIn

105

Pro

Thr

Glu

10

Ala

Pro

Pro

Thr

Ala

90

Thr

Thr

Arg

Ala

Thr

Pro

Gly

Gly

75

Asn

Thr

Glu

Leu

GIn
155

Glu

Glu

Thr

60

Leu

Met

GIn

Ala

Thr

140

Thr

Lys

Tyr

Met

45

Pro

Asp

Gly

Pro

GIn

125

Ala

Thr

Ala

Glu

30

Leu

Glu

Ala

Asn

Ala

110

Thr

Thr

Pro

Leu

15

Tyr

Arg

Ser

Gly

Leu

95

Ala

Thr

Glu

Pro

Gly

Leu

Asn

Thr

Gly

Ser

Thr

Pro

Ala

Ala
160



Ala

Thr

Glu

Thr

GIn

225

Ala

Met

Ser

Asn

Leu

305

Thr

Val

Pro

Lys

Thr

Ala

Ala

Thr

210

Thr

Met

Glu

Val

Tyr

290

Ala

Val

Arg

Asp

Ala

Glu

Pro

GIn

195

Ala

Thr

Glu

Pro

Thr

275

Pro

Ile

Val

Asn

Gly

355

Lys

Ala

Ala

180

Thr

Met

GIn

Ala

Thr

260

His

Val

Leu

Leu

Tyr

340

Ser

GIn

165

Ala

Thr

Glu

Pro

Leu

245

Thr

Lys

Gly

Ile

Ala

325

Ser

Glu

Pro

Thr

Met

Pro

Ala

Thr

230

Ser

Lys

Gly

Ala

Leu

310

Val

Pro

Gly

Gly

Thr

Glu

Pro

GIn

215

Ala

Thr

Arg

Ile

Pro

295

Ala

Arg

Thr

Pro

Leu

GIn

Ala

Ala

200

Thr

Thr

Glu

Gly

Pro

280

Asp

Leu

Leu

Glu

Ser

360

Thr

Pro

GIn

185

Ala

Thr

Glu

Pro

Leu

265

Met

His

Val

Ser

Met

345

Ala

Pro

Thr

170

Thr

Met

Ala

Ala

Ser

250

Phe

Ala

Ile

Ala

Arg

330

Val

Thr

Glu

Gly

Thr

Glu

Pro

GIn

235

Ala

Ile

Ala

Ser

Thr

315

Lys

Cys

Ala

Pro

Leu

Ala

Ala

Glu

220

Thr

Thr

Pro

Ser

val

300

Ile

Gly

Ile

Asn

Arg

Glu

Pro

GIn

205

Ala

Thr

Glu

Phe

Asn

285

Lys

Phe

His

Ser

Gly

365

Glu

Ala

Ala

190

Thr

Thr

Pro

Ala

Ser

270

Leu

GIn

Phe

Met

Ser

350

Asp

GIn

175

Ala

Thr

Glu

Leu

Leu

255

Val

Ser

Cys

val

Tyr

335

Leu

Leu

Arg

Thr

Met

GIn

Ala

Ala

240

Ser

Ser

Val

Leu

Cys

320

Pro

Leu

Ser

Glu



370

375

Gly Asp Asp Leu Thr Leu His Ser Phe Leu Pro

385

<210> 5

<211> 226

<212> PRT

<213>

<220>

<221>

<222>

<223>

<400> 5

Met Pro Leu

1

Ser Leu GIn

Gly Pro Leu
35

Leu Asp Tyr

50

Asn Ser Thr

65

Thr Thr Val

Gly Ala Vval

Ser Thr Asp
115

Thr Glu Ala

130

GIn

Leu

20

Leu

Asp

Asp

Glu

Thr

100

Ser

GIn

Homo sapiens

misc_feature

(1).-(226)

ECD PSGL-1 humano isoforma 2, con péptido sefial

Leu

Trp

Ala

Phe

Thr

Pro

85

Glu

Ala

Thr

390

Leu

Asp

Arg

Leu

Thr

70

Ala

Leu

Ala

Thr

Leu

Thr

Asp

Pro

55

Pro

Ala

Thr

Met

GIn
135

Leu

Trp

Arg

40

Glu

Leu

Arg

Thr

Glu

120

Pro

Leu

Ala

25

Arg

Thr

Thr

Arg

Glu

105

Ile

val

Ile

10

Asp

GIn

Glu

Gly

Ser

90

Leu

GIn

Pro

395

Leu

Glu

Ala

Pro

Pro

75

Thr

Ala

Thr

Thr

380

Leu

Ala

Thr

Pro

60

Gly

Gly

Asn

Thr

Glu
140

Gly

Glu

Glu

45

Glu

Thr

Leu

Met

GIn

125

Ala

Pro

Lys

30

Met

Pro

Asp

Gly

110

Pro

GIn

Gly

15

Ala

Glu

Leu

Glu

Ala

95

Asn

Ala

Thr

Asn

Leu

Tyr

Arg

Ser

80

Gly

Leu

Ala

Thr



Pro Leu Ala Ala Thr Glu Ala GIn Thr Thr Arg Leu Thr Ala Thr Glu
145 150 155 160

Ala GIn Thr Thr Pro Leu Ala Ala Thr Glu Ala GIn Thr Thr Pro Pro
165 170 175

Ala Ala Thr Glu Ala GIn Thr Thr GIn Pro Thr Gly Leu Glu Ala GIn
180 185 190

Thr Thr Ala Pro Ala Ala Met Glu Ala GIn Thr Thr Ala Pro Ala Ala
195 200 205

Met Glu Ala GIn Thr Thr Pro Pro Ala Ala Met Glu Ala GIn Thr Thr
210 215 220

GIn Thr
225

<210> 6

<211> 209

<212> PRT

<213> Homo sapiens

<220>

<221> misc_feature

<222> (1)..(209)

<223> ECD PSGL-1 humano isoforma 2, sin péptido sefial

<400> 6
Leu GIn Leu Trp Asp Thr Trp Ala Asp Glu Ala Glu Lys Ala Leu Gly
1 5 10 15

Pro Leu Leu Ala Arg Asp Arg Arg GIn Ala Thr Glu Tyr Glu Tyr Leu
20 25 30

Asp Tyr Asp Phe Leu Pro Glu Thr Glu Pro Pro Glu Met Leu Arg Asn
35 40 45

Ser Thr Asp Thr Thr Pro Leu Thr Gly Pro Gly Thr Pro Glu Ser Thr
50 55 60



Thr val Glu Pro Ala Ala Arg Arg Ser Thr Gly Leu Asp Ala Gly Gly
65 70 75 80

Ala Val Thr Glu Leu Thr Thr Glu Leu Ala Asn Met Gly Asn Leu Ser
85 90 95

Thr Asp Ser Ala Ala Met Glu Ile GIn Thr Thr GIn Pro Ala Ala Thr
100 105 110

Glu Ala GIn Thr Thr GIn Pro Val Pro Thr Glu Ala GIn Thr Thr Pro
115 120 125

Leu Ala Ala Thr Glu Ala GIn Thr Thr Arg Leu Thr Ala Thr Glu Ala
130 135 140

GIn Thr Thr Pro Leu Ala Ala Thr Glu Ala GIn Thr Thr Pro Pro Ala
145 150 155 160

Ala Thr Glu Ala GIn Thr Thr GIn Pro Thr Gly Leu Glu Ala GIn Thr
165 170 175

Thr Ala Pro Ala Ala Met Glu Ala GIn Thr Thr Ala Pro Ala Ala Met
180 185 190

Glu Ala GIn Thr Thr Pro Pro Ala Ala Met Glu Ala GIn Thr Thr GIn
195 200 205

Thr

<210> 7

<211> 254

<212> PRT

<213> Homo sapiens

<220>

<221> misc_Tfeature

<222> (1)..(254)

<223> ECD PSGL-1 humano (posiciones del extremo N 42 a 295 de un PSGL-1
humano de longitud completa)

<400> 7



GIn

Glu

Gly

Ser

Leu

65

GIn

Ala

Thr

Glu

Pro

145

GIn

Ala

Thr

Glu

Ala

Pro

Pro

Thr

50

Ala

Thr

Thr

Pro

Ala

130

Ala

Thr

Met

GIn

Ala

Thr

Pro

Gly

35

Gly

Asn

Thr

Glu

Leu

115

GIn

Ala

Thr

Glu

Pro

195

Leu

Glu

Glu

20

Thr

Leu

Met

GIn

Ala

100

Ala

Thr

Met

Pro

Ala

180

Thr

Ser

Tyr

Met

Pro

Asp

Gly

Pro

85

GIn

Ala

Thr

Glu

Pro

165

GIn

Ala

Thr

Glu

Leu

Glu

Ala

Asn

70

Ala

Thr

Thr

GIn

Ala

150

Ala

Thr

Thr

Glu

Tyr

Arg

Ser

Gly

55

Leu

Ala

Thr

Glu

Pro

135

GIn

Ala

Thr

Glu

Pro

Leu

Asn

Thr

40

Gly

Ser

Thr

Arg

Ala

120

Thr

Thr

Met

Ala

Ala

200

Ser

Asp

Ser

25

Thr

Ala

Thr

Glu

Leu

105

GIn

Gly

Thr

Glu

Pro

185

GIn

Ala

Tyr

10

Thr

Val

Val

Asp

Ala

90

Thr

Thr

Leu

Ala

Ala

170

Glu

Thr

Thr

Asp

Asp

Glu

Thr

Ser

75

GIn

Ala

Thr

Glu

Pro

155

GIn

Ala

Thr

Glu

Phe

Thr

Pro

Glu

60

Ala

Thr

Thr

Pro

Ala

140

Ala

Thr

Thr

Pro

Ala

Leu

Thr

Ala

45

Leu

Ala

Thr

Glu

Pro

125

GIn

Ala

Thr

Glu

Leu

205

Leu

Pro

Pro

30

Ala

Thr

Met

Pro

Ala

110

Ala

Thr

Met

GIn

Ala

190

Ala

Ser

Glu

15

Leu

Arg

Thr

Glu

Leu

95

GIn

Ala

Thr

Glu

Thr

175

GIn

Ala

Met

Thr

Thr

Arg

Glu

Ile

80

Ala

Thr

Thr

Ala

Ala

160

Thr

Thr

Met

Glu



210

215

220

Pro Thr Thr Lys Arg Gly Leu Phe Ile Pro Phe Ser Val Ser Ser Val

225

230

235

Thr His Lys Gly Ile Pro Met Ala Ala Ser Asn Leu Ser Val

245

Homo sapiens

misc_feature

(1)--(428)

Precursor PSGL-1

Met Ala Val Gly Ala

<210> 8

<211> 428

<212> PRT

<213>

<220>

<221>

<222>

<223>

<400> 8

1

Met Pro Leu

Ser Leu GIn
35

Gly Pro Leu

50

Leu Asp Tyr

65

Asn Ser Thr

Thr Thr Val

Gly Ala Vval

115

GIn

20

Leu

Leu

Asp

Asp

Glu

100

Thr

5

Leu

Trp

Ala

Phe

Thr

85

Pro

Glu

Ser

Leu

Asp

Arg

Leu

70

Thr

Ala

Leu

humano

Gly

Leu

Thr

Asp

55

Pro

Pro

Ala

Thr

Leu

Leu

Trp

40

Arg

Glu

Leu

Arg

Thr
120

Glu

Leu

25

Ala

Arg

Thr

Thr

Arg

105

Glu

250

isoforma

Gly

10

Ile

Asp

GIn

Glu

Gly

90

Ser

Leu

240

1, con péptido sefal

Asp Lys

Leu Leu

Glu Ala

Ala Thr

60

Pro Pro

75

Pro Gly

Thr Gly

Ala Asn

Met

Gly

Glu

45

Glu

Glu

Thr

Leu

Met
125

Ala

Pro

30

Lys

Tyr

Met

Pro

Asp

110

Gly

Gly Ala
15

Gly Asn

Ala Leu

Glu Tyr

Leu Arg

80

Glu Ser
95

Ala Gly

Asn Leu



Ser

Thr

145

Pro

Ala

Ala

Thr

Met

225

GIn

Ala

Ala

Ser

Ser

305

val

Thr

130

Glu

Leu

GIn

Ala

Thr

210

Glu

Thr

GIn

Ala

Met

290

Ser

Asn

Asp

Ala

Ala

Thr

Thr

195

Ala

Ala

Thr

Thr

Met

275

Glu

Val

Tyr

Ser

GIn

Ala

Thr

180

Glu

Pro

GIn

Ala

Thr

260

Glu

Pro

Thr

Pro

Ala

Thr

Thr

165

Pro

Ala

Ala

Thr

Met

245

GIn

Ala

Thr

Val
325

Ala

Thr

150

Glu

Leu

GIn

Ala

Thr

230

Glu

Pro

Leu

Thr

Lys

310

Gly

Met

135

GIn

Ala

Ala

Thr

Met

215

Pro

Ala

Thr

Ser

Lys

295

Gly

Ala

Glu

Pro

GIn

Ala

Thr

200

Glu

Pro

GIn

Ala

Thr

280

Arg

Pro

Ile

Val

Thr

Thr

185

GIn

Ala

Ala

Thr

Thr

265

Glu

Gly

Pro

Asp

GIn

Pro

Thr

170

Glu

Pro

GIn

Ala

Thr

250

Glu

Pro

Leu

Met

His
330

Thr

Thr

155

Arg

Ala

Thr

Thr

Met

235

Ala

Ala

Ser

Phe

Ala
315

Thr

140

Glu

Leu

GIn

Gly

Thr

220

Glu

Pro

GIn

Ala

Ile

300

Ala

Ser

GIn

Ala

Thr

Thr

Leu

205

Ala

Ala

Glu

Thr

Thr

285

Pro

Ser

Val

Pro

GIn

Ala

Thr

190

Glu

Pro

GIn

Ala

Thr

270

Glu

Phe

Asn

Lys

Ala

Thr

Thr

175

Pro

Ala

Ala

Thr

Thr

255

Pro

Ala

Ser

Leu

GIn
335

Ala

Thr

160

Glu

Pro

GIn

Ala

Thr

240

Glu

Leu

Leu

val

Ser

320

Cys



Leu Leu Ala

Cys Thr Val
355

Pro Val Arg
370

Leu Pro Asp

385

Ser Lys Ala

Glu Gly Asp

<210> 9

<211> 395

<212> PRT

<213> Homo

<220>

<221>

<222>

<223>

<400> 9

Ile

340

Val

Asn

Gly

Lys

Asp
420

Leu

Leu

Tyr

Gly

Ser

405

Leu

sapiens

misc_feature

(1)--(395)

PSGL-1 humano, sin péptido sefal

Ile

Ala

Ser

Glu

390

Pro

Thr

Leu

Val

Pro

375

Gly

Gly

Leu

Ala

Arg

360

Thr

Pro

Leu

Leu

345

Leu

Glu

Ser

Thr

Ser
425

Val

Ser

Met

Ala

Pro

410

Phe

Leu GIn Leu Trp Asp Thr Trp Ala Asp Glu

1

5

Pro Leu Leu Ala Arg Asp Arg Arg

20

Asp Tyr Asp Phe Leu Pro Glu Thr

35

40

Ser Thr Asp Thr Thr Pro Leu Thr

50

55

Thr Val Glu Pro Ala Ala Arg Arg

GIn

25

Glu

Gly

Ser

10

Ala

Pro

Pro

Thr

Ala

Arg

Val

Thr

395

Glu

Leu

Ala

Thr

Pro

Gly

Gly

Thr 1le

Lys Gly

365

Cys lle

380

Ala Asn

Pro Arg

Pro

Glu Lys

Tyr

Glu Met

45

Thr Pro
60

Leu Asp

Phe Phe
350

Val

His Met Tyr

Ser Ser Leu

Gly Gly Leu
400

Glu Asp
415

Arg

Ala Leu Gly
15

Glu Tyr Leu

30

Leu Arg Asn

Glu Ser Thr

Ala Gly Gly



65

Ala

Thr

Glu

Leu

GIn

145

Ala

Thr

Glu

Thr

GIn

225

Ala

Met

Ser

Val

Asp

Ala

Ala

130

Thr

Thr

Ala

Ala

Thr

210

Thr

Met

Glu

Val

Thr

Ser

GIn

115

Ala

Thr

Glu

Pro

GIn

195

Ala

Thr

Glu

Pro

Thr
275

Glu

Ala

100

Thr

Thr

Pro

Ala

Ala

180

Thr

Met

GIn

Ala

Thr
260

Leu

85

Ala

Thr

Glu

Leu

GIn

165

Ala

Thr

Glu

Pro

Leu

245

Thr

Lys

70

Thr

Met

GIn

Ala

Ala

150

Thr

Met

Pro

Ala

Thr

230

Ser

Lys

Gly

Thr

Glu

Pro

GIn

135

Ala

Thr

Glu

Pro

GIn

215

Ala

Thr

Arg

Ile

Glu

Ile

Val

120

Thr

Thr

GIn

Ala

Ala

200

Thr

Thr

Glu

Gly

Pro
280

Leu

GIn

105

Pro

Thr

Glu

Pro

GIn

185

Ala

Thr

Glu

Pro

Leu

265

Met

Ala

90

Thr

Thr

Arg

Ala

Thr

170

Thr

Met

Ala

Ala

Ser

250

Phe

Ala

75

Asn

Thr

Glu

Leu

GIn

155

Gly

Thr

Glu

Pro

GIn

235

Ala

Ala

Met

GIn

Ala

Thr

140

Thr

Leu

Ala

Ala

Glu

220

Thr

Thr

Pro

Ser

Gly

Pro

GIn

125

Ala

Thr

Glu

Pro

GIn

205

Ala

Thr

Glu

Phe

Asn
285

Asn

Ala

110

Thr

Thr

Pro

Ala

Ala

190

Thr

Thr

Pro

Ala

Ser

270

Leu

Leu

95

Ala

Thr

Glu

Pro

GIn

175

Ala

Thr

Glu

Leu

Leu

255

val

Ser

80

Ser

Thr

Pro

Ala

Ala

160

Thr

Met

GIn

Ala

Ala

240

Ser

Ser

val



Asn

Leu

305

Thr

Val

Pro

Lys

Gly
385

Tyr

290

Ala

Val

Arg

Asp

Ala

370

Asp

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>

Pro

Ile

Val

Asn

Gly
355

Lys

Asp

10
242
PRT
Homo

Val

Leu

Leu

Tyr

340

Gly

Ser

Leu

Gly

Ile

Ala

325

Ser

Glu

Pro

Thr

sapiens

misc_feature

(1)..(242)
ECD PSGL-1 humano, con péptido sefal

10

Ala

Leu

310

Val

Pro

Gly

Gly

Leu
390

Pro

295

Ala

Arg

Thr

Pro

Leu
375

Asp

Leu

Leu

Glu

Ser

360

Thr

Ser

His

Val

Ser

Met

345

Ala

Pro

Phe

Ile

Ala

Arg

330

Val

Thr

Glu

Leu

Ser

Thr

315

Lys

Cys

Ala

Pro

Pro
395

Val
300

Ile

Gly

Asn

Arg
380

Lys

Phe

Ser

Gly
365

Glu

GIn

Phe

Met

Ser

350

Gly

Asp

Cys

val

Tyr

335

Leu

Leu

Arg

Leu

Cys

320

Pro

Leu

Ser

Glu

Met Ala Val Gly Ala Ser Gly Leu Glu Gly Asp Lys Met Ala Gly Ala

1

5

10

15

Met Pro Leu GIn Leu Leu Leu Leu Leu Ile Leu Leu Gly Pro Gly Asn

20

Ser Leu GIn Leu Trp Asp Thr

35

0

25

30

Trp Ala Asp Glu Ala Glu Lys Ala Leu
4 45



Gly Pro
50

Leu Asp
65

Asn Ser

Thr Thr

Gly Ala

Ser Thr
130

Thr Glu
145

Pro Leu

Ala GIn

Ala Ala

Thr Thr
210

Met Glu
225

GIn Thr

<210>
<211>

Leu

Tyr

Thr

Val

Val

115

Asp

Ala

Ala

Thr

Thr

195

Ala

Ala

11
123

Leu

Asp

Asp

Glu

100

Thr

Ser

GIn

Ala

Thr

180

Glu

Pro

GIn

Ala

Phe

Thr

85

Pro

Glu

Ala

Thr

Thr

165

Pro

Ala

Ala

Thr

Arg

Leu

70

Thr

Ala

Leu

Ala

Thr

150

Glu

Leu

GIn

Ala

Thr
230

Asp

55

Pro

Pro

Ala

Thr

Met

135

GIn

Ala

Ala

Thr

Met

215

Pro

Arg

Glu

Leu

Arg

Thr

120

Glu

Pro

GIn

Ala

Thr

200

Glu

Pro

Arg

Thr

Thr

Arg

105

Glu

Ile

Val

Thr

Thr

185

GIn

Ala

Ala

GIn

Glu

Gly

Ser

Leu

GIn

Pro

Thr

170

Glu

Pro

GIn

Ala

Ala

Pro

75

Pro

Thr

Ala

Thr

Thr

155

Arg

Ala

Thr

Thr

Met
235

Thr

60

Pro

Gly

Gly

Asn

Thr

140

Glu

Leu

GIn

Gly

Thr

220

Glu

Glu

Glu

Thr

Leu

Met

125

GIn

Ala

Thr

Thr

Leu

205

Ala

Ala

Tyr

Met

Pro

Asp

110

Gly

Pro

GIn

Ala

Thr

190

Glu

Pro

GIn

Glu

Leu

Glu

95

Ala

Asn

Ala

Thr

Thr

175

Pro

Ala

Ala

Thr

Tyr

Arg

Ser

Gly

Leu

Ala

Thr

160

Glu

Pro

GIn

Ala

Thr
240



<212>
<213>

<220>
<223>

<400>
Glu Vval
1

Ser Leu

Ala Met

Ser Gly
50

Lys Gly
65

Leu GIn

Ala Lys

Trp Gly

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu lle
1

PRT

Secuencia artificial

Sintética: P1-069059

11

GIn

Arg

His

35

Arg

Met

Val

GIn

115

12
108
PRT

Leu

Leu

20

Trp

Asn

Phe

Asn

Pro

100

Gly

Val

5

Ser

Val

Trp

Thr

Ser

85

Gly

Thr

Glu

Cys

Arg

Asn

Ile

70

Leu

Tyr

Met

Ser

Ala

GIn

Ser

55

Ser

Arg

Ser

Val

Secuencia artificial

Sintética: P1-069059

12

Val

Leu Thr GIn Ser

5

VH

Gly

Ala

Ala

40

Asp

Arg

Thr

Gly

Thr
120

Gly

Ser

25

Pro

Asp

Glu

Gly

105

val

Gly

Gly

Gly

Ile

Asn

Asp

90

Ser

Leu

Phe

Lys

Gly

Ala

75

Thr

Ile

Ser

Val

Thr

Gly

Tyr

60

Lys

Ala

Asp

GIn

Leu

Leu

45

Ala

Asn

Leu

Ala

Pro

Glu

30

Glu

Asp

Ser

Glu
110

Gly

Asp

Trp

Ser

Leu

Tyr
95

Lys

Tyr

Val

Val

Tyr

80

Cys

Asp

Pro Gly Thr Leu Ser Leu Ser Pro Gly

10

15



Glu Arg

Tyr Leu

50

Gly Ser

Pro Glu

Phe Thr

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu Vval
1

Ser Leu

Ala Met

Ser Gly
50

Lys Gly
65

Ala Thr Leu Ser Cys
20

Ala Trp Tyr GIn GIn
35

Gly Ala Ser Ser Arg

Gly Ser Gly Thr Asp
70

Asp Phe Ala val Tyr
85

Phe Gly Pro Gly Thr
100

13

452

PRT

Secuencia artificial

Sintética: P1-069059
13
GIn Leu Val Glu Ser

5

Arg Leu Ser Cys Ala
20

His Trp Val Arg GIn
35

Ile Asn Trp Asn Ser
55

Arg Phe Thr l1le Ser
70

Arg Ala Ser
25

Lys Pro Gly
40

Ala Thr Gly

Phe Thr Leu

Tyr Cys GIn
90

Lys Val Asp
105

19gG1.3 HC

Gly Gly Gly
10

Ala Ser Gly
25

Ala Pro Gly
40

Asp His lle

Arg Asp Asn

GIn

GIn

Thr
75

GIn

Leu

Phe

Lys

Gly

Ala
75

Ser

Ala

Pro

60

Ile

Tyr

Lys

Val

Thr

Gly

Tyr

60

Lys

Val

Pro

45

Asp

Ser

Gly

GIn

Leu

Leu

45

Ala

Asn

Ser

30

Arg

Arg

Arg

Ser

Pro

Glu

30

Glu

Asp

Ser

Ser

Leu

Phe

Leu

Ser
95

Gly

15

Asp

Trp

Ser

Leu

Ser

Leu

Ser

Glu

80

Pro

Tyr

val

Val

Tyr
80



Leu

Ala

Trp

Pro

Thr

145

Thr

Pro

Thr

Asn

Ser

225

Glu

Leu

Ser

Glu

GIn

Lys

Gly

Ser

130

Ala

Val

Ala

Val

His

210

Gly

Met

His

Val
290

Met

Val

GIn

115

Val

Ala

Ser

Val

Pro

195

Lys

Asp

Ala

Glu
275

Asn

Pro

100

Gly

Phe

Leu

Trp

Leu

180

Ser

Pro

Lys

Pro

Ser

260

Asp

Asn

Ser

85

Gly

Thr

Pro

Gly

Asn

165

GIn

Ser

Ser

Thr

Ser

245

Arg

Pro

Ala

Leu

Tyr

Met

Leu

Cys

150

Ser

Ser

Ser

Asn

His

230

Val

Thr

Glu

Lys

Arg

Ser

Val

Ala

135

Leu

Gly

Ser

Leu

Thr

215

Thr

Phe

Pro

Val

Thr
295

Thr

Gly

Thr

120

Pro

Val

Ala

Gly

Gly

200

Lys

Cys

Leu

Glu

Lys

280

Lys

Glu

Gly

105

val

Ser

Lys

Leu

Leu

185

Thr

Val

Pro

Phe

val

265

Phe

Pro

Asp

90

Trp

Ser

Ser

Asp

Thr

170

Tyr

GIn

Asp

Pro

Pro

250

Thr

Asn

Arg

Thr

Ser

Lys

Tyr

155

Ser

Ser

Thr

Lys

Cys

235

Pro

Cys

Trp

Glu

Ala

Asp

Ala

Ser

140

Phe

Gly

Leu

Tyr

Arg

220

Pro

Lys

val

Tyr

Glu
300

Leu

Ala

Ser

125

Thr

Pro

Val

Ser

Ile

205

Val

Ala

Pro

val

Val

285

GIn

Tyr

Glu

110

Thr

Ser

Glu

Ser

190

Cys

Glu

Pro

Lys

val

270

Asp

Tyr

Tyr

95

Asp

Lys

Gly

Pro

Thr

175

Val

Asn

Pro

Glu

Asp

255

Asp

Gly

Asn

Cys

Asp

Gly

Gly

Val

160

Phe

Val

val

Lys

Ala

240

Thr

val

Val

Ser



Thr

305

Asn

Pro

GIn

val

Val

385

Pro

Thr

val

Leu

Tyr

Gly

Val

Ser

370

Glu

Pro

Val

Met

Ser
450

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Arg

Lys

Glu

Tyr
355

Leu

Trp

Val

Asp

His
435

Pro

14
215
PRT

Val

Glu

Lys

340

Thr

Thr

Glu

Leu

Lys

420

Glu

Gly

Val

Tyr

325

Thr

Leu

Cys

Ser

Asp

405

Ser

Ala

Ser
310

Lys

Pro

Leu

Asn

390

Ser

Arg

Leu

Val

Cys

Ser

Pro

Val

375

Gly

Asp

Trp

Secuencia artificial

Leu

Lys

Lys

Ser

360

Lys

GIn

Gly

GIn

Asn
440

Sintética: P1-069059 LC

14

Thr

Val

Ala

345

Arg

Gly

Pro

Ser

GIn

425

His

Val

Ser

330

Lys

Glu

Phe

Glu

Phe

410

Gly

Leu

315

Asn

Gly

Glu

Tyr

Asn

395

Phe

Asn

Thr

His

Lys

GIn

Met

Pro

380

Asn

Leu

Val

GIn

GIn

Ala

Pro

Thr

365

Ser

Tyr

Tyr

Phe

Lys
445

Asp

Leu

Arg

350

Lys

Asp

Lys

Ser

Ser

430

Ser

Trp

Pro

335

Glu

Asn

Thr

Lys

415

Cys

Leu

Leu

320

Ala

Pro

GIn

Ala

Thr

400

Leu

Ser

Ser

Glu 1le Val Leu Thr GIn Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly

1

5

10

15



Glu

Tyr

Gly

Pro

Phe

Ala

Gly

Ala

145

GIn

Ser

Tyr

Ser

Arg

Leu

Tyr

50

Ser

Glu

Thr

Pro

Thr

130

Glu

Ser

Ala

Phe
210

Ala

Ala

35

Gly

Gly

Asp

Phe

Ser

115

Ala

Val

Ser

Thr

Cys

195

Asn

Thr

20

Trp

Ala

Ser

Phe

Gly

100

Val

Ser

GIn

Val

Leu

180

Glu

Arg

Leu

Tyr

Ser

Gly

Ala

85

Pro

Phe

Val

Trp

Thr

165

Thr

Val

Gly

Ser

GIn

Ser

Thr

70

Val

Gly

Ile

Val

Lys

150

Glu

Leu

Thr

Glu

Cys

GIn

Arg

Asp

Tyr

Thr

Phe

Cys

135

Val

GIn

Ser

Cys
215

Arg

Lys

40

Ala

Phe

Tyr

Lys

Pro

120

Leu

Asp

Asp

Lys

GIn
200

Ala

25

Pro

Thr

Thr

Cys

Val

105

Pro

Leu

Asn

Ser

Ala

185

Gly

Ser

Gly

Gly

Leu

GIn

90

Asp

Ser

Asn

Ala

Lys

170

Asp

Leu

GIn

GIn

Thr
75

GIn

Asp

Asn

Leu

155

Asp

Tyr

Ser

Ser

Ala

Pro

60

Ile

Tyr

Lys

Glu

Phe

140

GIn

Ser

Glu

Ser

Val

Pro

45

Asp

Ser

Gly

Arg

GIn

125

Tyr

Ser

Thr

Lys

Pro
205

Ser

30

Arg

Arg

Arg

Ser

Thr

110

Leu

Pro

Gly

Tyr

His

190

Val

Ser

Leu

Phe

Leu

Ser

95

val

Lys

Arg

Asn

Ser

175

Lys

Thr

Ser

Leu

Ser

Glu

80

Pro

Ala

Ser

Glu

Ser

160

Leu

val

Lys



<210>
<211>
<212>
<213>

<220>
<223>

<400>
Glu Vval
1

Ser Leu

Ala Met

Ser Gly
50

Lys Gly
65

Leu GIn

Ala Lys

Trp Gly

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu lle
1

15
123
PRT

Secuencia artificial

Sintética: P1-069061

15

GIn

Arg

His

35

Arg

Met

Val

GIn

115

16
108
PRT

Leu

Leu

20

Trp

Asn

Phe

Asn

Pro

100

Gly

Val

5

Ser

Val

Trp

Thr

Ser

85

Gly

Thr

Glu

Cys

Arg

Asn

Ile

70

Leu

Tyr

Met

Ser

Ala

GIn

Ser

55

Ser

Arg

Ser

Val

Secuencia artificial

Sintética: P1-069061

16

val

Leu Thr GIn Ser

5

VH

Gly

Ala

Ala

40

Ala

Arg

Thr

Gly

Thr
120

Gly

Ser

25

Pro

Glu

Asp

Glu

Gly

105

Val

Gly

Gly

Gly

Ile

Asn

Asp

90

Ser

Leu

Phe

Lys

Gly

Ala

75

Thr

Ser

val

Thr

Gly

Tyr

60

Lys

Ala

Asp

GIn

Leu

Leu

45

Ala

Asn

Leu

Ala

Pro

Glu

30

Glu

Asp

Ser

Glu
110

Gly

Asp

Trp

Ser

Leu

Tyr
95

Lys

Tyr

Val

Val

Tyr

80

Cys

Asp

Pro Gly Thr Leu Ser Leu Ser Pro Gly

10

15



Glu Arg

Tyr Leu

50

Gly Ser

Pro Glu

Phe Thr

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu Vval
1

Ser Leu

Ala Met

Ser Gly
50

Lys Gly
65

Ala

Ala

35

Gly

Gly

Asp

Phe

17
452
PRT

Thr

20

Trp

Ala

Ser

Phe

Gly
100

Leu Ser

Tyr GIn

Ser Ser

Gly Thr
70

Ala Vval
85

Pro Gly

Cys

GIn

Arg

Asp

Tyr

Thr

Secuencia artificial

Sintética: P1-069061

17

GIn

Arg

His

35

Ile

Arg

Leu

Leu

20

Trp

Asn

Phe

vVal Glu

Ser Cys

Val Arg

Trp Asn

Thr 1le
70

Ser

Ala

GIn

Ser

55

Ser

Arg Ala
25

Lys Pro

40

Ala Thr

Phe Thr

Tyr Cys

Lys Val
105

Ser

Gly

Gly

Leu

GIn

90

Asp

1gG1.3 HC

Gly Gly

Ala Ser
25

Ala Pro
40

Ala Glu

Arg Asp

Gly
10

Ile

Asn

GIn

GIn

Thr
75

GIn

Leu

Phe

Lys

Gly

Ala
75

Ser

Ala

Pro

60

Ile

Tyr

Lys

Val

Thr

Gly

Tyr

60

Lys

Val

Pro

45

Asp

Ser

Gly

GIn

Leu

Leu

45

Ala

Asn

Ser

30

Arg

Arg

Arg

Ser

Pro

Glu

30

Glu

Asp

Ser

Ser

Leu

Phe

Leu

Ser
95

Gly

15

Asp

Trp

Ser

Leu

Ser

Leu

Ser

Glu

80

Pro

Lys

Tyr

val

Val

Tyr
80



Leu

Ala

Trp

Pro

Thr

145

Thr

Pro

Thr

Asn

Ser

225

Glu

Leu

Ser

GIn

Lys

Gly

Ser

130

Ala

Val

Ala

Val

His
210

Gly

Met

His

Met

Val

GIn

115

Val

Ala

Ser

Val

Pro

195

Lys

Asp

Ala

Glu
275

Asn

Pro

100

Gly

Phe

Leu

Trp

Leu

180

Ser

Pro

Lys

Pro

Ser

260

Asp

Ser

85

Gly

Thr

Pro

Gly

Asn

165

GIn

Ser

Ser

Thr

Ser

245

Arg

Pro

Leu

Tyr

Met

Leu

Cys

150

Ser

Ser

Ser

Asn

His

230

Val

Thr

Glu

Arg

Ser

Val

Ala

135

Leu

Gly

Ser

Leu

Thr

215

Thr

Phe

Pro

Val

Thr

Gly

Thr

120

Pro

Val

Ala

Gly

Gly

200

Lys

Cys

Leu

Glu

Lys
280

Glu

Gly

105

Val

Ser

Lys

Leu

Leu

185

Thr

Val

Pro

Phe

Val

265

Phe

Asp

Trp

Ser

Ser

Asp

Thr

170

Tyr

GIn

Asp

Pro

Pro

250

Thr

Asn

Thr

Ser

Lys

Tyr

155

Ser

Ser

Thr

Lys

Cys

235

Pro

Cys

Trp

Ala

Asp

Ala

Ser

140

Phe

Gly

Leu

Tyr

Arg

220

Pro

Lys

Val

Tyr

Leu

Ala

Ser

125

Thr

Pro

Val

Ser

Ile

205

Val

Ala

Pro

Val

Val
285

Tyr

Glu

110

Thr

Ser

Glu

Ser
190

Cys

Glu

Pro

Lys

Val

270

Asp

Tyr

95

Asp

Lys

Gly

Pro

Thr

175

val

Asn

Pro

Glu

Asp

255

Asp

Gly

Cys

Asp

Gly

Gly

Val

160

Phe

val

Val

Lys

Ala

240

Thr

Val

Val



Glu

Thr

305

Asn

Pro

GIn

Val

Val

385

Pro

Thr

Val

Leu

val
290

Tyr

Gly

val

Ser

370

Glu

Pro

val

Met

Ser
450

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Arg

Lys

Glu

Tyr

355

Leu

Trp

Val

Asp

His

435

Pro

18
215
PRT

Asn

Val

Glu

Lys

340

Thr

Thr

Glu

Leu

Lys

420

Glu

Gly

Ala

Val

Tyr

325

Thr

Leu

Cys

Ser

Asp

405

Ser

Ala

Lys

Ser

310

Lys

Pro

Leu

Asn

390

Ser

Arg

Leu

Thr

295

Val

Cys

Ser

Pro

Val

375

Gly

Asp

Trp

Secuencia artificial

Lys

Leu

Lys

Lys

Ser

360

Lys

GIn

Gly

GIn

Asn
440
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18

Pro

Thr

val

Ala

345

Arg

Gly

Pro

Ser

GIn

425

His

Arg

Val

Ser

330

Lys

Glu

Phe

Glu

Phe

410

Gly

Tyr

Glu

Leu

315

Asn

Gly

Glu

Tyr

Asn

395

Phe

Asn

Thr

Glu

300

His

Lys

GIn

Met

Pro

380

Asn

Leu

Val

GIn

GIn

GIn

Ala

Pro

Thr

365

Ser

Tyr

Tyr

Phe

Lys
445

Tyr

Asp

Leu

Arg

350

Lys

Asp

Lys

Ser

Ser

430

Ser

Asn

Trp

Pro

335

Glu

Asn

Thr

Lys

415

Cys

Leu

Ser

Leu

320

Ala

Pro

GIn

Ala

Thr

400

Leu

Ser

Ser



Glu

Glu

Tyr

Gly

Pro

Phe

Ala

Gly

Ala

145

GIn

Ser

Tyr

Ser

Ile

Arg

Leu

Tyr

50

Ser

Glu

Thr

Pro

Thr

130

Lys

Glu

Ser

Ala

Phe
210

Val

Ala

Ala

35

Gly

Gly

Asp

Phe

Ser

115

Ala

Val

Ser

Thr

Cys

195

Asn

Leu

Thr

20

Trp

Ala

Ser

Phe

Gly

100

Val

Ser

GIn

Val

Leu

180

Glu

Arg

Thr

Leu

Tyr

Ser

Gly

Ala

85

Pro

Phe

Val

Trp

Thr

165

Thr

Val

Gly

GIn

Ser

GIn

Ser

Thr

70

Val

Gly

Ile

Val

Lys

150

Glu

Leu

Thr

Glu

Ser

Cys

GIn

Arg

Asp

Tyr

Thr

Phe

Cys

135

Val

GIn

Ser

Cys
215

Pro

Arg

Lys

40

Ala

Phe

Tyr

Lys

Pro

120

Leu

Asp

Asp

Lys

GIn
200

Gly

Ala

25

Pro

Thr

Thr

Cys

Val

105

Pro

Leu

Asn

Ser

Ala

185

Gly

Thr

10

Ser

Gly

Gly

Leu

GIn

90

Asp

Ser

Asn

Ala

Lys

170

Asp

Leu

Leu

GIn

GIn

Thr
75

GIn

Asp

Asn

Leu

155

Asp

Tyr

Ser

Ser

Ser

Ala

Pro

60

Ile

Tyr

Lys

Glu

Phe

140

GIn

Ser

Glu

Ser

Leu

Val

Pro

45

Asp

Ser

Gly

Arg

GIn

125

Tyr

Ser

Thr

Lys

Pro
205

Ser

Ser

30

Arg

Arg

Arg

Ser

Thr

110

Leu

Pro

Gly

Tyr

His

190

Val

Pro

15

Ser

Leu

Phe

Leu

Ser

95

Val

Lys

Arg

Asn

Ser

175

Lys

Thr

Gly

Ser

Leu

Ser

Glu

80

Pro

Ala

Ser

Glu

Ser

160

Leu

val

Lys



<210>
<211>
<212>
<213>

<220>
<223>

<400>
Glu Vval
1

Ser Leu

Ala Met

Ser Gly
50

Lys Gly
65

Leu GIn

Ala Lys

Trp Gly

<210>
<211>
<212>
<213>

<220>
<223>

<400>

19
123
PRT

Secuencia artificial

Sintética: P1-069063

19

GIn

Arg

His

35

Ile

Arg

Met

Val

GIn

115

20
108
PRT

Leu

Leu

20

Trp

Asn

Phe

Asn

Pro

100

Gly

Val

5

Ser

Val

Trp

Thr

Ser

85

Gly

Thr

Glu

Cys

Arg

Asn

Ile

70

Leu

Tyr

Met

Ser

Ala

GIn

Ser

55

Ser

Arg

Ser

Val

Secuencia artificial

Sintética: P1-069063

20

VH

Gly

Ala

Ala

40

Ala

Arg

Thr

Gly

Thr
120

VL

Gly

Ser

25

Pro

Glu

Asp

Glu

Gly

105

Val

Gly

Gly

Gly

Ile

Asn

Asp

90

Trp

Ser

Leu

Phe

Lys

Gly

Ala

75

Thr

Ser

val

Thr

Gly

Tyr

60

Lys

Ala

Asp

GIn

Leu

Leu

45

Ala

Asn

Leu

Ala

Pro

Glu

30

Glu

Asp

Ser

Asp
110

Gly

Asp

Trp

Ser

Leu

Tyr

95

Asp

Lys

Tyr

Val

Val

Tyr

80

Cys

Glu



Glu lle

Glu Arg

Tyr Leu

e Tyr
50

Gly Ser

Pro Glu

Phe Thr

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu Vval
1

Ser Leu Arg Leu Ser Cys Ala

Val

Ala

Ala

35

Gly

Gly

Asp

Phe

21
452
PRT

Leu

Thr

20

Trp

Ala

Ser

Phe

Gly
100

Thr

Leu

Tyr

Ser

Gly

Ala

85

Pro

GIn

Ser

GIn

Ser

Thr

70

Val

Gly

Ser

Cys

GIn

Arg

Asp

Tyr

Thr

Secuencia artificial

Sintética: P1-069063

21

GIn Leu Val

20

5

Glu

Ser

Ala Met His Trp Val Arg GIn

35

Ser Gly Ile Asn Trp Asn Ser

50

55

Pro Gly Thr
10

Arg Ala Ser
25

Lys Pro Gly
40

Ala Thr Gly

Phe Thr Leu

Tyr Cys GIn
90

Lys Val Asp
105

19G1.3 HC

Gly Gly Gly
10

Ala Ser Gly
25

Ala Pro Gly
40

Ala Glu Ile

Leu

GIn

GIn

Ile

Thr

75

GIn

Ile

Leu

Phe

Lys

Gly

Ser

Ser

Ala

Pro

60

Ile

Tyr

Lys

Val

Thr

Gly

Tyr
60

Leu

Val

Pro

45

Asp

Ser

Gly

GIn

Leu

Leu

45

Ala

Ser

Ser

30

Arg

Arg

Arg

Ser

Pro

Glu

30

Glu

Asp

Pro

15

Ser

Leu

Phe

Leu

Ser
95

Gly

15

Asp

Trp

Ser

Gly

Ser

Leu

Ser

Glu

80

Pro

Lys

Tyr

Val

Val



Lys

65

Leu

Ala

Trp

Pro

Thr

145

Thr

Pro

Thr

Asn

Ser

225

Glu

Leu

Ser

Gly

GIn

Lys

Gly

Ser

130

Ala

Val

Ala

val

His

210

Gly

Met

His

Arg

Met

Val

GIn

115

Val

Ala

Ser

Val

Pro

195

Lys

Asp

Ala

Glu
275

Phe

Asn

Pro

100

Gly

Phe

Leu

Trp

Leu

180

Ser

Pro

Lys

Pro

Ser

260

Asp

Thr

Ser

85

Gly

Thr

Pro

Gly

Asn

165

GIn

Ser

Ser

Thr

Ser

245

Arg

Pro

Ile

70

Leu

Tyr

Met

Leu

Cys

150

Ser

Ser

Ser

Asn

His

230

Val

Thr

Glu

Ser

Arg

Ser

Val

Ala

135

Leu

Gly

Ser

Leu

Thr

215

Thr

Phe

Pro

Val

Arg

Thr

Gly

Thr

120

Pro

val

Ala

Gly

Gly

200

Lys

Cys

Leu

Glu

Lys
280

Asp

Glu

Gly

105

val

Ser

Lys

Leu

Leu

185

Thr

val

Pro

Phe

Val

265

Phe

Asn

Asp

Trp

Ser

Ser

Asp

Thr

170

Tyr

GIn

Asp

Pro

Pro

250

Thr

Asn

Ala
75

Thr

Ser

Lys

Tyr

155

Ser

Ser

Thr

Lys

Cys

235

Pro

Cys

Trp

Lys

Ala

Asp

Ala

Ser

140

Phe

Gly

Leu

Tyr

Arg

220

Pro

Lys

Val

Tyr

Asn

Leu

Ala

Ser

125

Thr

Pro

Val

Ser

Ile

205

Val

Ala

Pro

Val

Val
285

Ser

Tyr

Asp

110

Thr

Ser

Glu

Ser
190

Cys

Glu

Pro

Lys

Val

270

Asp

Leu

Tyr

95

Asp

Lys

Gly

Pro

Thr

175

val

Asn

Pro

Glu

Asp

255

Asp

Gly

Tyr

80

Cys

Glu

Gly

Gly

Val

160

Phe

val

Val

Lys

Ala

240

Thr

Val

Val



Glu

Thr

305

Asn

Pro

GIn

Val

Val

385

Pro

Thr

Val

Leu

val
290

Tyr

Gly

val

Ser

370

Glu

Pro

val

Met

Ser
450

<210>
<211>
<212>
<213>

<220>
<223>

Arg

Lys

Glu

Tyr

355

Leu

Trp

Val

Asp

His

435

Pro

22
215
PRT

Asn

Val

Glu

Lys

340

Thr

Thr

Glu

Leu

Lys

420

Glu

Gly

Ala

Val

Tyr

325

Thr

Leu

Cys

Ser

Asp

405

Ser

Ala

Lys

Ser

310

Lys

Pro

Leu

Asn

390

Ser

Arg

Leu

Thr

295

Val

Cys

Ser

Pro

Val

375

Gly

Asp

Trp

Secuencia artificial

Lys

Leu

Lys

Lys

Ser

360

Lys

GIn

Gly

GIn

Asn
440

Sintética: P1-069063 LC

Pro

Thr

Val

Ala

345

Arg

Gly

Pro

Ser

GIn

425

His

Arg

Val

Ser

330

Lys

Glu

Phe

Glu

Phe

410

Gly

Tyr

Glu

Leu

315

Asn

Gly

Glu

Tyr

Asn

395

Phe

Asn

Thr

Glu

300

His

Lys

GIn

Met

Pro

380

Asn

Leu

Val

GIn

GIn

GIn

Ala

Pro

Thr

365

Ser

Tyr

Tyr

Phe

Lys
445

Tyr

Asp

Leu

Arg

350

Lys

Asp

Lys

Ser

Ser

430

Ser

Asn

Trp

Pro

335

Glu

Asn

Thr

Lys

415

Cys

Leu

Ser

Leu

320

Ala

Pro

GIn

Ala

Thr

400

Leu

Ser

Ser



<400> 22
Glu lle Vval
1

Glu Arg Ala

Tyr Leu Ala
35

50

Gly Ser Gly
65

Pro Glu Asp

Phe Thr Phe

Ala Pro Ser
115

Gly Thr Ala
130

Ala Lys Val
145

GIn Glu Ser

Ser Ser Thr

Tyr Ala Cys
195

Leu

Thr

20

Trp

Ala

Ser

Phe

Gly

100

Val

Ser

GIn

Val

Leu

180

Glu

Thr

Leu

Tyr

Ser

Gly

Ala

85

Pro

Phe

Val

Trp

Thr

165

Thr

Val

GIn

Ser

GIn

Ser

Thr

70

Val

Gly

Ile

Val

Lys

150

Glu

Leu

Thr

Ser

Cys

GIn

Arg

Asp

Tyr

Thr

Phe

Cys

135

Val

GIn

Ser

Pro

Arg

Lys

40

Ala

Phe

Tyr

Lys

Pro

120

Leu

Asp

Asp

Lys

GIn
200

Gly

Ala

25

Pro

Thr

Thr

Cys

Val

105

Pro

Leu

Asn

Ser

Ala

185

Gly

Thr

10

Ser

Gly

Gly

Leu

GIn

90

Asp

Ser

Asn

Ala

Lys

170

Asp

Leu

Leu

GIn

GIn

Thr

75

GIn

Ile

Asp

Asn

Leu

155

Asp

Tyr

Ser

Ser

Ser

Ala

Pro

60

Ile

Tyr

Lys

Glu

Phe

140

GIn

Ser

Glu

Ser

Leu

Val

Pro

45

Asp

Ser

Gly

Arg

GIn

125

Tyr

Ser

Thr

Lys

Pro
205

Ser

Ser

30

Arg

Arg

Arg

Ser

Thr

110

Leu

Pro

Gly

Tyr

His

190

Val

Pro

15

Ser

Leu

Phe

Leu

Ser

95

val

Lys

Arg

Asn

Ser

175

Lys

Thr

Gly

Ser

Leu

Ser

Glu

80

Pro

Ala

Ser

Glu

Ser

160

Leu

Val

Lys



Ser Phe Asn Arg Gly Glu Cys

210

<210>
<211>
<212>
<213>

<220>
<223>

<400>
Glu Vval
1

Ser Leu

Ala Met

Ser Gly
50

Lys Gly
65

Leu GIn

Ala Lys

Trp Gly

<210>
<211>
<212>
<213>

<220>
<223>

23
123
PRT

215

Secuencia artificial

Sintética: P1-069065

23

GIn

Arg

His

35

Ile

Arg

Met

Val

GIn

115

24
108
PRT

Leu

Leu

20

Trp

Asn

Phe

Asn

Pro

100

Gly

Val

Ser

Val

Trp

Thr

Ser

85

Gly

Thr

Glu

Cys

Arg

Asn

Ile

70

Leu

Tyr

Met

Ser

Ala

GIn

Ser

55

Ser

Arg

Ser

Val

Secuencia artificial

Sintética: P1-069065

VH

Gly

Ala

Ala

40

Asp

Arg

Thr

Gly

Thr
120

Gly

Ser

25

Pro

Asp

Asp

Glu

Gly

105

Val

Gly

Gly

Gly

Ile

Asn

Asp

90

Trp

Ser

Leu

Phe

Lys

Gly

Ala

75

Thr

Ser

Val

Thr

Gly

Tyr

60

Lys

Ala

Asp

GIn

Leu

Leu

45

Ala

Asn

Leu

Ala

Pro

Glu

30

Glu

Asp

Ser

Phe
110

Gly

Asp

Trp

Ser

Leu

Tyr

95

Asp

Lys

Glu

Val

val

Tyr

80

Cys

Val



<400> 24

Glu Ile Vval Leu

1

Glu Arg Ala Thr

20

Tyr Leu Ala Trp
35

Ile Tyr Gly Ala

50

Gly Ser Gly Ser

65

Pro Glu Asp Phe

Phe Thr Phe Gly

100

<210> 25

<211> 452

<212> PRT

<213>

<220>

<223>

<400> 25

Thr

Leu

Tyr

Ser

Gly

Ala

85

Pro

Glu val GIn Leu Val

1

5

GIn

Ser

GIn

Ser

Thr

70

Val

Gly

Glu

Ser

Cys

GIn

Arg

Asp

Tyr

Thr

Secuencia artificial

Sintética: P1-069065
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Ser Leu Arg Leu Ser Cys Ala

20

Ala Met His Trp Val Arg GIn

35

Ser Gly Ile Asn Trp Asn Ser

50

55

Pro Gly

Arg Ala
25

Lys Pro

40

Ala Thr

Phe Thr

Tyr Cys

Lys Val
105

Thr
10

Ser

Gly

Gly

Leu

GIn

90

Asp

1gG1.3 HC

Gly Gly

Ala Ser
25

Ala Pro
40

Asp Asp

Gly

10

Gly

Gly

Ile

Leu

GIn

GIn

Ile

Thr

75

GIn

Ile

Leu

Phe

Lys

Gly

Ser

Ser

Ala

Pro

60

Ile

Tyr

Lys

Val

Thr

Gly

Tyr
60

Leu

Val

Pro

45

Asp

Ser

Gly

GIn

Leu

Leu

45

Ala

Ser

Ser

30

Arg

Arg

Arg

Ser

Pro

Glu

30

Glu

Asp

Pro

15

Ser

Leu

Phe

Leu

Ser
95

Gly

15

Asp

Trp

Ser

Gly

Ser

Leu

Ser

Glu

80

Pro

Lys

Glu

Val

Val



Lys

65

Leu

Ala

Trp

Pro

Thr

145

Thr

Pro

Thr

Asn

Ser

225

Glu

Leu

Gly

GIn

Lys

Gly

Ser

130

Ala

Val

Ala

val

His

210

Gly

Met

Arg

Met

Val

GIn

115

Val

Ala

Ser

Val

Pro

195

Lys

Asp

Ala

Phe

Asn

Pro

100

Gly

Phe

Leu

Trp

Leu

180

Ser

Pro

Lys

Pro

Ser
260

Thr

Ser

85

Gly

Thr

Pro

Gly

Asn

165

GIn

Ser

Ser

Thr

Ser

245

Arg

Ile

70

Leu

Tyr

Met

Leu

Cys

150

Ser

Ser

Ser

Asn

His

230

Val

Thr

Ser

Arg

Ser

Val

Ala

135

Leu

Gly

Ser

Leu

Thr

215

Thr

Phe

Pro

Arg

Thr

Gly

Thr

120

Pro

Val

Ala

Gly

Gly

200

Lys

Cys

Leu

Glu

Asp

Glu

Gly

105

Val

Ser

Lys

Leu

Leu

185

Thr

Val

Pro

Phe

Val
265

Asn

Asp

Trp

Ser

Ser

Asp

Thr

170

Tyr

GIn

Asp

Pro

Pro

250

Thr

Ala
75

Thr

Ser

Lys

Tyr

155

Ser

Ser

Thr

Lys

Cys

235

Pro

Cys

Lys

Ala

Asp

Ala

Ser

140

Phe

Gly

Leu

Tyr

Arg

220

Pro

Lys

Val

Asn

Leu

Ala

Ser

125

Thr

Pro

val

Ser

Ile

205

Val

Ala

Pro

Val

Ser

Tyr

Phe

110

Thr

Ser

Glu

Ser

190

Cys

Glu

Pro

Lys

Val
270

Leu

Tyr

95

Asp

Lys

Gly

Pro

Thr

175

Val

Asn

Pro

Glu

Asp

255

Asp

Tyr

80

Cys

val

Gly

Gly

Val

160

Phe

Val

Val

Lys

Ala

240

Thr

Val



Ser

Glu

Thr

305

Asn

Pro

GIn

Val

Val

385

Pro

Thr

Val

Leu

His

Val

290

Tyr

Gly

Val

Ser

370

Glu

Pro

Val

Met

Ser
450

<210>
<211>
<212>
<213>

<220>

Glu
275

Arg

Lys

Glu

Tyr

355

Leu

Trp

Val

Asp

His

435

Pro

26
215
PRT

Asp

Asn

Val

Glu

Lys

340

Thr

Thr

Glu

Leu

Lys

420

Glu

Gly

Pro

Ala

Val

Tyr

325

Thr

Leu

Cys

Ser

Asp

405

Ser

Ala

Glu

Lys

Ser

310

Lys

Ile

Pro

Leu

Asn

390

Ser

Arg

Leu

Val

Thr

295

Val

Cys

Ser

Pro

Val

375

Gly

Asp

Trp

Secuencia artificial

Lys

280

Lys

Leu

Lys

Lys

Ser

360

Lys

GIn

Gly

GIn

Asn
440

Phe

Pro

Thr

val

Ala

345

Arg

Gly

Pro

Ser

GIn

425

His

Asn

Arg

Val

Ser

330

Lys

Glu

Phe

Glu

Phe

410

Gly

Tyr

Trp

Glu

Leu

315

Asn

Gly

Glu

Tyr

Asn

395

Phe

Asn

Thr

Tyr

Glu

300

His

Lys

GIn

Met

Pro

380

Asn

Leu

Val

GIn

Val

285

GIn

GIn

Ala

Pro

Thr

365

Ser

Tyr

Tyr

Phe

Lys
445

Asp

Tyr

Asp

Leu

Arg

350

Lys

Asp

Lys

Ser

Ser

430

Ser

Gly

Asn

Trp

Pro

335

Glu

Asn

Thr

Lys

415

Cys

Leu

Val

Ser

Leu

320

Ala

Pro

GIn

Ala

Thr

400

Leu

Ser

Ser



<223>
<400> 26
Glu lle Vval
1

Glu Arg Ala

Tyr Leu Ala
35

50

Gly Ser Gly
65

Pro Glu Asp

Phe Thr Phe

Ala Pro Ser
115

Gly Thr Ala
130

Ala Lys Val
145

GIn Glu Ser

Ser Ser Thr

Tyr Ala Cys
195

Leu

Thr

20

Trp

Ala

Ser

Phe

Gly

100

Val

Ser

GIn

Val

Leu

180

Glu

Thr GIn
5

Leu Ser

Tyr GIn

Ser Ser

Gly Thr
70

Ala Val
85

Pro Gly

Phe Ile

val Val

Trp Lys

150

Thr Glu
165

Thr Leu

Val Thr

Sintética: P1-069065

Ser

Cys

GIn

Arg

Asp

Tyr

Thr

Phe

Cys

135

Val

GIn

Ser

LC

Pro

Arg

Lys

40

Ala

Phe

Tyr

Lys

Pro

120

Leu

Asp

Asp

Lys

GIn
200

Gly

Ala

25

Pro

Thr

Thr

Cys

val

105

Pro

Leu

Asn

Ser

Ala

185

Gly

Thr

10

Ser

Gly

Gly

Leu

GIn

90

Asp

Ser

Asn

Ala

Lys

170

Asp

Leu

Leu

GIn

GIn

Thr

75

GIn

Ile

Asp

Asn

Leu

155

Asp

Tyr

Ser

Ser

Ser

Ala

Pro

60

Ile

Tyr

Lys

Glu

Phe

140

GIn

Ser

Glu

Ser

Leu

Val

Pro

45

Asp

Ser

Gly

Arg

GIn

125

Tyr

Ser

Thr

Lys

Pro
205

Ser

Ser

30

Arg

Arg

Arg

Ser

Thr

110

Leu

Pro

Gly

Tyr

His

190

Val

Pro

15

Ser

Leu

Phe

Leu

Ser

95

val

Lys

Arg

Asn

Ser

175

Lys

Thr

Gly

Ser

Leu

Ser

Glu

80

Pro

Ala

Ser

Glu

Ser

160

Leu

Val

Lys



Ser Phe Asn Arg Gly Glu Cys

210

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu Vval
1

Ser Leu

Ala Met

Ser Gly
50

Lys Gly
65

Leu GIn

Ala Lys

Trp Gly

<210>
<211>
<212>
<213>

<220>

27
123
PRT

215

Secuencia artificial

Sintética: P1-069067

27

GIn

Arg

His

35

Ile

Arg

Met

Val

GIn

115

28
108
PRT

Leu

Leu

20

Trp

Asn

Phe

Asn

Pro

100

Gly

Val

5

Ser

Val

Trp

Thr

Ser

85

Gly

Thr

Glu

Cys

Arg

Asn

Ile

70

Leu

Tyr

Met

Ser

Ala

GIn

Ser

55

Ser

Arg

Ser

Val

Secuencia artificial

VH

Gly

Ala

Ala

40

Glu

Arg

Thr

Gly

Thr
120

Gly

Ser

25

Pro

Glu

Asp

Glu

Gly

105

val

Gly

Gly

Gly

Ile

Asn

Asp

90

Trp

Ser

Leu

Phe

Lys

Gly

Ala

75

Thr

Ser

Val

Thr

Gly

Tyr

60

Ala

Asp

GIn

Leu

Leu

45

Ala

Asn

Leu

Ala

Pro

Asp

30

Glu

Asp

Ser

Tyr

Asp
110

Gly

Asp

Trp

Ser

Leu

Tyr

95

Asp

Lys

Tyr

Val

val

Tyr

80

Cys

Glu



<223>
<400> 28
Glu lle Vval
1

Glu Arg Ala

Tyr Leu Ala
35

50

Gly Ser Gly
65

Pro Glu Asp

Phe Thr Phe

<210> 29

<211> 452
<212> PRT
<213>

<220>
<223>

<400> 29

Leu

Thr

20

Trp

Ala

Ser

Phe

Gly
100

Thr

5

Leu

Tyr

Ser

Gly

Ala

85

Pro

Glu val GIn Leu Val

1

5

GIn

Ser

GIn

Ser

Thr

70

Val

Gly

Glu

Sintética: P1-069067

Ser

Cys

GIn

Arg

Asp

Tyr

Thr

Secuencia artificial

Sintética: P1-069067

Ser

Ser Leu Arg Leu Ser Cys Ala

20

Ala Met His Trp Val Arg GIn

35

Pro Gly

Arg Ala
25

Lys Pro

40

Ala Thr

Phe Thr

Tyr Cys

Lys Val
105

Thr
10

Ser

Gly

Gly

Leu

GIn

90

Asp

1gG1.3 HC

Leu

GIn

GIn

Thr
75

GIn

Ile

Ser

Ser

Ala

Pro

60

Ile

Tyr

Lys

Gly Gly Gly Leu Val

10

Ala Ser Gly Phe Thr

25

Ala Pro Gly Lys Gly

40

Leu

Val

Pro

45

Asp

Ser

Gly

GIn

Leu

Leu
45

Ser Pro
15

Ser Ser
30

Arg Leu

Arg Phe

Arg Leu

Ser Ser
95

Pro Gly
15

Asp Asp
30

Glu Trp

Gly

Ser

Leu

Ser

Glu

80

Pro

Lys

Tyr

Val



Ser

Lys

65

Leu

Ala

Trp

Pro

Thr

145

Thr

Pro

Thr

Asn

Ser

225

Glu

Leu

Gly

50

Gly

GIn

Lys

Gly

Ser

130

Ala

Val

Ala

Val

His

210

Cys

Gly

Met

Arg

Met

Val

GIn

115

Val

Ala

Ser

Val

Pro

195

Lys

Asp

Ala

Asn

Phe

Asn

Pro

100

Gly

Phe

Leu

Trp

Leu

180

Ser

Pro

Lys

Pro

Ser
260

Trp

Thr

Ser

85

Gly

Thr

Pro

Gly

Asn

165

GIn

Ser

Ser

Thr

Ser

245

Arg

Asn

Ile

70

Leu

Tyr

Met

Leu

Cys

150

Ser

Ser

Ser

Asn

His

230

Val

Thr

Ser

55

Ser

Arg

Ser

Val

Ala

135

Leu

Gly

Ser

Leu

Thr

215

Thr

Phe

Pro

Glu

Arg

Thr

Gly

Thr

120

Pro

Val

Ala

Gly

Gly

200

Lys

Cys

Leu

Glu

Glu

Asp

Glu

Gly

105

Val

Ser

Lys

Leu

Leu

185

Thr

Val

Pro

Phe

val
265

Asn

Asp

Trp

Ser

Ser

Asp

Thr

170

Tyr

GIn

Asp

Pro

Pro

250

Thr

Gly

Ala

75

Thr

Ser

Lys

Tyr

155

Ser

Ser

Thr

Lys

Cys

235

Pro

Cys

Tyr

60

Lys

Ala

Asp

Ala

Ser

140

Phe

Gly

Leu

Tyr

Arg

220

Pro

Lys

Val

Ala

Asn

Leu

Ala

Ser

125

Thr

Pro

val

Ser

Ile

205

Val

Ala

Pro

Val

Asp

Ser

Tyr

Asp

110

Thr

Ser

Glu

Ser

190

Cys

Glu

Pro

Lys

Val
270

Ser

Leu

Tyr

95

Asp

Lys

Gly

Pro

Thr

175

Val

Asn

Pro

Glu

Asp

255

Asp

Val

Tyr

80

Cys

Glu

Gly

Gly

Val

160

Phe

Val

Val

Lys

Ala

240

Thr

Val



Ser

Glu

Thr

305

Asn

Pro

GIn

Val

Val

385

Pro

Thr

Val

Leu

His

Val

290

Tyr

Gly

Val

Ser

370

Glu

Pro

Val

Met

Ser
450

<210>
<211>
<212>
<213>

Glu
275

Arg

Lys

Glu

Tyr

355

Leu

Trp

Val

Asp

His

435

Pro

30
215
PRT

Asp

Asn

Val

Glu

Lys

340

Thr

Thr

Glu

Leu

Lys

420

Glu

Gly

Pro

Ala

Val

Tyr

325

Thr

Leu

Cys

Ser

Asp

405

Ser

Ala

Glu

Lys

Ser

310

Lys

Ile

Pro

Leu

Asn

390

Ser

Arg

Leu

Val

Thr

295

Val

Cys

Ser

Pro

Val

375

Gly

Asp

Trp

Secuencia artificial

Lys

280

Lys

Leu

Lys

Lys

Ser

360

Lys

GIn

Gly

GIn

Asn
440

Phe

Pro

Thr

Val

Ala

345

Arg

Gly

Pro

Ser

GIn

425

His

Asn

Arg

Val

Ser

330

Lys

Glu

Phe

Glu

Phe

410

Gly

Tyr

Trp

Glu

Leu

315

Asn

Gly

Glu

Tyr

Asn

395

Phe

Asn

Thr

Tyr

Glu

300

His

Lys

GIn

Met

Pro

380

Asn

Leu

Val

GIn

Val

285

GIn

GIn

Ala

Pro

Thr

365

Ser

Tyr

Tyr

Phe

Lys
445

Asp

Tyr

Asp

Leu

Arg

350

Lys

Asp

Lys

Ser

Ser

430

Ser

Gly

Asn

Trp

Pro

335

Glu

Asn

Ie

Thr

Lys

415

Cys

Leu

Val

Ser

Leu

320

Ala

Pro

GIn

Ala

Thr

400

Leu

Ser

Ser



<220>
<223>

<400> 30
Glu lle Vval
1

Glu Arg Ala

Tyr Leu Ala
35

50

Gly Ser Gly
65

Pro Glu Asp

Phe Thr Phe

Ala Pro Ser
115

Gly Thr Ala
130

Ala Lys Val
145

GIn Glu Ser

Ser Ser Thr

Leu

Thr

20

Trp

Ala

Ser

Phe

Gly

100

Val

Ser

GIn

Val

Leu
180

Thr

Leu

Tyr

Ser

Gly

Ala

85

Pro

Phe

Val

Trp

Thr

165

Thr

GIn

Ser

GIn

Ser

Thr

70

Val

Gly

Ile

Val

Lys

150

Glu

Leu

Sintética: P1-069067

Ser

Cys

GIn

Arg

55

Asp

Tyr

Thr

Phe

Cys

135

Val

GIn

Ser

Pro

Arg

Lys

40

Ala

Phe

Tyr

Lys

Pro

120

Leu

Asp

Asp

Lys

Gly

Ala

25

Pro

Thr

Thr

Cys

Val

105

Pro

Leu

Asn

Ser

Ala
185

Thr

10

Ser

Gly

Gly

Leu

GIn

90

Asp

Ser

Asn

Ala

Lys

170

Asp

Leu

GIn

GIn

Thr

75

GIn

Ile

Asp

Asn

Leu

155

Asp

Tyr

Ser

Ser

Ala

Pro

60

Ile

Tyr

Lys

Glu

Phe

140

GIn

Ser

Glu

Leu

val

Pro

45

Asp

Ser

Gly

Arg

GIn

125

Tyr

Ser

Thr

Lys

Ser

Ser

30

Arg

Arg

Arg

Ser

Thr

110

Leu

Pro

Gly

Tyr

His
190

Pro

15

Ser

Leu

Phe

Leu

Ser

95

Val

Lys

Arg

Asn

Ser

175

Lys

Gly

Ser

Leu

Ser

Glu

80

Pro

Ala

Ser

Glu

Ser

160

Leu

Val



Tyr Ala Cys Glu Val Thr His GIn Gly Leu Ser Ser Pro Val Thr Lys

195

Ser Phe Asn Arg Gly Glu Cys

210

<210>
<211>
<212>
<213>

<220>
<223>

<400>
Glu Vval
1

Ser Leu

Ala Met

Ser Gly
50

Lys Gly
65

Leu GIn

Ala Lys

Trp Gly

<210>
<211>
<212>
<213>

31
123
PRT

215

Secuencia artificial

Sintética: P1-069069

31

GIn

Arg

His

35

Ile

Arg

Met

Val

GIn

115

32
108
PRT

Leu

Leu

20

Trp

Asn

Phe

Asn

Pro

100

Gly

Val

5

Ser

Val

Trp

Thr

Ser

85

Gly

Thr

Glu

Cys

Arg

Asn

Ile

70

Leu

Tyr

Met

Ser

Ala

GIn

Ser

55

Ser

Arg

Ser

Val

Secuencia artificial

200

VH

Gly

Ala

Ala

40

Glu

Arg

Thr

Gly

Thr
120

Gly

Ser

25

Pro

Glu

Asp

Glu

Gly

105

Val

Gly

10

Gly

Ile

Asn

Asp

90

Trp

Ser

Leu

Phe

Lys

Gly

Ala

75

Thr

Ser

Val

Thr

Gly

Tyr

60

Ala

Asp

205

GIn

Leu

Leu

45

Ala

Asn

Leu

Ala

Pro

Asp

30

Glu

Asp

Ser

Tyr

Asp
110

Gly

15

Asp

Trp

Ser

Leu

Tyr

95

Asp

Lys

Tyr

val

Val

Tyr

80

Cys

val



<220>

<223>

<400> 32

Glu l1le Vval

1

Glu Arg Ala

Tyr Leu Ala
35

Ile Tyr Gly

50

Gly Ser Gly

65

Pro Glu Asp

Phe Thr Phe

<210> 33

<211> 452

<212> PRT

<213>

<220>

<223>

<400> 33

Leu

Thr

20

Trp

Ala

Ser

Phe

Gly
100

Thr

Leu

Tyr

Ser

Gly

Ala

85

Pro

Glu val GIn Leu Val

1

5

GIn

Ser

GIn

Ser

Thr

70

Val

Gly

Glu

Sintética: P1-069069

Ser

Cys

GIn

Arg

55

Asp

Tyr

Thr

Secuencia artificial

Sintética: P1-069069

Ser

Ser Leu Arg Leu Ser Cys Ala

20

Ala Met His Trp Val Arg GIn

35

VL

Pro Gly

Arg Ala

25

Lys Pro

40

Ala Thr

Phe Thr

Tyr Cys

Lys Val
105

Thr
10

Ser

Gly

Gly

Leu

GIn

90

Asp

1gG1.3 HC

Leu

GIn

GIn

Thr
75

GIn

Ile

Ser

Ser

Ala

Pro

60

Ile

Tyr

Lys

Gly Gly Gly Leu Val

10

Ala Ser Gly Phe Thr

25

Ala Pro Gly Lys Gly

40

Leu

val

Pro

45

Asp

Ser

Gly

GIn

Leu

Leu
45

Ser Pro
15

Ser Ser

30

Arg Leu

Arg Phe

Arg Leu

Ser Ser
95

Pro Gly
15

Gly

Ser

Leu

Ser

Glu

80

Pro

Lys

Asp Asp Tyr

30

Glu Trp Vval



Ser

Lys

65

Leu

Ala

Trp

Pro

Thr

145

Thr

Pro

Thr

Asn

Ser

225

Glu

Gly

Gly

GIn

Lys

Gly

Ser

130

Ala

Val

Ala

Val

His

210

Cys

Gly

Arg

Met

Val

GIn

115

Val

Ala

Ser

Val

Pro

195

Lys

Asp

Ala

Asn

Phe

Asn

Pro

100

Gly

Phe

Leu

Trp

Leu

180

Ser

Pro

Lys

Pro

Trp

Thr

Ser

85

Gly

Thr

Pro

Gly

Asn

165

GIn

Ser

Ser

Thr

Ser
245

Asn

Ile

70

Leu

Tyr

Met

Leu

Cys

150

Ser

Ser

Ser

Asn

His

230

Val

Ser

55

Ser

Arg

Ser

Val

Ala

135

Leu

Gly

Ser

Leu

Thr

215

Thr

Phe

Glu

Arg

Thr

Gly

Thr

120

Pro

Val

Ala

Gly

Gly

200

Lys

Cys

Leu

Glu

Asp

Glu

Gly

105

Val

Ser

Lys

Leu

Leu

185

Thr

Val

Pro

Phe

Asn

Asp

Trp

Ser

Ser

Asp

Thr

170

Tyr

GIn

Asp

Pro

Pro
250

Gly

Ala

75

Thr

Ser

Lys

Tyr

155

Ser

Ser

Thr

Lys

Cys

235

Pro

Tyr

60

Lys

Ala

Asp

Ala

Ser

140

Phe

Gly

Leu

Tyr

Arg

220

Pro

Lys

Ala

Asn

Leu

Ala

Ser

125

Thr

Pro

Val

Ser

Ile

205

val

Ala

Pro

Asp

Ser

Tyr

Asp

110

Thr

Ser

Glu

Ser

190

Cys

Glu

Pro

Lys

Ser

Leu

Tyr

95

Asp

Lys

Gly

Pro

Thr

175

Val

Asn

Pro

Glu

Asp
255

Val

Tyr

80

Cys

Val

Gly

Gly

val

160

Phe

Val

Val

Lys

Ala

240

Thr



Leu

Ser

Glu

Thr

305

Asn

Pro

GIn

Val

val

385

Pro

Thr

Val

Leu

Met

His

Val

290

Tyr

Gly

Val

Ser

370

Glu

Pro

Val

Met

Ser
450

<210>
<211>

Glu

275

Arg

Lys

Glu

Tyr

355

Leu

Trp

Val

Asp

His

435

Pro

34
215

Ser

260

Asp

Asn

Val

Glu

Lys

340

Thr

Thr

Glu

Leu

Lys

420

Glu

Gly

Arg

Pro

Ala

Val

Tyr

325

Thr

Leu

Cys

Ser

Asp

405

Ser

Ala

Thr

Glu

Lys

Ser

310

Lys

Ile

Pro

Leu

Asn

390

Ser

Arg

Leu

Pro

Val

Thr

295

Val

Cys

Ser

Pro

Val

375

Gly

Asp

Trp

Glu

Lys

280

Lys

Leu

Lys

Lys

Ser

360

Lys

GIn

Gly

GIn

Asn
440

Val

265

Phe

Pro

Thr

Val

Ala

345

Arg

Gly

Pro

Ser

GIn

425

His

Thr

Asn

Arg

val

Ser

330

Lys

Glu

Phe

Glu

Phe

410

Gly

Tyr

Cys

Trp

Glu

Leu

315

Asn

Gly

Glu

Tyr

Asn

395

Phe

Asn

Thr

Val

Tyr

Glu

300

His

Lys

GIn

Met

Pro

380

Asn

Leu

Val

GIn

Val

Val

285

GIn

GIn

Ala

Pro

Thr

365

Ser

Tyr

Tyr

Phe

Lys
445

Val

270

Asp

Tyr

Asp

Leu

Arg

350

Lys

Asp

Lys

Ser

Ser

430

Ser

Asp

Gly

Asn

Trp

Pro

335

Glu

Asn

Ile

Thr

Lys

415

Cys

Leu

Val

Val

Ser

Leu

320

Ala

Pro

GIn

Ala

Thr

400

Leu

Ser

Ser



<212> PRT
<213>

<220>
<223>

<400> 34
Glu lle Vval
1

Glu Arg Ala

Tyr Leu Ala
35

50

Gly Ser Gly
65

Pro Glu Asp

Phe Thr Phe

Ala Pro Ser
115

Gly Thr Ala
130

Ala Lys Vval
145

GIn Glu Ser

Ser Ser Thr

Leu

Thr

20

Trp

Ala

Ser

Phe

Gly

100

Val

Ser

GIn

Val

Leu
180

Thr

5

Leu

Tyr

Ser

Gly

Ala

85

Pro

Phe

Val

Trp

Thr

165

Thr

GIn

Ser

GIn

Ser

Thr

70

Val

Gly

Val

Lys

150

Glu

Leu

Secuencia artificial

Sintética: P1-069069

Ser

Cys

GIn

Arg

55

Asp

Tyr

Thr

Phe

Cys

135

Val

GIn

Ser

LC

Pro

Arg

Lys

40

Ala

Phe

Tyr

Lys

Pro

120

Leu

Asp

Asp

Lys

Gly

Ala

25

Pro

Thr

Thr

Cys

Val

105

Pro

Leu

Asn

Ser

Ala
185

Thr

10

Ser

Gly

Gly

Leu

GIn

90

Asp

Ser

Asn

Ala

Lys

170

Asp

Leu

GIn

GIn

Thr

75

GIn

Ile

Asp

Asn

Leu

155

Asp

Tyr

Ser

Ser

Ala

Pro

60

Ile

Tyr

Lys

Glu

Phe

140

GIn

Ser

Glu

Leu

val

Pro

45

Asp

Ser

Gly

Arg

GIn

125

Tyr

Ser

Thr

Lys

Ser

Ser

30

Arg

Arg

Arg

Ser

Thr

110

Leu

Pro

Gly

Tyr

His
190

Pro

15

Ser

Leu

Phe

Leu

Ser

95

Val

Lys

Arg

Asn

Ser

175

Lys

Gly

Ser

Leu

Ser

Glu

80

Pro

Ala

Ser

Glu

Ser

160

Leu

Val



Tyr Ala Cys Glu Val Thr His GIn Gly Leu Ser Ser Pro Val Thr Lys

195

Ser Phe Asn Arg Gly Glu Cys

210

<210>
<211>
<212>
<213>

<220>
<223>

<400>
Glu Vval
1

Ser Leu

Ala Met

Ser Gly
50

Lys Gly

65

Leu GIn

Ala Lys

Trp Gly

<210>
<211>

35
123
PRT

215

Secuencia artificial

Sintética: P1-069071

35

GIn

Arg

His

35

Ile

Arg

Met

Val

GIn

115

36
108

Leu

Leu

20

Trp

Asn

Phe

Asn

Pro

100

Gly

Val

5

Ser

Val

Trp

Thr

Ser

85

Gly

Thr

Glu

Cys

Arg

Asn

Ile

70

Leu

Tyr

Met

Ser

Ala

GIn

Ser

55

Ser

Arg

Ser

Val

200

VH

Gly

Ala

Ala

40

Ala

Arg

Thr

Glu

Thr
120

Gly

Ser

25

Pro

Asp

Asp

Glu

Gly

105

Val

Gly

10

Gly

Ile

Asn

Asp

90

Trp

Ser

Leu

Phe

Lys

Gly

Ala

75

Thr

Ser

Val

Thr

Gly

Tyr

60

Lys

Ala

Asp

205

GIn

Leu

Leu

45

Ala

Asn

Leu

Ala

Pro

Glu

30

Glu

Asp

Ser

Tyr

Phe
110

Gly

15

Asp

Trp

Ser

Leu

Tyr

95

Asp

Lys

Glu

val

Val

Tyr

80

Cys

val



<212> PRT
<213>

<220>

<223>

<400> 36

Glu Ile Vval

1

Glu Arg Ala

Tyr Leu Ala
35

Ile Tyr Gly

50

Gly Ser Gly

65

Pro Glu Asp

Phe Thr Phe

<210> 37

<211> 452

<212> PRT

<213>

<220>

<223>

<400> 37

Leu

Thr

20

Trp

Ala

Ser

Phe

Gly
100

Thr

5

Leu

Tyr

Ser

Gly

Ala

85

Pro

GIn

Ser

GIn

Ser

Thr

70

Val

Gly

Secuencia artificial

Sintética: P1-069071

Ser

Cys

GIn

Arg

55

Asp

Thr

Secuencia artificial

VL

Pro

Arg

Lys

40

Ala

Phe

Tyr

Lys

Gly

Ala

25

Pro

Thr

Thr

Cys

Val
105

Thr
10

Ser

Gly

Gly

Leu

GIn

90

Asp

Sintética: P1-069071 1gG1.3 HC

Leu

GIn

GIn

Thr
75

GIn

Ile

Ser

Ser

Ala

Pro

60

Ile

Tyr

Lys

Leu

val

Pro

45

Asp

Ser

Gly

Ser

Ser

30

Arg

Arg

Arg

Ser

Pro

15

Ser

Leu

Phe

Leu

Ser
95

Gly

Ser

Leu

Ser

Glu

80

Pro

Glu vVal GIn Leu VvVal Glu Ser Gly Gly Gly Leu Val GIn Pro Gly Lys

1

5

10

15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Leu Glu Asp Glu

20

25

30



Ala

Ser

Lys

65

Leu

Ala

Trp

Pro

Thr

145

Thr

Pro

Thr

Asn

Ser

225

Glu

Met

Gly

Gly

GIn

Lys

Gly

Ser

130

Ala

val

Ala

Val

His

210

Cys

Gly

His

35

Arg

Met

Val

GIn

115

Val

Ala

Ser

Val

Pro

195

Lys

Asp

Ala

Trp

Asn

Phe

Asn

Pro

100

Gly

Phe

Leu

Trp

Leu

180

Ser

Pro

Lys

Pro

Val

Trp

Thr

Ser

85

Gly

Thr

Pro

Gly

Asn

165

GIn

Ser

Ser

Thr

Ser
245

Arg

Asn

Ile

70

Leu

Tyr

Met

Leu

Cys

150

Ser

Ser

Ser

Asn

His

230

Val

GIn

Ser

55

Ser

Arg

Ser

Val

Ala

135

Leu

Gly

Ser

Leu

Thr

215

Thr

Phe

Ala

40

Ala

Arg

Thr

Glu

Thr

120

Pro

val

Ala

Gly

Gly

200

Lys

Cys

Leu

Pro

Asp

Asp

Glu

Gly

105

val

Ser

Lys

Leu

Leu

185

Thr

val

Pro

Phe

Gly

Asn

Asp

Trp

Ser

Ser

Asp

Thr

170

Tyr

GIn

Asp

Pro

Pro
250

Lys

Gly

Ala

75

Thr

Ser

Lys

Tyr

155

Ser

Ser

Thr

Lys

Cys

235

Pro

Gly

Tyr

60

Lys

Ala

Asp

Ala

Ser

140

Phe

Gly

Leu

Tyr

Arg

220

Pro

Lys

Leu

45

Ala

Asn

Leu

Ala

Ser

125

Thr

Pro

Val

Ser

Ile

205

val

Ala

Pro

Glu

Asp

Ser

Tyr

Phe

110

Thr

Ser

Glu

Ser

190

Cys

Glu

Pro

Lys

Trp

Ser

Leu

Tyr

95

Asp

Lys

Gly

Pro

Thr

175

Val

Asn

Pro

Glu

Asp
255

Val

Val

Tyr

80

Cys

Val

Gly

Gly

val

160

Phe

Val

val

Lys

Ala

240

Thr



Leu

Ser

Glu

Thr

305

Asn

Pro

GIn

Val

val

385

Pro

Thr

Val

Leu

Met

His

Val

290

Tyr

Gly

Val

Ser

370

Glu

Pro

Val

Met

Ser
450

Glu

275

Arg

Lys

Glu

Tyr

355

Leu

Trp

Val

Asp

His

435

Pro

Ser

260

Asp

Asn

Val

Glu

Lys

340

Thr

Thr

Glu

Leu

Lys

420

Glu

Gly

Arg

Pro

Ala

Val

Tyr

325

Thr

Leu

Cys

Ser

Asp

405

Ser

Ala

Thr

Glu

Lys

Ser

310

Lys

Ile

Pro

Leu

Asn

390

Ser

Arg

Leu

Pro

Val

Thr

295

Val

Cys

Ser

Pro

Val

375

Gly

Asp

Trp

Glu

Lys

280

Lys

Leu

Lys

Lys

Ser

360

Lys

GIn

Gly

GIn

Asn
440

Val

265

Phe

Pro

Thr

Val

Ala

345

Arg

Gly

Pro

Ser

GIn

425

His

Thr

Asn

Arg

Val

Ser

330

Lys

Glu

Phe

Glu

Phe

410

Gly

Tyr

Cys

Trp

Glu

Leu

315

Asn

Gly

Glu

Tyr

Asn

395

Phe

Asn

Thr

Val

Tyr

Glu

300

His

Lys

GIn

Met

Pro

380

Asn

Leu

val

GIn

Val

Val

285

GIn

GIn

Ala

Pro

Thr

365

Ser

Tyr

Tyr

Phe

Lys
445

Val

270

Asp

Tyr

Asp

Leu

Arg

350

Lys

Asp

Lys

Ser

Ser

430

Ser

Asp

Gly

Asn

Trp

Pro

335

Glu

Asn

Ile

Thr

Lys

415

Cys

Leu

Val

Val

Ser

Leu

320

Ala

Pro

GIn

Ala

Thr

400

Leu

Ser

Ser



<210> 38

<211> 215
<212> PRT
<213>

<220>
<223>

<400> 38
Glu lle Vval
1

Glu Arg Ala

Tyr Leu Ala
35

Ile Tyr Gly
50

Gly Ser Gly
65

Pro Glu Asp

Phe Thr Phe

Ala Pro Ser
115

Gly Thr Ala
130

Ala Lys Vval
145

GIn Glu Ser

Leu

Thr

20

Trp

Ala

Ser

Phe

Gly

100

Val

Ser

GIn

Val

Thr

5

Leu

Tyr

Ser

Gly

Ala

85

Pro

Phe

Val

Trp

Thr
165

GIn

Ser

GIn

Ser

Thr

70

Val

Gly

Ile

Val

Lys

150

Glu

Secuencia artificial

Sintética: P1-069071

Ser

Cys

GIn

Arg

55

Asp

Tyr

Thr

Phe

Cys

135

Val

GIn

LC

Pro

Arg

Lys

40

Ala

Phe

Lys

Pro

120

Leu

Asp

Asp

Gly

Ala

25

Pro

Thr

Thr

Cys

Val

105

Pro

Leu

Asn

Ser

Thr

10

Ser

Gly

Gly

Leu

GIn

90

Asp

Ser

Asn

Ala

Lys
170

Leu

GIn

GIn

Thr
75

GIn

Asp

Asn

Leu

155

Asp

Ser

Ser

Ala

Pro

60

Ile

Lys

Glu

Phe

140

GIn

Ser

Leu

Val

Pro

45

Asp

Ser

Gly

Arg

GIn

125

Tyr

Ser

Thr

Ser

Ser

30

Arg

Arg

Arg

Ser

Thr

110

Leu

Pro

Gly

Tyr

Pro

15

Ser

Leu

Phe

Leu

Ser

95

Val

Lys

Arg

Asn

Ser
175

Gly

Ser

Leu

Ser

Glu

80

Pro

Ala

Ser

Glu

Ser

160

Leu



Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val

180

185

190

Tyr Ala Cys Glu Val Thr His GIn Gly Leu Ser Ser Pro Val Thr Lys

195

Ser Phe Asn Arg Gly Glu Cys

210

<210>
<211>
<212>
<213>

<220>
<223>

<400>
Glu Vval
1

Ser Leu

Ala Met

Ser Gly

50

Lys Gly

65

Leu GIn

Ala Lys

Trp Gly

39
123
PRT

215

Secuencia artificial

Sintética: P1-069073

39

GIn

Arg

His

35

Arg

Met

Val

GIn
115

Leu

Leu

20

Trp

Asn

Phe

Asn

Pro

100

Gly

Val

5

Ser

Val

Trp

Thr

Ser

85

Gly

Thr

Glu

Cys

Arg

Asn

Ile

70

Leu

Tyr

Met

Ser

Ala

GIn

Ser

55

Ser

Arg

Ser

Val

200

VH

Gly Gly

Ala Ser
25

Ala Pro
40

Ala Glu

Arg Asp

Thr Glu

Gly Gly

105

Thr Val
120

Gly

10

Gly

Gly

Ile

Asn

Asp

90

Trp

Ser

Leu

Phe

Lys

Gly

Ala

75

Thr

Ser

Val

Thr

Gly

Tyr

60

Lys

Ala

Asp

205

GIn

Leu

Leu

45

Ala

Asn

Leu

Ala

Pro

Glu

30

Glu

Asp

Ser

Tyr

Glu
110

Gly

15

Asp

Trp

Ser

Leu

Tyr

95

Asp

Lys

Glu

Val

Val

Tyr

80

Cys

Val



<210> 40

<211> 108

<212> PRT

<213>

<220>

<223>

<400> 40

Glu Ile Vval

1

Glu Arg Ala

Tyr Leu Ala
35

Ile Tyr Gly

50

Gly Ser Gly

65

Pro Glu Asp

Phe Thr Phe

<210> 41

<211> 452

<212> PRT

<213>

<220>

<223>

<400> 41

Leu

Thr

20

Trp

Ala

Ser

Phe

Gly
100

Thr

5

Leu

Tyr

Ser

Gly

Ala

85

Pro

GIn

Ser

GIn

Ser

Thr

70

Val

Gly

Secuencia artificial

Sintética: P1-069073

Ser

Cys

GIn

Arg

55

Asp

Thr

Secuencia artificial

VL

Pro

Arg

Lys

40

Ala

Phe

Tyr

Lys

Gly

Ala

25

Pro

Thr

Thr

Cys

Val
105

Thr
10

Ser

Gly

Gly

Leu

GIn

90

Asp

Sintética: P1-069073 1gG1.3 HC

Leu

GIn

GIn

Thr
75

GIn

Ser

Ser

Ala

Pro

60

Ile

Lys

Leu

Val

Pro

45

Asp

Ser

Gly

Ser

Ser

30

Arg

Arg

Arg

Ser

Pro

15

Ser

Leu

Phe

Leu

Ser
95

Gly

Ser

Leu

Ser

Glu

80

Pro

Glu Val GIn Leu Val Glu Ser Gly Gly Gly Leu Val GIn Pro Gly Lys

1

5

10

15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Leu Glu Asp Glu

20

25

30



Ala

Ser

Lys

65

Leu

Ala

Trp

Pro

Thr

145

Thr

Pro

Thr

Asn

Ser
225

Met

Gly

Gly

GIn

Lys

Gly

Ser

130

Ala

val

Ala

Val

His

210

Cys

His

35

Arg

Met

Val

GIn

115

Val

Ala

Ser

Val

Pro

195

Lys

Asp

Trp

Asn

Phe

Asn

Pro

100

Gly

Phe

Leu

Trp

Leu

180

Ser

Pro

Lys

Val

Trp

Thr

Ser

85

Gly

Thr

Pro

Gly

Asn

165

GIn

Ser

Ser

Thr

Arg

Asn

Ile

70

Leu

Tyr

Met

Leu

Cys

150

Ser

Ser

Ser

Asn

His
230

GIn

Ser

55

Ser

Arg

Ser

Val

Ala

135

Leu

Gly

Ser

Leu

Thr

215

Thr

Ala

40

Ala

Arg

Thr

Gly

Thr

120

Pro

Val

Ala

Gly

Gly

200

Lys

Cys

Pro

Glu

Asp

Glu

Gly

105

Val

Ser

Lys

Leu

Leu

185

Thr

Val

Pro

Gly

Asn

Asp

Trp

Ser

Ser

Asp

Thr

170

Tyr

GIn

Asp

Pro

Lys

Gly

Ala

75

Thr

Ser

Lys

Tyr

155

Ser

Ser

Thr

Lys

Cys
235

Gly

Tyr

60

Lys

Ala

Asp

Ala

Ser

140

Phe

Gly

Leu

Tyr

Arg

220

Pro

Leu

45

Ala

Asn

Leu

Ala

Ser

125

Thr

Pro

Val

Ser

Ile

205

Val

Ala

Glu

Asp

Ser

Tyr

Glu

110

Thr

Ser

Glu

His

Ser

190

Glu

Pro

Trp

Ser

Leu

Tyr

95

Asp

Lys

Gly

Pro

Thr

175

val

Asn

Pro

Glu

Val

Val

Tyr

80

Cys

Val

Gly

Gly

Val

160

Phe

Val

val

Lys

Ala
240



Glu

Leu

Ser

Glu

Thr

305

Asn

Pro

GIn

val

Val

385

Pro

Thr

val

Leu

Gly

Met

His

Val

290

Tyr

Gly

Ile

Val

Ser

370

Glu

Pro

Val

Met

Ser
450

Ala

Ile

Glu

275

Arg

Lys

Glu

Tyr

355

Leu

Trp

Val

Asp

His

435

Pro

Pro

Ser

260

Asp

Asn

Val

Glu

Lys

340

Thr

Thr

Glu

Leu

Lys

420

Glu

Gly

Ser

245

Arg

Pro

Ala

Val

Tyr

325

Thr

Leu

Cys

Ser

Asp

405

Ser

Ala

Val

Thr

Glu

Lys

Ser

310

Lys

Ile

Pro

Leu

Asn

390

Ser

Arg

Leu

Phe

Pro

Val

Thr

295

Val

Cys

Ser

Pro

Val

375

Gly

Asp

Trp

Leu

Glu

Lys

280

Lys

Leu

Lys

Lys

Ser

360

Lys

GIn

Gly

GIn

Asn
440

Phe

val

265

Phe

Pro

Thr

val

Ala

345

Arg

Gly

Pro

Ser

GIn

425

His

Pro

250

Thr

Asn

Arg

Val

Ser

330

Lys

Glu

Phe

Glu

Phe

410

Gly

Tyr

Pro

Cys

Trp

Glu

Leu

315

Asn

Gly

Glu

Tyr

Asn

395

Phe

Asn

Thr

Lys

Val

Tyr

Glu

300

His

Lys

GIn

Met

Pro

380

Asn

Leu

val

GIn

Pro

Val

Val

285

GIn

GIn

Ala

Pro

Thr

365

Ser

Tyr

Tyr

Phe

Lys
445

Lys

Val

270

Asp

Tyr

Asp

Leu

Arg

350

Lys

Asp

Lys

Ser

Ser

430

Ser

Asp

255

Asp

Gly

Asn

Trp

Pro

335

Glu

Asn

Ile

Thr

Lys

415

Cys

Leu

Thr

Val

Val

Ser

Leu

320

Pro

GIn

Ala

Thr

400

Leu

Ser

Ser



<210> 42

<211> 215
<212> PRT
<213>

<220>
<223>

<400> 42
Glu lle Vval
1

Glu Arg Ala

Tyr Leu Ala
35

Ile Tyr Gly
50

Gly Ser Gly
65

Pro Glu Asp

Phe Thr Phe

Ala Pro Ser
115

Gly Thr Ala
130

Ala Lys Val
145

GIn Glu Ser

Leu

Thr

20

Trp

Ala

Ser

Phe

Gly

100

Val

Ser

GIn

Val

Thr

5

Leu

Tyr

Ser

Gly

Ala

85

Pro

Phe

Val

Trp

Thr
165

GIn

Ser

GIn

Ser

Thr

70

Val

Gly

Ile

Val

Lys

150

Glu

Secuencia artificial

Sintética: P1-069073

Ser

Cys

GIn

Arg

55

Asp

Tyr

Thr

Phe

Cys

135

Val

GIn

LC

Pro
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Ala

Asn

Leu

Ala

Tyr

His

190

val

Pro

Glu

30

Glu

Asp

Ser

Tyr

Glu
110

Ser
175

Lys

Thr

Gly

15

Asp

Trp

Ser

Leu

Tyr

95

Asp

Leu

Val

Lys

Lys

Val

val

Tyr

80

Cys

Val



Trp Gly GIn Gly Thr Met Vval

115
<210> 52
<211> 108
<212> PRT
<213>
<220>
<223>
<400> 52
Glu l1le Vval
1
Glu Arg Ala
Tyr Leu Ala
35
Ile Tyr Gly
50
Gly Ser Gly
65
Pro Glu Asp
Phe Thr Phe
<210> 53
<211> 452
<212> PRT
<213>
<220>
<223>

<400> 53

Leu

Thr

20

Trp

Ala

Ser

Phe

Gly
100

Thr

5

Leu

Tyr

Ser

Gly

Ala

85

Pro

GIn

Ser

GIn

Ser

Thr

70

Val

Gly

Secuencia artificial

Sintética: P1-068761

Ser

Cys

GIn

Arg

55

Tyr

Thr

Secuencia artificial

Thr
120

VL

Pro

Arg

Lys

40

Ala

Phe

Tyr

Lys

Val

Gly

Ala

25

Pro

Thr

Thr

Cys

Val
105

Ser

Thr
10

Ser

Gly

Gly

Leu

GIn

90

Asp

Sintética: P1-068761 1gG1.3 HC

Ser

Leu

GIn

GIn

Ile

Thr

75

GIn

Ser

Ser

Ala

Pro

60

Ile

Tyr

Lys

Leu

Val

Pro

45

Asp

Ser

Gly

Ser

Ser

30

Arg

Arg

Arg

Ser

Pro

15

Ser

Leu

Phe

Leu

Ser
95

Gly

Ser

Leu

Ser

Glu

80

Pro



Glu

Ser

Ala

Ser

Lys

65

Leu

Ala

Trp

Pro

Thr

145

Thr

Pro

Thr

Asn

val

Leu

Met

Gly

Gly

GIn

Lys

Gly

Ser

130

Ala

Val

Ala

val

His
210

GIn

Arg

His

35

Arg

Met

Val

GIn

115

Val

Ala

Ser

Val

Pro

195

Lys

Leu

Leu

20

Trp

Asn

Phe

Asn

Pro

100

Gly

Phe

Leu

Trp

Leu

180

Ser

Pro

Val

Ser

Val

Trp

Thr

Ser

85

Gly

Thr

Pro

Gly

Asn

165

GIn

Ser

Ser

Glu

Cys

Arg

Asn

Ile

70

Leu

Tyr

Met

Leu

Cys

150

Ser

Ser

Ser

Asn

Ser

Ala

GIn

Ser

55

Ser

Arg

Ser

Val

Ala

135

Leu

Gly

Ser

Leu

Thr
215

Gly

Ala

Ala

40

Glu

Arg

Thr

Thr

120

Pro

val

Ala

Gly

Gly

200

Lys

Gly

Ser

25

Pro

Glu

Asp

Glu

Gly

105

val

Ser

Lys

Leu

Leu

185

Thr

val

Gly
10

Gly

Gly

Asn

Asp

90

Trp

Ser

Ser

Asp

Thr

170

Tyr

GIn

Asp

Leu

Phe

Lys

Gly

Ala

75

Thr

Ser

Lys

Tyr

155

Ser

Ser

Thr

Lys

Val

Thr

Gly

Tyr

60

Lys

Ala

Asp

Ala

Ser

140

Phe

Gly

Leu

Tyr

Arg
220

GIn

Leu

Leu

45

Ala

Asn

Leu

Ala

Ser

125

Thr

Pro

Val

Ser

Ile

205

Val

Pro

Glu

30

Glu

Asp

Ser

Tyr

Glu

110

Thr

Ser

Glu

Ser
190

Cys

Glu

Gly

15

Asp

Trp

Ser

Leu

Tyr

95

Asp

Lys

Gly

Pro

Thr

175

val

Asn

Pro

Lys

Glu

Val

val

Tyr

80

Cys

Val

Gly

Gly

Val

160

Phe

val

Val

Lys



Ser

225

Glu

Leu

Ser

Glu

Thr

305

Asn

Pro

GIn

Val

Val

385

Pro

Thr

Cys

Gly

Met

His

val

290

Tyr

Gly

Ile

val

Ser

370

Glu

Pro

val

Asp

Ala

Ile

Glu

275

Arg

Lys

Glu

Tyr

355

Leu

Trp

Val

Asp

Lys

Pro

Ser

260

Asp

Asn

Val

Glu

Lys

340

Thr

Thr

Glu

Leu

Lys
420

Thr

Ser

245

Arg

Pro

Ala

Val

Tyr

325

Thr

Leu

Ser

Asp
405

Ser

His

230

Val

Thr

Glu

Lys

Ser

310

Lys

Ile

Pro

Leu

Asn

390

Ser

Arg

Thr

Phe

Pro

Val

Thr

295

Val

Cys

Ser

Pro

Val

375

Gly

Asp

Trp

Cys

Leu

Glu

Lys

280

Lys

Leu

Lys

Lys

Ser

360

Lys

GIn

Gly

GIn

Pro

Phe

Val

265

Phe

Pro

Thr

Val

Ala

345

Arg

Gly

Pro

Ser

GIn
425

Pro

Pro

250

Thr

Asn

Arg

Val

Ser

330

Lys

Glu

Phe

Glu

Phe

410

Gly

Cys

235

Pro

Cys

Trp

Glu

Leu

315

Asn

Gly

Glu

Tyr

Asn

395

Phe

Asn

Pro

Lys

val

Tyr

Glu

300

His

Lys

GIn

Met

Pro

380

Asn

Leu

Val

Ala

Pro

val

Val

285

GIn

GIn

Ala

Pro

Thr

365

Ser

Tyr

Tyr

Phe

Pro

Lys

val

270

Asp

Tyr

Asp

Leu

Arg

350

Lys

Asp

Lys

Ser

Ser
430

Glu

Asp

255

Asp

Gly

Asn

Trp

Pro

335

Glu

Asn

Thr

Lys
415

Cys

Ala

240

Thr

val

Val

Ser

Leu

320

Ala

Pro

GIn

Thr
400

Leu

Ser



Val Met His Glu Ala Leu His Asn His Tyr Thr GIn Lys Ser Leu Ser

435

Leu Ser Pro Gly

450

<210>
<211>
<212>
<213>

<220>
<223>

<400>
Glu lle
1

Glu Arg

Tyr Leu

Ile Tyr

50

Gly Ser

65

Pro Glu

Phe Thr

Ala Pro

Gly Thr
130

54
215
PRT

Secuencia artificial

Sintética: P1-068761

54

Val

Ala

Ala

35

Gly

Gly

Asp

Phe

Ser

115

Ala

Leu

Thr

20

Trp

Ala

Ser

Phe

Gly

100

Val

Ser

Thr

Leu

Tyr

Ser

Gly

Ala

85

Pro

Phe

Val

GIn

Ser

GIn

Ser

Thr

70

Val

Gly

Ile

Val

Ser

Cys

GIn

Arg

55

Tyr

Thr

Phe

Cys
135

440

LC

Pro

Arg

Lys

40

Ala

Phe

Tyr

Lys

Pro

120

Leu

Gly

Ala

25

Pro

Thr

Thr

Cys

Val

105

Pro

Leu

Thr

10

Ser

Gly

Gly

Leu

GIn

90

Asp

Ser

Asn

Leu

GIn

GIn

Ile

Thr

75

GIn

Asp

Asn

Ser

Ser

Ala

Pro

60

Ile

Tyr

Lys

Glu

Phe
140

445

Leu

Val

Pro

45

Asp

Ser

Gly

Arg

GIn

125

Tyr

Ser

Ser

30

Arg

Arg

Arg

Ser

Thr

110

Leu

Pro

Pro

15

Ser

Leu

Phe

Leu

Ser

95

val

Lys

Arg

Gly

Ser

Leu

Ser

Glu

80

Pro

Ala

Ser

Glu



Ala Lys Val
145

GIn Glu Ser

Ser Ser Thr

Tyr Ala Cys
195

Ser Phe Asn
210

<210> 55

<211> 123
<212> PRT
<213>

<220>
<223>

<400> 55

Glu Vval GIn
1

Ser Leu Arg

Ala Met His
35

Ser Gly lle
50

Lys Gly Arg
65

Leu GIn Met

GIn

Val

Leu

180

Glu

Arg

Leu

Leu

20

Trp

Asp

Phe

Asn

Trp Lys
150

Thr Glu

165

Thr Leu

Val Thr

Gly Glu

Val Glu

Ser Cys

Val Arg

Trp Asn

Thr 1le

70

Ser Leu
85

Val

GIn

Ser

His

Cys
215

Secuencia artificial

Sintética: P1-068767

Ser

Ala

GIn

Ser

55

Ser

Arg

Asp

Asp

Lys

GIn
200

VH

Gly

Ala

Ala

40

Glu

Arg

Thr

Asn

Ser

Ala

185

Gly

Gly

Ser

25

Pro

Asn

Asp

Glu

Ala

Lys

170

Asp

Leu

Gly
10

Gly

Gly

Asn

Asp

Leu

155

Asp

Tyr

Ser

Leu

Phe

Lys

Gly

Ala

75

Thr

GIn

Ser

Glu

Ser

Val

Thr

Gly

Tyr

60

Lys

Ala

Ser

Thr

Lys

Pro
205

GIn

Leu

Leu

45

Ala

Asn

Leu

Gly

Tyr

His

190

val

Pro

Glu

30

Glu

Asp

Ser

Tyr

Asn

Ser

175

Lys

Thr

Gly

15

Asp

Trp

Ser

Leu

Tyr
95

Ser

160

Leu

Val

Lys

Lys

Val

val

Tyr

80

Cys



Ala Lys Vval Pro Gly Tyr Ser

100

Trp Gly GIn Gly Thr Met Val

115
<210> 56
<211> 108
<212> PRT
<213>
<220>
<223>
<400> 56
Glu Ile Vval
1
Glu Arg Ala
Tyr Leu Ala
35
Ile Tyr Gly
50
Gly Ser Gly
65
Pro Glu Asp
Phe Thr Phe
<210> 57
<211> 452
<212> PRT
<213>
<220>
<223>

Leu

Thr

20

Trp

Ala

Ser

Phe

Gly
100

Thr

Leu

Tyr

Ser

Gly

Ala

85

Pro

GIn

Ser

GIn

Ser

Thr

70

Val

Gly

Secuencia artificial

Sintética: P1-068767

Ser

Cys

GIn

Arg

55

Tyr

Thr

Secuencia artificial

Gly Gly Trp 1le Asp Ala Glu Asp Asp

Thr
120

VL

Pro

Arg

Lys

40

Ala

Phe

Tyr

Lys

105

val

Gly

Ala

25

Pro

Thr

Thr

Cys

Val
105

Ser

Thr
10

Ser

Gly

Gly

Leu

GIn

90

Asp

Sintética: P1-068767 1gG1.3 HC

Ser

Leu

GIn

GIn

Ile

Thr

75

GIn

Ser

Ser

Ala

Pro

60

Ile

Tyr

Lys

Leu

Val

Pro

45

Asp

Ser

Gly

110

Ser

Ser

30

Arg

Arg

Arg

Ser

Pro

15

Ser

Leu

Phe

Leu

Ser
95

Gly

Ser

Leu

Ser

Glu

80

Pro



<400>

Glu Vval

1

Ser Leu

Ala Met

Ser Gly

Lys Gly

65

Leu GIn

Ala Lys

Trp Gly

Pro Ser

130

Thr Ala

145

Thr Val

Pro Ala

Thr Val

57

GIn

Arg

His

35

Arg

Met

Val

GIn

115

Val

Ala

Ser

Val

Pro
195

Leu

Leu

20

Trp

Asp

Phe

Asn

Pro

100

Gly

Phe

Leu

Trp

Leu

180

Ser

Val

Ser

Val

Trp

Thr

Ser

85

Gly

Thr

Pro

Gly

Asn

165

GIn

Ser

Glu

Cys

Arg

Asn

Ile

70

Leu

Tyr

Met

Leu

Cys

150

Ser

Ser

Ser

Ser

Ala

GIn

Ser

55

Ser

Arg

Ser

Val

Ala

135

Leu

Gly

Ser

Leu

Gly

Ala

Ala

40

Glu

Arg

Thr

Gly

Thr

120

Pro

Val

Ala

Gly

Gly
200

Gly

Ser

25

Pro

Asn

Asp

Glu

Gly

105

Val

Ser

Lys

Leu

Leu

185

Thr

Gly
10

Gly

Gly

Asn

Asp

90

Trp

Ser

Ser

Asp

Thr

170

Tyr

GIn

Leu

Phe

Lys

Gly

Ala

75

Thr

Ile

Ser

Lys

Tyr

155

Ser

Ser

Thr

Val

Thr

Gly

Tyr

60

Lys

Ala

Asp

Ala

Ser

140

Phe

Gly

Leu

Tyr

GIn

Leu

Leu

45

Ala

Asn

Leu

Ala

Ser

125

Thr

Pro

val

Ser

Ile
205

Pro

Glu

30

Glu

Asp

Ser

Tyr

Glu

110

Thr

Ser

Glu

Ser
190

Cys

Gly

15

Asp

Trp

Ser

Leu

Tyr

95

Asp

Lys

Gly

Pro

Thr

175

Val

Asn

Lys

Tyr

val

Val

Tyr

80

Cys

Asp

Gly

Gly

Val

160

Phe

Val

Val



Asn

Ser

225

Glu

Leu

Ser

Glu

Thr

305

Asn

Pro

GIn

Val

Val

385

Pro

Thr

His

210

Cys

Gly

Met

Val

290

Tyr

Gly

Ile

Val

Ser

370

Glu

Pro

Val

Lys

Asp

Ala

Ile

Glu

275

Arg

Lys

Glu

Tyr

355

Leu

Trp

Val

Asp

Pro

Lys

Pro

Ser

260

Asp

Asn

Val

Glu

Lys

340

Thr

Thr

Glu

Leu

Lys
420

Ser

Thr

Ser

245

Arg

Pro

Ala

Val

Tyr

325

Thr

Leu

Ser

Asp
405

Ser

Asn

His

230

Val

Thr

Glu

Lys

Ser

310

Lys

Ile

Pro

Leu

Asn

390

Ser

Arg

Thr

215

Thr

Phe

Pro

Val

Thr

295

Val

Cys

Ser

Pro

Val

375

Gly

Asp

Trp

Lys

Cys

Leu

Glu

Lys

280

Lys

Leu

Lys

Lys

Ser

360

Lys

GIn

Gly

GIn

Val

Pro

Phe

val

265

Phe

Pro

Thr

val

Ala

345

Arg

Gly

Pro

Ser

GIn
425

Asp

Pro

Pro

250

Thr

Asn

Arg

Val

Ser

330

Lys

Glu

Phe

Glu

Phe

410

Gly

Lys

Cys

235

Pro

Cys

Trp

Glu

Leu

315

Asn

Gly

Glu

Tyr

Asn

395

Phe

Asn

Arg

220

Pro

Lys

val

Tyr

Glu

300

His

Lys

GIn

Met

Pro

380

Asn

Leu

Val

Val

Ala

Pro

val

Val

285

GIn

GIn

Ala

Pro

Thr

365

Ser

Tyr

Tyr

Phe

Glu

Pro

Lys

val

270

Asp

Tyr

Asp

Leu

Arg

350

Lys

Asp

Lys

Ser

Ser
430

Pro

Glu

Asp

255

Asp

Gly

Asn

Trp

Pro

335

Glu

Asn

Thr

Lys
415

Cys

Lys

Ala

240

Thr

val

Val

Ser

Leu

320

Ala

Pro

GIn

Thr
400

Leu

Ser



Val Met His Glu Ala Leu His Asn His Tyr Thr GIn Lys Ser Leu Ser

435

Leu Ser Pro Gly

450

<210>
<211>
<212>
<213>

<220>
<223>

<400>
Glu lle
1

Glu Arg

Tyr Leu

Ile Tyr

50

Gly Ser

65

Pro Glu

Phe Thr

Ala Pro

Gly Thr
130

58
215
PRT

Secuencia artificial

Sintética: P1-068767

58

Val

Ala

Ala

35

Gly

Gly

Asp

Phe

Ser

115

Ala

Leu

Thr

20

Trp

Ala

Ser

Phe

Gly

100

Val

Ser

Thr

Leu

Tyr

Ser

Gly

Ala

85

Pro

Phe

Val

GIn

Ser

GIn

Ser

Thr

70

Val

Gly

Ile

Val

Ser

Cys

GIn

Arg

55

Asp

Tyr

Thr

Phe

Cys
135

440

LC

Pro

Arg

Lys

40

Ala

Phe

Tyr

Lys

Pro

120

Leu

Gly

Ala

25

Pro

Thr

Thr

Cys

val

105

Pro

Leu

Thr

10

Ser

Gly

Gly

Leu

GIn

90

Asp

Ser

Asn

Leu

GIn

GIn

Ile

Thr

75

GIn

Asp

Asn

Ser

Ser

Ala

Pro

60

Ile

Tyr

Lys

Glu

Phe
140

445

Leu

Val

Pro

45

Asp

Ser

Gly

Arg

GIn

125

Tyr

Ser

Ser

30

Arg

Arg

Arg

Ser

Thr

110

Leu

Pro

Pro

15

Ser

Leu

Phe

Leu

Ser

95

val

Lys

Arg

Gly

Ser

Leu

Ser

Glu

80

Pro

Ala

Ser

Glu



Ala Lys Val
145

GIn Glu Ser

Ser Ser Thr

Tyr Ala Cys
195

Ser Phe Asn
210

<210> 59

<211> 123
<212> PRT
<213>

<220>
<223>

<400> 59

Glu Vval GIn
1

Ser Leu Arg

Ala Met His
35

Ser Gly lle
50

Lys Gly Arg
65

Leu GIn Met

GIn

Val

Leu

180

Glu

Arg

Leu

Leu

20

Trp

Asp

Phe

Asn

Trp

Thr

165

Thr

Val

Gly

Val

Ser

Val

Trp

Thr

Ser
85

Lys

150

Glu

Leu

Thr

Glu

Glu

Cys

Arg

Asn

Ile

70

Leu

Val

GIn

Ser

His

Cys
215

Secuencia artificial

Sintética: P1-068773

Ser

Ala

GIn

Ser

55

Ser

Arg

Asp

Asp

Lys

GIn
200

VH

Gly

Ala

Ala

40

Asp

Arg

Thr

Asn

Ser

Ala

185

Gly

Gly

Ser

25

Pro

Asn

Asp

Glu

Ala

Lys

170

Asp

Leu

Gly
10

Gly

Gly

Asn

Asp

Leu

155

Asp

Tyr

Ser

Leu

Phe

Lys

Gly

Ala

75

Thr

GIn

Ser

Glu

Ser

Val

Thr

Gly

Tyr

60

Lys

Ala

Ser

Thr

Lys

Pro
205

GIn

Leu

Leu

45

Ala

Asn

Leu

Gly

Tyr

His

190

Val

Pro

Glu

30

Glu

Asp

Ser

Tyr

Asn

Ser

175

Lys

Thr

Gly

15

Asp

Trp

Ser

Leu

Tyr
95

Ser

160

Leu

val

Lys

Tyr

val

val

Tyr

80

Cys



Ala Lys Vval Pro Gly Tyr Ser

100

Trp Gly GIn Gly Thr Met Val

115
<210> 60
<211> 108
<212> PRT
<213>
<220>
<223>
<400> 60
Glu Ile Vval
1
Glu Arg Ala
Tyr Leu Ala
35
Ile Tyr Gly
50
Gly Ser Gly
65
Pro Glu Asp
Phe Thr Phe
<210> 61
<211> 452
<212> PRT
<213>

<220>

Leu

Thr

20

Trp

Ala

Ser

Phe

Gly
100

Thr

Leu

Tyr

Ser

Gly

Ala

85

Pro

GIn

Ser

GIn

Ser

Thr

70

Val

Gly

Secuencia artificial

Sintética: P1-068773

Ser

Cys

GIn

Arg

55

Asp

Tyr

Thr

Secuencia artificial

Gly Gly Trp Ile Asp Ala Glu Asp Asp

Thr
120

VL

Pro

Arg

Lys

40

Ala

Phe

Tyr

Lys

105

Val

Gly

Ala

25

Pro

Thr

Thr

Cys

val
105

Ser

Thr
10

Ser

Gly

Gly

Leu

GIn

90

Asp

Ser

Leu

GIn

GIn

Ile

Thr

75

GIn

Ser

Ser

Ala

Pro

60

Ile

Tyr

Lys

Leu

Val

Pro

45

Asp

Ser

Gly

110

Ser

Ser

30

Arg

Arg

Arg

Ser

Pro

15

Ser

Leu

Phe

Leu

Ser
95

Gly

Ser

Leu

Ser

Glu

80

Pro



<223>
<400>
Glu Vval
1

Ser Leu

Ala Met

Ser Gly

Lys Gly

65

Leu GIn

Ala Lys

Trp Gly

Pro Ser

130

Thr Ala

145

Thr Val

Pro Ala

Thr Val

61

GIn

Arg

His

35

Arg

Met

Val

GIn

115

Val

Ala

Ser

Val

Pro
195

Leu

Leu

20

Trp

Asp

Phe

Asn

Pro

100

Gly

Phe

Leu

Trp

Leu

180

Ser

Val

5

Ser

Val

Trp

Thr

Ser

85

Gly

Thr

Pro

Gly

Asn

165

GIn

Ser

Glu

Cys

Arg

Asn

Ile

70

Leu

Tyr

Met

Leu

Cys

150

Ser

Ser

Ser

Sintética: P1-068773

Ser

Ala

GIn

Ser

55

Ser

Arg

Ser

Val

Ala

135

Leu

Gly

Ser

Leu

1gG1.3 HC

Gly Gly Gly

Ala

Ala

40

Asp

Arg

Thr

Gly

Thr

120

Pro

Val

Ala

Gly

Gly
200

Ser

25

Pro

Asn

Asp

Glu

Gly

105

Val

Ser

Lys

Leu

Leu

185

Thr

10

Gly

Gly

Asn

Asp

90

Trp

Ser

Ser

Asp

Thr

170

Tyr

GIn

Leu

Phe

Lys

Gly

Ala

75

Thr

Ile

Ser

Lys

Tyr

155

Ser

Ser

Thr

Val

Thr

Gly

Tyr

60

Lys

Ala

Asp

Ala

Ser

140

Phe

Gly

Leu

Tyr

GIn

Leu

Leu

45

Ala

Asn

Leu

Ala

Ser

125

Thr

Pro

val

Ser

Ile
205

Pro

Glu

30

Glu

Asp

Ser

Tyr

Glu

110

Thr

Ser

Glu

Ser
190

Cys

Gly

15

Asp

Trp

Ser

Leu

Tyr

95

Asp

Lys

Gly

Pro

Thr

175

Val

Asn

Lys

Tyr

val

Val

Tyr

80

Cys

Asp

Gly

Gly

val

160

Phe

Val

Val



Asn

Ser

225

Glu

Leu

Ser

Glu

Thr

305

Asn

Pro

GIn

Val

Val

385

Pro

His

210

Cys

Gly

Met

Val
290

Tyr

Gly

Val

Ser

370

Glu

Pro

Lys

Asp

Ala

Glu

275

Arg

Lys

Glu

Tyr

355

Leu

Trp

Val

Pro

Lys

Pro

Ser

260

Asp

Asn

Val

Glu

Lys

340

Thr

Thr

Glu

Leu

Ser

Thr

Ser

245

Arg

Pro

Ala

Val

Tyr

325

Thr

Leu

Cys

Ser

Asp
405

Asn

His

230

Val

Thr

Glu

Lys

Ser

310

Lys

Pro

Leu

Asn

390

Ser

Thr

215

Thr

Phe

Pro

Val

Thr

295

Val

Cys

Ser

Pro

Val

375

Gly

Asp

Lys

Cys

Leu

Glu

Lys

280

Lys

Leu

Lys

Lys

Ser

360

Lys

GIn

Gly

Val

Pro

Phe

Val

265

Phe

Pro

Thr

Val

Ala

345

Arg

Gly

Pro

Ser

Asp

Pro

Pro

250

Thr

Asn

Arg

Val

Ser

330

Lys

Glu

Phe

Glu

Phe
410

Lys

Cys

235

Pro

Cys

Trp

Glu

Leu

315

Asn

Gly

Glu

Tyr

Asn

395

Phe

Arg

220

Pro

Lys

Val

Tyr

Glu

300

Lys

GIn

Met

Pro

380

Asn

Leu

Val

Ala

Pro

Val

Val

285

GIn

GIn

Ala

Pro

Thr

365

Ser

Tyr

Tyr

Glu

Pro

Lys

Val

270

Asp

Tyr

Asp

Leu

Arg

350

Lys

Asp

Lys

Ser

Pro

Glu

Asp

255

Asp

Gly

Asn

Trp

Pro

335

Glu

Asn

Thr

Lys
415

Lys

Ala

240

Thr

Val

Val

Ser

Leu

320

Ala

Pro

GIn

Ala

Thr

400

Leu



Thr Val Asp Lys Ser Arg Trp GIn GIn Gly Asn Val Phe Ser Cys Ser

420

425

430

Val Met His Glu Ala Leu His Asn His Tyr Thr GIn Lys Ser Leu Ser

435

Leu Ser Pro
450

<210> 62

<211> 215
<212> PRT
<213>

<220>
<223>

<400> 62
Glu lle Vval
1

Glu Arg Ala

Tyr Leu Ala
35

50

Gly Ser Gly
65

Pro Glu Asp

Phe Thr Phe

Ala Pro Ser
115

Gly

Leu

Thr
20

Trp

Ala

Ser

Phe

Gly

100

Val

Thr

Leu

Tyr

Ser

Gly

Ala

85

Pro

Phe

GIn

Ser

GIn

Ser

Thr

70

Val

Gly

Ile
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Ser

Cys

GIn

Arg

55

Asp

Tyr

Thr

Phe

440

LC

Pro

Arg

Lys

40

Ala

Phe

Tyr

Lys

Pro
120

Gly

Ala

25

Pro

Thr

Thr

Cys

Val

105

Pro

Thr

10

Ser

Gly

Gly

Leu

GIn

90

Asp

Ser

Leu

GIn

GIn

Thr
75

GIn

Asp

Ser

Ser

Ala

Pro

60

Ile

Tyr

Lys

Glu

445

Leu

val

Pro

45

Asp

Ser

Gly

Arg

GIn
125

Ser

Ser

30

Arg

Arg

Ser

Thr

110

Leu

Pro

15

Ser

Leu

Phe

Leu

Ser

95

Val

Lys

Ser

Leu

Ser

Glu

80

Pro

Ala

Ser



Gly Thr
130

Ala Lys
145

GIn Glu

Ser Ser

Tyr Ala

Ser Phe
210

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu Vval
1

Ser Leu

Ala Met

Ser Gly
50

Lys Gly
65

Ala Ser

vVal GIn

Ser Val

Thr Leu
180

Cys Glu
195

Asn Arg

63
123
PRT

Val

Trp

Thr

165

Thr

Val

Gly

Val

Lys

150

Glu

Leu

Thr

Glu

Cys

135

Val

GIn

Ser

Cys
215

Secuencia artificial

Sintética: P1-068765

63

GIn Leu

Val
5

Glu

Arg Leu Ser Cys

20

His Trp Val Arg

35

Ile Asn Trp Asn

Arg Phe Thr lle

70

Ser

Ala

GIn

Ser

55

Ser

Leu

Asp

Asp

Lys

GIn
200

VH

Gly

Ala

Ala

40

Glu

Arg

Leu

Asn

Ser

Ala

185

Gly

Gly

Ser

25

Pro

Glu

Asp

Asn

Ala

Lys

170

Asp

Leu

Gly
10

Gly

Gly

Asn

Asn

Leu

155

Asp

Tyr

Ser

Leu

Phe

Lys

Gly

Ala
75

Phe

140

GIn

Ser

Glu

Ser

Val

Thr

Gly

Tyr

60

Lys

Tyr

Ser

Thr

Lys

Pro
205

GIn

Asp

Leu

45

Ala

Asn

Pro

Gly

Tyr

His

190

Val

Pro

Glu

30

Glu

Asp

Ser

Arg

Asn

Ser

175

Lys

Thr

Gly

15

Asp

Trp

Ser

Leu

Glu

Ser

160

Leu

val

Lys

Lys

Tyr

val

Val

Tyr
80



Leu GIn Met Asn Ser Leu Arg

85

Ala Lys Vval Pro Gly Tyr Ser

100

Trp Gly GIn Gly Thr Met Val

115
<210> 64
<211> 108
<212> PRT
<213>
<220>
<223>
<400> 64
Glu l1le Vval
1
Glu Arg Ala
Tyr Leu Ala
35
Ile Tyr Gly
50
Gly Ser Gly
65
Pro Glu Asp
Phe Thr Phe
<210> 65
<211> 452
<212> PRT

<213>

Leu

Thr

20

Trp

Ala

Ser

Phe

Gly
100

Thr

Leu

Tyr

Ser

Gly

Ala

85

Pro

GIn

Ser

GIn

Ser

Thr

70

Val

Gly

Secuencia artificial
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Ser

Cys

GIn

Arg

55

Asp

Tyr

Thr

Secuencia artificial

Thr

Gly

Thr
120
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Pro

Arg

Lys

40

Ala

Phe

Tyr

Lys

Glu

Gly

105

val

Gly

Ala

25

Pro

Thr

Thr

Cys

Val
105

Asp Thr Ala Leu Tyr Tyr Cys

90

95

Trp Ile Asp Ala Glu Asp Asp

Ser

Thr
10

Ser

Gly

Gly

Leu

GIn

90

Asp

Ser

Leu

GIn

GIn

Thr
75

GIn

Ser

Ser

Ala

Pro

60

Ile

Tyr

Lys

Leu

val

Pro

45

Asp

Ser

Gly

110

Ser

Ser

30

Arg

Arg

Arg

Ser

Pro

15

Ser

Leu

Phe

Leu

Ser
95

Ser

Leu

Ser

Glu

80

Pro



<220>
<223>

<400>
Glu Vval
1

Ser Leu

Ala Met

Ser Gly
50

Lys Gly
65

Leu GIn

Ala Lys

Trp Gly

Pro Ser

130

Thr Ala
145

Thr Val

Pro Ala

65

GIn

Arg

His

35

Arg

Met

Val

GIn

115

Val

Ala

Ser

Val

Leu

Leu

20

Trp

Asn

Phe

Asn

Pro

100

Gly

Phe

Leu

Trp

Leu
180

Val

5

Ser

Val

Trp

Thr

Ser

85

Gly

Thr

Pro

Gly

Asn

165

GIn

Glu

Cys

Arg

Asn

Ile

70

Leu

Tyr

Met

Leu

Cys

150

Ser

Ser

Sintética: P1-068765

Ser

Ala

GIn

Ser

55

Ser

Arg

Ser

Val

Ala

135

Leu

Gly

Ser

19G1.3 HC

Gly

Ala

Ala

40

Glu

Arg

Thr

Gly

Thr

120

Pro

Val

Ala

Gly

Gly

Ser

25

Pro

Glu

Asp

Glu

Gly

105

Val

Ser

Lys

Leu

Leu
185

Gly
10

Gly

Gly

Asn

Asp

90

Trp

Ser

Ser

Asp

Thr

170

Tyr

Leu

Phe

Lys

Gly

Ala

75

Thr

Ile

Ser

Lys

Tyr

155

Ser

Ser

Val

Thr

Gly

Tyr

60

Lys

Ala

Asp

Ala

Ser

140

Phe

Gly

Leu

GIn

Asp

Leu

45

Ala

Asn

Leu

Ala

Ser

125

Thr

Pro

Val

Ser

Pro

Glu

30

Glu

Asp

Ser

Tyr

Glu

110

Thr

Ser

Glu

Ser
190

Gly

15

Asp

Trp

Ser

Leu

Tyr

95

Asp

Lys

Gly

Pro

Thr

175

Val

Lys

Tyr

Val

Val

Tyr

80

Cys

Asp

Gly

Gly

val

160

Phe

Val



Thr

Asn

Ser

225

Glu

Leu

Ser

Glu

Thr

305

Asn

Pro

GIn

Val

val

385

Pro

val

His

210

Cys

Gly

Met

Val
290

Tyr

Gly

Val

Ser

370

Glu

Pro

Pro

195

Lys

Asp

Ala

Glu

275

Arg

Lys

Glu

Tyr

355

Leu

Trp

val

Ser

Pro

Lys

Pro

Ser

260

Asp

Asn

Val

Glu

Lys

340

Thr

Thr

Glu

Leu

Ser

Ser

Thr

Ser

245

Arg

Pro

Ala

Val

Tyr

325

Thr

Leu

Cys

Ser

Asp
405

Ser

Asn

His

230

Val

Thr

Glu

Lys

Ser

310

Ile

Pro

Leu

Asn

390

Ser

Leu

Thr

215

Thr

Phe

Pro

Val

Thr

295

Val

Cys

Ser

Pro

Val

375

Gly

Asp

Gly

200

Lys

Cys

Leu

Glu

Lys

280

Lys

Leu

Lys

Lys

Ser

360

Lys

GIn

Gly

Thr

val

Pro

Phe

Val

265

Phe

Pro

Thr

Val

Ala

345

Arg

Gly

Pro

Ser

GIn

Asp

Pro

Pro

250

Thr

Asn

Arg

val

Ser

330

Lys

Glu

Phe

Glu

Phe
410

Thr

Lys

Cys

235

Pro

Cys

Trp

Glu

Leu

315

Asn

Gly

Glu

Tyr

Asn

395

Phe

Tyr

Arg

220

Pro

Lys

Val

Tyr

Glu

300

Lys

GIn

Met

Pro

380

Asn

Leu

Ile

205

Val

Ala

Pro

Val

Val

285

GIn

GIn

Ala

Pro

Thr

365

Ser

Tyr

Tyr

Cys

Glu

Pro

Lys

Val

270

Asp

Tyr

Asp

Leu

Arg

350

Lys

Asp

Lys

Ser

Asn

Pro

Glu

Asp

255

Asp

Gly

Asn

Trp

Pro

335

Glu

Asn

Thr

Lys
415

Val

Lys

Ala

240

Thr

Val

Val

Ser

Leu

320

Ala

Pro

GIn

Ala

Thr

400

Leu



Thr Val Asp Lys Ser Arg Trp GIn GIn Gly Asn Val Phe Ser Cys Ser

420

425

430

Val Met His Glu Ala Leu His Asn His Tyr Thr GIn Lys Ser Leu Ser

435

Leu Ser Pro
450

<210> 66

<211> 215
<212> PRT
<213>

<220>
<223>

<400> 66
Glu lle Vval
1

Glu Arg Ala

Tyr Leu Ala
35

Ile Tyr Gly
50

Gly Ser Gly
65

Pro Glu Asp

Phe Thr Phe

Ala Pro Ser
115

Gly

Leu

Thr
20

Trp

Ala

Ser

Phe

Gly

100

Val

Thr

Leu

Tyr

Ser

Gly

Ala

85

Pro

Phe

GIn

Ser

GIn

Ser

Thr

70

Val

Gly

Ile
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Cys

GIn

Arg

55

Asp

Tyr

Thr

Phe

440

LC

Pro

Arg

Lys

40

Ala

Phe

Tyr

Lys

Pro
120

Gly

Ala

25

Pro

Thr

Thr

Cys

Val

105

Pro

Thr

10

Ser

Gly

Gly

Leu

GIn

90

Asp

Ser

Leu

GIn

GIn

Thr
75

GIn

Asp

Ser

Ser

Ala

Pro

60

Ile

Tyr

Lys

Glu

445

Leu

val

Pro

45

Asp

Ser

Gly

Arg

GIn
125

Ser

Ser

30

Arg

Arg

Ser

Thr

110

Leu

Pro

15

Ser

Leu

Phe

Leu

Ser

95

Val

Lys

Ser

Leu

Ser

Glu

80

Pro

Ala

Ser



Gly Thr
130

Ala Lys
145

GIn Glu

Ser Ser

Tyr Ala

Ser Phe
210

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu Vval
1

Ser Leu

Ala Met

Ser Gly
50

Lys Gly
65

Ala

Val

Ser

Thr

Cys

195

Asn

67
123
PRT

Ser

GIn

Val

Leu

180

Glu

Arg

Val

Trp

Thr

165

Thr

Val

Gly

Val

Lys

150

Glu

Leu

Thr

Glu

Cys

135

Val

GIn

Ser

His

Cys
215

Secuencia artificial
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GIn

Arg

His

35

Ile

Arg

Leu

Leu

20

Trp

Asn

Phe

Val

Ser

Glu

Cys

Val Arg

Trp Asn

Thr

Ile
70

Ser

Ala

GIn

Ser

55

Ser

Leu

Asp

Asp

Lys

GIn
200

VH

Gly

Ala

Ala

40

Ala

Arg

Leu

Asn

Ser

Ala

185

Gly

Gly

Ser

25

Pro

Asn

Asp

Asn

Ala

Lys

170

Asp

Leu

Gly
10

Gly

Gly

Asn

Asn

Leu

155

Asp

Tyr

Ser

Leu

Phe

Lys

Gly

Ala
75

Phe

140

GIn

Ser

Glu

Ser

Val

Thr

Gly

Tyr

60

Lys

Tyr

Ser

Thr

Lys

Pro
205

GIn

Leu

Leu

45

Ala

Asn

Pro

Gly

Tyr

His

190

Val

Pro

Asp

30

Glu

Asp

Ser

Arg

Asn

Ser

175

Lys

Thr

Gly

15

Asp

Trp

Ser

Leu

Glu

Ser

160

Leu

Val

Lys

Lys

Tyr

val

Val

Tyr
80



Leu GIn Met Asn Ser Leu Arg

85

Ala Lys Vval Pro Gly Tyr Ser

100

Trp Gly GIn Gly Thr Met Vval

115

<210> 68

<211> 108
<212> PRT
<213>

<220>
<223>

<400> 68
Glu lle Vval
1

Glu Arg Ala

Tyr Leu Ala
35

Ile Tyr Gly
50

Gly Ser Gly
65

Pro Glu Asp

Phe Thr Phe

<210> 69
<211> 452

Leu

Thr

20

Trp

Ala

Ser

Phe

Gly
100

Thr

Leu

Tyr

Ser

Gly

Ala

85

Pro

GIn

Ser

GIn

Ser

Thr

70

Val

Gly
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GIn

Arg

55

Asp

Tyr

Thr

Thr

Gly

Thr
120

VL

Pro

Arg

Lys

40

Ala

Phe

Tyr

Lys

Glu

Gly

105

Val

Gly

Ala

25

Pro

Thr

Thr

Cys

Val
105

Asp Thr Ala Leu Tyr Tyr Cys

90

95

Trp Ile Asp Ala Phe Asp Val

Ser

Thr
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Ser

Gly

Gly

Leu

GIn

90

Asp

Ser

Leu

GIn

GIn

Thr
75

GIn

Ser

Ser

Ala

Pro

60

Ile

Tyr

Lys

Leu

val

Pro

45

Asp

Ser

Gly

110

Ser

Ser

30

Arg

Arg

Arg

Ser

Pro

15

Ser

Leu

Phe

Leu

Ser
95

Ser

Leu

Ser

Glu

80

Pro



<212>
<213>

<220>
<223>

<400>
Glu Vval
1

Ser Leu

Ala Met

Ser Gly
50

Lys Gly
65

Leu GIn

Ala Lys

Trp Gly

Pro Ser

130

Thr Ala
145

Thr Val

Pro Ala

PRT

Secuencia artificial
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GIn

Arg
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35

Arg

Met

Val

GIn

115

Val

Ala

Ser

val

Leu

Leu

20

Trp

Asn

Phe

Asn

Pro

100

Gly

Phe

Leu

Trp

Leu
180

Val

5

Ser

Val

Trp

Thr

Ser

85

Gly

Thr

Pro

Gly

Asn

165

GIn

Glu

Cys

Arg

Asn

Ile

70

Leu

Tyr

Met

Leu

Cys

150

Ser

Ser

Ser

Ala

GIn

Ser

55

Ser

Arg

Ser

Val

Ala

135

Leu

Gly

Ser
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Ala

Ala

40

Ala

Arg

Thr

Gly

Thr

120

Pro

val

Ala

Gly

Gly

Ser

25

Pro

Asn

Asp

Glu

Gly

105

val

Ser

Lys

Leu

Leu
185

Gly
10

Gly

Gly

Asn

Asp

90

Trp

Ser

Ser

Asp

Thr

170

Tyr

Leu

Phe

Lys

Gly

Ala

75

Thr

Ile

Ser

Lys

Tyr

155

Ser

Ser

Val

Thr

Gly

Tyr

60

Lys

Ala

Asp

Ala

Ser

140

Phe

Gly

Leu

GIn

Leu

Leu

45

Ala

Asn

Leu

Ala

Ser

125

Thr

Pro

Val

Ser

Pro

Asp

Glu

Asp

Ser

Tyr

Phe

110

Thr

Ser

Glu

Ser
190

Gly

Asp

Trp

Ser

Leu

Tyr

95

Asp

Lys

Gly

Pro

Thr

175

Val

Lys

Tyr

Val

Val

Tyr

80

Cys

Val

Gly

Gly

val

160

Phe

Val



Thr

Asn

Ser

225

Glu

Leu

Ser

Glu

Thr

305

Asn

Pro

GIn

Val

val
385

val

His

210

Cys

Gly

Met

Val
290

Tyr

Gly

Val

Ser
370

Glu

Pro

195

Lys

Asp

Ala

Arg

Lys

Glu

Tyr

355

Leu

Trp

Ser

Pro

Lys

Pro

Ser

260

Asp

Asn

Val

Glu

Lys

340

Thr

Thr

Glu

Ser

Ser

Thr

Ser

245

Arg

Pro

Ala

Val

Tyr

325

Thr

Leu

Cys

Ser

Ser

Asn

His

230

Val

Thr

Glu

Lys

Ser

310

Ile

Pro

Leu

Asn
390

Leu

Thr

215

Thr

Phe

Pro

Val

Thr

295

Val

Cys

Ser

Pro

Val

375

Gly

Gly

200

Lys

Cys

Leu

Glu

Lys

280

Lys

Leu

Lys

Lys

Ser

360

Lys

GIn

Thr

Val

Pro

Phe

Val

265

Phe

Pro

Thr

Val

Ala

345

Arg

Gly

Pro

GIn

Asp

Pro

Pro

250

Thr

Asn

Arg

Val

Ser

330

Lys

Glu

Phe

Glu

Thr

Lys

Cys

235

Pro

Cys

Trp

Glu

Leu

315

Asn

Gly

Glu

Tyr

Asn
395

Tyr

Arg

220

Pro

Lys

Val

Tyr

Glu

300

Lys

GIn

Met

Pro

380

Asn

Ile

205

Val

Ala

Pro

Val

Val

285

GIn

GIn

Ala

Pro

Thr

365

Ser

Tyr

Cys

Glu

Pro

Lys

Val

270

Asp

Tyr

Asp

Leu

Arg

350

Lys

Asp

Lys

Asn

Pro

Glu

Asp

255

Asp

Gly

Asn

Trp

Pro

335

Glu

Asn

Thr

Val

Lys

Ala

240

Thr

Val

Val

Ser

Leu

320

Ala

Pro

GIn

Thr
400



Pro Pro Val Leu Asp Ser Asp Gly

405

Thr Val Asp Lys Ser Arg Trp GIn

420

Val Met His Glu Ala Leu His

435

Leu Ser Pro
450

<210> 70

<211> 215
<212> PRT
<213>

<220>
<223>

<400> 70
Glu lle Vval
1

Glu Arg Ala

Tyr Leu Ala
35

50

Gly Ser Gly
65

Pro Glu Asp

Phe Thr Phe

Gly

Leu

Thr

20

Trp

Ala

Ser

Phe

Gly
100

Thr

5

Leu

Tyr

Ser

Gly

Ala

85

Pro

GIn

Ser

GIn

Ser

Thr

70

Val

Gly

Secuencia artificial

Sintética: P1-061029

Ser

Cys

GIn

Arg

55

Asp

Tyr

Thr

Asn
440

LC

Pro

Arg

Lys

40

Ala

Phe

Tyr

Lys

Ser

GIn

425

His

Gly

Ala

25

Pro

Thr

Thr

Cys

Val
105

Phe Phe Leu Tyr

410

Gly

Tyr

Thr
10

Ser

Gly

Gly

Leu

GIn

90

Asp

Asn

Val

Phe

Thr GIn Lys

Leu

GIn

GIn

Thr
75

GIn

Ser

Ser

Ala

Pro

60

Ile

Tyr

Lys

445

Leu

Val

Pro

45

Asp

Ser

Gly

Arg

Ser

Ser

430

Ser

Ser

Ser

30

Arg

Arg

Arg

Ser

Thr
110

Lys
415

Cys

Leu

Pro

15

Ser

Leu

Phe

Leu

Ser

95

Val

Leu

Ser

Ser

Gly

Ser

Leu

Ser

Glu

80

Pro

Ala



Ala Pro Ser
115

Gly Thr Ala
130

Ala Lys Val
145

GIn Glu Ser

Ser Ser Thr

Tyr Ala Cys
195

Ser Phe Asn
210

<210> 71

<211> 123
<212> PRT
<213>

<220>
<223>

<400> 71

Val

Ser

GIn

Val

Leu

180

Glu

Arg

Phe

Val

Trp

Thr

165

Thr

Val

Gly

Glu val GIn Leu Val

1

5

Ile

Val

Lys

150

Glu

Leu

Thr

Glu

Glu

Phe

Cys

135

Val

GIn

Ser

His

Cys
215

Secuencia artificial

Sintética: P1-068757

Ser

Ser Leu Arg Leu Ser Cys Ala

20

Ala Met His Trp Val Arg GIn

35

Ser Gly Ile Asn Trp Asn Ser

50

55

Pro

120

Leu

Asp

Asp

Lys

GIn
200

VH

Gly

Ala

Ala

40

Glu

Pro

Leu

Asn

Ser

Ala

185

Gly

Gly

Ser

25

Pro

Glu

Ser

Asn

Ala

Lys

170

Asp

Leu

Gly

10

Gly

Gly

Ile

Asp

Asn

Leu

155

Asp

Tyr

Ser

Leu

Phe

Lys

Gly

Glu

Phe

140

GIn

Ser

Glu

Ser

Val

Thr

Gly

Tyr
60

GIn

125

Tyr

Ser

Thr

Lys

Pro
205

GIn

Leu

Leu

45

Ala

Leu

Pro

Gly

Tyr

His

190

Val

Pro

Glu

30

Glu

Asp

Lys

Arg

Asn

Ser

175

Lys

Thr

Gly

15

Asp

Trp

Ser

Ser

Glu

Ser

160

Leu

Val

Lys

Lys

Glu

Val

Val



Lys Gly Arg Phe Thr lle Ser

65

70

Leu GIn Met Asn Ser Leu Arg

85

Ala Lys Vval Pro Gly Tyr Ser

100

Trp Gly GIn Gly Thr Met Val

115

<210> 72

<211> 108
<212> PRT
<213>

<220>
<223>

<400> 72
Glu lle Vval
1

Glu Arg Ala

Tyr Leu Ala
35

50

Gly Ser Gly
65

Pro Glu Asp

Phe Thr Phe

Leu

Thr

20

Trp

Ala

Ser

Phe

Gly
100

Thr

5

Leu

Tyr

Ser

Gly

Ala

85

Pro

GIn

Ser

GIn

Ser

Thr

70

Val

Gly

Secuencia artificial

Sintética: P1-068757

Ser

Cys

GIn

Arg

55

Asp

Tyr

Thr

Arg

Thr

Gly

Thr
120

VL

Pro

Arg

Lys

40

Ala

Phe

Tyr

Lys

Asp

Glu

Gly

105

val

Gly

Ala

25

Pro

Thr

Thr

Cys

Val
105

Asn

Asp

Trp

Ser

Thr
10

Ser

Gly

Gly

Leu

GIn

90

Asp

Ala Lys Asn

75

Thr Ala Leu

Ile Asp Ala

Ser

Leu

GIn

GIn

Thr
75

GIn

Ser

Ser

Ala

Pro

60

Ile

Tyr

Lys

Leu

Val

Pro

45

Asp

Ser

Gly

Ser

Tyr

Glu
110

Ser

Ser

30

Arg

Arg

Arg

Ser

Leu Tyr
80

Tyr Cys
95

Asp Asp

Pro Gly
15

Ser Ser

Leu Leu

Phe Ser

Leu Glu

80

Ser Pro
95



<210>
<211>
<212>
<213>

<220>
<223>

<400>
Glu Vval
1

Ser Leu

Ala Met

Ser Gly
50

Lys Gly
65

Leu GIn

Ala Lys

Trp Gly

Pro Ser
130

Thr Ala
145

Thr Val

73
452
PRT

Secuencia artificial

Sintética: P1-068757

73

GIn

Arg

His

35

Arg

Met

Val

GIn

115

Val

Ala

Ser

Leu

Leu

20

Trp

Asn

Phe

Asn

Pro

100

Gly

Phe

Leu

Trp

Val

5

Ser

Val

Trp

Thr

Ser

85

Gly

Thr

Pro

Gly

Asn
165

Glu

Cys

Arg

Asn

Ile

70

Leu

Tyr

Met

Leu

Cys

150

Ser

Ser

Ala

GIn

Ser

55

Ser

Arg

Ser

Val

Ala

135

Leu

Gly

1gG1.3 HC

Gly Gly

Ala Ser
25

Ala Pro
40

Glu Glu

Arg Asp

Thr Glu

Gly Gly

105

Thr Val

120

Pro Ser

Val Lys

Ala Leu

Gly
10

Gly

Gly

Asn

Asp

90

Trp

Ser

Ser

Asp

Thr
170

Leu

Phe

Lys

Gly

Ala

75

Thr

Ser

Lys

Tyr

155

Ser

val

Thr

Gly

Tyr

60

Lys

Ala

Asp

Ala

Ser

140

Phe

Gly

GIn

Leu

Leu

45

Ala

Asn

Leu

Ala

Ser

125

Thr

Pro

Val

Pro

Glu

30

Glu

Asp

Ser

Tyr

Glu

110

Thr

Ser

Glu

Gly

Asp

Trp

Ser

Leu

Tyr

95

Asp

Lys

Gly

Pro

Thr
175

Lys

Glu

Val

Val

Tyr

80

Cys

Asp

Gly

Gly

Val

160

Phe



Pro

Thr

Asn

Ser

225

Glu

Leu

Ser

Glu

Thr

305

Asn

Pro

GIn

val

Val
385

Ala

Val

His

210

Cys

Gly

Met

Val

290

Tyr

Gly

Ile

Val

Ser

370

Glu

Val

Pro

195

Lys

Asp

Ala

Ile

Glu

275

Arg

Lys

Glu

Tyr

355

Leu

Trp

Leu

180

Ser

Pro

Lys

Pro

Ser

260

Asp

Asn

Val

Glu

Lys

340

Thr

Thr

Glu

GIn

Ser

Ser

Thr

Ser

245

Arg

Pro

Ala

Val

Tyr

325

Thr

Leu

Cys

Ser

Ser

Ser

Asn

His

230

Val

Thr

Glu

Lys

Ser

310

Lys

Ile

Pro

Leu

Asn
390

Ser

Leu

Thr

215

Thr

Phe

Pro

Val

Thr

295

Val

Cys

Ser

Pro

Val

375

Gly

Gly

Gly

200

Lys

Cys

Leu

Glu

Lys

280

Lys

Leu

Lys

Lys

Ser

360

Lys

GIn

Leu

185

Thr

val

Pro

Phe

val

265

Phe

Pro

Thr

val

Ala

345

Arg

Gly

Pro

Tyr

GIn

Asp

Pro

Pro

250

Thr

Asn

Arg

Val

Ser

330

Lys

Glu

Phe

Glu

Ser

Thr

Lys

Cys

235

Pro

Cys

Trp

Glu

Leu

315

Asn

Gly

Glu

Tyr

Asn
395

Leu

Tyr

Arg

220

Pro

Lys

Val

Tyr

Glu

300

His

Lys

GIn

Met

Pro

380

Asn

Ser

Ile

205

Val

Ala

Pro

Val

Val

285

GIn

GIn

Ala

Pro

Thr

365

Ser

Tyr

Ser

190

Cys

Glu

Pro

Lys

Val

270

Asp

Tyr

Asp

Leu

Arg

350

Lys

Asp

Lys

Val

Asn

Pro

Glu

Asp

255

Asp

Gly

Asn

Trp

Pro

335

Glu

Asn

Thr

Val

Val

Lys

Ala

240

Thr

Val

Val

Ser

Leu

320

Pro

GIn

Thr
400



Pro Pro Val Leu Asp Ser Asp Gly

405

Thr Val Asp Lys Ser Arg Trp GIn

420

Val Met His Glu Ala Leu His

435

Leu Ser Pro
450

<210> 74

<211> 215
<212> PRT
<213>

<220>
<223>

<400> 74
Glu Ile val
1

Glu Arg Ala

Tyr Leu Ala
35

50

Gly Ser Gly
65

Pro Glu Asp

Phe Thr Phe

Gly

Leu

Thr

20

Trp

Ala

Ser

Phe

Gly
100

Thr

Leu

Tyr

Ser

Gly

Ala

85

Pro

GIn

Ser

GIn

Ser

Thr

70

Val

Gly

Secuencia artificial

Sintética: P1-068757

Ser

Cys

GIn

Arg

55

Asp

Tyr

Thr

Asn
440

LC

Pro

Arg

Lys

40

Ala

Phe

Tyr

Lys

Ser

GIn

425

His

Gly

Ala

25

Pro

Thr

Thr

Cys

val
105

Phe Phe Leu Tyr

410

Gly

Tyr

Thr
10

Ser

Gly

Gly

Leu

GIn

90

Asp

Asn

Val

Phe

Thr GIn Lys

Leu

GIn

GIn

Thr
75

GIn

Ser

Ser

Ala

Pro

60

Ile

Tyr

Lys

445

Leu

Val

Pro

45

Asp

Ser

Gly

Arg

Ser

Ser

430

Ser

Ser

Ser

30

Arg

Arg

Arg

Ser

Thr
110

Lys
415

Cys

Leu

Pro

15

Ser

Leu

Phe

Leu

Ser

95

Val

Leu

Ser

Ser

Gly

Ser

Leu

Ser

Glu

80

Pro

Ala



Ala Pro Ser Val Phe lle Phe
115

Gly Thr Ala Ser Val Vval Cys
130 135

Ala Lys Val GIn Trp Lys Val
145 150

GIn Glu Ser Val Thr Glu GIn
165

Ser Ser Thr Leu Thr Leu Ser
180

Tyr Ala Cys Glu Val Thr His
195

Ser Phe Asn Arg Gly Glu Cys
210 215

<210> 75

<211> 123

<212> PRT

<213> Secuencia artificial

<220>
<223> Sintética: P1-068771

<400> 75
Glu val GIn Leu Vval Glu Ser
1 5

Ser Leu Arg Leu Ser Cys Ala
20

Ala Met His Trp Val Arg GIn
35

Ser Gly Ile Asn Trp Asn Ser
50 55

Pro

120

Leu

Asp

Asp

Lys

GIn
200

VH

Gly

Ala

Ala
40

Pro

Leu

Asn

Ser

Ala

185

Gly

Gly

Ser

25

Pro

Glu

Ser

Asn

Ala

Lys

170

Asp

Leu

Gly

10

Gly

Gly

Ile

Asp

Asn

Leu

155

Asp

Tyr

Ser

Leu

Phe

Lys

Gly

Glu

Phe

140

GIn

Ser

Glu

Ser

Val

Thr

Gly

Tyr
60

GIn

125

Tyr

Ser

Thr

Lys

Pro
205

GIn

Leu

Leu

45

Ala

Leu

Pro

Gly

Tyr

His

190

vVal

Pro

Glu

30

Glu

Asp

Lys

Arg

Asn

Ser

175

Lys

Thr

Gly

15

Asp

Trp

Ser

Ser

Glu

Ser

160

Leu

Val

Lys

Lys

Glu

Val

Val



Lys Gly Arg Phe Thr Ile Ser

65

70

Leu GIn Met Asn Ser Leu Arg

85

Ala Lys Val Pro Gly Tyr Ser

100

Trp Gly GIn Gly Thr Met Val

115

<210> 76

<211> 108
<212> PRT
<213>

<220>
<223>

<400> 76
Glu lle Vval
1

Glu Arg Ala

Tyr Leu Ala
35

50

Gly Ser Gly
65

Pro Glu Asp

Phe Thr Phe

Leu

Thr

20

Trp

Ala

Ser

Phe

Gly
100

Thr

Leu

Tyr

Ser

Gly

Ala

85

Pro

GIn

Ser

GIn

Ser

Thr

70

Val

Gly

Secuencia artificial

Sintética: P1-068771

Ser

Cys

GIn

Arg

55

Asp

Tyr

Thr

Arg

Thr

Gly

Thr
120

VL

Pro

Arg

Lys

40

Ala

Phe

Tyr

Lys

Asp

Glu

Gly

105

Val

Gly

Ala

25

Pro

Thr

Thr

Cys

val
105

Asn

Asp

Trp

Ser

Thr
10

Ser

Gly

Gly

Leu

GIn

90

Asp

Ala Lys Asn

75

Thr Ala Leu

Ile Asp Ala

Ser

Leu

GIn

GIn

Thr
75

GIn

Ser

Ser

Ala

Pro

60

Ile

Tyr

Lys

Leu

Val

Pro

45

Asp

Ser

Gly

Ser

Tyr

Glu
110

Ser

Ser

30

Arg

Arg

Arg

Ser

Leu Tyr
80

Tyr Cys
95

Asp Asp

Pro Gly
15

Ser Ser

Leu Leu

Phe Ser

Leu Glu

80

Ser Pro
95



<210>
<211>
<212>
<213>

<220>
<223>

<400>
Glu Vval
1

Ser Leu

Ala Met

Ser Gly
50

Lys Gly
65

Leu GIn

Ala Lys

Trp Gly

Pro Ser
130

Thr Ala
145

Thr Val

77
452
PRT

Secuencia artificial

Sintética: P1-068771

77

GIn

Arg

His

35

Arg

Met

Val

GIn

115

Val

Ala

Ser

Leu

Leu

20

Trp

Asn

Phe

Asn

Pro

100

Gly

Phe

Leu

Trp

Val

5

Ser

Val

Trp

Thr

Ser

85

Gly

Thr

Pro

Gly

Asn
165

Glu

Cys

Arg

Asn

Ile

70

Leu

Tyr

Met

Leu

Cys

150

Ser

Ser

Ala

GIn

Ser

55

Ser

Arg

Ser

Val

Ala

135

Leu

Gly

1gG1.3 HC

Gly Gly

Ala Ser
25

Ala Pro
40

His Glu

Arg Asp

Thr Glu

Gly Gly

105

Thr Val

120

Pro Ser

Val Lys

Ala Leu

Gly
10

Gly

Gly

Asn

Asp

90

Trp

Ser

Ser

Asp

Thr
170

Leu

Phe

Lys

Gly

Ala

75

Thr

Ser

Lys

Tyr

155

Ser

val

Thr

Gly

Tyr

60

Lys

Ala

Asp

Ala

Ser

140

Phe

Gly

GIn

Leu

Leu

45

Ala

Asn

Leu

Ala

Ser

125

Thr

Pro

Val

Pro

Glu

30

Glu

Asp

Ser

Tyr

Glu

110

Thr

Ser

Glu

Gly

Asp

Trp

Ser

Leu

Tyr

95

Asp

Lys

Gly

Pro

Thr
175

Lys

Glu

Val

Val

Tyr

80

Cys

Asp

Gly

Gly

Val

160

Phe



Pro

Thr

Asn

Ser

225

Glu

Leu

Ser

Glu

Thr

305

Asn

Pro

GIn

val

Ala

Val

His

210

Cys

Gly

Met

Val
290

Tyr

Gly

Val

Ser
370

Val

Pro

195

Lys

Asp

Ala

Arg

Lys

Glu

Tyr

355

Leu

Leu

180

Ser

Pro

Lys

Pro

Ser

260

Asp

Asn

Val

Glu

Lys

340

Thr

Thr

GIn

Ser

Ser

Thr

Ser

245

Arg

Pro

Ala

Val

Tyr

325

Thr

Leu

Cys

Ser

Ser

Asn

His

230

Val

Thr

Glu

Lys

Ser

310

Lys

Ile

Pro

Leu

Ser

Leu

Thr

215

Thr

Phe

Pro

Val

Thr

295

Val

Cys

Ser

Pro

Val
375

Gly

Gly

200

Lys

Cys

Leu

Glu

Lys

280

Lys

Leu

Lys

Lys

Ser

360

Lys

Leu

185

Thr

Val

Pro

Phe

Val

265

Phe

Pro

Thr

Val

Ala

345

Arg

Gly

Tyr

GIn

Asp

Pro

Pro

250

Thr

Asn

Arg

Val

Ser

330

Lys

Glu

Phe

Ser

Thr

Lys

Cys

235

Pro

Cys

Trp

Glu

Leu

315

Asn

Gly

Glu

Tyr

Leu

Tyr

Arg

220

Pro

Lys

Val

Tyr

Glu

300

His

Lys

GIn

Met

Pro
380

Ser

Ile

205

val

Ala

Pro

Val

val

285

GIn

GIn

Ala

Pro

Thr

365

Ser

Ser

190

Cys

Glu

Pro

Lys

vVal

270

Asp

Tyr

Asp

Leu

Arg

350

Lys

Asp

Val

Asn

Pro

Glu

Asp

255

Asp

Gly

Asn

Trp

Pro

335

Glu

Asn

Val

Val

Lys

Ala

240

Thr

Val

val

Ser

Leu

320

Pro

GIn

Ala



Val Glu
385

Pro Pro

Thr Val

Val Met

Leu Ser
450

<210>
<211>
<212>
<213>

<220>
<223>

<400>
Glu lle
1

Glu Arg

Tyr Leu

Ile Tyr
50

Gly Ser
65

Pro Glu

Trp Glu Ser Asn Gly
390

Val Leu Asp Ser Asp
405

Asp Lys Ser Arg Trp
420

His Glu Ala Leu His
435

Pro Gly

78

215

PRT

Secuencia artificial

Sintética: P1-068771
78
Val Leu Thr GIn Ser

5

Ala Thr Leu Ser Cys
20

Ala Trp Tyr GIn GIn
35

Gly Ala Ser Ser Arg
55

Gly Ser Gly Thr Asp
70

Asp Phe Ala Vval Tyr
85

GIn

Gly

GIn

Asn
440

LC

Pro

Arg

Lys

40

Ala

Phe

Tyr

Pro

Ser

GIn

425

His

Gly

Ala

25

Pro

Thr

Thr

Cys

Glu

Phe

410

Gly

Tyr

Thr

10

Ser

Gly

Gly

Leu

GIn
90

Asn

395

Phe

Asn

Thr

Leu

GIn

GIn

Ile

Thr

75

GIn

Asn

Leu

Val

GIn

Ser

Ser

Ala

Pro

60

Ile

Tyr

Tyr

Tyr

Phe

Lys
445

Leu

Val

Pro

45

Asp

Ser

Gly

Lys

Ser

Ser

430

Ser

Ser

Ser

30

Arg

Arg

Arg

Ser

Thr

Lys

415

Cys

Leu

Pro

15

Ser

Leu

Phe

Leu

Ser
95

Thr

400

Leu

Ser

Ser

Gly

Ser

Leu

Ser

Glu

80

Pro



Phe Thr

Ala Pro

Gly Thr
130

Ala Lys
145

GIn Glu

Ser Ser

Tyr Ala

Ser Phe
210

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu Vval
1

Phe

Ser
115

Ala

Val

Ser

Thr

Cys

195

Asn

79
123
PRT

Gly

100

Val

Ser

GIn

Val

Leu

180

Glu

Arg

Pro

Phe

Val

Trp

Thr

165

Thr

Val

Gly

Gly

Ile

Val

Lys

150

Glu

Leu

Thr

Glu

Thr

Phe

Cys

135

Val

GIn

Ser

Cys
215

Secuencia artificial

Sintética: P1-068775

79

GIn Leu Val

5

Glu

Ser

Ser Leu Arg Leu Ser Cys Ala

20

Ala Met His Trp Val Arg GIn

35

Lys Val Asp
105

Pro Pro Ser
120

Leu Leu Asn

Asp Asn Ala

Asp Ser Lys
170

Lys Ala Asp
185

GIn Gly Leu
200

VH

Ile

Asp

Asn

Leu

155

Asp

Tyr

Ser

Lys

Glu

Phe

140

GIn

Ser

Glu

Ser

Gly Gly Gly Leu Val

10

Ala Ser Gly Phe Thr

25

Ala Pro Gly Lys Gly

40

Arg

GIn

125

Tyr

Ser

Thr

Lys

Pro
205

GIn

Leu

Leu
45

Thr Val
110

Leu Lys

Pro Arg

Gly Asn

Tyr Ser
175

His Lys
190

Val Thr

Pro Gly
15

Glu Asp
30

Glu Trp

Ala

Ser

Glu

Ser

160

Leu

Val

Lys

Lys

Glu

Val



Ser Gly lle
50

Lys Gly Arg
65

Leu GIn Met

Ala Lys Vval

Trp Gly GIn
115

<210>
<211>
<212>
<213>

80
108
PRT

<220>
<223>
<400> 80
Glu Ile Vval
1

Glu Arg Ala

Tyr Leu Ala
35

Ile Tyr Gly
50

Gly Ser Gly
65

Pro Glu Asp

Asp

Phe

Asn

Pro

100

Gly

Leu

Thr

20

Trp

Ala

Ser

Phe

Trp Asn Ser
55

Thr 1le Ser
70

Ser Leu Arg
85

Gly Tyr Ser

Thr Met Val

Secuencia artificial

Sintética: P1-068775

Thr GIn Ser
5

Leu Ser Cys

Tyr GIn GlIn

Ser Ser Arg
55

Gly Thr Asp
70

Ala Vval Tyr
85

Glu

Arg

Thr

Thr
120

VL

Pro

Arg

Lys

40

Ala

Phe

Tyr

Glu

Asp

Glu

Gly

105

Val

Gly

Ala

25

Pro

Thr

Thr

Cys

Asn

Asp

Trp

Ser

Thr

10

Ser

Gly

Gly

Leu

GIn
90

Gly

Ala

75

Thr

Ser

Leu

GIn

GIn

Thr
75

GIn

Tyr

60

Lys

Ala

Asp

Ser

Ser

Ala

Pro

60

Ile

Tyr

Ala

Asn

Leu

Ala

Leu

Val

Pro

45

Asp

Ser

Gly

Asp

Ser

Tyr

Glu
110

Ser

Ser

30

Arg

Arg

Arg

Ser

Ser

Leu

Tyr

95

Asp

Pro

15

Ser

Leu

Phe

Leu

Ser
95

Val

Tyr

80

Cys

Asp

Gly

Ser

Leu

Ser

Glu

80

Pro



Phe Thr Phe Gly Pro Gly Thr Lys Val Asp lle Lys

<210>
<211>
<212>
<213>

<220>
<223>

<400>
Glu Vval
1

Ser Leu

Ala Met

Ser Gly
50

Lys Gly
65

Leu GIn

Ala Lys

Trp Gly

Pro Ser

130

Thr Ala
145

81
452
PRT

100

Secuencia artificial

Sintética: P1-068775

81

GIn

Arg

His

35

Ile

Arg

Met

Val

GIn

115

Val

Ala

Leu

Leu

20

Trp

Asp

Phe

Asn

Pro

100

Gly

Phe

Leu

Val

Ser

Val

Trp

Thr

Ser

85

Gly

Thr

Pro

Gly

Glu

Cys

Arg

Asn

Ile

70

Leu

Tyr

Met

Leu

Cys
150

Ser

Ala

GIn

Ser

55

Ser

Arg

Ser

Val

Ala

135

Leu

105

1gG1.3 HC

Gly Gly

Ala Ser
25

Ala Pro
40

Glu Glu

Arg Asp

Thr Glu

105

Thr Val
120

Pro Ser

Val Lys

Gly

10

Gly

Gly

Ile

Asn

Asp

90

Trp

Ser

Ser

Asp

Leu

Phe

Lys

Gly

Ala

75

Thr

Ser

Lys

Tyr
155

Val

Thr

Gly

Tyr

60

Lys

Ala

Asp

Ala

Ser

140

Phe

GIn

Leu

Leu

45

Ala

Asn

Leu

Ala

Ser

125

Thr

Pro

Pro

Glu

30

Glu

Asp

Ser

Tyr

Glu

110

Thr

Ser

Glu

Gly

Asp

Trp

Ser

Leu

Tyr

95

Asp

Lys

Gly

Pro

Lys

Glu

Val

val

Tyr

80

Cys

Asp

Gly

Gly

Val
160



Thr

Pro

Thr

Asn

Ser

225

Glu

Leu

Ser

Glu

Thr

305

Asn

Pro

GIn

Val

val

Ala

Val

His

210

Cys

Gly

Met

val

290

Tyr

Gly

Ile

val

Ser
370

Ser

Val

Pro

195

Lys

Asp

Ala

Ile

Glu

275

Arg

Lys

Glu

Tyr

355

Leu

Trp

Leu

180

Ser

Pro

Lys

Pro

Ser

260

Asp

Asn

Val

Glu

Lys

340

Thr

Thr

Asn

165

GIn

Ser

Ser

Thr

Ser

245

Arg

Pro

Ala

Val

Tyr

325

Thr

Leu

Cys

Ser

Ser

Ser

Asn

His

230

Val

Thr

Glu

Lys

Ser

310

Lys

Ile

Pro

Leu

Gly

Ser

Leu

Thr

215

Thr

Phe

Pro

Val

Thr

295

Val

Cys

Ser

Pro

Val
375

Ala

Gly

Gly

200

Lys

Cys

Leu

Glu

Lys

280

Lys

Leu

Lys

Lys

Ser

360

Lys

Leu

Leu

185

Thr

val

Pro

Phe

Val

265

Phe

Pro

Thr

Val

Ala

345

Arg

Gly

Thr

170

Tyr

GIn

Asp

Pro

Pro

250

Thr

Asn

Arg

Val

Ser

330

Lys

Glu

Phe

Ser

Ser

Thr

Lys

Cys

235

Pro

Cys

Trp

Glu

Leu

315

Asn

Gly

Glu

Tyr

Gly

Leu

Tyr

Arg

220

Pro

Lys

Val

Glu

300

His

Lys

GIn

Met

Pro
380

Val

Ser

Ile

205

val

Ala

Pro

Val

val

285

GIn

GIn

Ala

Pro

Thr

365

Ser

Ser

190

Cys

Glu

Pro

Lys

Val

270

Asp

Tyr

Asp

Leu

Arg

350

Lys

Asp

Thr

175

Val

Asn

Pro

Glu

Asp

255

Asp

Gly

Asn

Trp

Pro

335

Glu

Asn

Phe

Val

Val

Lys

Ala

240

Thr

Val

val

Ser

Leu

320

Pro

GIn



Val Glu Trp Glu Ser Asn Gly

385

390

Pro Pro Val Leu Asp Ser Asp

405

Thr Val Asp Lys Ser Arg Trp

420

Val Met His Glu Ala Leu His

435

Leu Ser Pro Gly
450

<210> 82

<211> 215
<212> PRT
<213>

<220>
<223>

<400> 82
Glu Ile VvVal Leu
1

Glu Arg Ala Thr
20

Tyr Leu Ala Trp
35

Ile Tyr Gly Ala
50

Gly Ser Gly Ser
65

Pro Glu Asp Phe

Thr

Leu

Tyr

Ser

Gly

Ala
85

GIn

Ser

GIn

Ser

Thr

70

Val

Secuencia artificial

Sintética: P1-068775

Ser

Cys

GIn

Arg

55

Asp

Tyr

GIn

Gly

GIn

Asn
440

LC

Pro

Arg

Lys

40

Ala

Phe

Tyr

Pro

Ser

GIn

425

His

Gly

Ala

25

Pro

Thr

Thr

Cys

Glu

Phe

410

Gly

Tyr

Thr

10

Ser

Gly

Gly

Leu

GIn
90

Asn

395

Phe

Asn

Thr

Leu

GIn

GIn

Ile

Thr

75

GIn

Asn

Leu

val

GIn

Ser

Ser

Ala

Pro

60

Ile

Tyr

Tyr

Tyr

Phe

Lys
445

Leu

Val

Pro

45

Asp

Ser

Gly

Lys

Ser

Ser

430

Ser

Ser

Ser

30

Arg

Arg

Arg

Ser

Thr

Lys

415

Cys

Leu

Pro

15

Ser

Leu

Phe

Leu

Ser
95

Thr

400

Leu

Ser

Ser

Gly

Ser

Leu

Ser

Glu

80

Pro



Phe Thr

Ala Pro

Gly Thr
130

Ala Lys
145

GIn Glu

Ser Ser

Tyr Ala

Ser Phe
210

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu Vval
1

Phe

Ser
115

Ala

Val

Ser

Thr

Cys

195

Asn

83
123
PRT

Gly

100

Val

Ser

GIn

Val

Leu

180

Glu

Arg

Pro

Phe

Val

Trp

Thr

165

Thr

Val

Gly

Gly

Val

Lys

150

Glu

Leu

Thr

Glu

Thr

Phe

Cys

135

Val

GIn

Ser

Cys
215

Secuencia artificial

Sintética: P1-068769

83

GIn Leu Val

5

Glu

Ser

Ser Leu Arg Leu Ser Cys Ala

20

Ala Met His Trp Val Arg GIn

35

Lys Val
105

Pro Pro

120

Leu Leu

Asp Asn

Asp Ser

Lys Ala

185

GIn Gly
200

VH

Gly Gly

Asp

Ser

Asn

Ala

Lys

170

Asp

Leu

Asp

Asn

Leu

155

Asp

Tyr

Ser

Lys

Glu

Phe

140

GIn

Ser

Glu

Ser

Gly Leu Val

10

Ala Ser Gly Phe Thr

25

Ala Pro Gly Lys Gly

40

Arg Thr val
110

GIn Leu Lys
125

Tyr Pro Arg

Ser Gly Asn

Thr Tyr Ser
175

Lys His Lys
190

Pro val Thr
205

GIn Pro Gly
15

Leu Glu Asp
30

Leu Glu Trp
45

Ala

Ser

Glu

Ser

160

Leu

Val

Lys

Lys

Glu

Val



Ser Gly lle
50

Asn

Lys Gly Arg Phe

65

Leu GIn Met Asn

Pro
100

Ala Lys Vval

Trp Gly GIn
115

Gly

<210>
<211>
<212>
<213>

84
108
PRT

<220>
<223>
<400> 84

Glu Ile Vval
1

Leu

Glu Arg Ala Thr
20

Tyr Leu Ala Trp
35

Ile Tyr Gly Ala
50

Gly Ser Gly Ser
65

Pro Glu Asp Phe

Trp Asn Ser
55

Thr 1le Ser
70

Ser Leu Arg
85

Gly Tyr Ser

Thr Met Val

Secuencia artificial

Sintética: P1-068769

Thr GIn Ser

Leu Ser Cys

Tyr GIn GIn

Ser Ser Arg

55

Thr
70

Gly Asp

Ala Vval

85

Tyr

Asp

Arg

Thr

Gly

Thr
120

VL

Pro

Arg

Lys

40

Ala

Phe

Tyr

Asp

Glu

Gly

105

Val

Gly

Ala

25

Pro

Thr

Thr

Cys

Asn

Asp

Trp

Ser

Thr

10

Ser

Gly

Gly

Leu

GIn
90

Gly

Ala

75

Thr

Ser

Leu

GIn

GIn

Thr
75

GIn

Tyr

60

Lys

Ala

Asp

Ser

Ser

Ala

Pro

60

Ile

Tyr

Ala

Asn

Leu

Ala

Leu

Val

Pro

45

Asp

Ser

Gly

Asp

Ser

Tyr

Glu
110

Ser

Ser

30

Arg

Arg

Arg

Ser

Ser

Leu

Tyr

95

Asp

Pro

15

Ser

Leu

Phe

Leu

Ser
95

Val

Tyr

80

Cys

Asp

Gly

Ser

Leu

Ser

Glu

80

Pro



Phe Thr Phe Gly Pro Gly Thr Lys Val Asp lle Lys

<210>
<211>
<212>
<213>

<220>
<223>

<400>
Glu Vval
1

Ser Leu

Ala Met

Ser Gly
50

Lys Gly
65

Leu GIn

Ala Lys

Trp Gly

Pro Ser

130

Thr Ala
145

85
452
PRT

100

Secuencia artificial

Sintética: P1-068769

85

GIn

Arg

His

35

Ile

Arg

Met

Val

GIn

115

Val

Ala

Leu

Leu

20

Trp

Asn

Phe

Asn

Pro

100

Gly

Phe

Leu

Val

5

Ser

Val

Trp

Thr

Ser

85

Gly

Thr

Pro

Gly

Glu

Cys

Arg

Asn

Ile

70

Leu

Tyr

Met

Leu

Cys
150

Ser

Ala

GIn

Ser

55

Ser

Arg

Ser

Val

Ala

135

Leu

105

19gG1.3 HC

Gly Gly Gly

Ala

Ala

40

Asp

Arg

Thr

Gly

Thr

120

Pro

val

Ser
25

Pro

Asp

Glu

Gly

105

val

Ser

Lys

10

Gly

Gly

Ile

Asn

Asp

90

Trp

Ser

Ser

Asp

Leu

Phe

Lys

Gly

Ala

75

Thr

Ile

Ser

Lys

Tyr
155

Val

Thr

Gly

Tyr

60

Ala

Asp

Ala

Ser

140

Phe

GIn

Leu

Leu

45

Ala

Asn

Leu

Ala

Ser

125

Thr

Pro

Pro

Glu

30

Glu

Asp

Ser

Tyr

Glu

110

Thr

Ser

Glu

Gly

Asp

Trp

Ser

Leu

Tyr

95

Asp

Lys

Gly

Pro

Lys

Glu

Val

val

Tyr

80

Cys

Asp

Gly

Gly

Val
160



Thr

Pro

Thr

Asn

Ser

225

Glu

Leu

Ser

Glu

Thr

305

Asn

Pro

GIn

val

Ala

Val

His

210

Cys

Gly

Met

val

290

Tyr

Gly

Ile

val

Ser

Val

Pro

195

Lys

Asp

Ala

Ile

Glu

275

Arg

Lys

Glu

Tyr
355

Trp

Leu

180

Ser

Pro

Lys

Pro

Ser

260

Asp

Asn

Val

Glu

Lys

340

Thr

Asn

165

GIn

Ser

Ser

Thr

Ser

245

Arg

Pro

Ala

Val

Tyr

325

Thr

Leu

Ser

Ser

Ser

Asn

His

230

Val

Thr

Glu

Lys

Ser

310

Lys

Ile

Pro

Gly

Ser

Leu

Thr

215

Thr

Phe

Pro

Val

Thr

295

Val

Cys

Ser

Pro

Ala

Gly

Gly

200

Lys

Cys

Leu

Glu

Lys

280

Lys

Leu

Lys

Lys

Ser
360

Leu

Leu

185

Thr

Val

Pro

Phe

Val

265

Phe

Pro

Thr

Val

Ala

345

Arg

Thr

170

Tyr

GIn

Asp

Pro

Pro

250

Thr

Asn

Arg

Val

Ser

330

Lys

Glu

Ser

Ser

Thr

Lys

Cys

235

Pro

Cys

Trp

Glu

Leu

315

Asn

Gly

Glu

Gly

Leu

Tyr

Arg

220

Pro

Lys

val

Glu

300

His

Lys

GIn

Met

Val

Ser

Ie

205

Val

Ala

Pro

val

Val

285

GIn

GIn

Ala

Pro

Thr
365

Ser

190

Cys

Glu

Pro

Lys

val

270

Asp

Tyr

Asp

Leu

Arg

350

Lys

Thr

175

val

Asn

Pro

Glu

Asp

255

Asp

Gly

Asn

Trp

Pro

335

Glu

Asn

Phe

Val

val

Lys

Ala

240

Thr

val

Val

Ser

Leu

320

Ala

Pro

GIn



Val Ser Leu Thr Cys Leu Val
370 375

Val Glu Trp Glu Ser Asn Gly
385 390

Pro Pro Val Leu Asp Ser Asp
405

Thr Val Asp Lys Ser Arg Trp
420

Val Met His Glu Ala Leu His
435

Leu Ser Pro Gly
450

<210> 86

<211> 215

<212> PRT

<213> Secuencia artificial

<220>
<223> Sintética: P1-068769

<400> 86
Glu 1le Vval Leu Thr GIn Ser
1 5

Glu Arg Ala Thr Leu Ser Cys
20

Tyr Leu Ala Trp Tyr GIn GIn
35

Ile Tyr Gly Ala Ser Ser Arg
50 55

Gly Ser Gly Ser Gly Thr Asp
65 70

Lys

GIn

Gly

GIn

Asn
440

LC

Pro

Arg

Lys

40

Ala

Phe

Gly

Pro

Ser

GIn

425

His

Gly

Ala

25

Pro

Thr

Thr

Phe

Glu

Phe

410

Gly

Tyr

Thr

10

Ser

Gly

Gly

Leu

Tyr

Asn

395

Phe

Asn

Thr

Leu

GIn

GIn

Ile

Thr
75

Pro

380

Asn

Leu

val

GIn

Ser

Ser

Ala

Pro

60

Ile

Ser

Tyr

Tyr

Phe

Lys
445

Leu

Val

Pro

45

Asp

Ser

Asp

Lys

Ser

Ser

430

Ser

Ser

Ser

30

Arg

Arg

Arg

Thr

Lys

415

Cys

Leu

Pro

15

Ser

Leu

Phe

Leu

Ala

Thr

400

Leu

Ser

Ser

Gly

Ser

Leu

Ser

Glu
80



Pro Glu

Phe Thr

Ala Pro

Gly Thr
130

Ala Lys
145

GIn Glu

Ser Ser

Tyr Ala

Ser Phe
210

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu Vval
1

Asp

Phe

Ser
115

Ala

Val

Ser

Thr

Cys

195

Asn

87
123
PRT

Phe

Gly

100

Val

Ser

GIn

Val

Leu

180

Glu

Arg

Ala

85

Pro

Phe

Val

Trp

Thr

165

Thr

Val

Gly

Val

Gly

Val

Lys

150

Glu

Leu

Thr

Glu

Tyr

Thr

Phe

Cys

135

Val

GIn

Ser

Cys
215

Secuencia artificial

Sintética: P1-068759

87

GIn Leu Val

5

Glu

Ser

Tyr

Lys

Pro

120

Leu

Asp

Asp

Lys

GIn
200

VH

Cys

val

105

Pro

Leu

Asn

Ser

Ala

185

Gly

GIn

90

Asp

Ser

Asn

Ala

Lys

170

Asp

Leu

GIn

Asp

Asn

Leu

155

Asp

Tyr

Ser

Tyr

Lys

Glu

Phe

140

GIn

Ser

Glu

Ser

Gly

Arg

GIn

125

Tyr

Ser

Thr

Lys

Pro
205

Ser

Thr

110

Leu

Pro

Gly

Tyr

His

190

val

Ser

95

Val

Lys

Arg

Asn

Ser

175

Lys

Thr

Pro

Ala

Ser

Glu

Ser

160

Leu

Val

Lys

Gly Gly Gly Leu Val GIn Pro Gly Lys

10

15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Leu Glu Asp Glu

20

25

30



Ala Met His Trp Val Arg GIn
35

Ser Gly lle Asp Trp Asn Ser
50 55

Lys Gly Arg Phe Thr Ile Ser
65 70

Leu GIn Met Asn Ser Leu Arg
85

Ala Lys Vval Pro Gly Tyr Ser
100

Trp Gly GIn Gly Thr Met Val
115

<210> 88

<211> 108

<212> PRT

<213> Secuencia artificial

<220>
<223> Sintética: P1-068759

<400> 88
Glu 1le Vval Leu Thr GIn Ser
1 5

Glu Arg Ala Thr Leu Ser Cys
20

Tyr Leu Ala Trp Tyr GIn GIn
35

Ile Tyr Gly Ala Ser Ser Arg
50 55

Gly Ser Gly Ser Gly Thr Asp
65 70

Ala

40

Glu

Arg

Thr

Gly

Thr
120

VL

Pro

Arg

Lys

40

Ala

Phe

Pro

Asn

Asp

Glu

Gly

105

val

Gly

Ala

25

Pro

Thr

Thr

Gly

Asn

Asp

Trp

Ser

Thr

10

Ser

Gly

Gly

Leu

Lys

Gly

Ala

75

Thr

Ser

Leu

GIn

GIn

Thr
75

Gly

Tyr

60

Lys

Ala

Asp

Ser

Ser

Ala

Pro

60

Ile

Leu

45

Ala

Asn

Leu

Ala

Leu

Val

Pro

45

Asp

Ser

Glu

Asp

Ser

Tyr

Glu
110

Ser

Ser

30

Arg

Arg

Arg

Trp

Ser

Leu

Tyr

95

Asp

Pro

15

Ser

Leu

Phe

Leu

Val

Val

Tyr

80

Cys

Asp

Gly

Ser

Leu

Ser

Glu
80



Pro Glu Asp Phe Ala Val Tyr Tyr Cys GIn GIn Tyr Gly Ser Ser Pro

85

90

Phe Thr Phe Gly Pro Gly Thr Lys Val Asp lle Lys

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu

1

Ser

Ala

Ser

Lys

65

Leu

Ala

Trp

Pro

val

Leu

Met

Gly

50

Gly

GIn

Lys

Gly

Ser
130

89
452
PRT

100

Secuencia artificial

Sintética: P1-068759

89

GIn

Arg

His

35

Ile

Arg

Met

Val

GIn

115

Val

Leu

Leu

20

Trp

Asp

Phe

Asn

Pro

100

Gly

Phe

Val

5

Ser

Val

Trp

Thr

Ser

85

Gly

Thr

Pro

Glu

Cys

Arg

Asn

Ile

70

Leu

Tyr

Met

Leu

Ser

Ala

GIn

Ser

55

Ser

Arg

Ser

Val

Ala
135

105

19gG1.3 HC

Gly Gly

Ala Ser
25

Ala Pro
40

Glu Asn

Arg Asp

Thr Glu

Gly Gly
105

Thr Val
120

Pro Ser

Gly

10

Gly

Gly

Ile

Asn

Asp

90

Trp

Ser

Ser

Leu

Phe

Lys

Gly

Ala

75

Thr

Ser

Lys

Val

Thr

Gly

Tyr

60

Ala

Asp

Ala

Ser
140

GIn

Leu

Leu

45

Ala

Asn

Leu

Ala

Ser

125

Thr

Pro

Glu

30

Glu

Asp

Ser

Tyr

Glu

110

Thr

Ser

95

Gly

15

Asp

Trp

Ser

Leu

Tyr

95

Asp

Lys

Gly

Lys

Glu

val

Val

Tyr

80

Asp

Gly

Gly



Thr

145

Thr

Pro

Thr

Asn

Ser

225

Glu

Leu

Ser

Glu

Thr

305

Asn

Pro

GIn

Ala

Val

Ala

Val

His

210

Cys

Gly

Met

Val

290

Tyr

Gly

Ile

Val

Ala

Ser

Val

Pro

195

Lys

Asp

Ala

Ile

Glu

275

Arg

Lys

Glu

Tyr
355

Leu

Trp

Leu

180

Ser

Pro

Lys

Pro

Ser

260

Asp

Asn

Val

Glu

Lys

340

Thr

Gly

Asn

165

GIn

Ser

Ser

Thr

Ser

245

Arg

Pro

Ala

Val

Tyr

325

Thr

Leu

Cys

150

Ser

Ser

Ser

Asn

His

230

Val

Thr

Glu

Lys

Ser

310

Lys

Ile

Pro

Leu

Gly

Ser

Leu

Thr

215

Thr

Phe

Pro

Val

Thr

295

Val

Cys

Ser

Pro

Val

Ala

Gly

Gly

200

Lys

Cys

Leu

Glu

Lys

280

Lys

Leu

Lys

Lys

Ser
360

Lys

Leu

Leu

185

Thr

Val

Pro

Phe

val

265

Phe

Pro

Thr

val

Ala

345

Arg

Asp

Thr

170

Tyr

GIn

Asp

Pro

Pro

250

Thr

Asn

Arg

Val

Ser

330

Lys

Glu

Tyr

155

Ser

Ser

Thr

Lys

Cys

235

Pro

Cys

Trp

Glu

Leu

315

Asn

Gly

Glu

Phe

Gly

Leu

Tyr

Arg

220

Pro

Lys

val

Glu

300

His

Lys

GIn

Met

Pro

Val

Ser

Ile

205

Val

Ala

Pro

val

Val

285

GIn

GIn

Ala

Pro

Thr
365

Glu

Ser

190

Cys

Glu

Pro

Lys

val

270

Asp

Tyr

Asp

Leu

Arg

350

Lys

Pro

Thr

175

Val

Asn

Pro

Glu

Asp

255

Asp

Gly

Asn

Trp

Pro

335

Glu

Asn

Val

160

Phe

Val

val

Lys

Ala

240

Thr

val

Val

Ser

Leu

320

Pro

GIn



val

Val

385

Pro

Thr

val

Leu

Ser

370

Glu

Pro

Val

Met

Ser
450

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Leu

Trp

Val

Asp

His

435

Pro

90
215
PRT

Thr

Glu

Leu

Lys

420

Glu

Gly

Cys

Ser

Asp

405

Ser

Ala

Leu Val
375

Asn Gly

390

Ser Asp

Arg Trp

Leu His

Secuencia artificial

Sintética: P1-068759

90

Glu lle Vval

1

Leu

Thr
5

Glu Arg Ala Thr Leu

20

Tyr Leu Ala Trp Tyr

35

Ile Tyr Gly Ala Ser

50

Gly Ser Gly Ser Gly

65

GIn Ser

Ser Cys

GIn GIn

Ser Arg

55

Thr Asp
70

Lys

GIn

Gly

GIn

Asn
440

LC

Pro

Arg

Lys

40

Ala

Phe

Gly

Pro

Ser

GIn

425

His

Gly

Ala

25

Pro

Thr

Thr

Phe

Glu

Phe

410

Gly

Tyr

Thr

10

Ser

Gly

Gly

Leu

Tyr

Asn

395

Phe

Asn

Thr

Leu

GIn

GIn

Thr
75

Pro

380

Asn

Leu

Val

GIn

Ser

Ser

Ala

Pro

60

Ile

Ser

Tyr

Tyr

Phe

Lys
445

Leu

Val

Pro

45

Asp

Ser

Asp

Lys

Ser

Ser

430

Ser

Ser

Ser

30

Arg

Arg

Arg

Thr

Lys

415

Cys

Leu

Pro

15

Ser

Leu

Phe

Leu

Ala

Thr

400

Leu

Ser

Ser

Gly

Ser

Leu

Ser

Glu
80



Pro Glu

Phe Thr

Ala Pro

Gly Thr
130

Ala Lys
145

GIn Glu

Ser Ser

Tyr Ala

Ser Phe
210

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Asp

Phe

Ser
115

Ala

Val

Ser

Thr

Cys
195

Asn

91
123
PRT

Phe

Gly

100

Val

Ser

GIn

Val

Leu

180

Glu

Arg

Ala

85

Pro

Phe

Val

Trp

Thr

165

Thr

Val

Gly

Val

Gly

Val

Lys

150

Glu

Leu

Thr

Glu

Tyr

Thr

Phe

Cys

135

Val

GIn

Ser

Cys
215

Secuencia artificial

Tyr

Lys

Pro

120

Leu

Asp

Asp

Lys

GIn
200

Sintética: P1-068763 VH

91

Cys

Val

105

Pro

Leu

Asn

Ser

Ala

185

Gly

GIn

90

Asp

Ser

Asn

Ala

Lys

170

Asp

Leu

GIn

Ile

Asp

Asn

Leu

155

Asp

Tyr

Ser

Tyr

Lys

Glu

Phe

140

GIn

Ser

Glu

Ser

Gly

Arg

GIn

125

Tyr

Ser

Thr

Lys

Pro
205

Ser

Thr

110

Leu

Pro

Gly

Tyr

His

190

Val

Ser

95

val

Lys

Arg

Asn

Ser

175

Lys

Thr

Pro

Ala

Ser

Glu

Ser

160

Leu

val

Lys

Glu Val GIn Leu Val Glu Ser Gly Gly Gly Leu Val GIn Pro Gly Lys

1

5

10

15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Leu Glu Asp Tyr

20

25

30



Ala Met

Ser Gly

Lys Gly
65

Leu GIn

Ala Lys

Trp Gly

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu lle
1

His
35

Ile

Arg

Met

Val

GIn

115

92
108
PRT

Trp

Asp

Phe

Asn

Pro

100

Gly

Val

Trp

Thr

Ser

85

Gly

Thr

Arg GIn

Asn Ser
55

Ile Ser

70

Leu Arg

Tyr Ser

Met Val

Secuencia artificial

Sintética: P1-068763

92

Val

Leu

Thr
5

Glu Arg Ala Thr Leu

20

Tyr Leu Ala Trp Tyr

35

Ile Tyr Gly Ala Ser

50

Gly Ser Gly Ser Gly

65

GIn Ser

Ser Cys

GIn GIn

Ser Arg

55

Thr Asp
70

Ala

40

Glu

Arg

Thr

Thr
120

VL

Pro

Arg

Lys

40

Ala

Phe

Pro

Asn

Asp

Glu

Gly

105

Val

Gly

Ala

25

Pro

Thr

Thr

Gly

Asn

Asp

Trp

Ser

Thr

10

Ser

Gly

Gly

Leu

Lys

Gly

Ala

75

Thr

Ile

Ser

Leu

GIn

GIn

Thr
75

Gly

Tyr

60

Lys

Ala

Asp

Ser

Ser

Ala

Pro

60

Ile

Leu

45

Ala

Asn

Leu

Ala

Leu

Val

Pro

45

Asp

Ser

Glu

Asp

Ser

Tyr

Glu
110

Ser

Ser

30

Arg

Arg

Arg

Trp

Ser

Leu

Tyr

95

Asp

Pro

15

Ser

Leu

Phe

Leu

Val

Val

Tyr

80

Cys

Val

Gly

Ser

Leu

Ser

Glu
80



Pro Glu Asp Phe Ala Val Tyr Tyr Cys GIn GIn Tyr Gly Ser Ser Pro

85

90

Phe Thr Phe Gly Pro Gly Thr Lys Val Asp lle Lys

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu Vval

1

Ser

Ala

Ser

Lys

65

Leu

Ala

Trp

Pro

Leu

Met

Gly

50

Gly

GIn

Lys

Gly

Ser
130

93
452
PRT

100

Secuencia artificial

Sintética: P1-068763

93

GIn

Arg

His

35

Ile

Arg

Met

Val

GIn

115

val

Leu

Leu

20

Trp

Asp

Phe

Asn

Pro

100

Gly

Phe

Val

5

Ser

Val

Trp

Thr

Ser

85

Gly

Thr

Pro

Glu

Cys

Arg

Asn

Ile

70

Leu

Tyr

Met

Leu

Ser

Ala

GIn

Ser

55

Ser

Arg

Ser

Val

Ala
135

105

1gG1.3 HC

Gly Gly

Ala Ser
25

Ala Pro
40

Glu Asn

Arg Asp

Thr Glu

His Gly
105

Thr Val
120

Pro Ser

Gly

10

Gly

Gly

Ile

Asn

Asp

90

Trp

Ser

Ser

Leu

Phe

Lys

Gly

Ala

75

Thr

Ile

Ser

Lys

Val

Thr

Gly

Tyr

60

Lys

Ala

Asp

Ala

Ser
140

GIn

Leu

Leu

45

Ala

Asn

Leu

Ala

Ser

125

Thr

Pro

Glu

30

Glu

Asp

Ser

Tyr

Glu

110

Thr

Ser

95

Gly

15

Asp

Trp

Ser

Leu

Tyr

95

Asp

Lys

Gly

Lys

Tyr

val

Val

Tyr

80

val

Gly

Gly



Thr

145

Thr

Pro

Thr

Asn

Ser

225

Glu

Leu

Ser

Glu

Thr

305

Asn

Pro

Ala

Val

Ala

Val

His

210

Cys

Gly

Met

Val

290

Tyr

Gly

Ile

Ala

Ser

Val

Pro

195

Lys

Asp

Ala

Ile

Glu

275

Arg

Lys

Glu

Leu

Trp

Leu

180

Ser

Pro

Lys

Pro

Ser

260

Asp

Asn

Val

Glu

Lys
340

Gly

Asn

165

GIn

Ser

Ser

Thr

Ser

245

Arg

Pro

Ala

Val

Tyr

325

Thr

Cys

150

Ser

Ser

Ser

Asn

His

230

Val

Thr

Glu

Lys

Ser

310

Lys

Ile

Leu

Gly

Ser

Leu

Thr

215

Thr

Phe

Pro

Val

Thr

295

Val

Cys

Ser

Val

Ala

Gly

Gly

200

Lys

Cys

Leu

Glu

Lys

280

Lys

Leu

Lys

Lys

Lys

Leu

Leu

185

Thr

Val

Pro

Phe

Val

265

Phe

Pro

Thr

Val

Ala
345

Asp

Thr

170

Tyr

GIn

Asp

Pro

Pro

250

Thr

Asn

Arg

Val

Ser

330

Lys

Tyr

155

Ser

Ser

Thr

Lys

Cys

235

Pro

Cys

Trp

Glu

Leu

315

Asn

Gly

Phe

Gly

Leu

Tyr

Arg

220

Pro

Lys

Val

Glu

300

His

Lys

GIn

Pro

Val

Ser

Ile

205

Val

Ala

Pro

Val

Val

285

GIn

GIn

Ala

Pro

Glu

Ser

190

Cys

Glu

Pro

Lys

Val

270

Asp

Tyr

Asp

Leu

Arg
350

Pro

Thr

175

val

Asn

Pro

Glu

Asp

255

Asp

Gly

Asn

Trp

Pro

335

Glu

Val

160

Phe

val

Val

Lys

Ala

240

Thr

Val

Val

Ser

Leu

320

Pro



GIn Val Tyr Thr Leu Pro Pro
355

Val Ser Leu Thr Cys Leu Val
370 375

Val Glu Trp Glu Ser Asn Gly
385 390

Pro Pro Val Leu Asp Ser Asp
405

Thr Val Asp Lys Ser Arg Trp
420

Val Met His Glu Ala Leu His
435

Leu Ser Pro Gly
450

<210> 94

<211> 215

<212> PRT

<213> Secuencia artificial

<220>
<223> Sintética: P1-068763

<400> 94
Glu lle VvVal Leu Thr GIn Ser
1 5

Glu Arg Ala Thr Leu Ser Cys
20

Tyr Leu Ala Trp Tyr GIn GlIn
35

Ile Tyr Gly Ala Ser Ser Arg
50 55

Ser

360

Lys

GIn

Gly

GIn

Asn
440

LC

Pro

Arg

Lys

40

Ala

Arg

Gly

Pro

Ser

GIn

425

His

Gly

Ala

25

Pro

Thr

Glu

Phe

Glu

Phe

410

Gly

Tyr

Thr

10

Ser

Gly

Gly

Glu

Tyr

Asn

395

Phe

Asn

Thr

Leu

GIn

GIn

Ile

Met

Pro

380

Asn

Leu

Val

GIn

Ser

Ser

Ala

Pro
60

Thr

365

Ser

Tyr

Tyr

Phe

Lys
445

Leu

val

Pro

45

Asp

Lys

Asp

Lys

Ser

Ser

430

Ser

Ser

Ser

30

Arg

Arg

Asn

Thr

Lys

415

Cys

Leu

Pro

15

Ser

Leu

Phe

GIn

Ala

Thr

400

Leu

Ser

Ser

Gly

Ser

Leu

Ser



Gly Ser
65

Pro Glu

Phe Thr

Ala Pro

Gly Thr
130

Ala Lys
145

GIn Glu

Ser Ser

Tyr Ala

Ser Phe
210

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Gly

Asp

Phe

Ser

115

Ala

Val

Ser

Thr

Cys

195

Asn

95
121
PRT

Ser

Phe

Gly

100

Val

Ser

GIn

Val

Leu

180

Glu

Arg

Gly

Ala

85

Pro

Phe

Val

Trp

Thr

165

Thr

Val

Gly

Thr

70

Val

Gly

Ile

Val

Lys

150

Glu

Leu

Thr

Glu

Asp

Tyr

Thr

Phe

Cys

135

Val

GIn

Ser

Cys
215

Secuencia artificial

Phe

Tyr

Lys

Pro

120

Leu

Asp

Asp

Lys

GIn
200

Sintética: P1-061015 VH

95

Thr

Cys

val

105

Pro

Leu

Asn

Ser

Ala

185

Gly

Leu

GIn

90

Asp

Ser

Asn

Ala

Lys

170

Asp

Leu

Thr

75

GIn

Ile

Asp

Asn

Leu

155

Asp

Ser

Ile

Tyr

Lys

Glu

Phe

140

GIn

Ser

Glu

Ser

Ser

Gly

Arg

GIn

125

Tyr

Ser

Thr

Lys

Pro
205

Arg

Ser

Thr

110

Leu

Pro

Gly

Tyr

His

190

Val

Leu

Ser

95

Val

Lys

Arg

Asn

Ser

175

Lys

Thr

Glu

80

Pro

Ala

Ser

Glu

Ser

160

Leu

val

Lys

GIn Val GIn Leu Val Glu Ser Gly Gly Gly Val val GIn Pro Gly Arg

1

5

10

15



Ser Leu

Ala Met

Ala lle
50

Lys Gly
65

Leu GIn

Ala Arg

Arg

His

35

Ile

Arg

Met

Asp

Leu

20

Trp

Trp

Phe

Asn

Ser
100

GIn Gly Thr Leu

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu lle
1

115

96
108
PRT

Ser

Val

Tyr

Thr

Ser

85

Gly

Val

Cys

Arg

Asp

Ile

70

Leu

Phe

Thr

Ala

GIn

Gly

Ser

Arg

Tyr

Val

Secuencia artificial

Sintética: P1-061015

96

Val

Leu Thr GIn Ser

5

Glu Arg Ala Thr Leu Ser Cys

20

Tyr Leu Ala Trp Tyr GIn GlIn

35

Ile Tyr Asp Ala Ser Asn Arg

50

55

Ala

Ala

40

Ser

Arg

Ala

Ser

Ser
120

VL

Pro

Arg

Lys

40

Ala

Ser

25

Pro

Asn

Asp

Glu

Ser

105

Ser

Ala

Ala

25

Pro

Thr

Gly

Gly

Lys

Asn

Asp

Tyr

Thr

10

Ser

Gly

Gly

Phe

Lys

Tyr

Ser

75

Thr

Tyr

Leu

GIn

GIn

Thr

Gly

Tyr

60

Lys

Ala

Phe

Ser

Ser

Ala

Pro
60

Phe

Leu

45

Ala

Asn

Val

Asp

Leu

val

Pro

45

Ala

Ser

30

Glu

Asp

Thr

Tyr

Tyr
110

Ser

Ser

30

Arg

Arg

Ser

Trp

Ser

Leu

Tyr

95

Trp

Pro

15

Ser

Leu

Phe

Tyr

Val

Val

Tyr

80

Cys

Gly

Gly

Ser

Leu

Ser



Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu

65

70

Pro Glu Asp Phe Ala Thr Tyr Tyr Cys GIn

85

90

Tyr Thr Phe Gly GIn Gly Thr Lys Leu Glu

<210>
<211>
<212>
<213>

<220>
<223>

<400>
GIn Vval
1

Ser Leu

Ala Met

Ala lle

50

Lys Gly

65

Leu GIn

Ala Arg

GIn Gly

97
450
PRT

100

Secuencia artificial

Sintética: P1-061015

97

GIn

Arg

His

35

Arg

Met

Asp

Thr
115

Leu

Leu

20

Trp

Trp

Phe

Asn

Ser

100

Leu

Val

5

Ser

Val

Tyr

Thr

Ser

85

Gly

Val

Glu

Cys

Arg

Asp

Ile

70

Leu

Phe

Thr

Ser

Ala

GIn

Gly

55

Ser

Arg

Tyr

Val

105

19G1.3 HC

Gly

Ala

Ala

40

Ser

Arg

Ala

Ser

Ser
120

Gly

Ser

25

Pro

Asn

Asp

Glu

Ser

105

Ser

Gly

10

Gly

Gly

Lys

Asn

Asp

90

Tyr

Ala

Thr 1le Ser Ser Leu Glu

75

80

GIn Tyr Asn Ser Tyr Pro

Ile Lys

val Val

Phe Thr

Lys Gly

Tyr Tyr

60

Ser Lys

75

Thr Ala

Tyr Phe

Ser Thr

GIn

Phe

Leu

45

Ala

Asn

val

Asp

Lys
125

Pro

Ser

30

Glu

Asp

Thr

Tyr

Tyr

110

Gly

95

Gly

15

Ser

Trp

Ser

Leu

Tyr

95

Trp

Pro

Arg

Tyr

Val

Val

Tyr

80

Gly

Ser



val

Ala

145

Ser

Val

Pro

Lys

Asp

225

Ala

Ile

Glu

Arg
305

Lys

Glu

Phe

130

Leu

Trp

Leu

Ser

Pro

210

Lys

Pro

Ser

Asp

Asn

290

Val

Glu

Lys

Pro

Gly

Asn

GIn

Ser

195

Ser

Thr

Ser

Arg

Pro

275

Ala

Val

Tyr

Thr

Leu

Cys

Ser

Ser

180

Ser

Asn

Val

Thr

260

Glu

Lys

Ser

Lys

Ile
340

Ala

Leu

Gly

165

Ser

Leu

Thr

Thr

Phe

245

Pro

Val

Thr

Val

Cys

325

Ser

Pro

Val

150

Ala

Gly

Gly

Lys

Cys

230

Leu

Glu

Lys

Lys

Leu

310

Lys

Lys

Ser

135

Lys

Leu

Leu

Thr

Val

215

Pro

Phe

Val

Phe

Pro

295

Thr

Val

Ala

Ser

Asp

Thr

Tyr

GIn

200

Asp

Pro

Pro

Thr

Asn

280

Arg

val

Ser

Lys

Lys

Tyr

Ser

Ser

185

Thr

Lys

Cys

Pro

Cys

265

Trp

Glu

Leu

Asn

Gly
345

Ser

Phe

Gly

170

Leu

Tyr

Arg

Pro

Lys

250

Val

Tyr

Glu

Lys
330

GIn

Thr

Pro

155

Val

Ser

Ile

Val

Ala

235

Pro

Val

Val

GIn

GIn

315

Ala

Pro

Ser

140

Glu

His

Ser

Cys

Glu

220

Pro

Lys

Val

Asp

Tyr

300

Asp

Leu

Arg

Gly

Pro

Thr

val

Asn

205

Pro

Glu

Asp

Asp

Gly

285

Asn

Trp

Pro

Glu

Gly

Val

Phe

val

190

Val

Lys

Ala

Thr

Val

270

Val

Ser

Leu

Ala

Pro
350

Thr

Thr

Pro

175

Thr

Asn

Ser

Glu

Leu

255

Ser

Glu

Thr

Asn

Pro

335

GIn

Ala

Val

160

Ala

val

His

Cys

Gly

240

Met

Val

Tyr

Gly

320

Ile

Val



Tyr Thr

Leu Thr
370

Trp Glu
385

Val Leu

Asp Lys

His Glu

Pro Gly
450

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu lle
1

Leu

355

Cys

Ser

Asp

Ser

Ala
435

98
215
PRT

Pro

Leu

Asn

Ser

Arg

420

Leu

Pro

Val

Gly

Asp

405

Trp

Ser

Lys

GIn

390

Gly

GIn

Asn

Arg

Gly

375

Pro

Ser

GIn

His

Secuencia artificial

Sintética: P1-061015

98

Val

Leu Thr GIn Ser

5

Glu Arg Ala Thr Leu Ser Cys

20

Tyr Leu Ala Trp Tyr GIn GIn

35

Ile Tyr Asp Ala Ser Asn Arg

50

55

Glu

360

Phe

Glu

Phe

Gly

Tyr
440

LC

Pro

Arg

Lys

40

Ala

Glu

Tyr

Asn

Phe

Asn

425

Thr

Ala

Ala

25

Pro

Thr

Met

Pro

Asn

Leu

410

Val

GIn

Thr

10

Ser

Gly

Gly

Thr

Ser

Tyr

395

Tyr

Phe

Lys

Leu

GIn

GIn

Lys

Asp

380

Lys

Ser

Ser

Ser

Ser

Ser

Ala

Pro
60

Asn

365

Thr

Lys

Cys

Leu
445

Leu

val

Pro

45

Ala

GIn

Ala

Thr

Leu

Ser

430

Ser

Ser

Ser

30

Arg

Arg

Val

val

Pro

Thr

415

Val

Leu

Pro

15

Ser

Leu

Phe

Ser

Glu

Pro

400

Val

Met

Ser

Gly

Ser

Leu

Ser



Gly Ser

Pro Glu

Tyr Thr

Ala Pro

Gly Thr
130

Ala Lys
145

GIn Glu

Ser Ser

Tyr Ala

Ser Phe
210

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Gly

Asp

Phe

Ser

115

Ala

Val

Ser

Thr

Cys

195

Asn

99
121
PRT

Ser

Phe

Gly

100

Val

Ser

GIn

Val

Leu

180

Glu

Arg

Gly

Ala

85

GIn

Phe

Val

Trp

Thr

165

Thr

Val

Gly

Thr
70

Thr

Gly

Val

Lys

150

Glu

Leu

Thr

Glu

Asp

Tyr

Thr

Phe

Cys

135

Val

GIn

Ser

Cys
215

Secuencia artificial

Phe

Tyr

Lys

Pro

120

Leu

Asp

Asp

Lys

GIn
200

Sintética: P1-068748 VH

99

Thr

Cys

Leu

105

Pro

Leu

Asn

Ser

Ala

185

Gly

Leu

GIn

90

Glu

Ser

Asn

Ala

Lys

170

Asp

Leu

Thr

75

GIn

Ie

Asp

Asn

Leu

155

Asp

Ser

Ile

Tyr

Lys

Glu

Phe

140

GIn

Ser

Glu

Ser

Ser

Asn

Arg

GIn

125

Tyr

Ser

Thr

Lys

Pro
205

Ser

Ser

Thr

110

Leu

Pro

Gly

Tyr

His

190

Val

Leu

Tyr

95

val

Lys

Arg

Asn

Ser

175

Lys

Thr

Glu

80

Pro

Ala

Ser

Glu

Ser

160

Leu

Val

Lys

GIn Val GIn Leu Val Glu Ser Gly Gly Gly Val val GIn Pro Gly Arg

1

5

10

15



Ser Leu

Ala Met

Ala lle
50

Lys Gly
65

Leu GIn

Ala Arg

GIn Gly

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu lle
1

Arg

His
35

Ile

Arg

Met

Asp

Thr
115

100
108
PRT

Leu

20

Trp

Trp

Phe

Asn

Ser

100

Leu

Ser

Val

Tyr

Thr

Ser

85

Gly

Val

Cys

Arg

Asp

Ile

70

Leu

Phe

Thr

Ala

GIn

Gly

Ser

Arg

Tyr

Val

Secuencia artificial

Sintética: P1-068748

100

Val

Leu Thr GIn Ser

5

Glu Arg Ala Thr Leu Ser Cys

20

Tyr Leu Ala Trp Tyr GIn GIn

35

Ile Tyr Asp Ala Ser Asn Arg

50

55

Ala

Ala

40

Ser

Arg

Ala

Asp

Ser
120

VL

Pro

Arg

Lys

40

Ala

Ser

25

Pro

Asn

Asp

Glu

Ser

105

Ser

Ala

Ala

25

Pro

Thr

Gly

Gly

Asp

Asn

Asp

90

Tyr

Thr

10

Ser

Gly

Gly

Phe

Lys

Asp

Ser

75

Thr

Tyr

Leu

GIn

GIn

Thr

Gly

Tyr

60

Lys

Ala

Phe

Ser

Ser

Ala

Pro
60

Phe

Leu

45

Ala

Asn

Val

Asp

Leu

val

Pro

45

Ala

Ser

30

Glu

Asp

Thr

Tyr

Tyr
110

Ser

Ser

30

Arg

Arg

His

Trp

Ser

Leu

Tyr

95

Trp

Pro

15

Ser

Leu

Phe

His

Val

val

Tyr

80

Cys

Gly

Gly

Ser

Leu

Ser



Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr lle Ser Ser Leu Glu

65

70

Pro Glu Asp Phe Ala Thr Tyr Tyr Cys GIn

85

90

Tyr Thr Phe Gly GIn Gly Thr Lys Leu Glu

<210>
<211>
<212>
<213>

<220>
<223>

<400>
GIn Vval
1

Ser Leu

Ala Met

Ala lle

50

Lys Gly

65

Leu GIn

Ala Arg

GIn Gly

101
450
PRT

100

Secuencia artificial

Sintética: P1-068748

101

GIn

Arg

His

35

Ile

Arg

Met

Asp

Thr
115

Leu

Leu

20

Trp

Trp

Phe

Asn

Ser

100

Leu

Val

5

Ser

Val

Tyr

Thr

Ser

85

Gly

Val

Glu

Cys

Arg

Asp

Ile

70

Leu

Phe

Thr

Ser

Ala

GIn

Gly

55

Ser

Arg

Tyr

Val

105

1gG1.3 HC

Gly

Ala

Ala

40

Ser

Arg

Ala

Asp

Ser
120

Gly

Ser

25

Pro

Asn

Asp

Glu

Ser

105

Ser

Gly

10

Gly

Gly

Asp

Asn

Asp

90

Tyr

Ala

75

80

GIn Tyr Asn Ser Tyr Pro

Ile Lys

val Val

Phe Thr

Lys Gly

Asp Tyr

60

Ser Lys

75

Thr Ala

Tyr Phe

Ser Thr

GIn

Phe

Leu

45

Ala

Asn

val

Asp

Lys
125

Pro

Ser

30

Glu

Asp

Thr

Tyr

Tyr

110

Gly

95

Gly

15

Trp

Ser

Leu

Tyr

95

Trp

Pro

Arg

His

Val

Val

Tyr

80

Cys

Gly

Ser



val

Ala

145

Ser

Val

Pro

Lys

Asp

225

Ala

Ile

Glu

Arg
305

Lys

Phe

130

Leu

Trp

Leu

Ser

Pro

210

Lys

Pro

Ser

Asp

Asn

290

Val

Glu

Pro

Gly

Asn

GIn

Ser

195

Ser

Thr

Ser

Arg

Pro

275

Ala

Val

Tyr

Leu

Cys

Ser

Ser

180

Ser

Asn

Val

Thr

260

Glu

Lys

Ser

Lys

Ala

Leu

Gly

165

Ser

Leu

Thr

Thr

Phe

245

Pro

Val

Thr

Val

Cys
325

Pro

Val

150

Ala

Gly

Gly

Lys

Cys

230

Leu

Glu

Lys

Lys

Leu

310

Lys

Ser

135

Lys

Leu

Leu

Thr

Val

215

Pro

Phe

Val

Phe

Pro

295

Thr

Val

Ser

Asp

Thr

Tyr

GIn

200

Asp

Pro

Pro

Thr

Asn

280

Arg

Val

Ser

Lys

Tyr

Ser

Ser

185

Thr

Lys

Cys

Pro

Cys

265

Trp

Glu

Leu

Asn

Ser

Phe

Gly

170

Leu

Tyr

Arg

Pro

Lys

250

Val

Tyr

Glu

Lys
330

Thr

Pro

155

val

Ser

Val

Ala

235

Pro

Val

Val

GIn

GIn

315

Ala

Ser
140

Glu

Ser

Cys

Glu

220

Pro

Lys

Val

Asp

Tyr

300

Asp

Leu

Gly

Pro

Thr

Val

Asn

205

Pro

Glu

Asp

Asp

Gly

285

Asn

Trp

Pro

Gly

vVal

Phe

Val

190

Val

Lys

Ala

Thr

Val

270

vVal

Ser

Leu

Ala

Thr

Thr

Pro

175

Thr

Asn

Ser

Glu

Leu

255

Ser

Glu

Thr

Asn

Pro
335

Ala

Val

160

Ala

Val

His

Cys

Gly

240

Met

His

Val

Tyr

Gly

320

Ile



Glu Lys

Tyr Thr

Leu Thr
370

Trp Glu
385

Val Leu

Asp Lys

His Glu

Pro Gly
450

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu lle
1

Thr

Leu

355

Cys

Ser

Asp

Ser

Ala

435

102
215
PRT

Ile

340

Pro

Leu

Asn

Ser

Arg

420

Leu

Ser

Pro

Val

Gly

Asp

405

Trp

Lys

Ser

Lys

GIn

390

Gly

GIn

Asn

Ala

Arg

Gly

375

Pro

Ser

GIn

Secuencia artificial

Sintética: P1-068748

102

Val

Leu Thr GIn Ser

5

Glu Arg Ala Thr Leu Ser Cys

20

Tyr Leu Ala Trp Tyr GIn GIn

35

Lys Gly GIn
345

Glu Glu Met
360

Phe Tyr Pro

Glu Asn Asn

Phe Phe Leu
410

Gly Asn Val
425

Tyr Thr GlIn
440

Pro

Thr

Ser

Tyr

395

Tyr

Phe

Lys

Arg

Lys

Asp

380

Lys

Ser

Ser

Ser

Pro Ala Thr Leu Ser

10

Arg Ala Ser GIn Ser

25

Lys Pro Gly GIn Ala

40

Glu

Asn

365

Thr

Lys

Cys

Leu
445

Leu

Val

Pro
45

Pro

350

GIn

Ala

Thr

Leu

Ser

430

Ser

Ser

Ser
30

Arg

GIn

Val

Val

Pro

Thr

415

Val

Leu

Pro
15

Ser

Leu

Val

Ser

Glu

Pro

400

Val

Met

Ser

Gly

Ser

Leu



50

Gly Ser

Pro Glu

Tyr Thr

Ala Pro

Gly Thr
130

Ala Lys
145

GIn Glu

Ser Ser

Tyr Ala

Ser Phe
210

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Asp

Gly

Asp

Phe

Ser

115

Ala

Val

Ser

Thr

Cys

195

Asn

103
121
PRT

Ala

Ser

Phe

Gly

100

Val

Ser

GIn

Val

Leu

180

Glu

Arg

Ser

Gly

Ala

85

GIn

Phe

Val

Trp

Thr

165

Thr

Val

Gly

Asn

Thr

70

Thr

Gly

Val

Lys

150

Glu

Leu

Thr

Glu

Arg

55

Asp

Tyr

Thr

Phe

Cys

135

Val

GIn

Ser

His

Cys
215

Secuencia artificial

Ala

Phe

Tyr

Lys

Pro

120

Leu

Asp

Asp

Lys

GIn
200

Sintética: P1-068744 VH

103

Thr

Thr

Cys

Leu

105

Pro

Leu

Asn

Ser

Ala

185

Gly

Gly

Leu

GIn

90

Glu

Ser

Asn

Ala

Lys

170

Asp

Leu

Thr
75

GIn

Asp

Asn

Leu

155

Asp

Tyr

Ser

Pro

60

Ile

Tyr

Lys

Glu

Phe

140

GIn

Ser

Glu

Ser

Ala

Ser

Asn

Arg

GIn

125

Tyr

Ser

Thr

Lys

Pro
205

Arg

Ser

Ser

Thr

110

Leu

Pro

Gly

Tyr

His

190

Val

Phe

Leu

Tyr

95

val

Lys

Arg

Asn

Ser

175

Lys

Thr

Ser

Glu

80

Pro

Ala

Ser

Glu

Ser

160

Leu

Val

Lys



GIn Vval

Ser Leu

Ala Met

Ala His
50

Lys Gly
65

Leu GIn

Ala Arg

GIn Gly

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu lle
1

GIn

Arg

His

35

Arg

Met

Asp

Thr

115

104
108
PRT

Leu

Leu

20

Trp

Trp

Phe

Asn

Ser

100

Leu

Val

Ser

Val

Tyr

Thr

Ser

85

Gly

Val

Glu

Cys

Arg

Asp

Ile

70

Leu

Phe

Thr

Ser

Ala

GIn

Gly

Ser

Arg

Tyr

Val

Secuencia artificial

Sintética: P1-068744

104

Val

Leu Thr GIn Ser

5

Glu Arg Ala Thr Leu Ser Cys

20

Tyr Leu Ala Trp Tyr GIn GIn

35

Gly

Ala

Ala

40

Ser

Arg

Ala

Glu

Ser
120

Pro

Gly

Ser

25

Pro

Asn

Asp

Glu

Ser

105

Ser

Ala

Gly

10

Gly

Gly

Lys

Asn

Asp

90

Tyr

Val

Phe

Lys

Tyr

Ser

75

Thr

Tyr

Val

Thr

Gly

Glu

60

Lys

Ala

Phe

Thr Leu Ser

10

Arg Ala Ser GIn Ser

25

Lys Pro Gly GIn Ala

40

GIn

Phe

Leu

45

Ala

Asn

Val

Asp

Leu

Val

Pro
45

Pro

Ser

30

Glu

Asp

Thr

Tyr

Glu
110

Ser

Ser
30

Arg

Gly

15

Glu

Trp

Ser

Leu

Tyr

95

Trp

Pro
15

Ser

Leu

Arg

Tyr

Val

val

Tyr

80

Cys

Gly

Gly

Ser

Leu



Ile Tyr Asp Ala Ser Asn Arg

50

55

Gly Ser Gly Ser Gly Thr Asp

65

70

Pro Glu Asp Phe Ala Thr Tyr

85

Tyr Thr Phe Gly GIn Gly Thr

<210>
<211>
<212>
<213>

<220>
<223>

<400>
GIn Vval
1

Ser Leu

Ala Met

Ala His
50

Lys Gly
65

Leu GIn

Ala Arg

105
450
PRT

100

Secuencia artificial

Sintética: P1-068744

105

GIn

Arg

His

35

Arg

Met

Asp

Leu

Leu

20

Trp

Trp

Phe

Asn

Ser
100

Val

Ser

Val

Tyr

Thr

Ser

85

Gly

Glu

Cys

Arg

Asp

Ile

70

Leu

Phe

Ser

Ala

GIn

Gly

55

Ser

Arg

Tyr

Ala Thr

Phe Thr

Tyr Cys

Lys Leu
105

Gly

Leu

GIn

90

Glu

19gG1.3 HC

Gly Gly

Ala Ser
25

Ala Pro

40

Ser Asn

Arg Asp

Ala Glu

Glu Ser
105

Gly

10

Gly

Gly

Lys

Asn

Asp

90

Tyr

Thr
75

GIn

val

Phe

Lys

Tyr

Ser

75

Thr

Tyr

Pro

60

Ile

Tyr

Lys

val

Thr

Gly

Glu

60

Lys

Ala

Phe

Ala

Ser

Asn

GIn

Phe

Leu

45

Ala

Asn

Val

Asp

Arg

Ser

Ser

Pro

Ser

30

Glu

Asp

Thr

Tyr

Glu
110

Phe Ser

Leu Glu
80

Tyr Pro
95

Gly Arg
15

Glu Tyr

Trp Val

Ser Val

Leu Tyr
80

Tyr Cys
95

Trp Gly



GIn

Val

Ala

145

Ser

val

Pro

Lys

Asp

225

Ala

Ile

Glu

Arg
305

Lys

Gly

Phe

130

Leu

Trp

Leu

Ser

Pro

210

Lys

Pro

Ser

Asp

Asn

290

val

Glu

Thr

115

Pro

Gly

Asn

GIn

Ser

195

Ser

Thr

Ser

Arg

Pro

275

Ala

Val

Tyr

Leu

Leu

Cys

Ser

Ser

180

Ser

Asn

Val

Thr

260

Glu

Lys

Ser

Lys

Val

Ala

Leu

Gly

165

Ser

Leu

Thr

Thr

Phe

245

Pro

Val

Thr

Val

Cys
325

Thr

Pro

Val

150

Ala

Gly

Gly

Lys

Cys

230

Leu

Glu

Lys

Lys

Leu

310

Lys

Val

Ser

135

Lys

Leu

Leu

Thr

Val

215

Pro

Phe

Val

Phe

Pro

295

Thr

Val

Ser

120

Ser

Asp

Thr

Tyr

GIn

200

Asp

Pro

Pro

Thr

Asn

280

Arg

Val

Ser

Ser

Lys

Tyr

Ser

Ser

185

Thr

Lys

Cys

Pro

Cys

265

Trp

Glu

Leu

Asn

Ala

Ser

Phe

Gly

170

Leu

Tyr

Arg

Pro

Lys

250

Val

Tyr

Glu

Lys
330

Ser

Thr

Pro

155

val

Ser

Ile

Val

Ala

235

Pro

Val

Val

GIn

GIn

315

Ala

Thr

Ser

140

Glu

His

Ser

Cys

Glu

220

Pro

Lys

Val

Asp

Tyr

300

Asp

Leu

Lys

125

Gly

Pro

Thr

Val

Asn

205

Pro

Glu

Asp

Asp

Gly

285

Asn

Trp

Pro

Gly

Gly

val

Phe

Val

190

Val

Lys

Ala

Thr

Val

270

Val

Ser

Leu

Ala

Pro

Thr

Thr

Pro

175

Thr

Asn

Ser

Glu

Leu

255

Ser

Glu

Thr

Asn

Pro
335

Ser

Ala

Val

160

Ala

Val

His

Cys

Gly

240

Met

His

val

Tyr

Gly

320

Ile



Glu Lys

Tyr Thr

Leu Thr
370

Trp Glu
385

Val Leu

Asp Lys

His Glu

Pro Gly
450

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu Ile
1

Thr

Leu

355

Cys

Ser

Asp

Ser

Ala

435

106
215
PRT

Ile

340

Pro

Leu

Asn

Ser

Arg

420

Leu

Ser

Pro

Val

Gly

Asp

405

Trp

Lys

Ser

Lys

GIn

390

Gly

GIn

Asn

Ala

Arg

Gly

375

Pro

Ser

GIn

Secuencia artificial

Sintética: P1-068744

106

Val

Leu Thr GIn Ser

5

Glu Arg Ala Thr Leu Ser Cys

20

Tyr Leu Ala Trp Tyr GIn GIn

35

Lys Gly GIn
345

Glu Glu Met
360

Phe Tyr Pro

Glu Asn Asn

Phe Phe Leu
410

Gly Asn Val
425

Tyr Thr GlIn
440

Pro

Thr

Ser

Tyr

395

Tyr

Phe

Lys

Arg

Lys

Asp

380

Lys

Ser

Ser

Ser

Pro Ala Thr Leu Ser

10

Arg Ala Ser GIn Ser

25

Lys Pro Gly GIn Ala

40

Glu

Asn

365

Thr

Lys

Cys

Leu
445

Leu

Val

Pro
45

Pro

350

GIn

Ala

Thr

Leu

Ser

430

Ser

Ser

Ser
30

Arg

GIn

val

val

Pro

Thr

415

val

Leu

Pro
15

Ser

Leu

Val

Ser

Glu

Pro

400

Val

Met

Ser

Gly

Ser

Leu



50

Gly Ser

Pro Glu

Tyr Thr

Ala Pro

Gly Thr
130

Ala Lys
145

GIn Glu

Ser Ser

Tyr Ala

Ser Phe
210

<210>
<211>
<212>
<213>

<220>
<223>

Asp

Gly

Asp

Phe

Ser

115

Ala

Val

Ser

Thr

Cys

195

Asn

107
121
PRT

Ala

Ser

Phe

Gly

100

Val

Ser

GIn

Val

Leu

180

Glu

Arg

Ser

Gly

Ala

85

GIn

Phe

Val

Trp

Thr

165

Thr

Val

Gly

Asn

Thr

70

Thr

Gly

Val

Lys

150

Glu

Leu

Thr

Glu

Arg

Asp

Tyr

Thr

Phe

Cys

135

Val

GIn

Ser

His

Cys
215

Secuencia artificial

Ala

Phe

Tyr

Lys

Pro

120

Leu

Asp

Asp

Lys

GIn
200

Sintética: P1-068736 VH

Thr

Thr

Cys

Leu

105

Pro

Leu

Asn

Ser

Ala

185

Gly

Gly

Leu

GIn

90

Glu

Ser

Asn

Ala

Lys

170

Asp

Leu

Ile

Thr

75

GIn

Ile

Asp

Asn

Leu

155

Asp

Ser

Pro

60

Ile

Tyr

Lys

Glu

Phe

140

GIn

Ser

Glu

Ser

Ala

Ser

Asn

Arg

GIn

125

Tyr

Ser

Thr

Lys

Pro
205

Arg

Ser

Ser

Thr
110

Leu

Pro

Gly

Tyr

His
190

vVal

Phe

Leu

Tyr

95

Val

Lys

Arg

Asn

Ser

175

Lys

Thr

Ser

Glu

80

Pro

Ala

Ser

Glu

Ser

160

Leu

Val

Lys



<400>
GIn Vval
1

Ser Leu

Ala Met

Ala lle
50

Lys Gly
65

Leu GIn

Ala Arg

GIn Gly

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu Ile
1

107

GIn

Arg

His

35

Asp

Arg

Met

Asp

Thr
115

108
108
PRT

Leu

Leu

20

Trp

Trp

Phe

Asn

Ser

100

Leu

Val

Ser

Val

Tyr

Thr

Ser

85

Gly

Val

Glu

Cys

Arg

Asp

Ile

70

Leu

Phe

Thr

Ser

Ala

GIn

Gly

Ser

Arg

Tyr

Val

Secuencia artificial

Sintética: P1-068736

108

Val

Leu Thr GIn Ser

5

Glu Arg Ala Thr Leu Ser Cys

20

Tyr Leu Ala Trp Tyr GIn GIn

35

Gly Gly Gly Vval Vval GIn Pro
10

Ala Ser Gly Phe Thr Phe Ser
25 30

Ala Pro Gly Lys Gly Leu Glu
40 45

Ser Asn Lys Asp Tyr Ala Asp
60

Arg Asp Asn Ser Lys Asn Thr
75

Ala Glu Asp Thr Ala Val Tyr
90

Asp Ser Tyr Tyr Phe Asp Asp
105 110

Ser Ser
120

Pro Ala Thr Leu Ser Leu Ser
10

Arg Ala Ser GIn Ser Val Ser
25 30

Lys Pro Gly GIn Ala Pro Arg
40 45

Gly

15

Glu

Trp

Ser

Leu

Tyr

95

Trp

Pro
15

Ser

Leu

Arg

Tyr

val

Val

Tyr

80

Cys

Gly

Gly

Ser

Leu



Ile Tyr Asp Ala Ser Asn Arg

50

55

Gly Ser Gly Ser Gly Thr Asp

65

70

Pro Glu Asp Phe Ala Thr Tyr

85

Tyr Thr Phe Gly GIn Gly Thr

<210>
<211>
<212>
<213>

<220>
<223>

<400>
GIn Vval
1

Ser Leu

Ala Met

Ala lle
50

Lys Gly
65

Leu GIn

Ala Arg

109
450
PRT

100

Secuencia artificial

Sintética: P1-068736

109

GIn

Arg

His

35

Asp

Arg

Met

Asp

Leu

Leu

20

Trp

Trp

Phe

Asn

Ser
100

Val

Ser

Val

Tyr

Thr

Ser

85

Gly

Glu

Arg

Asp

Ile

70

Leu

Phe

Ser

Ala

GIn

Gly

55

Ser

Arg

Tyr

Ala Thr

Phe Thr

Tyr Cys

Lys Leu
105

Gly

Leu

GIn

90

Glu

1gG1.3 HC

Gly Gly

Ala Ser
25

Ala Pro

40

Ser Asn

Arg Asp

Ala Glu

Asp Ser
105

Gly

10

Gly

Gly

Lys

Asn

Asp

90

Tyr

Thr
75

GIn

val

Phe

Lys

Asp

Ser

75

Thr

Tyr

Pro
60

Ile

Ala

Ser

Arg

Ser

Tyr Asn Ser

Lys

val

Thr

Gly

Tyr

60

Lys

Ala

Phe

GIn

Phe

Leu

45

Ala

Asn

Val

Asp

Pro

Ser

30

Glu

Asp

Thr

Tyr

Asp
110

Phe Ser

Leu Glu
80

Tyr Pro
95

Gly Arg
15

Glu Tyr

Trp Val

Ser Val

Leu Tyr
80

Tyr Cys
95

Trp Gly



GIn

Val

Ala

145

Ser

val

Pro

Lys

Asp

225

Ala

Ile

Glu

Arg
305

Gly

Phe

130

Leu

Trp

Leu

Ser

Pro

210

Lys

Pro

Ser

Asp

Asn

290

val

Thr

115

Pro

Gly

Asn

GIn

Ser

195

Ser

Thr

Ser

Arg

Pro

275

Ala

Val

Leu

Leu

Cys

Ser

Ser

180

Ser

Asn

Val

Thr

260

Glu

Lys

Ser

Val

Ala

Leu

Gly

165

Ser

Leu

Thr

Thr

Phe

245

Pro

Val

Thr

Val

Thr

Pro

Val

150

Ala

Gly

Lys

Cys

230

Leu

Glu

Lys

Lys

Leu
310

Val

Ser

135

Lys

Leu

Leu

Thr

Val

215

Pro

Phe

Val

Phe

Pro

295

Thr

Ser

120

Ser

Asp

Thr

Tyr

GIn

200

Asp

Pro

Pro

Thr

Asn

280

Arg

Val

Ser

Lys

Tyr

Ser

Ser

185

Thr

Lys

Cys

Pro

Cys

265

Trp

Glu

Leu

Ala

Ser

Phe

Gly

170

Leu

Tyr

Arg

Pro

Lys

250

Val

Tyr

Glu

Ser

Thr

Pro

155

Val

Ser

Ile

val

Ala

235

Pro

Val

val

GIn

GIn
315

Thr

Ser

140

Glu

Ser

Cys

Glu

220

Pro

Lys

Val

Asp

Tyr

300

Asp

Lys

125

Gly

Pro

Thr

Val

Asn

205

Pro

Glu

Asp

Asp

Gly

285

Asn

Trp

Gly

Gly

val

Phe

Val

190

vVal

Lys

Ala

Thr

vVal

270

val

Ser

Leu

Pro

Thr

Thr

Pro

175

Thr

Asn

Ser

Glu

Leu

255

Ser

Glu

Thr

Asn

Ser

Ala

val

160

Ala

Val

His

Cys

Gly

240

Met

His

val

Tyr

Gly
320



Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro lle
325 330 335

Glu Lys Thr Ile Ser Lys Ala Lys Gly GIn Pro Arg Glu Pro GIn Val
340 345 350

Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn GIn Val Ser
355 360 365

Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp lle Ala Val Glu
370 375 380

Trp Glu Ser Asn Gly GIn Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro
385 390 395 400

Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val
405 410 415

Asp Lys Ser Arg Trp GIn GIn Gly Asn Val Phe Ser Cys Ser Val Met
420 425 430

His Glu Ala Leu His Asn His Tyr Thr GIn Lys Ser Leu Ser Leu Ser
435 440 445

Pro Gly
450

<210> 110
<211> 215
<212> PRT
<213> Secuencia artificial

<220>
<223> Sintética: P1-068736 LC

<400> 110
Glu 1le Val Leu Thr GIn Ser Pro Ala Thr Leu Ser Leu Ser Pro Gly
1 5 10 15

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser GIn Ser Val Ser Ser Ser
20 25 30



Tyr Leu

50

Gly Ser

Pro Glu

Tyr Thr

Ala Pro

Gly Thr
130

Ala Lys
145

GIn Glu

Ser Ser

Tyr Ala

Ser Phe
210

<210>
<211>
<212>
<213>

<220>

Ala
35

Asp

Gly

Asp

Phe

Ser

115

Ala

Val

Ser

Thr

Cys

195

Asn

111
121
PRT

Trp

Ala

Ser

Phe

Gly

100

Val

Ser

GIn

Val

Leu

180

Glu

Arg

Tyr

Ser

Gly

Ala

85

GIn

Phe

Val

Trp

Thr

165

Thr

Val

Gly

GIn

Asn

Thr

70

Thr

Gly

Val

Lys

150

Glu

Leu

Thr

Glu

GIn

Arg

Asp

Tyr

Thr

Phe

Cys

135

Val

GIn

Ser

Cys
215

Secuencia artificial

Lys

40

Ala

Phe

Tyr

Lys

Pro

120

Leu

Asp

Asp

Lys

GIn
200

Pro

Thr

Thr

Cys

Leu

105

Pro

Leu

Asn

Ser

Ala

185

Gly

Gly

Gly

Leu

GIn

90

Glu

Ser

Asn

Ala

Lys

170

Asp

Leu

GIn

Thr
75

GIn

Asp

Asn

Leu

155

Tyr

Ser

Ala

Pro

60

Ile

Tyr

Lys

Glu

Phe

140

GIn

Ser

Glu

Ser

Pro

45

Ala

Ser

Asn

Arg

GIn

125

Tyr

Ser

Thr

Lys

Pro
205

Arg

Arg

Ser

Ser

Thr

110

Leu

Pro

Gly

Tyr

His

190

Val

Leu

Phe

Leu

Tyr

95

Val

Lys

Arg

Asn

Ser

175

Lys

Thr

Leu

Ser

Glu

80

Pro

Ala

Ser

Glu

Ser

160

Leu

Val

Lys



<223>
<400>
GIn Vval
1

Ser Leu

Ala Met

Ala Glu
50

Lys Gly
65

Leu GIn

Ala Arg

GIn Gly

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu lle
1

Sintética: P1-068752

111

GIn

Arg

His

35

Arg

Met

Asp

Thr

115

112
108
PRT

Leu

Leu

20

Trp

Trp

Phe

Asn

Ser

100

Leu

Val

5

Ser

Val

Tyr

Thr

Ser

85

Gly

Val

Glu

Cys

Arg

Asp

Ile

70

Leu

Phe

Thr

Ser

Ala

GIn

Gly

Ser

Arg

Tyr

Val

Secuencia artificial

Sintética: P1-068752

112

Val

Leu Thr GIn Ser

5

Glu Arg Ala Thr Leu Ser Cys

20

Gly

Ala

Ala

40

Ser

Arg

Ala

Asp

Ser
120

Gly

Ser

25

Pro

Asn

Asp

Glu

Ser

105

Ser

Gly

10

Gly

Gly

Lys

Asn

Asp
90

Val

Phe

Lys

Asp

Ser

75

Thr

Tyr

Val

Thr

Gly

Tyr

60

Lys

Ala

Phe

GIn

Phe

Leu

45

Ala

Asn

Val

Asp

Pro

Ser

30

Glu

Asp

Thr

Tyr

Glu
110

Gly

15

Ser

Trp

Ser

Leu

Tyr
95

Arg

Tyr

val

Val

Tyr

80

Cys

Gly

Pro Ala Thr Leu Ser Leu Ser Pro Gly

10

15

Arg Ala Ser GIn Ser Val Ser Ser Ser

25

30



Tyr Leu Ala Trp
35

Ile Tyr Asp Ala
50

Gly Ser Gly Ser

Pro Glu Asp Phe

Tyr Thr Phe Gly
100

<210> 113
<211> 450
<212> PRT

Tyr GIn

Ser Asn

Gly Thr
70

Ala Thr
85

GIn Gly

GIn

Arg

55

Asp

Tyr

Thr

<213> Secuencia artificial

<220>

<223> Sintética: P1-068752

<400> 113

GIn Val GIn Leu
1

Ser Leu Arg Leu
20

Ala Met His Trp
35

Ala Glu Ile Trp
50

Lys Gly Arg Phe
65

Leu GIn Met Asn

Val Glu

Ser Cys

Val Arg

Tyr Asp

Thr 1le

70

Ser Leu
85

Ser

Ala

GIn

Gly

55

Ser

Arg

Lys Pro

40

Ala Thr

Phe Thr

Tyr Cys

Lys Leu
105

Gly

Gly

Leu

GIn

90

Glu

1gG1.3 HC

Gly Gly

Ala Ser
25

Ala Pro

40

Ser Asn

Arg Asp

Ala Glu

Gly
10

Lys

Asn

Asp

GIn

Thr
75

GIn

Val

Phe

Lys

Asp

Ser

75

Thr

Ala

Pro

60

Ile

Tyr

Lys

Val

Thr

Gly

Tyr

60

Lys

Ala

Pro

45

Ala

Ser

Asn

GIn

Phe

Leu

45

Ala

Asn

Val

Arg

Arg

Ser

Ser

Pro

Ser

30

Glu

Asp

Thr

Tyr

Leu

Phe

Leu

Tyr
95

Gly

15

Ser

Trp

Ser

Leu

Tyr
95

Leu

Ser

Glu

80

Pro

Val

val

Tyr

80

Cys



Ala

GIn

Val

Ala

145

Ser

Val

Pro

Lys

Asp

225

Ala

Ile

Glu

Arg
305

Arg

Gly

Phe

130

Leu

Trp

Leu

Ser

Pro

210

Lys

Pro

Ser

Asp

Asn

290

Val

Asp

Thr

115

Pro

Gly

Asn

GIn

Ser

195

Ser

Thr

Ser

Arg

Pro

275

Ala

val

Ser

100

Leu

Leu

Cys

Ser

Ser

180

Ser

Asn

Val

Thr

260

Glu

Lys

Ser

Gly

Val

Ala

Leu

Gly

165

Ser

Leu

Thr

Thr

Phe

245

Pro

Val

Thr

Val

Phe

Thr

Pro

Val

150

Ala

Gly

Gly

Lys

Cys

230

Leu

Glu

Lys

Lys

Leu
310

Tyr

Val

Ser

135

Lys

Leu

Leu

Thr

Val

215

Pro

Phe

Val

Phe

Pro

295

Thr

Asp

Ser

120

Ser

Asp

Thr

Tyr

GIn

200

Asp

Pro

Pro

Thr

Asn

280

Arg

val

Ser

105

Ser

Lys

Tyr

Ser

Ser

185

Thr

Lys

Cys

Pro

Cys

265

Trp

Glu

Leu

Tyr

Ala

Ser

Phe

Gly

170

Leu

Tyr

Arg

Pro

Lys

250

Val

Tyr

Glu

Tyr

Ser

Thr

Pro

155

Val

Ser

Ile

val

Ala

235

Pro

Val

val

GIn

GIn
315

Phe

Thr

Ser

140

Glu

His

Ser

Cys

Glu

220

Pro

Lys

Val

Asp

Tyr

300

Asp

Asp

Lys

125

Gly

Pro

Thr

Val

Asn

205

Pro

Glu

Asp

Asp

Gly

285

Asn

Trp

Glu

110

Gly

Gly

val

Phe

Val

190

Val

Lys

Ala

Thr

Val

270

val

Ser

Leu

Trp

Pro

Thr

Thr

Pro

175

Thr

Asn

Ser

Glu

Leu

255

Ser

Glu

Thr

Asn

Gly

Ser

Ala

val

160

Ala

Val

His

Cys

Gly

240

Met

His

val

Tyr

Gly
320



Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro lle
325 330 335

Glu Lys Thr Ile Ser Lys Ala Lys Gly GIn Pro Arg Glu Pro GIn Val
340 345 350

Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn GIn Val Ser
355 360 365

Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp lle Ala val Glu
370 375 380

Trp Glu Ser Asn Gly GIn Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro
385 390 395 400

Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val
405 410 415

Asp Lys Ser Arg Trp GIn GIn Gly Asn Val Phe Ser Cys Ser Val Met
420 425 430

His Glu Ala Leu His Asn His Tyr Thr GIn Lys Ser Leu Ser Leu Ser
435 440 445

Pro Gly
450

<210> 114
<211> 215
<212> PRT
<213> Secuencia artificial

<220>
<223> Sintética: P1-068752 LC

<400> 114
Glu Ile val Leu Thr GIn Ser Pro Ala Thr Leu Ser Leu Ser Pro Gly
1 5 10 15

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser GIn Ser Val Ser Ser Ser
20 25 30



Tyr Leu

50

Gly Ser

Pro Glu

Tyr Thr

Ala Pro

Gly Thr
130

Ala Lys
145

GIn Glu

Ser Ser

Tyr Ala

Ser Phe
210

<210>
<211>
<212>
<213>

Ala
35

Asp

Gly

Asp

Phe

Ser

115

Ala

Val

Ser

Thr

Cys

195

Asn

115
121
PRT

Trp

Ala

Ser

Phe

Gly

100

Val

Ser

GIn

Val

Leu

180

Glu

Arg

Tyr

Ser

Gly

Ala

85

GIn

Phe

Val

Trp

Thr

165

Thr

Val

Gly

GIn

Asn

Thr

70

Thr

Gly

Val

Lys

150

Glu

Leu

Thr

Glu

GIn

Arg

Asp

Tyr

Thr

Phe

Cys

135

Val

GIn

Ser

Cys
215

Secuencia artificial

Lys

40

Ala

Phe

Tyr

Lys

Pro

120

Leu

Asp

Asp

Lys

GIn
200

Pro

Thr

Thr

Cys

Leu

105

Pro

Leu

Asn

Ser

Ala

185

Gly

Gly

Gly

Leu

GIn

90

Glu

Ser

Asn

Ala

Lys

170

Asp

Leu

GIn

Ile

Thr

75

GIn

Ile

Asp

Asn

Leu

155

Tyr

Ser

Ala

Pro

60

Ile

Tyr

Lys

Glu

Phe

140

GIn

Ser

Glu

Ser

Pro

45

Ala

Ser

Asn

Arg

GIn

125

Tyr

Ser

Thr

Lys

Pro
205

Arg

Arg

Ser

Ser

Thr

110

Leu

Pro

Gly

Tyr

His

190

val

Leu

Phe

Leu

Tyr

95

Val

Lys

Arg

Asn

Ser

175

Lys

Thr

Leu

Ser

Glu

80

Pro

Ala

Ser

Glu

Ser

160

Leu

Val

Lys



<220>
<223>

<400>
GIn Vval
1

Ser Leu

Ala Met

Ala lle
50

Lys Gly
65

Leu GIn

Ala Arg

GIn Gly

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu lle
1

Sintética: P1-068740

115

GIn

Arg

His

35

Arg

Met

Asp

Thr

115

116
108
PRT

Leu

Leu

20

Trp

Trp

Phe

Asn

Ser

100

Leu

Val

5

Ser

Val

Tyr

Thr

Ser

85

Gly

Val

Glu

Cys

Arg

Asp

Ile

70

Leu

Phe

Thr

Ser

Ala

GIn

Gly

55

Ser

Arg

Tyr

Val

Secuencia artificial

Sintética: P1-068740

116

Val

Leu Thr GIn Ser

5

Glu Arg Ala Thr Leu Ser Cys

20

VH

Gly

Ala

Ala

40

Ser

Arg

Ala

Asp

Ser
120

Gly

Ser

25

Pro

Asp

Asp

Glu

Ser

105

Ser

Gly

10

Gly

Gly

Lys

Asn

Asp
90

Val

Phe

Lys

Asp

Ser

75

Thr

Tyr

Val

Thr

Gly

Tyr

60

Lys

Ala

Phe

GIn

Phe

Leu

45

Ala

Asn

val

Asp

Pro

Ser

30

Glu

Asp

Thr

Tyr

Asp
110

Gly

15

Asp

Trp

Ser

Leu

Tyr

95

Trp

Arg

Tyr

Val

Val

Tyr

80

Cys

Gly

Pro Ala Thr Leu Ser Leu Ser Pro Gly

10

15

Arg Ala Ser GIn Ser Val Ser Ser Ser

25

30



Tyr Leu Ala Trp
35

Ile Tyr Asp Ala
50

Gly Ser Gly Ser
65

Pro Glu Asp Phe

Tyr Thr Phe Gly
100

<210> 117
<211> 450
<212> PRT

Tyr GIn GIn

Ser Asn Arg

55

Gly Thr Asp

70

Ala Thr Tyr

85

GIn Gly Thr

<213> Secuencia artificial

<220>

<223> Sintética: P1-068740

<400> 117

GIn Vval GIn Leu
1

Ser Leu Arg Leu
20

Ala Met His Trp
35

Ala l1le lle Trp
50

Lys Gly Arg Phe
65

Leu GIn Met Asn

Val

Ser

Val

Tyr

Thr

Ser
85

Glu

Cys

Arg

Asp

Ile

70

Leu

Ser

Ala

GIn

Gly

55

Ser

Arg

Lys Pro Gly
40

Ala Thr Gly

Phe Thr Leu

Tyr Cys GIn
90

Lys Leu Glu
105

19gG1.3 HC

Gly Gly Gly
10

Ala Ser Gly
25

Ala Pro Gly

40

Ser Asp Lys

Arg Asp Asn

Ala Glu Asp

GIn

Thr
75

GIn

Val

Phe

Lys

Asp

Ser

75

Thr

Ala

Pro

60

Ile

Tyr

Lys

Val

Thr

Gly

Tyr

60

Lys

Ala

Pro

45

Ala

Ser

Asn

GIn

Phe

Leu

45

Ala

Asn

Val

Arg

Arg

Ser

Ser

Pro

Ser

30

Glu

Asp

Thr

Tyr

Leu

Phe

Leu

Tyr
95

Gly

15

Asp

Trp

Ser

Leu

Tyr
95

Leu

Ser

Glu

80

Pro

Tyr

val

val

Tyr

80

Cys



Ala

GIn

Val

Ala

145

Ser

Val

Pro

Lys

Asp

225

Ala

Glu

Arg

Gly

Phe

130

Leu

Trp

Leu

Ser

Pro

210

Pro

Ser

Asp

Asn
290

Asp

Thr

115

Pro

Gly

Asn

GIn

Ser

195

Ser

Thr

Ser

Arg

Pro

275

Ala

Ser

100

Leu

Leu

Cys

Ser

Ser

180

Ser

Asn

Val

Thr

260

Glu

Lys

Gly

Val

Ala

Leu

Gly

165

Ser

Leu

Thr

Thr

Phe

245

Pro

Val

Thr

Phe

Thr

Pro

Val

150

Ala

Gly

Gly

Lys

Cys

230

Leu

Glu

Lys

Lys

Tyr

Val

Ser

135

Lys

Leu

Leu

Thr

Val

215

Pro

Phe

Val

Phe

Pro
295

Asp

Ser

120

Ser

Asp

Thr

Tyr

GIn

200

Asp

Pro

Pro

Thr

Asn

280

Arg

Ser

105

Ser

Lys

Tyr

Ser

Ser

185

Thr

Lys

Cys

Pro

Cys

265

Trp

Glu

Tyr

Ala

Ser

Phe

Gly

170

Leu

Tyr

Arg

Pro

Lys

250

Val

Tyr

Glu

Tyr

Ser

Thr

Pro

155

Val

Ser

Ile

Val

Ala

235

Pro

val

Val

GIn

Phe

Thr

Ser

140

Glu

His

Ser

Cys

Glu

220

Pro

Lys

val

Asp

Tyr
300

Asp

Lys

125

Gly

Pro

Thr

Val

Asn

205

Pro

Glu

Asp

Asp

Gly

285

Asn

Asp

110

Gly

Gly

Val

Phe

vVal

190

val

Lys

Ala

Thr

val

270

Val

Ser

Trp

Pro

Thr

Thr

Pro

175

Thr

Asn

Ser

Glu

Leu

255

Ser

Glu

Thr

Gly

Ser

Ala

Val

160

Ala

Val

His

Cys

Gly

240

Met

His

Val

Tyr



Arg Val
305

Lys Glu

Glu Lys

Tyr Thr

Leu Thr
370

Trp Glu
385

Val Leu

Asp Lys

His Glu

Pro Gly
450

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Val

Tyr

Thr

Leu

355

Cys

Ser

Asp

Ser

Ala

435

118
215
PRT

Ser

Lys

Ile

340

Pro

Leu

Asn

Ser

Arg

420

Leu

Val

Cys

325

Ser

Pro

Val

Gly

Asp

405

Trp

Leu

310

Lys

Lys

Ser

Lys

GIn

390

Gly

GIn

Asn

Thr

Val

Ala

Arg

Gly

375

Pro

Ser

GIn

Secuencia artificial

Val

Ser

Lys

Glu

360

Phe

Glu

Phe

Gly

Tyr
440

Sintética: P1-068740 LC

118

Leu

Asn

Gly

345

Glu

Tyr

Asn

Phe

Asn

425

Thr

His

Lys

330

GIn

Met

Pro

Asn

Leu

410

val

GIn

GIn

315

Ala

Pro

Thr

Ser

Tyr

395

Tyr

Phe

Lys

Asp

Leu

Arg

Lys

Asp

380

Lys

Ser

Ser

Ser

Trp

Pro

Glu

Asn

365

Thr

Lys

Cys

Leu
445

Leu

Ala

Pro

350

GIn

Ala

Thr

Leu

Ser

430

Ser

Asn

Pro

335

GIn

val

Val

Pro

Thr

415

val

Leu

Gly

320

Val

Ser

Glu

Pro

400

Val

Met

Ser

Glu 1le Val Leu Thr GIn Ser Pro Ala Thr Leu Ser Leu Ser Pro Gly

1

5

10

15



Glu Arg

Tyr Leu

50

Gly Ser

Pro Glu

Tyr Thr

Ala Pro

Gly Thr
130

Ala Lys
145

GIn Glu

Ser Ser

Tyr Ala

Ser Phe

210

<210>
<211>

Ala

Ala

35

Asp

Gly

Asp

Phe

Ser

115

Ala

Val

Ser

Thr

Cys

195

Asn

119
121

Thr

20

Trp

Ala

Ser

Phe

Gly

100

Val

Ser

GIn

Val

Leu

180

Glu

Arg

Leu

Tyr

Ser

Gly

Ala

85

GIn

Phe

Val

Trp

Thr

165

Thr

Val

Gly

Ser

GIn

Asn

Thr

70

Thr

Gly

Val

Lys

150

Glu

Leu

Thr

Glu

Cys

GIn

Arg

Asp

Tyr

Thr

Phe

Cys

135

Val

GIn

Ser

Cys
215

Arg

Lys

40

Ala

Phe

Tyr

Lys

Pro

120

Leu

Asp

Asp

Lys

GIn
200

Ala

25

Pro

Thr

Thr

Cys

Leu

105

Pro

Leu

Asn

Ser

Ala

185

Gly

Ser

Gly

Gly

Leu

GIn

90

Glu

Ser

Asn

Ala

Lys

170

Asp

Leu

GIn

GIn

Thr
75

GIn

Asp

Asn

Leu

155

Asp

Tyr

Ser

Ser

Ala

Pro

60

Ile

Tyr

Lys

Glu

Phe

140

GIn

Ser

Glu

Ser

Val

Pro

45

Ala

Ser

Asn

Arg

GIn

125

Tyr

Ser

Thr

Lys

Pro
205

Ser

30

Arg

Arg

Ser

Ser

Thr

110

Leu

Pro

Gly

Tyr

His

190

val

Ser

Leu

Phe

Leu

Tyr

95

Val

Lys

Arg

Asn

Ser

175

Lys

Thr

Ser

Leu

Ser

Glu

80

Pro

Ala

Ser

Glu

Ser

160

Leu

val

Lys



<212>
<213>

<220>
<223>

<400>
GIn Vval
1

Ser Leu

Ala Met

Ala lle
50

Lys Gly
65

Leu GIn

Ala Arg

GIn Gly

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu lle
1

PRT

Secuencia artificial

Sintética: P1-068742

119

GIn

Arg

His

35

Arg

Met

Asp

Thr

115

120
108
PRT

Leu

Leu

20

Trp

Trp

Phe

Asn

Ser

100

Leu

Val

5

Ser

Val

Tyr

Thr

Ser

85

Gly

Val

Glu

Cys

Arg

Asp

Ile

70

Leu

Phe

Thr

Ser

Ala

GIn

Gly

55

Ser

Arg

Tyr

Val

Secuencia artificial

Sintética: P1-068742

120

Val

Leu Thr GIn Ser

5

VH

Gly Gly

Ala Ser
25

Ala Pro
40

Ser Asp

Arg Asp

Ala Glu

Glu Asp

105

Ser Ser
120

Gly

Gly

Gly

Lys

Asn

Asp
90

Val

Phe

Lys

Asp

Ser

75

Thr

Tyr

Val

Thr

Gly

Tyr

60

Lys

Ala

Phe

GIn

Phe

Leu

45

Ala

Asn

val

Asp

Pro

Ser

30

Glu

Asp

Thr

Tyr
110

Gly

Asp

Trp

Ser

Leu

Tyr

95

Trp

Arg

Tyr

Val

Val

Tyr

80

Cys

Gly

Pro Ala Thr Leu Ser Leu Ser Pro Gly

10

15



Glu Arg

Tyr Leu

50

Gly Ser

Pro Glu

Tyr Thr

<210>
<211>
<212>
<213>

<220>
<223>

<400>

GIn Vval
1

Ser Leu

Ala Met

Ala lle
50

Lys Gly
65

Ala Thr Leu Ser Cys
20

Ala Trp Tyr GIn GIn
35

Asp Ala Ser Asn Arg

Gly Ser Gly Thr Asp
70

Asp Phe Ala Thr Tyr
85

Phe Gly GIn Gly Thr
100

121
450
PRT
Secuencia artificial

Sintética: P1-068742
121
GIn Leu Val Glu Ser

5

Arg Leu Ser Cys Ala
20

His Trp Val Arg GIn
35

Ile Trp Tyr Asp Gly
55

Arg Phe Thr l1le Ser
70

Arg Ala Ser
25

Lys Pro Gly
40

Ala Thr Gly

Phe Thr Leu

Tyr Cys GIn
90

Lys Leu Glu
105

19gG1.3 HC

Gly Gly Gly
10

Ala Ser Gly
25

Ala Pro Gly
40

Ser Asp Lys

Arg Asp Asn

GIn

GIn

Thr
75

GIn

Val

Phe

Lys

Asp

Ser
75

Ser

Ala

Pro

60

Ile

Tyr

Lys

Val

Thr

Gly

Tyr

60

Lys

Val

Pro

45

Ala

Ser

Asn

GIn

Phe

Leu

45

Ala

Asn

Ser

30

Arg

Arg

Ser

Ser

Pro

Ser

30

Glu

Asp

Thr

Ser

Leu

Phe

Leu

Tyr
95

Gly

15

Asp

Trp

Ser

Leu

Ser

Leu

Ser

Glu

80

Pro

Tyr

val

Val

Tyr
80



Leu

Ala

GIn

Val

Ala

145

Ser

Val

Pro

Lys

Asp

225

Ala

Glu

GIn

Arg

Gly

Phe

130

Leu

Trp

Leu

Ser

Pro

210

Lys

Pro

Ser

Asp

Asn
290

Met

Asp

Thr

115

Pro

Gly

Asn

GIn

Ser

195

Ser

Thr

Ser

Arg

Pro

275

Ala

Asn

Ser

100

Leu

Leu

Cys

Ser

Ser

180

Ser

Asn

Val

Thr

260

Glu

Lys

Ser

85

Gly

Val

Ala

Leu

Gly

165

Ser

Leu

Thr

Thr

Phe

245

Pro

Val

Thr

Leu

Phe

Thr

Pro

Val

150

Ala

Gly

Gly

Lys

Cys

230

Leu

Glu

Lys

Lys

Arg

Tyr

Val

Ser

135

Lys

Leu

Leu

Thr

Val

215

Pro

Phe

Val

Phe

Pro
295

Ala

Glu

Ser

120

Ser

Asp

Thr

Tyr

GIn

200

Asp

Pro

Pro

Thr

Asn

280

Arg

Glu

Asp

105

Ser

Lys

Tyr

Ser

Ser

185

Thr

Lys

Cys

Pro

Cys

265

Trp

Glu

Asp

90

Tyr

Ala

Ser

Phe

Gly

170

Leu

Tyr

Arg

Pro

Lys

250

val

Tyr

Glu

Thr

Tyr

Ser

Thr

Pro

155

Val

Ser

Ile

Val

Ala

235

Pro

val

Val

GIn

Ala

Phe

Thr

Ser

140

Glu

His

Ser

Cys

Glu

220

Pro

Lys

val

Asp

Tyr
300

Val

Asp

Lys

125

Gly

Pro

Thr

Val

Asn

205

Pro

Glu

Asp

Asp

Gly

285

Asn

Tyr

Tyr

110

Gly

Gly

Val

Phe

Val

190

val

Lys

Ala

Thr

val

270

Val

Ser

Tyr

95

Trp

Pro

Thr

Thr

Pro

175

Thr

Asn

Ser

Glu

Leu

255

Ser

Glu

Thr

Cys

Gly

Ser

Ala

Val

160

Ala

Val

Cys

Gly

240

Met

His

Val

Tyr



Arg Val
305

Lys Glu

Glu Lys

Tyr Thr

Leu Thr
370

Trp Glu
385

Val Leu

Asp Lys

His Glu

Pro Gly
450

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Val

Tyr

Thr

Leu

355

Cys

Ser

Asp

Ser

Ala

435

122
215
PRT

Ser

Lys

Ile

340

Pro

Leu

Asn

Ser

Arg

420

Leu

Val

Cys

325

Ser

Pro

Val

Gly

Asp

405

Trp

Leu

310

Lys

Lys

Ser

Lys

GIn

390

Gly

GIn

Asn

Thr

Val

Ala

Arg

Gly

375

Pro

Ser

GIn

Secuencia artificial

Val

Ser

Lys

Glu

360

Phe

Glu

Phe

Gly

Tyr
440

Sintética: P1-068742 LC

122

Leu

Asn

Gly

345

Glu

Tyr

Asn

Phe

Asn

425

Thr

His

Lys

330

GIn

Met

Pro

Asn

Leu

410

Val

GIn

GIn

315

Ala

Pro

Thr

Ser

Tyr

395

Tyr

Phe

Lys

Asp

Leu

Arg

Lys

Asp

380

Lys

Ser

Ser

Ser

Trp

Pro

Glu

Asn

365

Thr

Lys

Cys

Leu
445

Leu

Ala

Pro

350

GIn

Ala

Thr

Leu

Ser

430

Ser

Asn

Pro

335

GIn

Val

Val

Pro

Thr

415

Val

Leu

Gly

320

val

Ser

Glu

Pro

400

val

Met

Ser

Glu 1le Val Leu Thr GIn Ser Pro Ala Thr Leu Ser Leu Ser Pro Gly

1

5

10

15



Glu

Tyr

Gly

Pro

Tyr

Ala

Gly

Ala

145

GIn

Ser

Tyr

Ser

Arg

Leu

Tyr

50

Ser

Glu

Thr

Pro

Thr

130

Glu

Ser

Ala

Phe
210

Ala

Ala

35

Asp

Gly

Asp

Phe

Ser

115

Ala

Val

Ser

Thr

Cys

195

Asn

Thr

20

Trp

Ala

Ser

Phe

Gly

100

Val

Ser

GIn

Val

Leu

180

Glu

Arg

Leu

Tyr

Ser

Gly

Ala

85

GIn

Phe

Val

Trp

Thr

165

Thr

Val

Gly

Ser

GIn

Asn

Thr

70

Thr

Gly

Ile

Val

Lys

150

Glu

Leu

Thr

Glu

Cys

GIn

Arg

Asp

Tyr

Thr

Phe

Cys

135

Val

GIn

Ser

Cys
215

Arg

Lys

40

Ala

Phe

Tyr

Lys

Pro

120

Leu

Asp

Asp

Lys

GIn
200

Ala

25

Pro

Thr

Thr

Cys

Leu

105

Pro

Leu

Asn

Ser

Ala

185

Gly

Ser

Gly

Gly

Leu

GIn

90

Glu

Ser

Asn

Ala

Lys

170

Asp

Leu

GIn

GIn

Thr
75

GIn

Asp

Asn

Leu

155

Asp

Tyr

Ser

Ser

Ala

Pro

60

Ile

Tyr

Lys

Glu

Phe

140

GIn

Ser

Glu

Ser

Val

Pro

45

Ala

Ser

Asn

Arg

GIn

125

Tyr

Ser

Thr

Lys

Pro
205

Ser

30

Arg

Arg

Ser

Ser

Thr

110

Leu

Pro

Gly

Tyr

His

190

Val

Ser

Leu

Phe

Leu

Tyr

95

val

Lys

Arg

Asn

Ser

175

Lys

Thr

Ser

Leu

Ser

Glu

80

Pro

Ala

Ser

Glu

Ser

160

Leu

val

Lys



<210>
<211>
<212>
<213>

<220>
<223>

<400>
GIn Vval
1

Ser Leu

Ala Met

Ala lle
50

Lys Gly
65

Leu GIn

Ala Arg

GIn Gly

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu lle
1

123
121
PRT

Secuencia artificial

Sintética: P1-068746

123

GIn

Arg

His

35

Arg

Met

Asp

Thr

115

124
108
PRT

Leu

Leu

20

Trp

Trp

Phe

Asn

Ser

100

Leu

Val

5

Ser

Val

Tyr

Thr

Ser

85

Gly

Val

Glu

Cys

Arg

Asp

Ile

70

Leu

Phe

Thr

Ser

Ala

GIn

Gly

55

Ser

Arg

Tyr

Val

Secuencia artificial

Sintética: P1-068746

124

val

Leu Thr GIn Ser

5

VH

Gly

Ala

Ala

40

Ser

Arg

Ala

Asp

Ser
120

Gly

Ser

25

Pro

Asn

Asp

Glu

Ser

105

Ser

Gly

Gly

Gly

His

Asn

Asp
90

val

Phe

Lys

Ser
75

Thr

Tyr

val

Thr

Gly

Tyr

60

Lys

Ala

Phe

GIn

Phe

Leu

45

Ala

Asn

Val

Asp

Pro

Ser

30

Glu

Asp

Thr

Tyr
110

Gly

Ser

Trp

Ser

Leu

Tyr

95

Trp

Arg

Tyr

Val

Val

Tyr

80

Cys

Gly

Pro Ala Thr Leu Ser Leu Ser Pro Gly

10

15



Glu Arg Ala

Tyr Leu Ala
35

Ile Tyr Asp
50

Gly Ser Gly

Pro Glu Asp

Tyr Thr Phe

<210> 125
<211> 450
<212> PRT
<213>

<220>
<223>

<400> 125
GIn val GIn
1

Ser Leu Arg

Ala Met His
35

Ala 1lle lle
50

Lys Gly Arg
65

Thr

20

Trp

Ala

Ser

Phe

Gly
100

Leu

Leu

Tyr

Ser

Gly

Ala

85

GIn

Val
5

Ser

GIn

Asn

Thr

70

Thr

Gly

Glu

Leu Ser Cys

20

Trp Val Arg

Trp Tyr Asp

Phe Thr lle

70

Cys

GIn

Arg

Asp

Tyr

Thr

Secuencia artificial

Sintética: P1-068746

Ser

Ala

GIn

Gly

55

Ser

Arg Ala
25

Lys Pro

40

Ala Thr

Phe Thr

Tyr Cys

Lys Leu
105

Ser

Gly

Gly

Leu

GIn

90

Glu

1gG1.3 HC

Gly Gly

Ala Ser
25

Ala Pro
40

Ser Asn

Arg Asp

Gly
10

Asn

GIn

GIn

Thr
75

GIn

Val

Phe

Lys

Ser
75

Ser

Ala

Pro

60

Ile

Tyr

Lys

Val

Thr

Gly

Tyr

60

Lys

Val

Pro

45

Ala

Ser

Asn

GIn

Phe

Leu

45

Ala

Asn

Ser

30

Arg

Arg

Ser

Ser

Pro

Ser

30

Glu

Asp

Thr

Ser

Leu

Phe

Leu

Tyr
95

Gly

15

Ser

Trp

Ser

Leu

Ser

Leu

Ser

Glu

80

Pro

Arg

Tyr

val

Val

Tyr
80



Leu

Ala

GIn

Val

Ala

145

Ser

Val

Pro

Lys

Asp

225

Ala

Glu

GIn

Arg

Gly

Phe

130

Leu

Trp

Leu

Ser

Pro

210

Lys

Pro

Ser

Asp

Met

Asp

Thr

115

Pro

Gly

Asn

GIn

Ser

195

Ser

Thr

Ser

Arg

Pro
275

Asn

Ser

100

Leu

Leu

Cys

Ser

Ser

180

Ser

Asn

Val

Thr
260

Glu

Ser

85

Gly

Val

Ala

Leu

Gly

165

Ser

Leu

Thr

Thr

Phe

245

Pro

Val

Leu

Phe

Thr

Pro

Val

150

Ala

Gly

Gly

Lys

Cys

230

Leu

Glu

Lys

Arg

Tyr

Val

Ser

135

Lys

Leu

Leu

Thr

Val

215

Pro

Phe

Val

Phe

Ala

Asp

Ser

120

Ser

Asp

Thr

Tyr

GIn

200

Asp

Pro

Pro

Thr

Asn
280

Glu

Ser

105

Ser

Lys

Tyr

Ser

Ser

185

Thr

Lys

Cys

Pro

Cys

265

Trp

Asp

Tyr

Ala

Ser

Phe

Gly

170

Leu

Tyr

Arg

Pro

Lys

250

Val

Tyr

Thr

Tyr

Ser

Thr

Pro

155

Val

Ser

Ile

Val

Ala

235

Pro

Val

Val

Ala

Phe

Thr

Ser

140

Glu

Ser

Cys

Glu

220

Pro

Lys

Val

Asp

Val

Asp

Lys

125

Gly

Pro

Thr

val

Asn

205

Pro

Glu

Asp

Asp

Gly
285

Tyr

Tyr

110

Gly

Gly

Val

Phe

val

190

Val

Lys

Ala

Thr

Val

270

Val

Tyr

95

Trp

Pro

Thr

Thr

Pro

175

Thr

Asn

Ser

Glu

Leu

255

Ser

Glu

Cys

Gly

Ser

Ala

Val

160

Ala

val

Cys

Gly

240

Met

His

Val



HiIs Asn
290

Arg Val
305

Lys Glu

Glu Lys

Tyr Thr

Leu Thr
370

Trp Glu
385

Val Leu

Asp Lys

His Glu

Pro Gly
450

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Ala

Val

Tyr

Thr

Leu

355

Cys

Ser

Asp

Ser

Ala

435

126
215
PRT

Lys

Ser

Lys

Ile

340

Pro

Leu

Asn

Ser

Arg

420

Leu

Thr

Val

Cys

325

Ser

Pro

Val

Gly

Asp

405

Trp

Lys

Leu

310

Lys

Lys

Ser

Lys

GIn

390

Gly

GIn

Asn

Pro

295

Thr

Val

Ala

Arg

Gly

375

Pro

Ser

GIn

Secuencia artificial

Arg

Val

Ser

Lys

Glu

360

Phe

Glu

Phe

Gly

Tyr
440

Sintética: P1-068746 LC

126

Glu

Leu

Asn

Gly

345

Glu

Tyr

Asn

Phe

Asn

425

Thr

Glu

Lys

330

GIn

Met

Pro

Asn

Leu

410

Val

GIn

GIn

GIn

315

Ala

Pro

Thr

Ser

Tyr

395

Tyr

Phe

Lys

Tyr

300

Asp

Leu

Arg

Lys

Asp

380

Lys

Ser

Ser

Ser

Asn

Trp

Pro

Glu

Asn

365

Thr

Lys

Cys

Leu
445

Ser

Leu

Ala

Pro

350

GIn

Ala

Thr

Leu

Ser

430

Ser

Thr

Asn

Pro

335

GIn

Val

Val

Pro

Thr

415

Val

Leu

Tyr

Gly

320

Ile

val

Ser

Glu

Pro

400

val

Met

Ser



Glu

Glu

Tyr

Gly

Pro

Tyr

Ala

Gly

Ala

145

GIn

Ser

Tyr

Ser

Ile

Arg

Leu

Tyr

50

Ser

Glu

Thr

Pro

Thr

130

Lys

Glu

Ser

Ala

Phe
210

Val

Ala

Ala

35

Asp

Gly

Asp

Phe

Ser

115

Ala

Val

Ser

Thr

Cys

195

Asn

Leu

Thr

20

Trp

Ala

Ser

Phe

Gly

100

Val

Ser

GIn

Val

Leu

180

Glu

Arg

Thr

Leu

Tyr

Ser

Gly

Ala

85

GIn

Phe

Val

Trp

Thr

165

Thr

Val

Gly

GIn

Ser

GIn

Asn

Thr

70

Thr

Gly

Ile

Val

Lys

150

Glu

Leu

Thr

Glu

Ser

Cys

GIn

Arg

Asp

Tyr

Thr

Phe

Cys

135

Val

GIn

Ser

Cys
215

Pro

Arg

Lys

40

Ala

Phe

Tyr

Lys

Pro

120

Leu

Asp

Asp

Lys

GIn
200

Ala

Ala

25

Pro

Thr

Thr

Cys

Leu

105

Pro

Leu

Asn

Ser

Ala

185

Gly

Thr

10

Ser

Gly

Gly

Leu

GIn

90

Glu

Ser

Asn

Ala

Lys

170

Asp

Leu

Leu

GIn

GIn

Thr
75

GIn

Asp

Asn

Leu

155

Asp

Tyr

Ser

Ser

Ser

Ala

Pro

60

Ile

Tyr

Lys

Glu

Phe

140

GIn

Ser

Glu

Ser

Leu

Val

Pro

45

Ala

Ser

Asn

Arg

GIn

125

Tyr

Ser

Thr

Lys

Pro
205

Ser

Ser

30

Arg

Arg

Ser

Ser

Thr

110

Leu

Pro

Gly

Tyr

His

190

Val

Pro

15

Ser

Leu

Phe

Leu

Tyr

95

Val

Lys

Arg

Asn

Ser

175

Lys

Thr

Gly

Ser

Leu

Ser

Glu

80

Pro

Ala

Ser

Glu

Ser

160

Leu

val

Lys



<210>
<211>
<212>
<213>

<220>
<223>

<400>
GIn Vval
1

Ser Leu

Asp Met

Ala Glu
50

Lys Gly
65

Leu GIn

Ala Arg

GIn Gly

<210>
<211>
<212>
<213>

<220>
<223>

<400>

127
121
PRT

Secuencia artificial

Sintética: P1-068750

127

GIn

Arg

His

35

Arg

Met

Asp

Thr

115

128
108
PRT

Leu

Leu

20

Trp

Trp

Phe

Asn

Glu

100

Leu

Val

5

Ser

Val

Asp

Thr

Ser

85

Glu

Val

Glu

Cys

Arg

Asp

Ile

70

Leu

Phe

Thr

Ser

Ala

GIn

Gly

55

Ser

Arg

Tyr

Val

Secuencia artificial

Sintética: P1-068750

128

VH

Gly

Ala

Ala

40

Ser

Arg

Ala

Ser

Ser
120

VL

Gly

Ser

25

Pro

Asn

Asp

Glu

Ser

105

Ser

Gly

Gly

Gly

Lys

Asn

Asp

90

Tyr

val

Phe

Lys

Tyr

Ser

75

Thr

Tyr

val

Thr

Gly

Tyr

60

Lys

Ala

Phe

GIn

Phe

Leu

45

Ala

Asn

Val

Asp

Pro

Ser

30

Glu

Asp

Thr

Tyr

Tyr
110

Gly

Asp

Trp

Ser

Leu

Tyr

95

Trp

Arg

Tyr

Val

Val

Tyr

80

Cys

Gly



Glu lle
1

Glu Arg

Tyr Leu

e Tyr
50

Gly Ser
65

Pro Glu

Tyr Thr

<210>
<211>
<212>
<213>

<220>
<223>

<400>

GIn Vval
1

Val

Ala

Ala

35

Asp

Gly

Asp

Phe

129
450
PRT

Leu

Thr

20

Trp

Ala

Ser

Phe

Gly
100

Thr

Leu

Tyr

Ser

Gly

Ala

85

GIn

GIn

Ser

GIn

Asn

Thr

70

Thr

Gly

Ser

Cys

GIn

Arg

Asp

Tyr

Thr

Secuencia artificial

Sintética: P1-068750

129

GIn Leu Val

5

Glu

Ser

Ser Leu Arg Leu Ser Cys Ala

20

Asp Met His Trp Val Arg GIn

35

Ala Glu lle Trp Asp Asp Gly

50

55

Pro Ala

Arg Ala
25

Lys Pro

40

Ala Thr

Phe Thr

Tyr Cys

Lys Leu
105

Thr
10

Ser

Gly

Gly

Leu

GIn

90

Glu

19G1.3 HC

Gly Gly

Ala Ser
25

Ala Pro
40

Ser Asn

Gly

10

Gly

Gly

Lys

Leu

GIn

GIn

Ile

Thr

75

GIn

Ile

Val

Phe

Lys

Tyr

Ser

Ser

Ala

Pro

60

Ile

Tyr

Lys

Val

Thr

Gly

Tyr
60

Leu

Val

Pro

45

Ala

Ser

Asn

GIn

Phe

Leu

45

Ala

Ser

Ser

30

Arg

Arg

Ser

Ser

Pro

Ser

30

Glu

Asp

Pro

15

Ser

Leu

Phe

Leu

Tyr
95

Gly

15

Asp

Trp

Ser

Gly

Ser

Leu

Ser

Glu

80

Pro

Arg

Tyr

Val

Val



Lys

65

Leu

Ala

GIn

val

Ala

145

Ser

Val

Pro

Lys

Asp

225

Ala

Glu

Gly

GIn

Arg

Gly

Phe

130

Leu

Trp

Leu

Ser

Pro

210

Lys

Pro

Ser

Asp

Arg

Met

Asp

Thr

115

Pro

Gly

Asn

GIn

Ser

195

Ser

Thr

Ser

Arg

Pro
275

Phe

Asn

Glu

100

Leu

Leu

Cys

Ser

Ser

180

Ser

Asn

Val

Thr
260

Glu

Thr

Ser

85

Glu

Val

Ala

Leu

Gly

165

Ser

Leu

Thr

Thr

Phe

245

Pro

Val

Ile

70

Leu

Phe

Thr

Pro

Val

150

Ala

Gly

Gly

Lys

Cys

230

Leu

Glu

Lys

Ser

Arg

Tyr

Val

Ser

135

Lys

Leu

Leu

Thr

Val

215

Pro

Phe

Val

Phe

Arg

Ala

Ser

Ser

120

Ser

Asp

Thr

Tyr

GIn

200

Asp

Pro

Pro

Thr

Asn
280

Asp

Glu

Ser

105

Ser

Lys

Tyr

Ser

Ser

185

Thr

Lys

Cys

Pro

Cys

265

Trp

Asn

Asp

Tyr

Ala

Ser

Phe

Gly

170

Leu

Tyr

Arg

Pro

Lys

250

Val

Tyr

Ser

75

Thr

Tyr

Ser

Thr

Pro

155

Val

Ser

Ile

Val

Ala

235

Pro

Val

Val

Lys

Ala

Phe

Thr

Ser

140

Glu

His

Ser

Cys

Glu

220

Pro

Lys

Val

Asp

Asn

Val

Asp

Lys

125

Gly

Pro

Thr

val

Asn

205

Pro

Glu

Asp

Asp

Gly
285

Thr

Tyr

Tyr

110

Gly

Gly

Val

Phe

val

190

Val

Lys

Ala

Thr

Val

270

Val

Leu

Tyr

95

Trp

Pro

Thr

Thr

Pro

175

Thr

Asn

Ser

Glu

Leu

255

Ser

Glu

Tyr

80

Cys

Gly

Ser

Ala

Val

160

Ala

val

Cys

Gly

240

Met

His

Val



His Asn
290

Arg Val
305

Lys Glu

Glu Lys

Tyr Thr

Leu Thr
370

Trp Glu
385

Val Leu

Asp Lys

His Glu

Pro Gly
450

<210>
<211>
<212>
<213>

<220>
<223>

Ala

Val

Tyr

Thr

Leu

355

Cys

Ser

Asp

Ser

Ala

435

130
215
PRT

Lys

Ser

Lys

Ile

340

Pro

Leu

Asn

Ser

Arg

420

Leu

Thr

Val

Cys

325

Ser

Pro

Val

Gly

Asp

405

Trp

Lys

Leu

310

Lys

Lys

Ser

Lys

GIn

390

Gly

GIn

Asn

Pro

295

Thr

Val

Ala

Arg

Gly

375

Pro

Ser

GIn

Secuencia artificial

Arg

Val

Ser

Lys

Glu

360

Phe

Glu

Phe

Gly

Tyr
440

Sintética: P1-068750 LC

Glu

Leu

Asn

Gly

345

Glu

Tyr

Asn

Phe

Asn

425

Thr

Glu

Lys

330

GIn

Met

Pro

Asn

Leu

410

Val

GIn

GIn

GIn

315

Ala

Pro

Thr

Ser

Tyr

395

Tyr

Phe

Lys

Tyr

300

Asp

Leu

Arg

Lys

Asp

380

Lys

Ser

Ser

Ser

Asn

Trp

Pro

Glu

Asn

365

Thr

Lys

Cys

Leu
445

Ser

Leu

Ala

Pro

350

GIn

Ala

Thr

Leu

Ser

430

Ser

Thr

Asn

Pro

335

GIn

Val

val

Pro

Thr

415

Val

Leu

Tyr

Gly

320

Val

Ser

Glu

Pro

400

Val

Met

Ser



<400> 130
Glu lle Vval
1

Glu Arg Ala

Tyr Leu Ala
35

Ile Tyr Asp
50

Gly Ser Gly
65

Pro Glu Asp

Tyr Thr Phe

Ala Pro Ser
115

Gly Thr Ala
130

Ala Lys Val
145

GIn Glu Ser

Ser Ser Thr

Tyr Ala Cys
195

Leu

Thr

20

Trp

Ala

Ser

Phe

Gly

100

Val

Ser

GIn

Val

Leu

180

Glu

Thr

Leu

Tyr

Ser

Gly

Ala

85

GIn

Phe

Val

Trp

Thr

165

Thr

Val

GIn

Ser

GIn

Asn

Thr

70

Thr

Gly

Ile

Val

Lys

150

Glu

Leu

Thr

Ser

Cys

GIn

Arg

Asp

Tyr

Thr

Phe

Cys

135

Val

GIn

Ser

Pro

Arg

Lys

40

Ala

Phe

Tyr

Lys

Pro

120

Leu

Asp

Asp

Lys

GIn
200

Ala

Ala

25

Pro

Thr

Thr

Cys

Leu

105

Pro

Leu

Asn

Ser

Ala

185

Gly

Thr

10

Ser

Gly

Gly

Leu

GIn

90

Glu

Ser

Asn

Ala

Lys

170

Asp

Leu

Leu

GIn

GIn

Thr

75

GIn

Ile

Asp

Asn

Leu

155

Asp

Tyr

Ser

Ser

Ser

Ala

Pro

60

Ile

Tyr

Lys

Glu

Phe

140

GIn

Ser

Glu

Ser

Leu

Val

Pro

45

Ala

Ser

Asn

Arg

GIn

125

Tyr

Ser

Thr

Lys

Pro
205

Ser

Ser

30

Arg

Arg

Ser

Ser

Thr

110

Leu

Pro

Gly

Tyr

His

190

Val

Pro

15

Ser

Leu

Phe

Leu

Tyr

95

val

Lys

Arg

Asn

Ser

175

Lys

Thr

Gly

Ser

Leu

Ser

Glu

80

Pro

Ala

Ser

Glu

Ser

160

Leu

Val

Lys



Ser Phe Asn Arg Gly Glu Cys

210

<210>
<211>
<212>
<213>

<220>
<223>

<400>
GIn Vval
1

Ser Leu

Ala His

Ala lle
50

Lys Gly
65

Leu GIn

Ala Arg

GIn Gly

<210>
<211>
<212>
<213>

<220>
<223>

131
121
PRT

215

Secuencia artificial

Sintética: P1-068738

131

GIn

Arg

His

35

Ile

Arg

Met

Asp

Thr
115

132
108
PRT

Leu

Leu

20

Trp

Trp

Phe

Asn

Ser

100

Leu

Val

Ser

Val

Asp

Thr

Ser

85

Gly

Val

Glu

Cys

Arg

Asp

Ile

70

Leu

Phe

Thr

Ser

Ala

GIn

Gly

55

Ser

Arg

Tyr

Val

Secuencia artificial

Sintética: P1-068738

VH

Gly

Ala

Ala

40

Ser

Arg

Ala

Glu

Ser
120

Gly

Ser

25

Pro

Asn

Asp

Glu

Asp

105

Ser

Gly

Gly

Gly

Asn

Asp
90

Tyr

Val

Phe

Lys

Tyr

Ser

75

Thr

Tyr

Val

Thr

Gly

Tyr

60

Lys

Ala

Phe

GIn

Phe

Leu

45

Ala

Asn

Val

Asp

Pro

Ser

30

Glu

Asp

Thr

Tyr

Tyr
110

Gly

Glu

Trp

Ser

Leu

Tyr

95

Trp

Arg

Tyr

Val

val

Tyr

80

Cys

Gly



<400> 132
Glu lle Vval
1

Glu Arg Ala

Tyr Leu Ala
35

Ile Tyr Asp
50

Gly Ser Gly
65

Pro Glu Asp

Tyr Thr Phe

<210> 133
<211> 450
<212> PRT
<213>

<220>
<223>

<400> 133

Leu

Thr

20

Trp

Ala

Ser

Phe

Gly
100

Thr

Leu

Tyr

Ser

Gly

Ala

85

GIn

GIn val GIn Leu Val

1

5

GIn

Ser

GIn

Asn

Thr

70

Thr

Gly

Glu

Ser

Cys

GIn

Arg

Asp

Tyr

Thr

Secuencia artificial

Sintética: P1-068738

Ser

Ser Leu Arg Leu Ser Cys Ala

20

Ala His His Trp Val Arg GIn

35

Ala Ile 1le Trp Asp Asp Gly

50

55

Pro Ala

Arg Ala
25

Lys Pro

40

Ala Thr

Phe Thr

Tyr Cys

Lys Leu
105

Thr
10

Ser

Gly

Gly

Leu

GIn

90

Glu

1gG1.3 HC

Gly Gly

Ala Ser
25

Ala Pro
40

Ser Asn

Gly

10

Gly

Gly

His

Leu

GIn

GIn

Thr
75

GIn

Ile

Val

Phe

Lys

Tyr

Ser

Ser

Ala

Pro

60

Ile

Tyr

Lys

Val

Thr

Gly

Tyr
60

Leu

Val

Pro

45

Ala

Ser

Asn

GIn

Phe

Leu

45

Ala

Ser

Ser

30

Arg

Arg

Ser

Ser

Pro

Ser

30

Glu

Asp

Pro

15

Ser

Leu

Phe

Leu

Tyr
95

Gly

15

Glu

Trp

Ser

Gly

Ser

Leu

Ser

Glu

80

Pro

Arg

Tyr

Val

Val



Lys

65

Leu

Ala

GIn

val

Ala

145

Ser

Val

Pro

Lys

Asp

225

Ala

Gly

GIn

Arg

Gly

Phe

130

Leu

Trp

Leu

Ser

Pro

210

Lys

Pro

Ser

Arg

Met

Asp

Thr

115

Pro

Gly

Asn

GIn

Ser

195

Ser

Thr

Ser

Arg

Phe

Asn

Ser

100

Leu

Leu

Cys

Ser

Ser

180

Ser

Asn

Val

Thr
260

Thr

Ser

85

Gly

Val

Ala

Leu

Gly

165

Ser

Leu

Thr

Thr

Phe

245

Pro

Ile

70

Leu

Phe

Thr

Pro

Val

150

Ala

Gly

Gly

Lys

Cys

230

Leu

Glu

Ser

Arg

Tyr

Val

Ser

135

Lys

Leu

Leu

Thr

Val

215

Pro

Phe

Val

Arg

Ala

Glu

Ser

120

Ser

Asp

Thr

Tyr

GIn

200

Asp

Pro

Pro

Thr

Asp

Glu

Asp

105

Ser

Lys

Tyr

Ser

Ser

185

Thr

Lys

Cys

Pro

Cys
265

Asn

Asp

Tyr

Ala

Ser

Phe

Gly

170

Leu

Tyr

Arg

Pro

Lys

250

Val

Ser

75

Thr

Tyr

Ser

Thr

Pro

155

val

Ser

Val

Ala

235

Pro

Val

Lys

Ala

Phe

Thr

Ser

140

Glu

His

Ser

Cys

Glu

220

Pro

Lys

Val

Asn

Val

Asp

Lys

125

Gly

Pro

Thr

Val

Asn

205

Pro

Glu

Asp

Asp

Thr

Tyr

Tyr

110

Gly

Gly

vVal

Phe

Val

190

Val

Lys

Ala

Thr

Val
270

Leu

Tyr

95

Trp

Pro

Thr

Thr

Pro

175

Thr

Asn

Ser

Glu

Leu

255

Ser

Tyr

80

Cys

Gly

Ser

Ala

Val

160

Ala

Val

His

Cys

Gly

240

Met

His



Glu

Arg

305

Lys

Glu

Tyr

Leu

Trp

385

val

Asp

Pro

Asp

Asn

290

Val

Glu

Lys

Thr

Thr

370

Glu

Leu

Lys

Glu

Gly
450

<210>
<211>
<212>
<213>

<220>

Pro

275

Ala

Val

Tyr

Thr

Leu

355

Cys

Ser

Asp

Ser

Ala

435

134
215
PRT

Glu

Lys

Ser

Lys

Ile

340

Pro

Leu

Asn

Ser

Arg

420

Leu

Val

Thr

Val

Cys

325

Ser

Pro

Val

Gly

Asp

405

Trp

Lys

Lys

Leu

310

Lys

Lys

Ser

Lys

GIn

390

Gly

GIn

Asn

Phe

Pro

295

Thr

Val

Ala

Arg

Gly

375

Pro

Ser

GIn

Secuencia artificial

Asn

280

Arg

Val

Ser

Lys

Glu

360

Phe

Glu

Phe

Gly

Tyr
440

Trp

Glu

Leu

Asn

Gly

345

Glu

Tyr

Asn

Phe

Asn

425

Thr

Tyr

Glu

Lys

330

GIn

Met

Pro

Asn

Leu

410

Val

GIn

Val

GIn

GIn

315

Ala

Pro

Thr

Ser

Tyr

395

Tyr

Phe

Lys

Asp

Tyr

300

Asp

Leu

Arg

Lys

Asp

380

Lys

Ser

Ser

Ser

Gly

285

Asn

Trp

Pro

Glu

Asn

365

Thr

Lys

Cys

Leu
445

Val

Ser

Leu

Ala

Pro

350

GIn

Ala

Thr

Leu

Ser

430

Ser

Glu

Thr

Asn

Pro

335

GIn

Val

Val

Pro

Thr

415

Val

Leu

Val

Tyr

Gly

320

Ile

Val

Ser

Glu

Pro

400

Val

Met

Ser



<223>
<400> 134
Glu lle Vval
1

Glu Arg Ala

Tyr Leu Ala
35

Ile Tyr Asp
50

Gly Ser Gly
65

Pro Glu Asp

Tyr Thr Phe

Ala Pro Ser
115

Gly Thr Ala
130

Ala Lys Val
145

GIn Glu Ser

Ser Ser Thr

Tyr Ala Cys
195

Leu

Thr

20

Trp

Ala

Ser

Phe

Gly

100

Val

Ser

GIn

Val

Leu

180

Glu

Thr

5

Leu

Tyr

Ser

Gly

Ala

85

GIn

Phe

Val

Trp

Thr

165

Thr

Val

GIn

Ser

GIn

Asn

Thr

70

Thr

Gly

Ile

Val

Lys

150

Glu

Leu

Thr

Sintética: P1-068738

Ser

Cys

GIn

Arg

Asp

Tyr

Thr

Phe

Cys

135

Val

GIn

Ser

LC

Pro

Arg

Lys

40

Ala

Phe

Tyr

Lys

Pro

120

Leu

Asp

Asp

Lys

GIn
200

Ala

Ala

25

Pro

Thr

Thr

Cys

Leu

105

Pro

Leu

Asn

Ser

Ala

185

Gly

Thr

10

Ser

Gly

Gly

Leu

GIn

90

Glu

Ser

Asn

Ala

Lys

170

Asp

Leu

Leu

GIn

GIn

Thr

75

GIn

Ile

Asp

Asn

Leu

155

Asp

Tyr

Ser

Ser

Ser

Ala

Pro

60

Ile

Tyr

Lys

Glu

Phe

140

GIn

Ser

Glu

Ser

Leu

Val

Pro

45

Ala

Ser

Asn

Arg

GIn

125

Tyr

Ser

Thr

Lys

Pro
205

Ser

Ser

30

Arg

Arg

Ser

Ser

Thr

110

Leu

Pro

Gly

Tyr

His

190

Val

Pro

15

Ser

Leu

Phe

Leu

Tyr

95

val

Lys

Arg

Asn

Ser

175

Lys

Thr

Gly

Ser

Leu

Ser

Glu

80

Pro

Ala

Ser

Glu

Ser

160

Leu

Val

Lys



Ser Phe Asn Arg Gly Glu Cys

210

<210>
<211>
<212>
<213>

<220>
<223>

<400>

GIn Vval
1

Ser Leu

Asp Met

Ala Glu
50

Lys Gly
65

Leu GIn

Ala Arg

GIn Gly

<210>
<211>
<212>
<213>

<220>

135
121
PRT

215

Secuencia artificial

Sintética: P1-068754

135

GIn

Arg

His

35

Ile

Arg

Met

Asp

Thr
115

136
108
PRT

Leu

Leu

20

Trp

Trp

Phe

Asn

Ser

100

Leu

Val

5

Ser

Val

Asp

Thr

Ser

85

Gly

Val

Glu

Cys

Arg

Asp

Ile

70

Leu

Phe

Thr

Ser

Ala

GIn

Gly

55

Ser

Arg

Val

Secuencia artificial

VH

Gly

Ala

Ala

40

Ser

Arg

Ala

Ser

Ser
120

Gly

Ser

25

Pro

Asn

Asp

Glu

Asp

105

Ser

Gly

Gly

Gly

Lys

Asn

Asp

90

Tyr

Val

Phe

Lys

Tyr

Ser

75

Thr

Tyr

Val

Thr

Gly

Tyr

60

Ala

Phe

GIn

Phe

Leu

45

Ala

Asn

Val

Asp

Pro

Ser

30

Glu

Asp

Thr

Tyr

Tyr
110

Gly

Asp

Trp

Ser

Leu

Tyr

95

Trp

Arg

Tyr

Val

val

Tyr

80

Cys

Gly



<223>

<400> 136

Glu Ile Vval

1

Glu Arg Ala

Tyr Leu Ala
35

Ile Tyr Asp

50

Gly Ser Gly

65

Pro Glu Asp

Tyr Thr Phe

<210> 137

<211> 450

<212> PRT

<213>

<220>

<223>

<400> 137

Leu

Thr

20

Trp

Ala

Ser

Phe

Gly
100

Thr

5

Leu

Tyr

Ser

Gly

Ala

85

GIn

GIn val GIn Leu Val

1

5

GIn

Ser

GIn

Asn

Thr

70

Thr

Gly

Glu

Sintética: P1-068754

Ser

Cys

GIn

Arg

Asp

Tyr

Thr

Secuencia artificial

Sintética: P1-068754

Ser

Ser Leu Arg Leu Ser Cys Ala

20

Asp Met His Trp Val Arg GIn

35

Pro Ala

Arg Ala
25

Lys Pro

40

Ala Thr

Phe Thr

Tyr Cys

Lys Leu
105

Thr
10

Ser

Gly

Gly

Leu

GIn

90

Glu

1gG1.3 HC

Leu

GIn

GIn

Thr
75

GIn

Ile

Ser

Ser

Ala

Pro

60

Ile

Tyr

Lys

Gly Gly Gly Vval Vval

10

Ala Ser Gly Phe Thr

25

Ala Pro Gly Lys Gly

40

Leu

Val

Pro

45

Ala

Ser

Asn

GIn

Phe

Leu
45

Ser Pro
15

Ser Ser
30

Arg Leu

Arg Phe

Ser Leu

Ser Tyr
95

Pro Gly
15

Ser Asp
30

Glu Trp

Gly

Ser

Leu

Ser

Glu

80

Pro

Arg

Tyr

Val



Ala

Lys

65

Leu

Ala

GIn

Val

Ala

145

Ser

val

Pro

Lys

Asp

225

Ala

Glu

50

Gly

GIn

Arg

Gly

Phe

130

Leu

Trp

Leu

Ser

Pro

210

Lys

Pro

Ser

Ile

Arg

Met

Asp

Thr

115

Pro

Asn

GIn

Ser

195

Ser

Thr

Ser

Arg

Trp

Phe

Asn

Ser

100

Leu

Leu

Cys

Ser

Ser

180

Ser

Asn

Val

Thr
260

Asp

Thr

Ser

85

Gly

Val

Ala

Leu

Gly

165

Ser

Leu

Thr

Thr

Phe

245

Pro

Asp

Ile

70

Leu

Phe

Thr

Pro

Val

150

Ala

Gly

Gly

Lys

Cys

230

Leu

Glu

Gly
55

Ser

Arg

Val

Ser

135

Lys

Leu

Leu

Thr

Val

215

Pro

Phe

Val

Ser

Arg

Ala

Ser

Ser

120

Ser

Asp

Thr

Tyr

GIn

200

Asp

Pro

Pro

Thr

Asn

Asp

Glu

Asp

105

Ser

Lys

Tyr

Ser

Ser

185

Thr

Lys

Cys

Pro

Cys
265

Lys

Asn

Asp

Tyr

Ala

Ser

Phe

Gly

170

Leu

Tyr

Arg

Pro

Lys

250

val

Tyr

Ser

75

Thr

Tyr

Ser

Thr

Pro

155

val

Ser

Val

Ala

235

Pro

Val

Tyr

60

Lys

Ala

Phe

Thr

Ser

140

Glu

His

Ser

Cys

Glu

220

Pro

Lys

Val

Ala

Asn

Val

Asp

Lys

125

Gly

Pro

Thr

Val

Asn

205

Pro

Glu

Asp

Asp

Asp

Thr

Tyr

Tyr

110

Gly

Gly

Val

Phe

Val

190

Val

Lys

Ala

Thr

Val
270

Ser

Leu

Tyr

95

Trp

Pro

Thr

Thr

Pro

175

Thr

Asn

Ser

Glu

Leu

255

Ser

Val

Tyr

80

Cys

Gly

Ser

Ala

Val

160

Ala

Val

His

Cys

Gly

240

Met

His



Glu Asp

His Asn
290

Arg Val
305

Lys Glu

Glu Lys

Tyr Thr

Leu Thr
370

Trp Glu
385

Val Leu

Asp Lys

His Glu

Pro Gly
450

<210>
<211>
<212>
<213>

Pro

275

Ala

Val

Tyr

Thr

Leu

355

Cys

Ser

Asp

Ser

Ala

435

138
215
PRT

Glu

Lys

Ser

Lys

Ile

340

Pro

Leu

Asn

Ser

Arg

420

Leu

Val

Thr

Val

Cys

325

Ser

Pro

Val

Gly

Asp

405

Trp

Lys

Lys

Leu

310

Lys

Lys

Ser

Lys

GIn

390

Gly

GIn

Asn

Phe

Pro

295

Thr

Val

Ala

Arg

Gly

375

Pro

Ser

GIn

Secuencia artificial

Asn

280

Arg

Val

Ser

Lys

Glu

360

Phe

Glu

Phe

Gly

Tyr
440

Trp

Glu

Leu

Asn

Gly

345

Glu

Tyr

Asn

Phe

Asn

425

Thr

Tyr

Glu

Lys

330

GIn

Met

Pro

Asn

Leu

410

Val

GIn

Val

GIn

GIn

315

Ala

Pro

Thr

Ser

Tyr

395

Tyr

Phe

Lys

Asp

Tyr

300

Asp

Leu

Arg

Lys

Asp

380

Lys

Ser

Ser

Ser

Gly

285

Asn

Trp

Pro

Glu

Asn

365

Ile

Thr

Lys

Cys

Leu
445

Val

Ser

Leu

Ala

Pro

350

GIn

Ala

Thr

Leu

Ser

430

Ser

Glu

Thr

Asn

Pro

335

GIn

val

val

Pro

Thr

415

val

Leu

Val

Tyr

Gly

320

Ile

Val

Ser

Glu

Pro

400

Val

Met

Ser



<220>
<223>

<400> 138
Glu lle Vval
1

Glu Arg Ala

Tyr Leu Ala
35

Ile Tyr Asp
50

Gly Ser Gly
65

Pro Glu Asp

Tyr Thr Phe

Ala Pro Ser
115

Gly Thr Ala
130

Ala Lys Val
145

GIn Glu Ser

Ser Ser Thr

Leu

Thr

20

Trp

Ala

Ser

Phe

Gly

100

Val

Ser

GIn

Val

Leu
180

Thr

Leu

Tyr

Ser

Gly

Ala

85

GIn

Phe

Val

Trp

Thr

165

Thr

GIn

Ser

GIn

Asn

Thr

70

Thr

Gly

Ile

Val

Lys

150

Glu

Leu

Sintética: P1-068754

Ser

Cys

GIn

Arg

55

Asp

Tyr

Thr

Phe

Cys

135

Val

GIn

Ser

Pro

Arg

Lys

40

Ala

Phe

Tyr

Lys

Pro

120

Leu

Asp

Asp

Lys

Ala

Ala

25

Pro

Thr

Thr

Cys

Leu

105

Pro

Leu

Asn

Ser

Ala
185

Thr

10

Ser

Gly

Gly

Leu

GIn

90

Glu

Ser

Asn

Ala

Lys

170

Asp

Leu

GIn

GIn

Thr

75

GIn

Ile

Asp

Asn

Leu

155

Asp

Tyr

Ser

Ser

Ala

Pro

60

Ile

Tyr

Lys

Glu

Phe

140

GIn

Ser

Glu

Leu

val

Pro

45

Ala

Ser

Asn

Arg

GIn

125

Tyr

Ser

Thr

Lys

Ser

Ser

30

Arg

Arg

Ser

Ser

Thr

110

Leu

Pro

Gly

Tyr

His
190

Pro

15

Ser

Leu

Phe

Leu

Tyr

95

Val

Lys

Arg

Asn

Ser

175

Lys

Gly

Ser

Leu

Ser

Glu

80

Pro

Ala

Ser

Glu

Ser

160

Leu

Val



Tyr Ala Cys Glu Val Thr His GIn Gly Leu Ser Ser Pro Val Thr Lys

195

Ser Phe Asn Arg Gly Glu Cys

210

<210>
<211>
<212>
<213>

<220>
<223>

<400>
Glu Vval
1

Ser Leu

Ala Met

Ser Gly
50

Lys Gly
65

Leu GIn

Ala Lys

Trp Gly

<210>
<211>
<212>
<213>

139
123
PRT

215

Secuencia artificial

Sintética: P1-069293

139

GIn Leu

Arg Leu
20

His Trp
35

Ile Asn

Arg Phe

Met Asn

Val Pro
100

GIn Gly
115

140
108
PRT

Val

5

Ser

Val

Trp

Thr

Ser

85

Gly

Thr

Glu

Cys

Arg

Asn

Ile

70

Leu

Tyr

Met

Ser

Ala

GIn

Ser

55

Ser

Arg

Ser

Val

Secuencia artificial

200

VH (P1-068761.1gG1F)

Gly Gly Gly
10

Ala Ser Gly
25

Ala Pro Gly
40

Glu Glu Ile

Arg Asp Asn

Thr Glu Asp
90

His Gly Trp
105

Thr Val Ser
120

Leu

Phe

Lys

Gly

Ala

75

Thr

Ile

Ser

Val

Thr

Gly

Tyr

60

Ala

Asp

205

GIn

Leu

Leu

45

Ala

Asn

Leu

Ala

Pro

Glu

30

Glu

Asp

Ser

Tyr

Glu
110

Gly

15

Asp

Trp

Ser

Leu

Tyr

95

Asp

Lys

Glu

val

Val

Tyr

80

Cys

val



<220>

<223>

<400> 140

Glu l1le Vval

1

Glu Arg Ala

Tyr Leu Ala
35

Ile Tyr Gly

50

Gly Ser Gly

65

Pro Glu Asp

Phe Thr Phe

<210> 141

<211> 452

<212> PRT

<213>

<220>

<223>

<400> 141

Leu

Thr

20

Trp

Ala

Ser

Phe

Gly
100

Thr

Leu

Tyr

Ser

Gly

Ala

85

Pro

Glu val GIn Leu Val

1

5

GIn

Ser

GIn

Ser

Thr

70

Val

Gly

Glu

Sintética: P1-069293

Ser

Cys

GIn

Arg

55

Asp

Tyr

Thr

Secuencia artificial

Sintética: P1-069293

Ser

Ser Leu Arg Leu Ser Cys Ala

20

Ala Met His Trp Val Arg GIn

35

VL (P1-068761.19G1f)

Pro Gly

Arg Ala
25

Lys Pro

40

Ala Thr

Phe Thr

Tyr Cys

Lys Val
105

HC (P1-068761.1gG1f)

Thr
10

Ser

Gly

Gly

Leu

GIn

90

Asp

Leu

GIn

GIn

Thr
75

GIn

Ile

Ser

Ser

Ala

Pro

60

Ile

Tyr

Lys

Leu

val

Pro

45

Asp

Ser

Gly

Gly Gly Gly Leu Vval GIn

10

Ala Ser Gly Phe Thr Leu

25

Ala Pro Gly Lys Gly Leu

40

45

Ser Pro
15

Ser Ser
30

Arg Leu

Arg Phe

Arg Leu

Ser Ser
95

Pro Gly
15

Glu Asp
30

Gly

Ser

Leu

Ser

Glu

80

Pro

Lys

Glu

Glu Trp Vval



Ser

Lys

65

Leu

Ala

Trp

Pro

Thr

145

Thr

Pro

Thr

Asn

Ser

225

Leu

Gly

Gly

GIn

Lys

Gly

Ser

130

Ala

Val

Ala

Val

His

210

Cys

Gly

Arg

Met

Val

GIn

115

Val

Ala

Ser

Val

Pro

195

Lys

Asp

Gly

Asn

Phe

Asn

Pro

100

Gly

Phe

Leu

Trp

Leu

180

Ser

Pro

Lys

Pro

Trp

Thr

Ser

85

Gly

Thr

Pro

Gly

Asn

165

GIn

Ser

Ser

Thr

Ser
245

Asn

Ile

70

Leu

Tyr

Met

Leu

Cys

150

Ser

Ser

Ser

Asn

His

230

Val

Ser

55

Ser

Arg

Ser

Val

Ala

135

Leu

Gly

Ser

Leu

Thr

215

Thr

Phe

Glu

Arg

Thr

Thr

120

Pro

Val

Ala

Gly

Gly

200

Lys

Cys

Leu

Glu

Asp

Glu

Gly

105

Val

Ser

Lys

Leu

Leu

185

Thr

Val

Pro

Phe

Asn

Asp

Trp

Ser

Ser

Asp

Thr

170

Tyr

GIn

Asp

Pro

Pro
250

Gly

Ala

75

Thr

Ser

Lys

Tyr

155

Ser

Ser

Thr

Lys

Cys

235

Pro

Tyr

60

Lys

Ala

Asp

Ala

Ser

140

Phe

Gly

Leu

Tyr

Arg

220

Pro

Lys

Ala

Asn

Leu

Ala

Ser

125

Thr

Pro

Val

Ser

Ile

205

val

Ala

Pro

Asp

Ser

Tyr

Glu

110

Thr

Ser

Glu

Ser

190

Cys

Glu

Pro

Lys

Ser

Leu

Tyr

95

Asp

Lys

Gly

Pro

Thr

175

Val

Asn

Pro

Glu

Asp
255

Val

Tyr

80

Cys

Val

Gly

Gly

val

160

Phe

Val

Val

Lys

Leu

240

Thr



Leu

Ser

Glu

Thr

305

Asn

Pro

GIn

Val

val

385

Pro

Thr

Val

Leu

Met

His

Val

290

Tyr

Gly

Val

Ser

370

Glu

Pro

Val

Met

Ser
450

<210>
<211>

Glu

275

Arg

Lys

Glu

Tyr

355

Leu

Trp

Val

Asp

His

435

Pro

142
215

Ser

260

Asp

Asn

Val

Glu

Lys

340

Thr

Thr

Glu

Leu

Lys

420

Glu

Gly

Arg

Pro

Ala

Val

Tyr

325

Thr

Leu

Cys

Ser

Asp

405

Ser

Ala

Thr

Glu

Lys

Ser

310

Lys

Ile

Pro

Leu

Asn

390

Ser

Arg

Leu

Pro

Val

Thr

295

Val

Cys

Ser

Pro

Val

375

Gly

Asp

Trp

Glu

Lys

280

Lys

Leu

Lys

Lys

Ser

360

Lys

GIn

Gly

GIn

Asn
440

Val

265

Phe

Pro

Thr

Val

Ala

345

Arg

Gly

Pro

Ser

GIn

425

His

Thr

Asn

Arg

val

Ser

330

Lys

Glu

Phe

Glu

Phe

410

Gly

Tyr

Cys

Trp

Glu

Leu

315

Asn

Gly

Glu

Tyr

Asn

395

Phe

Asn

Thr

Val

Tyr

Glu

300

His

Lys

GIn

Met

Pro

380

Asn

Leu

Val

GIn

Val

Val

285

GIn

GIn

Ala

Pro

Thr

365

Ser

Tyr

Tyr

Phe

Lys
445

Val

270

Asp

Tyr

Asp

Leu

Arg

350

Lys

Asp

Lys

Ser

Ser

430

Ser

Asp

Gly

Asn

Trp

Pro

335

Glu

Asn

Ile

Thr

Lys

415

Cys

Leu

Val

Val

Ser

Leu

320

Ala

Pro

GIn

Ala

Thr

400

Leu

Ser

Ser



<212> PRT
<213>

<220>
<223>

<400> 142
Glu lle Vval
1

Glu Arg Ala

Tyr Leu Ala
35

50

Gly Ser Gly
65

Pro Glu Asp

Phe Thr Phe

Ala Pro Ser
115

Gly Thr Ala
130

Ala Lys Vval
145

GIn Glu Ser

Ser Ser Thr

Leu

Thr

20

Trp

Ala

Ser

Phe

Gly

100

Val

Ser

GIn

Val

Leu
180

Thr

5

Leu

Tyr

Ser

Gly

Ala

85

Pro

Phe

Val

Trp

Thr

165

Thr

GIn

Ser

GIn

Ser

Thr

70

Val

Gly

Ile

Val

Lys

150

Glu

Leu

Secuencia artificial

Sintética: P1-069293

Ser

Cys

GIn

Arg

55

Asp

Tyr

Thr

Phe

Cys

135

Val

GIn

Ser

LC (P1-068761.1gG1T)

Pro Gly

Arg Ala
25

Lys Pro
40

Ala Thr

Phe Thr

Tyr Cys

Lys Val

105

Pro Pro

120

Leu Leu

Asp Asn

Asp Ser

Lys Ala
185

Thr Leu Ser Leu

10

Ser

Gly

Gly

Leu

GIn

90

Asp

Ser

Asn

Ala

Lys

170

Asp

GIn

GIn

Thr

75

GIn

Ile

Asp

Asn

Leu

155

Asp

Tyr

Ser

Ala

Pro

60

Ile

Tyr

Lys

Glu

Phe

140

GIn

Ser

Glu

val

Pro

45

Asp

Ser

Gly

Arg

GIn

125

Tyr

Ser

Thr

Lys

Ser

Ser

30

Arg

Arg

Arg

Ser

Thr

110

Leu

Pro

Gly

Tyr

His
190

Pro

15

Ser

Leu

Phe

Leu

Ser

95

Val

Lys

Arg

Asn

Ser

175

Lys

Gly

Ser

Leu

Ser

Glu

80

Pro

Ala

Ser

Glu

Ser

160

Leu

Val



Tyr Ala Cys Glu Val Thr His GIn Gly Leu Ser Ser Pro Val Thr Lys

195

Ser Phe Asn Arg Gly Glu Cys

210

<210>
<211>
<212>
<213>

<220>
<223>

<400>
Glu Vval
1

Ser Leu

Ala Met

Ser Gly
50

Lys Gly

65

Leu GIn

Ala Lys

Trp Gly

<210>
<211>

143
123
PRT

215

Secuencia artificial

Sintética: P1-069298

143

GIn

Arg

His

35

Ile

Arg

Met

Val

GIn

115

144
108

Leu

Leu

20

Trp

Asp

Phe

Asn

Pro

100

Gly

Val

5

Ser

Val

Trp

Thr

Ser

85

Gly

Thr

Glu

Cys

Arg

Asn

Ile

70

Leu

Tyr

Met

Ser

Ala

GIn

Ser

55

Ser

Arg

Ser

Val

200

VH (P1-068767.19G1F)

Gly Gly

Ala Ser
25

Ala Pro
40

Glu Asn

Arg Asp

Thr Glu

Gly Gly

105

Thr Val
120

Gly

10

Gly

Gly

Ile

Asn

Asp

90

Trp

Ser

Leu

Phe

Lys

Gly

Ala

75

Thr

Ser

Val

Thr

Gly

Tyr

60

Lys

Ala

Asp

205

GIn

Leu

Leu

45

Ala

Asn

Leu

Ala

Pro

Glu

30

Glu

Asp

Ser

Tyr

Glu
110

Gly

15

Asp

Trp

Ser

Leu

Tyr

95

Asp

Lys

Tyr

val

Val

Tyr

80

Cys

Asp



<212> PRT
<213>

<220>

<223>

<400> 144

Glu Ile Vval

1

Glu Arg Ala

Tyr Leu Ala

35

Ile Tyr Gly
50

Gly Ser Gly

65

Pro Glu Asp

Phe Thr Phe

<210> 145

<211> 452

<212> PRT

<213>

<220>

<223>

<400> 145

Leu

Thr

20

Trp

Ala

Ser

Phe

Gly
100

Thr

5

Leu

Tyr

Ser

Gly

Ala

85

Pro

GIn

Ser

GIn

Ser

Thr

70

Val

Gly

Secuencia artificial

Sintética: P1-069298

Ser

Cys

GIn

Arg

55

Asp

Thr

Secuencia artificial

VL (P1-068767.19gG1F)

Pro Gly

Arg Ala
25

Lys Pro

40

Ala Thr

Phe Thr

Tyr Cys

Lys Val
105

Thr Leu Ser Leu

10

Ser

Gly

Gly

Leu

GIn

90

Asp

GIn

GIn

Thr
75

GIn

Ile

Ser Val

Ala Pro
45

Pro Asp

60

Ile Ser

Tyr Gly

Lys

Sintética: P1-069298 HC (P1-068767.1gG1F)

Ser

Ser

30

Arg

Arg

Arg

Ser

Pro

15

Ser

Leu

Phe

Leu

Ser
95

Gly

Ser

Leu

Ser

Glu

80

Pro

Glu vVal GIn Leu VvVal Glu Ser Gly Gly Gly Leu Val GIn Pro Gly Lys

1

5

10

15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Leu Glu Asp Tyr

20

25

30



Ala

Ser

Lys

65

Leu

Ala

Trp

Pro

Thr

145

Thr

Pro

Thr

Asn

Ser

225

Leu

Met

Gly

Gly

GIn

Lys

Gly

Ser

130

Ala

val

Ala

Val

His

210

Cys

Gly

His

35

Arg

Met

Val

GIn

115

Val

Ala

Ser

Val

Pro

195

Lys

Asp

Gly

Trp

Asp

Phe

Asn

Pro

100

Gly

Phe

Leu

Trp

Leu

180

Ser

Pro

Lys

Pro

Val

Trp

Thr

Ser

85

Gly

Thr

Pro

Gly

Asn

165

GIn

Ser

Ser

Thr

Ser
245

Arg

Asn

Ile

70

Leu

Tyr

Met

Leu

Cys

150

Ser

Ser

Ser

Asn

His

230

Val

GIn

Ser

55

Ser

Arg

Ser

Val

Ala

135

Leu

Gly

Ser

Leu

Thr

215

Thr

Phe

Ala

40

Glu

Arg

Thr

Gly

Thr

120

Pro

val

Ala

Gly

Gly

200

Lys

Cys

Leu

Pro

Asn

Asp

Glu

Gly

105

val

Ser

Lys

Leu

Leu

185

Thr

val

Pro

Phe

Gly

Asn

Asp

Trp

Ser

Ser

Asp

Thr

170

Tyr

GIn

Asp

Pro

Pro
250

Lys

Gly

Ala

75

Thr

Ser

Lys

Tyr

155

Ser

Ser

Thr

Lys

Cys

235

Pro

Gly

Tyr

60

Lys

Ala

Asp

Ala

Ser

140

Phe

Gly

Leu

Tyr

Arg

220

Pro

Lys

Leu

45

Ala

Asn

Leu

Ala

Ser

125

Thr

Pro

Val

Ser

Ile

205

val

Ala

Pro

Glu

Asp

Ser

Tyr

Glu

110

Thr

Ser

Glu

Ser

190

Cys

Glu

Pro

Lys

Trp

Ser

Leu

Tyr

95

Asp

Lys

Gly

Pro

Thr

175

Val

Asn

Pro

Glu

Asp
255

Val

Val

Tyr

80

Cys

Asp

Gly

Gly

val

160

Phe

Val

val

Lys

Leu

240

Thr



Leu

Ser

Glu

Thr

305

Asn

Pro

GIn

Val

val

385

Pro

Thr

Val

Leu

Met

His

Val

290

Tyr

Gly

Val

Ser

370

Glu

Pro

Val

Met

Ser
450

Glu

275

Arg

Lys

Glu

Tyr

355

Leu

Trp

Val

Asp

His

435

Pro

Ser

260

Asp

Asn

Val

Glu

Lys

340

Thr

Thr

Glu

Leu

Lys

420

Glu

Gly

Arg

Pro

Ala

Val

Tyr

325

Thr

Leu

Cys

Ser

Asp

405

Ser

Ala

Thr

Glu

Lys

Ser

310

Lys

Ile

Pro

Leu

Asn

390

Ser

Arg

Leu

Pro

Val

Thr

295

Val

Cys

Ser

Pro

Val

375

Gly

Asp

Trp

Glu

Lys

280

Lys

Leu

Lys

Lys

Ser

360

Lys

GIn

Gly

GIn

Asn
440

Val

265

Phe

Pro

Thr

Val

Ala

345

Arg

Gly

Pro

Ser

GIn

425

His

Thr

Asn

Arg

Val

Ser

330

Lys

Glu

Phe

Glu

Phe

410

Gly

Tyr

Cys

Trp

Glu

Leu

315

Asn

Gly

Glu

Tyr

Asn

395

Phe

Asn

Thr

Val

Tyr

Glu

300

His

Lys

GIn

Met

Pro

380

Asn

Leu

val

GIn

Val

Val

285

GIn

GIn

Ala

Pro

Thr

365

Ser

Tyr

Tyr

Phe

Lys
445

Val

270

Asp

Tyr

Asp

Leu

Arg

350

Lys

Asp

Lys

Ser

Ser

430

Ser

Asp

Gly

Asn

Trp

Pro

335

Glu

Asn

Ile

Thr

Lys

415

Cys

Leu

Val

Val

Ser

Leu

320

Ala

Pro

GIn

Ala

Thr

400

Leu

Ser

Ser



<210>
<211>
<212>
<213>

<220>
<223>

<400>

146
215
PRT

Secuencia artificial

Sintética: P1-069298

146

Glu lle Vval

1

Glu

Tyr

Gly

65

Pro

Phe

Ala

Gly

Ala

145

GIn

Arg

Leu

Tyr

50

Ser

Glu

Thr

Pro

Thr

130

Lys

Glu

Ala

Ala

35

Gly

Asp

Phe

Ser

115

Ala

Val

Ser

Leu

Thr

20

Trp

Ala

Ser

Phe

Gly

100

Val

Ser

GIn

Val

Thr

5

Leu

Tyr

Ser

Gly

Ala

85

Pro

Phe

Val

Trp

Thr
165

GIn

Ser

GIn

Ser

Thr

70

Val

Gly

Val

Lys
150

Glu

Ser

Cys

GIn

Arg

55

Asp

Tyr

Thr

Phe

Cys

135

Val

GIn

LC (P1-068767.1gG1T)

Pro Gly

Arg Ala
25

Lys Pro
40

Ala Thr

Phe Thr

Tyr Cys

Lys Val

105

Pro Pro

120

Leu Leu

Asp Asn

Asp Ser

Thr

10

Ser

Gly

Gly

Leu

GIn

90

Asp

Ser

Asn

Ala

Lys
170

Leu Ser

GIn Ser

GIn Ala

Ile Pro
60

Thr 1le
75

GIn Tyr

Asp Glu

Asn Phe
140

Leu GIn
155

Asp Ser

Leu

Val

Pro

45

Asp

Ser

Gly

Arg

GIn

125

Tyr

Ser

Thr

Ser

Ser

30

Arg

Arg

Arg

Ser

Thr

110

Leu

Pro

Gly

Tyr

Pro

15

Ser

Leu

Phe

Leu

Ser

95

Val

Lys

Arg

Asn

Ser
175

Gly

Ser

Leu

Ser

Glu

80

Pro

Ala

Ser

Glu

Ser

160

Leu



Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val

180

185

190

Tyr Ala Cys Glu Val Thr His GIn Gly Leu Ser Ser Pro Val Thr Lys

195

Ser Phe Asn Arg Gly Glu Cys

210

<210>
<211>
<212>
<213>

<220>
<223>

<400>
Glu Vval
1

Ser Leu

Ala Met

Ser Gly

50

Lys Gly

65

Leu GIn

Ala Lys

Trp Gly

147
123
PRT

215

Secuencia artificial

Sintética: P1-069302

147

GIn

Arg

His

35

Ile

Arg

Met

Val

GIn
115

Leu

Leu

20

Trp

Asn

Phe

Asn

Pro

100

Gly

Val

5

Ser

Val

Trp

Thr

Ser

85

Gly

Thr

Glu

Cys

Arg

Asn

Ile

70

Leu

Tyr

Met

Ser

Ala

GIn

Ser

55

Ser

Arg

Ser

Val

200

VH (P1-061029.19G1f)

Gly

Ala

Ala

40

Ala

Arg

Thr

Gly

Thr
120

Gly

Ser

25

Pro

Asn

Asp

Glu

Gly

105

Val

Gly
10

Gly

Gly

Asn

Asp

90

Trp

Ser

Leu

Phe

Lys

Gly

Ala

75

Thr

Ile

Ser

Val

Thr

Gly

Tyr

60

Lys

Ala

Asp

205

GIn

Leu

Leu

45

Ala

Asn

Leu

Ala

Pro

Asp

30

Glu

Asp

Ser

Tyr

Phe
110

Gly

15

Asp

Trp

Ser

Leu

Tyr

95

Asp

Lys

Tyr

Val

Val

Tyr

80

Cys

Val



<210> 148

<211> 108

<212> PRT

<213>

<220>

<223>

<400> 148

Glu Ile Vval

1

Glu Arg Ala

Tyr Leu Ala
35

Ile Tyr Gly

50

Gly Ser Gly

65

Pro Glu Asp

Phe Thr Phe

<210> 149

<211> 452

<212> PRT

<213>

<220>

<223>

<400> 149

Leu

Thr

20

Trp

Ala

Ser

Phe

Gly
100

Thr

5

Leu

Tyr

Ser

Gly

Ala

85

Pro

GIn

Ser

GIn

Ser

Thr

70

Val

Gly

Secuencia artificial

Sintética: P1-069302

Ser

Cys

GIn

Arg

55

Asp

Thr

Secuencia artificial

VL (P1-061029.1gG1F)

Pro Gly

Arg Ala
25

Lys Pro

40

Ala Thr

Phe Thr

Tyr Cys

Lys Val
105

Thr
10

Ser

Gly

Gly

Leu

GIn

90

Asp

Leu Ser

GIn Ser

GIn Ala

Ile Pro
60

Thr 1le
75

GIn Tyr

Sintética: P1-069302 HC (P1-061029.1gG1f)

Leu

Val

Pro

45

Asp

Ser

Gly

Ser

Ser

30

Arg

Arg

Arg

Ser

Pro

15

Ser

Leu

Phe

Leu

Ser
95

Gly

Ser

Leu

Ser

Glu

80

Pro

Glu Val GIn Leu Val Glu Ser Gly Gly Gly Leu Val GIn Pro Gly Lys

1

5

10

15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Leu Asp Asp Tyr

20

25

30



Ala

Ser

Lys

65

Leu

Ala

Trp

Pro

Thr

145

Thr

Pro

Thr

Asn

Ser
225

Met

Gly

Gly

GIn

Lys

Gly

Ser

130

Ala

val

Ala

Val

His

210

Cys

His

35

Arg

Met

Val

GIn

115

Val

Ala

Ser

Val

Pro

195

Lys

Asp

Trp

Asn

Phe

Asn

Pro

100

Gly

Phe

Leu

Trp

Leu

180

Ser

Pro

Lys

Val

Trp

Thr

Ser

85

Gly

Thr

Pro

Gly

Asn

165

GIn

Ser

Ser

Thr

Arg

Asn

Ile

70

Leu

Tyr

Met

Leu

Cys

150

Ser

Ser

Ser

Asn

His
230

GIn

Ser

55

Ser

Arg

Ser

Val

Ala

135

Leu

Gly

Ser

Leu

Thr

215

Thr

Ala

40

Ala

Arg

Thr

Gly

Thr

120

Pro

Val

Ala

Gly

Gly

200

Lys

Cys

Pro

Asn

Asp

Glu

Gly

105

Val

Ser

Lys

Leu

Leu

185

Thr

Val

Pro

Gly

Asn

Asp

Trp

Ser

Ser

Asp

Thr

170

Tyr

GIn

Asp

Pro

Lys

Gly

Ala

75

Thr

Ser

Lys

Tyr

155

Ser

Ser

Thr

Lys

Cys
235

Gly

Tyr

60

Lys

Ala

Asp

Ala

Ser

140

Phe

Gly

Leu

Tyr

Arg

220

Pro

Leu

45

Ala

Asn

Leu

Ala

Ser

125

Thr

Pro

Val

Ser

Ile

205

Val

Ala

Glu

Asp

Ser

Tyr

Phe

110

Thr

Ser

Glu

His

Ser

190

Glu

Pro

Trp

Ser

Leu

Tyr

95

Asp

Lys

Gly

Pro

Thr

175

val

Asn

Pro

Glu

Val

Val

Tyr

80

Cys

Val

Gly

Gly

Val

160

Phe

Val

val

Lys

Leu
240



Leu

Leu

Ser

Glu

Thr

305

Asn

Pro

GIn

val

Val

385

Pro

Thr

val

Leu

Gly

Met

His

Val

290

Tyr

Gly

Ile

Val

Ser

370

Glu

Pro

Val

Met

Ser
450

Gly

Ile

Glu

275

Arg

Lys

Glu

Tyr

355

Leu

Trp

Val

Asp

His

435

Pro

Pro

Ser

260

Asp

Asn

Val

Glu

Lys

340

Thr

Thr

Glu

Leu

Lys

420

Glu

Gly

Ser

245

Arg

Pro

Ala

Val

Tyr

325

Thr

Leu

Cys

Ser

Asp

405

Ser

Ala

Val

Thr

Glu

Lys

Ser

310

Lys

Ile

Pro

Leu

Asn

390

Ser

Arg

Leu

Phe

Pro

Val

Thr

295

Val

Cys

Ser

Pro

Val

375

Gly

Asp

Trp

Leu

Glu

Lys

280

Lys

Leu

Lys

Lys

Ser

360

Lys

GIn

Gly

GIn

Asn
440

Phe

val

265

Phe

Pro

Thr

val

Ala

345

Arg

Gly

Pro

Ser

GIn

425

His

Pro

250

Thr

Asn

Arg

Val

Ser

330

Lys

Glu

Phe

Glu

Phe

410

Gly

Tyr

Pro

Cys

Trp

Glu

Leu

315

Asn

Gly

Glu

Tyr

Asn

395

Phe

Asn

Thr

Lys

Val

Tyr

Glu

300

His

Lys

GIn

Met

Pro

380

Asn

Leu

val

GIn

Pro

Val

Val

285

GIn

GIn

Ala

Pro

Thr

365

Ser

Tyr

Tyr

Phe

Lys
445

Lys

Val

270

Asp

Tyr

Asp

Leu

Arg

350

Lys

Asp

Lys

Ser

Ser

430

Ser

Asp

255

Asp

Gly

Asn

Trp

Pro

335

Glu

Asn

Ile

Thr

Lys

415

Cys

Leu

Thr

Val

Val

Ser

Leu

320

Pro

GIn

Ala

Thr

400

Leu

Ser

Ser



<210>
<211>
<212>
<213>

<220>
<223>

<400>
Glu lle
1

Glu Arg

Tyr Leu

50

Gly Ser
65

Pro Glu

Phe Thr

Ala Pro

Gly Thr
130

Ala Lys
145

GIn Glu

150
215
PRT

Secuencia artificial

Sintética: P1-069302

150

Val

Ala

Ala

35

Gly

Asp

Phe

Ser

115

Ala

Val

Ser

Leu

Thr

20

Trp

Ala

Ser

Phe

Gly

100

Val

Ser

GIn

Val

Thr

5

Leu

Tyr

Ser

Gly

Ala

85

Pro

Phe

Val

Trp

Thr
165

GIn

Ser

GIn

Ser

Thr

70

Val

Gly

Val

Lys
150

Glu

Ser

Cys

GIn

Arg

55

Asp

Tyr

Thr

Phe

Cys

135

Val

GIn

LC (P1-061029.1gG1f)

Pro

Arg

Lys

40

Ala

Phe

Tyr

Lys

Pro

120

Leu

Asp

Asp

Gly

Ala

25

Pro

Thr

Thr

Cys

val

105

Pro

Leu

Asn

Ser

Thr Leu Ser

10

Ser

Gly

Gly

Leu

GIn

90

Asp

Ser

Asn

Ala

Lys
170

GIn

GIn

Thr
75

GIn

Asp

Asn

Leu

155

Asp

Ser

Ala

Pro

60

Ile

Lys

Glu

Phe

140

GIn

Ser

Leu

Val

Pro

45

Asp

Ser

Gly

Arg

GIn

125

Tyr

Ser

Thr

Ser

Ser

30

Arg

Arg

Arg

Ser

Thr

110

Leu

Pro

Gly

Tyr

Pro

15

Ser

Leu

Phe

Leu

Ser

95

Val

Lys

Arg

Asn

Ser
175

Gly

Ser

Leu

Ser

Glu

80

Pro

Ala

Ser

Glu

Ser

160

Leu



Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val

180

185

190

Tyr Ala Cys Glu Val Thr His GIn Gly Leu Ser Ser Pro Val Thr Lys

195

Ser Phe Asn Arg Gly Glu Cys

210

<210>
<211>
<212>
<213>

<220>
<223>

<400>
Glu Vval
1

Ser Leu

Ala Met

Ser Gly

50

Lys Gly

65

Leu GIn

Ala Lys

Trp Gly

151
123
PRT

215

Secuencia artificial

Sintética: P1-069312

151

GIn

Arg

His

35

Ile

Arg

Met

Val

GIn
115

Leu

Leu

20

Trp

Asn

Phe

Asn

Pro

100

Gly

Val

5

Ser

Val

Trp

Thr

Ser

85

Gly

Thr

Glu

Cys

Arg

Asn

Ile

70

Leu

Tyr

Met

Ser

Ala

GIn

Ser

55

Ser

Arg

Ser

Val

200

VH (P1-068761.1gG1f

Gly Gly

Ala Ser
25

Ala Pro
40

Glu Glu

Arg Asp

Thr Glu

His Gly

105

Thr Val
120

Gly

10

Gly

Gly

Ile

Asn

Asp

90

Trp

Ser

Leu

Phe

Lys

Gly

Ala

75

Thr

Ile

Ser

Val

Thr

Gly

Tyr

60

Lys

Ala

Asp

205

afucosilado)

GIn

Leu

Leu

45

Ala

Asn

Leu

Ala

Pro

Glu

30

Glu

Asp

Ser

Tyr

Glu
110

Gly

15

Asp

Trp

Ser

Leu

Tyr

95

Asp

Lys

Val

Val

Tyr

80

Cys

Val



<210> 152

<213> Secuencia artificial

<223> Sintética: P1-069312

<211> 108

<212> PRT

<220>

<400> 152

Glu Ile Val

1

Glu Arg Ala

Tyr Leu Ala

35

Ile Tyr Gly
50

Gly Ser Gly

65

Pro Glu Asp

Phe Thr Phe

<210> 153

<211> 452

<212> PRT

Leu

Thr

20

Trp

Ala

Ser

Phe

Gly
100

Thr

5

Leu

Tyr

Ser

Gly

Ala

85

Pro

GIn

Ser

GIn

Ser

Thr

70

Val

Gly

Ser

Cys

GIn

Arg

55

Asp

Thr

<213> Secuencia artificial

<220>

VL (P1-068761.1gGLlf

Pro Gly

Arg Ala
25

Lys Pro

40

Ala Thr

Phe Thr

Tyr Cys

Lys Val
105

Thr Leu Ser
10

Ser GIn Ser

Gly GIn Ala

Gly l1le Pro
60

Leu Thr lle
75

GIn GIn Tyr
90

Asp lle Lys

afucosilado)

Leu

Val

Pro

45

Asp

Ser

Gly

Ser

Ser

30

Arg

Arg

Arg

Ser

Pro Gly
15

Ser Ser

Leu Leu

Phe Ser

Leu Glu

80

Ser Pro
95

<223> Sintética: P1-069312 HC (P1-068761.1gG1lf afucosilado)

<400> 153

Glu Val GIn Leu Val Glu Ser Gly Gly Gly Leu Val GIn Pro Gly Lys

1

5

10

15



Ser

Ala

Ser

Lys

65

Leu

Ala

Trp

Pro

Thr

145

Thr

Pro

Thr

Asn

Ser
225

Leu

Met

Gly

Gly

GIn

Lys

Gly

Ser

130

Ala

Val

Ala

Val

His

210

Cys

Arg

His

35

Arg

Met

Val

GIn

115

Val

Ala

Ser

Val

Pro

195

Lys

Asp

Leu

20

Trp

Asn

Phe

Asn

Pro

100

Gly

Phe

Leu

Trp

Leu

180

Ser

Pro

Lys

Ser

Val

Trp

Thr

Ser

85

Gly

Thr

Pro

Gly

Asn

165

GIn

Ser

Ser

Thr

Cys

Arg

Asn

Ile

70

Leu

Tyr

Met

Leu

Cys

150

Ser

Ser

Ser

Asn

His
230

Ala

GIn

Ser

55

Ser

Arg

Ser

Val

Ala

135

Leu

Gly

Ser

Leu

Thr

215

Thr

Ala

Ala

40

Glu

Arg

Thr

Thr

120

Pro

Val

Ala

Gly

Gly

200

Lys

Cys

Ser

25

Pro

Glu

Asp

Glu

Gly

105

Val

Ser

Leu

Leu

185

Thr

Val

Pro

Gly

Gly

Asn

Asp

Trp

Ser

Ser

Asp

Thr

170

Tyr

GIn

Asp

Pro

Phe

Lys

Gly

Ala

75

Thr

Ser

Lys

Tyr

155

Ser

Ser

Thr

Lys

Cys
235

Thr

Gly

Tyr

60

Lys

Ala

Asp

Ala

Ser

140

Phe

Gly

Leu

Tyr

Arg

220

Pro

Leu

Leu

45

Ala

Asn

Leu

Ala

Ser

125

Thr

Pro

Val

Ser

Ile

205

Val

Ala

Glu

30

Glu

Asp

Ser

Tyr

Glu

110

Thr

Ser

Glu

Ser

190

Cys

Glu

Pro

Asp

Trp

Ser

Leu

Tyr

95

Asp

Lys

Gly

Pro

Thr

175

Val

Asn

Pro

Glu

Glu

Val

Val

Tyr

80

Cys

Val

Gly

Gly

Val

160

Phe

val

val

Lys

Leu
240



Leu

Leu

Ser

Glu

Thr

305

Asn

Pro

GIn

val

Val

385

Pro

Thr

val

Gly

Met

His

Val

290

Tyr

Gly

Ile

Val

Ser

370

Glu

Pro

Val

Met

Gly

Ile

Glu

275

Arg

Lys

Glu

Tyr

355

Leu

Trp

Val

Asp

His
435

Pro

Ser

260

Asp

Asn

Val

Glu

Lys

340

Thr

Thr

Glu

Leu

Lys

420

Glu

Ser

245

Arg

Pro

Ala

Val

Tyr

325

Thr

Leu

Ser

Asp

405

Ser

Ala

Val

Thr

Glu

Lys

Ser

310

Lys

Ile

Pro

Leu

Asn

390

Ser

Arg

Leu

Phe

Pro

Val

Thr

295

Val

Cys

Ser

Pro

Val

375

Gly

Asp

Trp

Leu

Glu

Lys

280

Lys

Leu

Lys

Lys

Ser

360

Lys

GIn

Gly

GIn

Asn
440

Phe

Val

265

Phe

Pro

Thr

Val

Ala

345

Arg

Gly

Pro

Ser

GIn

425

His

Pro

250

Thr

Asn

Arg

Val

Ser

330

Lys

Glu

Phe

Glu

Phe

410

Gly

Tyr

Pro

Cys

Trp

Glu

Leu

315

Asn

Gly

Glu

Tyr

Asn

395

Phe

Asn

Thr

Lys

Val

Tyr

Glu

300

His

Lys

GIn

Met

Pro

380

Asn

Leu

Val

GIn

Pro

Val

val

285

GIn

GIn

Ala

Pro

Thr

365

Ser

Tyr

Tyr

Phe

Lys
445

Lys

vVal

270

Asp

Tyr

Asp

Leu

Arg

350

Lys

Asp

Lys

Ser

Ser

430

Ser

Asp

255

Asp

Gly

Asn

Trp

Pro

335

Glu

Asn

Thr

Lys

415

Cys

Leu

Thr

Val

val

Ser

Leu

320

Pro

GIn

Ala

Thr

400

Leu

Ser

Ser



Leu Ser Pro Gly
450

<210> 154
<211> 215
<212> PRT
<213> Secuencia artificial

<220>
<223> Sintética: P1-069312 LC (P1-068761.1gG1lf afucosilado)

<400> 154
Glu 1le Val Leu Thr GIn Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly
1 5 10 15

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser GIn Ser Val Ser Ser Ser
20 25 30

Tyr Leu Ala Trp Tyr GIn GIn Lys Pro Gly GIn Ala Pro Arg Leu Leu
35 40 45

Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser
50 55 60

Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu
65 70 75 80

Pro Glu Asp Phe Ala Val Tyr Tyr Cys GIn GIn Tyr Gly Ser Ser Pro
85 90 95

Phe Thr Phe Gly Pro Gly Thr Lys Val Asp lle Lys Arg Thr val Ala
100 105 110

Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu GIn Leu Lys Ser
115 120 125

Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu
130 135 140

Ala Lys Vval GIn Trp Lys Val Asp Asn Ala Leu GIn Ser Gly Asn Ser
145 150 155 160



GIn Glu

Ser Ser

Tyr Ala

Ser Phe
210

<210>
<211>
<212>
<213>

<220>
<223>

<400>
Glu Vval
1

Ser Leu

Ala Met

Ser Gly
50

Lys Gly
65

Leu GIn

Ala Lys

Ser

Thr

Cys
195

Asn

155
123
PRT

Val

Thr Glu GIn

165

Leu Thr Leu Ser

180

Glu

Val

Thr

His

Arg Gly Glu Cys

215

Secuencia artificial

Sintética: P1-069309

155

GIn

Arg

His

35

Arg

Met

Val

Leu

Leu

20

Trp

Asp

Phe

Asn

Pro
100

Val

Ser

Val

Trp

Thr

Ser

85

Gly

Glu

Cys

Arg

Asn

Ile

70

Leu

Tyr

Ser

Ala

GIn

Ser

55

Ser

Arg

Ser

Asp Ser Lys Asp Ser Thr Tyr Ser Leu

170

175

Lys Ala Asp Tyr Glu Lys His Lys Val

185

190

GIn Gly Leu Ser Ser Pro Val Thr Lys

200

VH (P1-068767.1gG1f

Gly Gly

Ala Ser
25

Ala Pro

40

Glu Asn

Arg Asp

Thr Glu

Gly Gly
105

Gly
10

Gly

Gly

Asn

Asp
90

Trp

Leu Val

Phe Thr

Lys Gly

Gly Tyr

60

Ala Lys
75

Thr Ala

Ile Asp

205

afucosilado)

GIn

Leu

Leu

45

Ala

Asn

Leu

Ala

Pro

Glu

30

Glu

Asp

Ser

Tyr

Glu
110

Gly

15

Asp

Trp

Ser

Leu

Tyr

95

Asp

Lys

Tyr

Val

Val

Tyr

80

Cys

Asp



Trp Gly GIn Gly Thr Met Val Thr Val Ser Ser

<210>
<211>
<212>
<213>

<220>
<223>

<400>
Glu lle
1

Glu Arg

Tyr Leu

Ile Tyr
50

Gly Ser
65

Pro Glu

Phe Thr

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu Vval
1

115 120

156

108

PRT

Secuencia artificial

Sintética: P1-069309 VL (P1-068767.1gG1lf afucosilado)
156

Val Leu Thr GIn Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly

Ala Thr Leu Ser Cys Arg Ala Ser GIn Ser Val Ser Ser Ser
20 25 30

Ala Trp Tyr GIn GIn Lys Pro Gly GIn Ala Pro Arg Leu Leu
35 40 45

Gly Ala Ser Ser Arg Ala Thr Gly lle Pro Asp Arg Phe Ser
55 60

Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu
70 75 80

Asp Phe Ala val Tyr Tyr Cys GIn GIn Tyr Gly Ser Ser Pro
85 90 95

Phe Gly Pro Gly Thr Lys Val Asp lle Lys
100 105

157
452
PRT
Secuencia artificial

Sintética: P1-069309 HC (P1-068767.1gG1lf afucosilado)

157

GIn Leu Val Glu Ser Gly Gly Gly Leu Val GIn Pro Gly Lys
5 10 15



Ser

Ala

Ser

Lys

65

Leu

Ala

Trp

Pro

Thr

145

Thr

Pro

Thr

Asn

Leu

Met

Gly

Gly

GIn

Lys

Gly

Ser

130

Ala

Val

Ala

Val

His
210

Arg

His

35

Arg

Met

Val

GIn

115

Val

Ala

Ser

Val

Pro

195

Lys

Leu

20

Trp

Asp

Phe

Asn

Pro

100

Gly

Phe

Leu

Trp

Leu

180

Ser

Pro

Ser

Val

Trp

Thr

Ser

85

Gly

Thr

Pro

Gly

Asn

165

GIn

Ser

Ser

Cys

Arg

Asn

Ile

70

Leu

Tyr

Met

Leu

Cys

150

Ser

Ser

Ser

Asn

Ala

GIn

Ser

55

Ser

Arg

Ser

Val

Ala

135

Leu

Gly

Ser

Leu

Thr
215

Ala

Ala

40

Glu

Arg

Thr

Gly

Thr

120

Pro

Val

Ala

Gly

Gly

200

Lys

Ser

25

Pro

Asn

Asp

Glu

Gly

105

Val

Ser

Lys

Leu

Leu

185

Thr

Val

Gly

Gly

Asn

Asp

90

Trp

Ser

Ser

Asp

Thr

170

Tyr

GIn

Asp

Phe

Lys

Gly

Ala

75

Thr

Ser

Lys

Tyr

155

Ser

Ser

Thr

Lys

Thr

Gly

Tyr

60

Lys

Ala

Asp

Ala

Ser

140

Phe

Gly

Leu

Tyr

Arg
220

Leu

Leu

45

Ala

Asn

Leu

Ala

Ser

125

Thr

Pro

Val

Ser

Ile

205

Val

Glu

30

Glu

Asp

Ser

Tyr

Glu

110

Thr

Ser

Glu

Ser
190

Cys

Glu

Asp

Trp

Ser

Leu

Tyr

95

Asp

Lys

Gly

Pro

Thr

175

val

Asn

Pro

Tyr

Val

val

Tyr

80

Cys

Asp

Gly

Gly

Val

160

Phe

val

Val

Lys



Ser

225

Leu

Leu

Ser

Glu

Thr

305

Asn

Pro

GIn

Val

Val

385

Pro

Thr

Val

Cys

Gly

Met

His

val

290

Tyr

Gly

Ile

val

Ser

370

Glu

Pro

val

Met

Asp

Gly

Ile

Glu

275

Arg

Lys

Glu

Tyr

355

Leu

Trp

Val

Asp

His
435

Lys

Pro

Ser

260

Asp

Asn

Val

Glu

Lys

340

Thr

Thr

Glu

Leu

Lys

420

Glu

Thr

Ser

245

Arg

Pro

Ala

Val

Tyr

325

Thr

Leu

Ser

Asp

405

Ser

Ala

His

230

Val

Thr

Glu

Lys

Ser

310

Lys

Ile

Pro

Leu

Asn

390

Ser

Arg

Leu

Thr

Phe

Pro

Val

Thr

295

Val

Cys

Ser

Pro

Val

375

Gly

Asp

Trp

Cys

Leu

Glu

Lys

280

Lys

Leu

Lys

Lys

Ser

360

Lys

GIn

Gly

GIn

Asn
440

Pro

Phe

val

265

Phe

Pro

Thr

Val

Ala

345

Arg

Gly

Pro

Ser

GIn

425

His

Pro

Pro

250

Thr

Asn

Arg

Val

Ser

330

Lys

Glu

Phe

Glu

Phe

410

Gly

Tyr

Cys

235

Pro

Cys

Trp

Glu

Leu

315

Asn

Gly

Glu

Tyr

Asn

395

Phe

Asn

Thr

Pro

Lys

Val

Tyr

Glu

300

His

Lys

GIn

Met

Pro

380

Asn

Leu

Val

GIn

Ala

Pro

Val

val

285

GIn

GIn

Ala

Pro

Thr

365

Ser

Tyr

Tyr

Phe

Lys
445

Pro

Lys

val

270

Asp

Tyr

Asp

Leu

Arg

350

Lys

Asp

Lys

Ser

Ser

430

Ser

Glu

Asp

255

Asp

Gly

Asn

Trp

Pro

335

Glu

Asn

Thr

Lys

415

Cys

Leu

Leu

240

Thr

Val

val

Ser

Leu

320

Pro

GIn

Thr

400

Leu

Ser

Ser



Leu Ser Pro Gly
450

<210> 158
<211> 215
<212> PRT
<213> Secuencia artificial

<220>
<223> Sintética: P1-069309 LC (P1-068767.1gG1lf afucosilado)

<400> 158
Glu Ile Vval Leu Thr GIn Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly
1 5 10 15

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser GIn Ser Val Ser Ser Ser
20 25 30

Tyr Leu Ala Trp Tyr GIn GIn Lys Pro Gly GIn Ala Pro Arg Leu Leu
35 40 45

Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser
50 55 60

Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr lle Ser Arg Leu Glu
65 70 75 80

Pro Glu Asp Phe Ala Val Tyr Tyr Cys GIn GIn Tyr Gly Ser Ser Pro
85 90 95

Phe Thr Phe Gly Pro Gly Thr Lys Val Asp lle Lys Arg Thr val Ala
100 105 110

Ala Pro Ser Val Phe lle Phe Pro Pro Ser Asp Glu GIn Leu Lys Ser
115 120 125

Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu
130 135 140

Ala Lys VvVal GIn Trp Lys Val Asp Asn Ala Leu GIn Ser Gly Asn Ser
145 150 155 160



GIn Glu

Ser Ser

Tyr Ala

Ser Phe
210

<210>
<211>
<212>
<213>

<220>
<223>

<400>
Glu Vval
1

Ser Leu

Ala Met

Ser Gly
50

Lys Gly
65

Leu GIn

Ala Lys

Ser

Thr

Cys
195

Asn

159
123
PRT

Val

Thr Glu GIn

165

Leu Thr Leu Ser

180

Glu

Val

Thr

His

Arg Gly Glu Cys

215

Secuencia artificial

Sintética: P1-069307

159

GIn

Arg

His

35

Arg

Met

val

Leu

Leu

20

Trp

Asn

Phe

Asn

Pro
100

Val

Ser

Val

Trp

Thr

Ser

85

Gly

Glu

Cys

Arg

Asn

Ile

70

Leu

Tyr

Ser

Ala

GIn

Ser

55

Ser

Arg

Ser

Asp Ser Lys Asp Ser Thr Tyr Ser Leu

170

175

Lys Ala Asp Tyr Glu Lys His Lys Val

185

190

GIn Gly Leu Ser Ser Pro Val Thr Lys

200

VH (P1-061029.1gG1f

Gly Gly

Ala Ser
25

Ala Pro

40

Ala Asn

Arg Asp

Thr Glu

Gly Gly
105

Gly
10

Gly

Gly

Asn

Asp
90

Trp

Leu

Phe

Lys

Gly

Ala

75

Thr

val

Thr

Gly

Tyr

60

Lys

Ala

Asp

205

afucosilado)

GIn

Leu

Leu

45

Ala

Asn

Leu

Ala

Pro

Asp

30

Glu

Asp

Ser

Tyr

Phe
110

Gly

15

Asp

Trp

Ser

Leu

Tyr

95

Asp

Lys

Tyr

Val

val

Tyr

80

Cys

Val



Trp Gly GIn Gly Thr Met val Thr Val Ser Ser
115 120

<210> 160
<211> 108
<212> PRT
<213> Secuencia artificial

<220>
<223> Sintética: P1-069307 VL (P1-061029.1gG1f afucosilado)

<400> 160

Glu Ile Vval Leu Thr GIn Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly
1 5 10 15

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser GIn Ser Val Ser Ser Ser
20 25 30

Tyr Leu Ala Trp Tyr GIn GIn Lys Pro Gly GIn Ala Pro Arg Leu Leu
35 40 45

Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser
50 55 60

Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr lle Ser Arg Leu Glu
65 70 75 80

Pro Glu Asp Phe Ala Val Tyr Tyr Cys GIn GIn Tyr Gly Ser Ser Pro
85 90 95

Phe Thr Phe Gly Pro Gly Thr Lys Val Asp lle Lys
100 105

<210> 161
<211> 452
<212> PRT
<213> Secuencia artificial

<220>
<223> Sintética: P1-069307 HC (P1-061029.1gGlf afucosilado)

<400> 161



Glu

Ser

Ala

Ser

Lys

65

Leu

Ala

Trp

Pro

Thr

145

Thr

Pro

Thr

Asn

val

Leu

Met

Gly

Gly

GIn

Lys

Gly

Ser

130

Ala

Val

Ala

val

His
210

GIn

Arg

His

35

Arg

Met

Val

GIn

115

Val

Ala

Ser

Val

Pro

195

Lys

Leu

Leu

20

Trp

Asn

Phe

Asn

Pro

100

Gly

Phe

Leu

Trp

Leu

180

Ser

Pro

Val

Ser

Val

Trp

Thr

Ser

85

Gly

Thr

Pro

Gly

Asn

165

GIn

Ser

Ser

Glu

Cys

Arg

Asn

Ile

70

Leu

Tyr

Met

Leu

Cys

150

Ser

Ser

Ser

Asn

Ser

Ala

GIn

Ser

55

Ser

Arg

Ser

Val

Ala

135

Leu

Gly

Ser

Leu

Thr
215

Gly

Ala

Ala

40

Ala

Arg

Thr

Gly

Thr

120

Pro

val

Ala

Gly

Gly

200

Lys

Gly

Ser

25

Pro

Asn

Asp

Glu

Gly

105

val

Ser

Lys

Leu

Leu

185

Thr

val

Gly
10

Gly

Gly

Asn

Asp

90

Trp

Ser

Ser

Asp

Thr

170

Tyr

GIn

Asp

Leu

Phe

Lys

Gly

Ala

75

Thr

Ser

Lys

Tyr

155

Ser

Ser

Thr

Lys

Val

Thr

Gly

Tyr

60

Lys

Ala

Asp

Ala

Ser

140

Phe

Gly

Leu

Tyr

Arg
220

GIn

Leu

Leu

45

Ala

Asn

Leu

Ala

Ser

125

Thr

Pro

Val

Ser

Ile

205

Val

Pro

Asp

Glu

Asp

Ser

Tyr

Phe

110

Thr

Ser

Glu

Ser
190

Cys

Glu

Gly

15

Asp

Trp

Ser

Leu

Tyr

95

Asp

Lys

Gly

Pro

Thr

175

val

Asn

Pro

Lys

Tyr

Val

val

Tyr

80

Cys

Val

Gly

Gly

Val

160

Phe

val

Val

Lys



Ser

225

Leu

Leu

Ser

Glu

Thr

305

Asn

Pro

GIn

Val

Val

385

Pro

Thr

Cys

Gly

Met

His

val

290

Tyr

Gly

Ile

val

Ser

370

Glu

Pro

val

Asp

Gly

Ile

Glu

275

Arg

Lys

Glu

Tyr

355

Leu

Trp

Val

Asp

Lys

Pro

Ser

260

Asp

Asn

Val

Glu

Lys

340

Thr

Thr

Glu

Leu

Lys
420

Thr

Ser

245

Arg

Pro

Ala

Val

Tyr

325

Thr

Leu

Ser

Asp
405

Ser

His

230

Val

Thr

Glu

Lys

Ser

310

Lys

Ile

Pro

Leu

Asn

390

Ser

Arg

Thr

Phe

Pro

Val

Thr

295

Val

Cys

Ser

Pro

Val

375

Gly

Asp

Trp

Cys

Leu

Glu

Lys

280

Lys

Leu

Lys

Lys

Ser

360

Lys

GIn

Gly

GIn

Pro

Phe

Val

265

Phe

Pro

Thr

Val

Ala

345

Arg

Gly

Pro

Ser

GIn
425

Pro

Pro

250

Thr

Asn

Arg

Val

Ser

330

Lys

Glu

Phe

Glu

Phe

410

Gly

Cys

235

Pro

Cys

Trp

Glu

Leu

315

Asn

Gly

Glu

Tyr

Asn

395

Phe

Asn

Pro

Lys

val

Tyr

Glu

300

His

Lys

GIn

Met

Pro

380

Asn

Leu

Val

Ala

Pro

val

Val

285

GIn

GIn

Ala

Pro

Thr

365

Ser

Tyr

Tyr

Phe

Pro

Lys

val

270

Asp

Tyr

Asp

Leu

Arg

350

Lys

Asp

Lys

Ser

Ser
430

Glu

Asp

255

Asp

Gly

Asn

Trp

Pro

335

Glu

Asn

Thr

Lys
415

Cys

Leu

240

Thr

val

Val

Ser

Leu

320

Ala

Pro

GIn

Thr
400

Leu

Ser



Val Met His Glu Ala Leu His Asn His Tyr Thr GIn Lys Ser Leu Ser

435

Leu Ser Pro Gly

450

<210>
<211>
<212>
<213>

<220>
<223>

<400>

162
215
PRT

Secuencia artificial

Sintética: P1-069307

162

Glu lle Vval

1

Glu

Tyr

Ile

Gly

65

Pro

Phe

Ala

Gly

Arg

Leu

Tyr

50

Ser

Glu

Thr

Pro

Thr
130

Ala

Ala

35

Gly

Gly

Asp

Phe

Ser

115

Ala

Leu

Thr

20

Trp

Ala

Ser

Phe

Gly

100

Val

Ser

Thr

Leu

Tyr

Ser

Gly

Ala

85

Pro

Phe

Val

GIn

Ser

GIn

Ser

Thr

70

Val

Gly

Ile

Val

Ser

Cys

GIn

Arg

55

Tyr

Thr

Phe

Cys
135

440

LC (P1-061029.19gG1fT

Pro Gly

Arg Ala
25

Lys Pro
40

Ala Thr

Phe Thr

Tyr Cys

Lys Val
105

Pro Pro
120

Leu Leu

Thr

10

Ser

Gly

Gly

Leu

GIn

90

Asp

Ser

Asn

Leu Ser

GIn Ser

GIn Ala

Ile Pro

60

Thr 1le

75

GIn Tyr

Ile Lys

Asp Glu

Asn Phe
140

445

afucosilado)

Leu

Val

Pro

45

Asp

Ser

Gly

Arg

GIn

125

Tyr

Ser

Ser

30

Arg

Arg

Arg

Ser

Thr

110

Leu

Pro

Pro Gly
15

Ser Ser

Leu Leu

Phe Ser

Leu Glu

80

Ser Pro

95

val Ala

Lys Ser

Arg Glu



Ala Lys Val GIn Trp Lys Val Asp Asn Ala Leu GIn Ser Gly Asn Ser
145 150 155 160

GIn Glu Ser Val Thr Glu GIn Asp Ser Lys Asp Ser Thr Tyr Ser Leu
165 170 175

Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val
180 185 190

Tyr Ala Cys Glu Val Thr His GIn Gly Leu Ser Ser Pro Val Thr Lys
195 200 205

Ser Phe Asn Arg Gly Glu Cys
210 215

<210> 163
<211> 329
<212> PRT
<213> Secuencia artificial

<220>

<223> Sintética: 19g61.3 (o 1gG1l.3fF) regién constante de cadena pesada
(L234A, L235E, G237A)

<400> 163

Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys

1 5 10 15

Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr
20 25 30

Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser
35 40 45

Gly Val His Thr Phe Pro Ala Val Leu GIn Ser Ser Gly Leu Tyr Ser
50 55 60

Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr GIn Thr
65 70 75 80

Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys
85 90 95



Arg

Pro

Lys

Val

145

Tyr

Glu

Lys

GIn

225

Met

Pro

Asn

Leu

Val

Val

Ala

Pro

130

Val

Val

GIn

GIn

Ala

210

Pro

Thr

Ser

Tyr

Tyr

290

Phe

Glu

Pro

115

Val

Asp

Tyr

Asp

195

Leu

Arg

Lys

Asp

Lys

275

Ser

Ser

Pro

100

Glu

Asp

Asp

Gly

Asn

180

Trp

Pro

Glu

Asn

Ile

260

Thr

Lys

Cys

Lys

Ala

Thr

Val

Val

165

Ser

Leu

Ala

Pro

GIn

245

Ala

Thr

Leu

Ser

Ser

Glu

Leu

Ser

150

Glu

Thr

Asn

Pro

GIn

230

Val

Val

Pro

Thr

Val

Cys

Gly

Met

135

His

Val

Tyr

Gly

Ile

215

Val

Ser

Glu

Pro

Val

295

Met

Asp

Ala

120

Ile

Glu

Arg

Lys

200

Glu

Tyr

Leu

Trp

Val

280

Asp

Lys

105

Pro

Ser

Asp

Asn

Val

185

Glu

Lys

Thr

Thr

Glu

265

Leu

Lys

Glu

Thr

Ser

Arg

Pro

Ala

170

Val

Tyr

Thr

Leu

Cys

250

Ser

Asp

Ser

Ala

val

Thr

Glu

155

Lys

Ser

Lys

Pro

235

Leu

Asn

Ser

Arg

Leu

Thr

Phe

Pro

140

val

Thr

val

Cys

Ser

220

Pro

val

Gly

Asp

Trp

300

His

Cys

Leu

125

Glu

Lys

Lys

Leu

Lys

205

Lys

Ser

Lys

GIn

Gly

285

GIn

Asn

Pro

110

Phe

Val

Phe

Pro

Thr

190

Val

Ala

Arg

Gly

Pro

270

Ser

GIn

Pro

Pro

Thr

Asn

Arg

175

val

Ser

Lys

Glu

Phe

255

Glu

Phe

Gly

Tyr

Cys

Pro

Cys

Trp

160

Glu

Leu

Asn

Gly

Glu

240

Tyr

Asn

Phe

Asn

Thr



305

310

GIn Lys Ser Leu Ser Leu Ser Pro Gly

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Arg Thr
1

GIn Leu

Tyr Pro

Ser Gly

Thr Tyr
65

Lys His

Pro Vval

<210>
<211>
<212>
<213>

<220>
<221>
<222>

164
107
PRT

325

Secuencia artificial

315

Sintética: Regidn constante de cadena ligera

164

Val

Lys

Arg

Asn

Ser

Lys

Thr

165
162
PRT
Homo

Ala

Ser

20

Glu

Ser

Leu

Val

Lys
100

Ala

Gly

Ala

GIn

Ser

Tyr

85

Ser

sapiens

misc_feature

(1)--(162)

Pro

Thr

Lys

Glu

Ser

70

Ala

Phe

Ser

Ala

Val

Ser

55

Thr

Cys

Asn

Val

Ser

GIn

40

Val

Leu

Glu

Arg

Phe

Val

25

Trp

Thr

Thr

Val

Gly
105

Ile
10

Val

Lys

Glu

Leu

Thr

90

Glu

Phe Pro

Cys Leu

Val Asp

GIn Asp

Ser Lys

75

His GIn

Cys

Pro

Leu

Asn

45

Ser

Ala

Gly

ejemplar

Ser

Asn

30

Ala

Lys

Asp

Leu

Asp

15

Asn

Leu

Asp

Tyr

Ser
95

320

Glu

Phe

GIn

Ser

Glu

80

Ser



<223> VISTA humano

<400>

165

Phe Lys Val Ala Thr

1

Asn Val

Asp Val

GIn Thr
50

Leu His
65

Leu Ala

Phe Ser

Cys Cys

His Gly
130

Asn Cys
145

Ala Ala

<210>
<211>
<212>
<213>

Thr

Thr

35

Cys

Leu

GIn

Ile

Leu

115

Ala

Val

166
162
PRT

Leu
20

Phe

Ser

Arg

Thr

100

Val

Met

Val

5

Thr

Tyr

Glu

His

85

Met

Val

Glu

Tyr

Pro

Cys

Lys

Arg

Gly

70

Arg

Glu

Leu

Pro
150

Tyr

Arg

Thr

Arg

Gly

Leu

Asn

Ile

GIn

135

Ser

Macaca fascicularis

Ser

Leu

Trp

Pro

Glu

Leu

Arg

120

val

Ser

Leu

Leu

25

Tyr

Ile

GIn

Ser

Thr

105

GIn

Ser

Tyr

10

Gly

Arg

Arg

Ala

Ala

90

Leu

Thr

GIn

Val

Pro

Ser

Asn

Ala

75

Ser

Leu

Gly

Asp
155

Cys

Val

Ser

Leu

60

Asn

Asp

Asp

Ser

Lys

140

Ser

Pro

Asp

Arg

Thr

Thr

Ser

Glu

125

Asp

Glu

Glu

Lys

30

Gly

Phe

Ser

Ala

Asn

Gly

15

Gly

Glu

GIn

His

Gly

95

Leu

Arg

Pro

Ile

GIn

val

Asp

Asp

80

Asn

Tyr

Val

Ser

Thr
160



<220>
<221>
<222>
<223>
<400> 166
Phe Lys Val
1

Asn Val Thr

Asp Val Thr
35

GIn Thr Cys
50

Leu His Leu
65

Leu Ala GIn

Phe Ser lle

Cys Cys Leu
115

His Gly Ala
130

Ser Cys Val
145

Ala Ala

<210> 167
<211> 159
<212> PRT

Ala

Leu

20

Phe

Ser

Arg

Thr

100

Val

Met

Ala

misc_feature

(1).-(162)
VISTA de cyno

Thr

Thr

Tyr

Glu

His

85

Met

Val

Glu

Tyr

Leu

Cys

Lys

Arg

Gly

70

Gly

Arg

Glu

Leu

Pro
150

Tyr

Arg

Thr

Arg

55

Gly

Leu

Asn

GIn
135

Ser

Ser

Val

Trp

40

Pro

Glu

Leu

Arg

120

Val

Ser

Leu

Phe

25

Tyr

GIn

Ser

Thr
105

GIn

Ser

Tyr

10

Gly

Arg

Arg

Ala

Ala

90

Leu

Thr

GIn

Val

Pro

Ser

Asn

Ala

75

Ser

Leu

Gly

Glu
155

Cys

Val

Ser

Leu

60

Asn

Asp

Asp

Ser

Lys

140

Ser

Pro

Asp

Arg

45

Thr

Thr

Ser

Glu
125

Asp

Glu

Glu

Lys

30

Gly

Phe

Ser

Gly
110

Ala

Asn

Gly

15

Gly

Glu

GIn

His

Gly

Leu

Arg

Pro

Ile

GIn

val

Asp

Asp

80

Asn

Tyr

val

Ser

Thr
160



<213>

<220>
<221>
<222>
<223>

<400>

Phe Lys
1

Mus musculus

misc_feature

(1)..(159)
VISTA murino

167

Val

Asn Ala Thr

Asp Val

GIn Met
50

Leu GIn
65

Pro GIn

Ser lle

Cys Leu

Gly Ser
130

Cys Met
145

<210>
<211>
<212>
<213>

Thr

35

Cys

His

Lys

Thr

Val

115

Met

Ala

168
14
PRT

Thr

Leu

20

Lys

Leu

100

Ile

Glu

Ser

Thr

Thr

Tyr

Glu

Gly

Gly

85

Arg

Glu

Leu

Asn

Pro

Cys

Lys

His

Ser

70

Leu

Asn

Leu

GIn

Glu
150

Tyr

Arg

Thr

Arg

55

Glu

Val

Lys

Val

135

GIn

Secuencia artificial

Ser

Trp

40

Pro

Leu

Leu

Thr

Asn

120

GIn

Asp

Leu

Leu

25

Tyr

Ile

Lys

Ala

Pro

105

His

Ala

Ser

Tyr

10

Gly

Leu

Arg

Ala

Ser

90

Arg

Gly

Asp

val

Pro

Ser

Asn

Asn

75

Asp

Asp

Pro

Lys

Ser
155

Cys

Val

Ser

Phe

60

Ala

His

Ser

Glu

Gly

140

Ile

Pro

Ser

Arg

45

Thr

Ser

Gly

GIn

125

Ser

Thr

Glu

Lys

30

Gly

Leu

Gly

Leu

110

Arg

Gly

Ala

Gly

Gly

Glu

GIn

Asp

Asn

95

Tyr

Phe

Ser

GIn

Val

GIn

80

Phe

Cys

Tyr

Thr



<220>
<223>

<220>
<221>
<222>
<223>

<400>

1

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

1

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

Sintética: P1-061029 HDR3 chip oligo (Fig. 7A)

misc_feature

(-
X esH, DoE

168

Xaa Pro Gly Tyr Ser Gly Gly Trp lle Asp Ala Phe Asp Val
5

10

169
14
PRT
Secuencia artificial

Sintética: P1-061029 HDR3 chip oligo (Fig. 7A)

misc_Tfeature

.-
XesH, Do E

169

Xaa Xaa Gly Tyr Ser Gly Gly Trp lle Asp Ala Phe Asp Val
5

10

170
14
PRT
Secuencia artificial

Sintética: P1-061029 HDR3 chip oligo (Fig. 7A)

misc_feature

..
XesH, Do E

misc_Tfeature

A)--3)
XesH, Do E



<400>

170

Xaa Pro Xaa Tyr Ser Gly Gly Trp lle Asp Ala Phe Asp Val

1

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

5 10

171
14
PRT
Secuencia artificial

Sintética: P1-061029 HDR3 chip oligo (Fig. 7A)

misc_feature

@--
Xes H, Do E

misc_feature

4--(»
X esH, DoE

171

Xaa Pro Gly Xaa Ser Gly Gly Trp lle Asp Ala Phe Asp Val

1

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

5 10

172
14
PRT
Secuencia artificial

Sintética: P1-061029 HDR3 chip oligo (Fig. 7A)

misc_Tfeature

@-.-
XesH, Do E

misc_feature

)--)
XesH, DoE

172

Xaa Pro Gly Tyr Xaa Gly Gly Trp lle Asp Ala Phe Asp Val



<210> 173

<211> 14

<212> PRT

<213> Secuencia artificial

<220>
<223> Sintética: P1-061029 HDR3 chip oligo (Fig. 7A)

<220>

<221> misc_Tfeature
<222> (Q)..D
<223> X es H, Do E

<220>

<221> misc_feature
<222> (6)..(6)
<223> X es H, Do E

<400> 173

Xaa Pro Gly Tyr Ser Xaa Gly Trp lle Asp Ala Phe Asp Val
1 5 10

<210> 174

<211> 14

<212> PRT

<213> Secuencia artificial

<220>
<223> Sintética: P1-061029 HDR3 chip oligo (Fig. 7A)

<220>

<221> misc_feature
<222> ()..D
<223> X es H, Do E

<220>

<221> misc_feature

<222> (7)..(7)

<223> X es H, Do E

<400> 174

Xaa Pro Gly Tyr Ser Gly Xaa Trp lle Asp Ala Phe Asp Val
1 5 10

<210> 175



<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

14
PRT
Secuencia artificial

Sintética: P1-061029 HDR3 chip oligo (Fig. 7A)

misc_feature

@-.-
X es H, Do E

misc_feature

@)--(®
XesH, Do E

175

Xaa Pro Gly Tyr Ser Gly Gly Xaa Ile Asp Ala Phe Asp Val

1

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

5 10

176
14
PRT
Secuencia artificial

Sintética: P1-061029 HDR3 chip oligo (Fig. 7A)

misc_feature

..
XesH, DoE

misc_feature

.-
X es H, Do E

176

Xaa Pro Gly Tyr Ser Gly Gly Trp Xaa Asp Ala Phe Asp Val

1

<210>
<211>
<212>
<213>

5 10

177
14
PRT
Secuencia artificial



<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

1

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

Sintética: P1-061029 HDR3 chip oligo (Fig. 7A)

misc_Tfeature

@-.-
XesH, Do E

misc_Tfeature

(10).-(10)
XesH, Do E

177

Xaa Pro Gly Tyr Ser Gly Gly Trp lle Xaa Ala Phe Asp Val
5

10

178
14
PRT
Secuencia artificial

Sintética: P1-061029 HDR3 chip oligo (Fig. 7A)

misc_feature

..
XesH, Do E

misc_Tfeature

(11)..(11)
XesH, Do E

178

Xaa Pro Gly Tyr Ser Gly Gly Trp Ile Asp Xaa Phe Asp Val

1

<210>
<211>
<212>
<213>

<220>
<223>

5 10

179
14
PRT
Secuencia artificial

Sintética: P1-061029 HDR3 chip oligo (Fig. 7A)



<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

1

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

1

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

misc_feature

@--
Xes H, Do E

misc_feature

(12)--(12)
X esH, DoE

179

Xaa Pro Gly Tyr Ser Gly Gly Trp lle Asp Ala Xaa Asp Val
5

10

180
14
PRT
Secuencia artificial

Sintética: P1-061029 HDR3 chip oligo (Fig. 7A)

misc_Tfeature

@-.-
XesH, Do E

misc_feature

(13)..(13)
XesH, DoE

180

Xaa Pro Gly Tyr Ser Gly Gly Trp lle Asp Ala Phe Xaa Val
5

10

181
14
PRT
Secuencia artificial

Sintética: P1-061029 HDR3 chip oligo (Fig. 7A)

misc_Tfeature

@-.-
XesH, Do E



<220>

<221> misc_feature
<222> (14)..(1%)
<223> X es H, Do E

<400> 181

Xaa Pro Gly Tyr Ser Gly Gly Trp Ile Asp Ala Phe Asp Xaa
1 5 10

<210> 182
<211> 329
<212> PRT
<213> Homo sapiens

<220>

<221> misc_feature

<222> (1)..(329)

<223> Region constante de cadena pesada de 1gGlf (humana tipo salvaje
alotipo )

<400> 182
Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys
1 5 10 15

Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr
20 25 30

Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser
35 40 45

Gly Val His Thr Phe Pro Ala Val Leu GIn Ser Ser Gly Leu Tyr Ser
50 55 60

Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr GIn Thr
65 70 75 80

Tyr 1le Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys
85 90 95

Arg Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys
100 105 110



Pro

Lys

Val

145

Tyr

Glu

Lys

GIn

225

Met

Pro

Asn

Leu

val

305

GIn

Ala

Pro

130

Val

Val

GIn

GIn

Ala

210

Pro

Thr

Ser

Tyr

Tyr

290

Phe

Lys

Pro

115

Lys

Val

Asp

Tyr

Asp

195

Leu

Arg

Lys

Asp

Lys

275

Ser

Ser

Ser

Glu

Asp

Asp

Gly

Asn

180

Trp

Pro

Glu

Asn

Ile

260

Thr

Lys

Cys

Leu

Leu

Thr

Val

Val

165

Ser

Leu

Ala

Pro

GIn

245

Ala

Thr

Leu

Ser

Ser
325

Leu

Leu

Ser

150

Glu

Thr

Asn

Pro

GIn

230

Val

Val

Pro

Thr

Val

310

Leu

Gly

Met

135

His

Val

Tyr

Gly

Ile

215

Val

Ser

Glu

Pro

Val

295

Met

Ser

Gly
120

Ile

Glu

Arg

Lys

200

Glu

Tyr

Leu

Trp

Val

280

Asp

Pro

Pro

Ser

Asp

Asn

Val

185

Glu

Lys

Thr

Thr

Glu

265

Leu

Lys

Glu

Gly

Ser

Arg

Pro

Ala

170

Val

Tyr

Thr

Leu

Cys

250

Ser

Asp

Ser

Ala

Val

Thr

Glu

155

Lys

Ser

Lys

Ile

Pro

235

Leu

Asn

Ser

Arg

Leu
315

Phe

Pro

140

Val

Thr

Val

Cys

Ser

220

Pro

Val

Gly

Asp

Trp

300

His

Leu

125

Glu

Lys

Lys

Leu

Lys

205

Lys

Ser

Lys

GIn

Gly

285

GIn

Asn

Phe

Val

Phe

Pro

Thr

190

Val

Ala

Arg

Gly

Pro

270

Ser

GIn

Pro

Thr

Asn

Arg

175

Val

Ser

Lys

Glu

Phe

255

Glu

Phe

Gly

Tyr

Pro

Cys

Trp

160

Glu

Leu

Asn

Gly

Glu

240

Asn

Phe

Asn

Thr
320



<210> 183
<211> 329
<212> PRT
<213> Secuencia artificial

<220>

<223> Sintética: 1gGl1.1Ff Regidn constante de cadena pesada (L234A,
L235E, G237A, A330S, P331S)

<400> 183

Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys

1 5 10 15

Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr
20 25 30

Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser
35 40 45

Gly Val His Thr Phe Pro Ala Val Leu GIn Ser Ser Gly Leu Tyr Ser
50 55 60

Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr GIn Thr
65 70 75 80

Tyr 1le Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys
85 90 95

Arg Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys
100 105 110

Pro Ala Pro Glu Ala Glu Gly Ala Pro Ser Val Phe Leu Phe Pro Pro
115 120 125

Lys Pro Lys Asp Thr Leu Met lle Ser Arg Thr Pro Glu Val Thr Cys
130 135 140

Val Val Vval Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp
145 150 155 160

Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu



165 170 175

Glu GIn Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Vval Leu
180 185 190

His GIn Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn
195 200 205

Lys Ala Leu Pro Ser Ser lle Glu Lys Thr lle Ser Lys Ala Lys Gly
210 215 220

GIn Pro Arg Glu Pro GIn Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu
225 230 235 240

Met Thr Lys Asn GIn Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr
245 250 255

Pro Ser Asp lle Ala Val Glu Trp Glu Ser Asn Gly GIn Pro Glu Asn
260 265 270

Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe
275 280 285

Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp GIn GIn Gly Asn
290 295 300

Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr
305 310 315 320

GIn Lys Ser Leu Ser Leu Ser Pro Gly
325

<210> 184
<211> 329
<212> PRT
<213> Secuencia artificial

<220>
<223> Sintética: Regidn constante de cadena pesada de 1gGlfa.P238K (o
19G1.P238K)

<400> 184



Ala

Ser

Phe

Gly

Leu

65

Tyr

Arg

Pro

Lys

Val

145

Tyr

Glu

Lys

Ser

Thr

Pro

Val

50

Ser

Ile

Val

Ala

Pro

130

Val

Val

GIn

GIn

Ala
210

Thr

Ser

Glu

35

His

Ser

Cys

Glu

Pro

115

Val

Asp

Tyr

Asp

195

Leu

Lys

Gly

20

Pro

Thr

Val

Asn

Pro

100

Glu

Asp

Asp

Gly

Asn

180

Trp

Pro

Gly

Gly

Val

Phe

Val

Val

85

Lys

Leu

Thr

Val

Val

165

Ser

Leu

Ala

Pro

Thr

Thr

Pro

Thr

70

Asn

Ser

Leu

Leu

Ser

150

Glu

Thr

Asn

Pro

Ser

Ala

Val

Ala

55

Val

Cys

Gly

Met

135

His

Val

Tyr

Gly

Ile
215

Val

Ala

Ser

40

val

Pro

Lys

Asp

Gly

120

Ile

Glu

Arg

Lys
200

Glu

Phe

Leu

25

Trp

Leu

Ser

Pro

Lys

105

Lys

Ser

Asp

Asn

val

185

Glu

Lys

Pro

10

Gly

Asn

GIn

Ser

Ser

90

Thr

Ser

Arg

Pro

Ala

170

val

Tyr

Thr

Leu

Cys

Ser

Ser

Ser

75

Asn

val

Thr

Glu

155

Lys

Ser

Lys

Ala

Leu

Gly

Ser

60

Leu

Thr

Thr

Phe

Pro

140

Val

Thr

val

Cys

Ser
220

Pro

Val

Ala

45

Gly

Gly

Lys

Cys

Leu

125

Glu

Lys

Lys

Leu

Lys

205

Lys

Ser

Lys

30

Leu

Leu

Thr

Val

Pro

110

Phe

Val

Phe

Pro

Thr

190

Val

Ala

Ser

15

Asp

Thr

Tyr

GIn

Asp

95

Pro

Pro

Thr

Asn

Arg

175

val

Ser

Lys

Lys

Tyr

Ser

Ser

Thr

80

Lys

Cys

Pro

Cys

Trp

160

Glu

Leu

Asn

Gly



GIn Pro
225

Leu Thr

Pro Ser

Asn Tyr

Leu Tyr
290

Val Phe
305

GIn Lys

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu Vval
1

Arg

Lys

Asp

Lys

275

Ser

Ser

Ser

185
123
PRT

Glu

Asn

Ile

260

Thr

Lys

Cys

Leu

Pro

GIn

245

Ala

Thr

Leu

Ser

Ser
325

GIn

230

Val

Val

Pro

Thr

Val

310

Leu

Val

Ser

Glu

Pro

Val

295

Met

Ser

Secuencia artificial

Sintética: P1-070864

185

GIn Leu Val

5

Glu

Ser

Ser Leu Arg Leu Ser Cys Ala

20

Ala Met His Trp Val Arg GIn

35

Ser Gly Ile Asn Trp Asn Ser

50

55

Tyr

Leu

Trp

Val

280

Asp

Pro

Thr

Thr

Glu

265

Leu

Lys

Glu

Gly

Leu

Cys

250

Ser

Asp

Ser

Ala

Pro

235

Leu

Asn

Ser

Arg

Leu
315

Pro

Val

Gly

Asp

Trp

300

His

P1-068761_E30D VH

Gly Gly Gly Leu Val

10

Ala Ser Gly Phe Thr

25

Ala Pro Gly Lys Gly

40

Glu Glu Ile Gly Tyr

60

Ser

Lys

GIn

Gly

285

GIn

Asn

GIn

Leu

Leu

45

Ala

Arg

Gly

Pro

270

Ser

GIn

Pro

Asp

30

Glu

Asp

Asp

Phe

255

Glu

Phe

Gly

Tyr

Gly

15

Asp

Trp

Ser

Glu

240

Tyr

Asn

Phe

Asn

Thr
320

Lys

Glu

Val

Val



Lys Gly Arg Phe Thr Ile Ser

65

70

Leu GIn Met Asn Ser Leu Arg

85

Ala Lys Val Pro Gly Tyr Ser

100

Trp Gly GIn Gly Thr Met Val

115

<210> 186
<211> 108
<212> PRT
<213>

<220>
<223>

<400> 186
Glu lle Vval
1

Glu Arg Ala

Tyr Leu Ala
35

50

Gly Ser Gly
65

Pro Glu Asp

Phe Thr Phe

Leu

Thr

20

Trp

Ala

Ser

Phe

Gly
100

Thr

Leu

Tyr

Ser

Gly

Ala

85

Pro

GIn

Ser

GIn

Ser

Thr

70

Val

Gly

Secuencia artificial

Sintética: P1-070864

Ser

Cys

GIn

Arg

55

Asp

Tyr

Thr

Arg Asp Asn Ala Lys Asn

75

Thr Glu Asp Thr Ala Leu

90

His Gly Trp lle Asp Ala

Thr
120

105

Val

Ser

Ser

P1-068761_E30D VL

Pro

Arg

Lys

40

Ala

Phe

Tyr

Lys

Gly

Ala

25

Pro

Thr

Thr

Cys

val
105

Thr
10

Ser

Gly

Gly

Leu

GIn

90

Asp

Leu

GIn

GIn

Thr
75

GIn

Ser

Ser

Ala

Pro

60

Ile

Tyr

Lys

Leu

Val

Pro

45

Asp

Ser

Gly

Ser

Tyr

Glu
110

Ser

Ser

30

Arg

Arg

Arg

Ser

Leu Tyr
80

Tyr Cys
95

Asp Val

Pro Gly
15

Ser Ser

Leu Leu

Phe Ser

Leu Glu

80

Ser Pro
95



<210>
<211>
<212>
<213>

<220>
<223>

<400>
Glu Vval
1

Ser Leu

Ala Met

Ser Gly
50

Lys Gly
65

Leu GIn

Ala Lys

Trp Gly

Pro Ser
130

Thr Ala
145

Thr Val

187
452
PRT

Secuencia artificial

Sintética: P1-070864

187

GIn

Arg

His

35

Arg

Met

Val

GIn

115

Val

Ala

Ser

Leu

Leu

20

Trp

Asn

Phe

Asn

Pro

100

Gly

Phe

Leu

Trp

Val

5

Ser

Val

Trp

Thr

Ser

85

Gly

Thr

Pro

Gly

Asn
165

Glu

Cys

Arg

Asn

Ile

70

Leu

Tyr

Met

Leu

Cys

150

Ser

Ser

Ala

GIn

Ser

55

Ser

Arg

Ser

Val

Ala

135

Leu

Gly

P1-068761_E30D 1gG1.

Gly Gly

Ala Ser
25

Ala Pro
40

Glu Glu

Arg Asp

Thr Glu

105

Thr Val

120

Pro Ser

Val Lys

Ala Leu

Gly Leu Val

10

Gly

Gly

Asn

Asp

90

Trp

Ser

Ser

Asp

Thr
170

Phe

Lys

Gly

Ala

75

Thr

Ser

Lys

Tyr

155

Ser

Thr

Gly

Tyr

60

Lys

Ala

Asp

Ala

Ser

140

Phe

Gly

3 HC

GIn

Leu

Leu

45

Ala

Asn

Leu

Ala

Ser

125

Thr

Pro

Val

Pro

Asp

Glu

Asp

Ser

Tyr

Glu

110

Thr

Ser

Glu

Gly

Asp

Trp

Ser

Leu

Tyr

95

Asp

Lys

Gly

Pro

Thr
175

Lys

Glu

Val

Val

Tyr

80

Cys

Val

Gly

Gly

Val

160

Phe



Pro

Thr

Asn

Ser

225

Glu

Leu

Ser

Glu

Thr

305

Asn

Pro

GIn

val

Ala

Val

His

210

Cys

Gly

Met

Val
290

Tyr

Gly

Val

Ser
370

Val

Pro

195

Lys

Asp

Ala

Arg

Lys

Glu

Tyr

355

Leu

Leu

180

Ser

Pro

Lys

Pro

Ser

260

Asp

Asn

Val

Glu

Lys

340

Thr

Thr

GIn

Ser

Ser

Thr

Ser

245

Arg

Pro

Ala

Val

Tyr

325

Thr

Leu

Cys

Ser

Ser

Asn

His

230

Val

Thr

Glu

Lys

Ser

310

Lys

Ile

Pro

Leu

Ser

Leu

Thr

215

Thr

Phe

Pro

Val

Thr

295

Val

Cys

Ser

Pro

Val
375

Gly

Gly

200

Lys

Cys

Leu

Glu

Lys

280

Lys

Leu

Lys

Lys

Ser

360

Lys

Leu

185

Thr

Val

Pro

Phe

Val

265

Phe

Pro

Thr

Val

Ala

345

Arg

Gly

Tyr

GIn

Asp

Pro

Pro

250

Thr

Asn

Arg

Val

Ser

330

Lys

Glu

Phe

Ser

Thr

Lys

Cys

235

Pro

Cys

Trp

Glu

Leu

315

Asn

Gly

Glu

Tyr

Leu

Tyr

Arg

220

Pro

Lys

Val

Tyr

Glu

300

His

Lys

GIn

Met

Pro
380

Ser

Ile

205

val

Ala

Pro

Val

val

285

GIn

GIn

Ala

Pro

Thr

365

Ser

Ser

190

Cys

Glu

Pro

Lys

vVal

270

Asp

Tyr

Asp

Leu

Arg

350

Lys

Asp

Val

Asn

Pro

Glu

Asp

255

Asp

Gly

Asn

Trp

Pro

335

Glu

Asn

Val

Val

Lys

Ala

240

Thr

Val

val

Ser

Leu

320

Pro

GIn

Ala



Val Glu
385

Pro Pro

Thr Val

Val Met

Leu Ser
450

<210>
<211>
<212>
<213>

<220>
<223>

<400>
Glu lle
1

Glu Arg

Tyr Leu

Ile Tyr
50

Gly Ser
65

Pro Glu

Trp Glu Ser Asn Gly

390
Val Leu Asp Ser Asp
405
Asp Lys Ser Arg Trp
420
His Glu Ala Leu His
435
Pro Gly
188
215
PRT
Secuencia artifTicial

Sintética: P1-070864

188

Val Leu Thr GIn Ser
5

Ala Thr Leu Ser Cys
20

Ala Trp Tyr GIn GIn
35

Gly Ala Ser Ser Arg
55

Gly Ser Gly Thr Asp
70

Asp Phe Ala Vval Tyr
85

GIn Pro Glu Asn Asn
395

Gly Ser Phe Phe Leu
410

GIn GIn Gly Asn Vval
425

Asn His Tyr Thr Gln
440

P1-068761_E30D LC

Pro Gly Thr Leu Ser
10

Arg Ala Ser GIn Ser
25

Lys Pro Gly GIn Ala
40

Ala Thr Gly lle Pro
60

Phe Thr Leu Thr Ile
75

Tyr Cys GIn GIn Tyr
90

Tyr

Tyr

Phe

Lys
445

Leu

Val

Pro

45

Asp

Ser

Gly

Lys

Ser

Ser

430

Ser

Ser

Ser

30

Arg

Arg

Arg

Ser

Thr

Lys

415

Cys

Leu

Pro

15

Ser

Leu

Phe

Leu

Ser
95

Thr

400

Leu

Ser

Ser

Gly

Ser

Leu

Ser

Glu

80

Pro



Phe Thr

Ala Pro

Gly Thr
130

Ala Lys
145

GIn Glu

Ser Ser

Tyr Ala

Ser Phe
210

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu Vval
1

Phe

Ser
115

Ala

Val

Ser

Thr

Cys

195

Asn

189
123
PRT

Gly

100

Val

Ser

GIn

Val

Leu

180

Glu

Arg

Pro

Phe

Val

Trp

Thr

165

Thr

Val

Gly

Gly

Ile

Val

Lys

150

Glu

Leu

Thr

Glu

Thr

Phe

Cys

135

Val

GIn

Ser

Cys
215

Secuencia artificial

Sintética: P1-070866

189

GIn Leu Val

5

Glu

Ser

Ser Leu Arg Leu Ser Cys Ala

20

Ala Met His Trp Val Arg GIn

35

Lys

Pro

120

Leu

Asp

Asp

Lys

GIn
200

Val

105

Pro

Leu

Asn

Ser

Ala

185

Gly

Asp

Ser

Asn

Ala

Lys

170

Asp

Leu

Asp

Asn

Leu

155

Asp

Tyr

Ser

Lys

Glu

Phe

140

GIn

Ser

Glu

Ser

P1-068761_E32Y VH

Gly Gly Gly Leu Val

10

Ala Ser Gly Phe Thr

25

Ala Pro Gly Lys Gly

40

Arg Thr Val
110

GIn Leu Lys
125

Tyr Pro Arg

Ser Gly Asn

Thr Tyr Ser
175

Lys His Lys
190

Pro val Thr
205

GIn Pro Gly
15

Leu Glu Asp
30

Leu Glu Trp
45

Ala

Ser

Glu

Ser

160

Leu

Val

Lys

Lys

Tyr

Val



Ser Gly lle
50

Lys Gly Arg
65

Leu GIn Met

Ala Lys Vval

Trp Gly GIn
115

<210>
<211>
<212>
<213>

190
108
PRT

<220>
<223>
<400> 190
Glu Ile Vval
1

Glu Arg Ala

Tyr Leu Ala
35

Ile Tyr Gly
50

Gly Ser Gly
65

Pro Glu Asp

Asn

Phe

Asn

Pro

100

Gly

Leu

Thr

20

Trp

Ala

Ser

Phe

Trp Asn Ser
55

Thr 1le Ser
70

Ser Leu Arg
85

Gly Tyr Ser

Thr Met Val

Secuencia artificial

Sintética: P1-070866

Thr GIn Ser
5

Leu Ser Cys

Tyr GIn GlIn

Ser Ser Arg
55

Gly Thr Asp
70

Ala Vval Tyr
85

Glu Glu

Arg Asp

Thr Glu

Gly
105

Thr
120

Val

Asn

Asp

Trp

Ser

Gly Tyr Ala

60

Ala Lys Asn

75
Thr Ala Leu
Ala

Ile Asp

Ser

P1-068761_E32Y VL

Pro Gly Thr Leu Ser

Arg Ala Ser GIn

25

Lys Pro

40

Ala Thr

Phe Thr

Tyr Cys

10

Gly

Gly

Leu

GIn
90

Leu

Ser Val

GIn Ala Pro

45

Ile Pro

60

Asp

Thr
75

Ile Ser

GIn Tyr Gly

Asp

Ser

Tyr

Glu
110

Ser

Ser

30

Arg

Arg

Arg

Ser

Ser

Leu

Tyr

95

Asp

Pro

15

Ser

Leu

Phe

Leu

Ser
95

Val

Tyr

80

Cys

val

Gly

Ser

Leu

Ser

Glu

80

Pro



Phe Thr Phe Gly Pro Gly Thr Lys Val Asp lle Lys

<210>
<211>
<212>
<213>

<220>
<223>

<400>
Glu Vval
1

Ser Leu

Ala Met

Ser Gly
50

Lys Gly
65

Leu GIn

Ala Lys

Trp Gly

Pro Ser

130

Thr Ala
145

191
452
PRT

100

Secuencia artificial

Sintética: P1-070866

191

GIn

Arg

His

35

Ile

Arg

Met

Val

GIn

115

Val

Ala

Leu

Leu

20

Trp

Asn

Phe

Asn

Pro

100

Gly

Phe

Leu

Val

Ser

Val

Trp

Thr

Ser

85

Gly

Thr

Pro

Gly

Glu

Cys

Arg

Asn

Ile

70

Leu

Tyr

Met

Leu

Cys
150

Ser

Ala

GIn

Ser

55

Ser

Arg

Ser

Val

Ala

135

Leu

105

P1-068761_E32Y 1gG1.

Gly Gly

Ala Ser
25

Ala Pro
40

Glu Glu

Arg Asp

Thr Glu

105

Thr Val
120

Pro Ser

Val Lys

Gly

10

Gly

Gly

Ile

Asn

Asp

90

Trp

Ser

Ser

Asp

Leu

Phe

Lys

Gly

Ala

75

Thr

Ser

Lys

Tyr
155

Val

Thr

Gly

Tyr

60

Lys

Ala

Asp

Ala

Ser

140

Phe

3 HC

GIn

Leu

Leu

45

Ala

Asn

Leu

Ala

Ser

125

Thr

Pro

Pro

Glu

30

Glu

Asp

Ser

Tyr

Glu

110

Thr

Ser

Glu

Gly

Asp

Trp

Ser

Leu

Tyr

95

Asp

Lys

Gly

Pro

Lys

Tyr

Val

val

Tyr

80

Cys

Val

Gly

Gly

Val
160



Thr

Pro

Thr

Asn

Ser

225

Glu

Leu

Ser

Glu

Thr

305

Asn

Pro

GIn

Val

val

Ala

Val

His

210

Cys

Gly

Met

val

290

Tyr

Gly

Ile

val

Ser
370

Ser

Val

Pro

195

Lys

Asp

Ala

Ile

Glu

275

Arg

Lys

Glu

Tyr

355

Leu

Trp

Leu

180

Ser

Pro

Lys

Pro

Ser

260

Asp

Asn

Val

Glu

Lys

340

Thr

Thr

Asn

165

GIn

Ser

Ser

Thr

Ser

245

Arg

Pro

Ala

Val

Tyr

325

Thr

Leu

Cys

Ser

Ser

Ser

Asn

His

230

Val

Thr

Glu

Lys

Ser

310

Lys

Ile

Pro

Leu

Gly

Ser

Leu

Thr

215

Thr

Phe

Pro

Val

Thr

295

Val

Cys

Ser

Pro

Val
375

Ala

Gly

Gly

200

Lys

Cys

Leu

Glu

Lys

280

Lys

Leu

Lys

Lys

Ser

360

Lys

Leu

Leu

185

Thr

val

Pro

Phe

Val

265

Phe

Pro

Thr

Val

Ala

345

Arg

Gly

Thr

170

Tyr

GIn

Asp

Pro

Pro

250

Thr

Asn

Arg

Val

Ser

330

Lys

Glu

Phe

Ser

Ser

Thr

Lys

Cys

235

Pro

Cys

Trp

Glu

Leu

315

Asn

Gly

Glu

Tyr

Gly

Leu

Tyr

Arg

220

Pro

Lys

Val

Glu

300

His

Lys

GIn

Met

Pro
380

Val

Ser

Ile

205

val

Ala

Pro

Val

val

285

GIn

GIn

Ala

Pro

Thr

365

Ser

Ser

190

Cys

Glu

Pro

Lys

Val

270

Asp

Tyr

Asp

Leu

Arg

350

Lys

Asp

Thr

175

Val

Asn

Pro

Glu

Asp

255

Asp

Gly

Asn

Trp

Pro

335

Glu

Asn

Phe

Val

Val

Lys

Ala

240

Thr

Val

val

Ser

Leu

320

Pro

GIn



Val Glu Trp Glu Ser Asn Gly

385

390

Pro Pro Val Leu Asp Ser Asp

405

Thr Val Asp Lys Ser Arg Trp

420

Val Met His Glu Ala Leu His

435

Leu Ser Pro Gly
450

<210> 192
<211> 215
<212> PRT
<213>

<220>
<223>

<400> 192
Glu Ile VvVal Leu
1

Glu Arg Ala Thr
20

Tyr Leu Ala Trp
35

Ile Tyr Gly Ala
50

Gly Ser Gly Ser
65

Pro Glu Asp Phe

Thr

Leu

Tyr

Ser

Gly

Ala
85

GIn

Ser

GIn

Ser

Thr

70

Val

Secuencia artificial

Sintética: P1-070866

Ser

Cys

GIn

Arg

55

Asp

Tyr

GIn Pro Glu Asn Asn

395

Gly Ser Phe Phe Leu

410

GIn GIn Gly Asn Val

425

Asn His Tyr Thr GIn

440

P1-068761_E32Y LC

Pro Gly

Arg Ala
25

Lys Pro

40

Ala Thr

Phe Thr

Tyr Cys

Thr

10

Ser

Gly

Gly

Leu

GIn
90

Leu

GIn

GIn

Thr
75

GIn

Ser

Ser

Ala

Pro

60

Ile

Tyr

Tyr

Tyr

Phe

Lys
445

Leu

Val

Pro

45

Asp

Ser

Gly

Lys

Ser

Ser

430

Ser

Ser

Ser

30

Arg

Arg

Arg

Ser

Thr

Lys

415

Cys

Leu

Pro

15

Ser

Leu

Phe

Leu

Ser
95

Thr

400

Leu

Ser

Ser

Gly

Ser

Leu

Ser

Glu

80

Pro



Phe Thr

Ala Pro

Gly Thr
130

Ala Lys
145

GIn Glu

Ser Ser

Tyr Ala

Ser Phe
210

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu Vval
1

Phe

Ser
115

Ala

Val

Ser

Thr

Cys

195

Asn

193
123
PRT

Gly

100

Val

Ser

GIn

Val

Leu

180

Glu

Arg

Pro

Phe

Val

Trp

Thr

165

Thr

Val

Gly

Gly

Val

Lys

150

Glu

Leu

Thr

Glu

Thr

Phe

Cys

135

Val

GIn

Ser

Cys
215

Secuencia artificial

Sintética: P1-070868

193

GIn Leu Val

5

Glu

Ser

Ser Leu Arg Leu Ser Cys Ala

20

Ala Met His Trp Val Arg GIn

35

Lys

Pro

120

Leu

Asp

Asp

Lys

GIn
200

Val

105

Pro

Leu

Asn

Ser

Ala

185

Gly

Asp

Ser

Asn

Ala

Lys

170

Asp

Leu

Asp

Asn

Leu

155

Asp

Tyr

Ser

Lys

Glu

Phe

140

GIn

Ser

Glu

Ser

P1-068761_E55A VH

Gly Gly Gly Leu Val

Ala

Ala
40

10

Ser Gly Phe Thr

25

Pro Gly Lys Gly

Arg Thr val
110

GIn Leu Lys
125

Tyr Pro Arg

Ser Gly Asn

Thr Tyr Ser
175

Lys His Lys
190

Pro val Thr
205

GIn Pro Gly
15

Leu Glu Asp
30

Leu Glu Trp
45

Ala

Ser

Glu

Ser

160

Leu

Val

Lys

Lys

Glu

Val



Ser Gly lle
50

Asn

Lys Gly Arg Phe

65

Leu GIn Met Asn

Pro
100

Ala Lys Vval

Trp Gly GIn
115

Gly

<210>
<211>
<212>
<213>

194
108
PRT

<220>
<223>
<400> 194

Glu Ile Vval
1

Leu

Glu Arg Ala Thr
20

Tyr Leu Ala Trp
35

Ile Tyr Gly Ala
50

Gly Ser Gly Ser
65

Pro Glu Asp Phe

Trp Asn Ser
55

Thr 1le Ser
70

Ser Leu Arg
85

Gly Tyr Ser

Thr Met Val

Secuencia artificial

Sintética: P1-070868

Thr GIn Ser

Leu Ser Cys

Tyr GIn GIn

Ser Ser Arg

55

Thr
70

Gly Asp

Ala Vval

85

Tyr

Ala Glu Ile

Arg Asp Asn

Thr Glu Asp
90

His Gly Trp
105

Thr Val
120

Ser

Gly Tyr Ala

60

Ala Lys Asn

75
Thr Ala Leu
Ala

Ile Asp

Ser

P1-068761_ES55A VL

Thr
10

Pro Gly

Ala
25

Arg Ser

Lys Pro

40

Gly

Ala Thr Gly

Phe Thr Leu

GIn
90

Tyr Cys

Leu Ser Leu

GIn Ser Val

GIn Ala Pro

45

Pro
60

Asp

Thr
75

Ile Ser

GIn Tyr Gly

Asp

Ser

Tyr

Glu
110

Ser

Ser

30

Arg

Arg

Arg

Ser

Ser

Leu

Tyr

95

Asp

Pro

15

Ser

Leu

Phe

Leu

Ser
95

Val

Tyr

80

Cys

Val

Gly

Ser

Leu

Ser

Glu

80

Pro



Phe Thr Phe Gly Pro Gly Thr Lys Val Asp lle Lys

<210>
<211>
<212>
<213>

<220>
<223>

<400>
Glu Vval
1

Ser Leu

Ala Met

Ser Gly
50

Lys Gly
65

Leu GIn

Ala Lys

Trp Gly

Pro Ser

130

Thr Ala
145

195
452
PRT

100

Secuencia artificial

Sintética: P1-070868

195

GIn

Arg

His

35

Ile

Arg

Met

Val

GIn

115

Val

Ala

Leu

Leu

20

Trp

Asn

Phe

Asn

Pro

100

Gly

Phe

Leu

Val

5

Ser

Val

Trp

Thr

Ser

85

Gly

Thr

Pro

Gly

Glu

Cys

Arg

Asn

Ile

70

Leu

Tyr

Met

Leu

Cys
150

Ser

Ala

GIn

Ser

55

Ser

Arg

Ser

Val

Ala

135

Leu

P1-068761_E55A 1gG1.

105

Gly Gly Gly Leu Val

Ala

Ala

40

Ala

Arg

Thr

His

Thr

120

Pro

val

Ser

25

Pro

Glu

Asp

Glu

Gly

105

val

Ser

Lys

10

Gly

Gly

Ile

Asn

Asp

90

Trp

Ser

Ser

Asp

Phe

Lys

Gly

Ala

75

Thr

Ile

Ser

Lys

Tyr
155

Thr

Gly

Tyr

60

Ala

Asp

Ala

Ser

140

Phe

3 HC

GIn

Leu

Leu

45

Ala

Asn

Leu

Ala

Ser

125

Thr

Pro

Pro

Glu

30

Glu

Asp

Ser

Tyr

Glu

110

Thr

Ser

Glu

Gly

Asp

Trp

Ser

Leu

Tyr

95

Asp

Lys

Gly

Pro

Lys

Glu

Val

val

Tyr

80

Cys

val

Gly

Gly

Val
160



Thr

Pro

Thr

Asn

Ser

225

Glu

Leu

Ser

Glu

Thr

305

Asn

Pro

GIn

val

Ala

Val

His

210

Cys

Gly

Met

val

290

Tyr

Gly

Ile

val

Ser

Val

Pro

195

Lys

Asp

Ala

Ile

Glu

275

Arg

Lys

Glu

Tyr
355

Trp

Leu

180

Ser

Pro

Lys

Pro

Ser

260

Asp

Asn

Val

Glu

Lys

340

Thr

Asn

165

GIn

Ser

Ser

Thr

Ser

245

Arg

Pro

Ala

Val

Tyr

325

Thr

Leu

Ser

Ser

Ser

Asn

His

230

Val

Thr

Glu

Lys

Ser

310

Lys

Ile

Pro

Gly

Ser

Leu

Thr

215

Thr

Phe

Pro

Val

Thr

295

Val

Cys

Ser

Pro

Ala

Gly

Gly

200

Lys

Cys

Leu

Glu

Lys

280

Lys

Leu

Lys

Lys

Ser
360

Leu

Leu

185

Thr

Val

Pro

Phe

Val

265

Phe

Pro

Thr

Val

Ala

345

Arg

Thr

170

Tyr

GIn

Asp

Pro

Pro

250

Thr

Asn

Arg

Val

Ser

330

Lys

Glu

Ser

Ser

Thr

Lys

Cys

235

Pro

Cys

Trp

Glu

Leu

315

Asn

Gly

Glu

Gly

Leu

Tyr

Arg

220

Pro

Lys

val

Glu

300

His

Lys

GIn

Met

Val

Ser

Ie

205

Val

Ala

Pro

val

Val

285

GIn

GIn

Ala

Pro

Thr
365

Ser

190

Cys

Glu

Pro

Lys

val

270

Asp

Tyr

Asp

Leu

Arg

350

Lys

Thr

175

val

Asn

Pro

Glu

Asp

255

Asp

Gly

Asn

Trp

Pro

335

Glu

Asn

Phe

Val

val

Lys

Ala

240

Thr

val

Val

Ser

Leu

320

Ala

Pro

GIn



Val Ser Leu Thr Cys Leu Val
370 375

Val Glu Trp Glu Ser Asn Gly
385 390

Pro Pro Val Leu Asp Ser Asp
405

Thr Val Asp Lys Ser Arg Trp
420

Val Met His Glu Ala Leu His
435

Leu Ser Pro Gly
450

<210> 196
<211> 215
<212> PRT
<213> Secuencia artificial

<220>
<223> Sintética: P1-070868

<400> 196
Glu 1le Vval Leu Thr GIn Ser
1 5

Glu Arg Ala Thr Leu Ser Cys
20

Tyr Leu Ala Trp Tyr GIn GIn
35

Ile Tyr Gly Ala Ser Ser Arg
50 55

Gly Ser Gly Ser Gly Thr Asp
65 70

Lys Gly Phe Tyr Pro Ser
380

GIn Pro Glu Asn Asn Tyr
395

Gly Ser Phe Phe Leu Tyr
410

GIn GIn Gly Asn Val Phe
425

Asn His Tyr Thr GIn Lys
440 445

P1-068761_ES5A LC

Pro Gly Thr Leu Ser Leu
10

Arg Ala Ser GIn Ser Val
25

Lys Pro Gly GIn Ala Pro
40 45

Ala Thr Gly l1le Pro Asp
60

Phe Thr Leu Thr lle Ser
75

Asp

Lys

Ser

Ser

430

Ser

Ser

Ser

30

Arg

Arg

Arg

Thr

Lys

415

Cys

Leu

Pro

15

Ser

Leu

Phe

Leu

Ala

Thr

400

Leu

Ser

Ser

Gly

Ser

Leu

Ser

Glu
80



Pro Glu

Phe Thr

Ala Pro

Gly Thr
130

Ala Lys
145

GIn Glu

Ser Ser

Tyr Ala

Ser Phe
210

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu Vval
1

Asp

Phe

Ser
115

Ala

Val

Ser

Thr

Cys

195

Asn

197
123
PRT

Phe

Gly

100

Val

Ser

GIn

Val

Leu

180

Glu

Arg

Ala

85

Pro

Phe

Val

Trp

Thr

165

Thr

Val

Gly

Val

Gly

Val

Lys

150

Glu

Leu

Thr

Glu

Tyr

Thr

Phe

Cys

135

Val

GIn

Ser

Cys
215

Secuencia artificial

Sintética: P1-070870

197

GIn Leu Val

5

Glu

Ser

Tyr

Lys

Pro

120

Leu

Asp

Asp

Lys

GIn
200

Cys

val

105

Pro

Leu

Asn

Ser

Ala

185

Gly

GIn

90

Asp

Ser

Asn

Ala

Lys

170

Asp

Leu

GIn

Asp

Asn

Leu

155

Asp

Tyr

Ser

Tyr

Lys

Glu

Phe

140

GIn

Ser

Glu

Ser

P1-068761_ES56N VH

Gly

Arg

GIn

125

Tyr

Ser

Thr

Lys

Pro
205

Ser

Thr

110

Leu

Pro

Gly

Tyr

His

190

val

Ser

95

Val

Lys

Arg

Asn

Ser

175

Lys

Thr

Pro

Ala

Ser

Glu

Ser

160

Leu

Val

Lys

Gly Gly Gly Leu Val GIn Pro Gly Lys

10

15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Leu Glu Asp Glu

20

25

30



Ala Met His Val GIn

35

Trp Arg

Ser
55

Ser Gly lle Asn Asn

50

Trp

Phe Thr 1le

70

Lys Ser

65

Gly Arg

GIn Met Ser Leu

85

Leu Asn Arg

Ala Pro Ser

100

Lys Val Gly Tyr

Trp Gly GIn Thr Val

115

Gly Met

<210>
<211>
<212>
<213>

198
108
PRT
Secuencia artificial

<220>
<223> Sintética: P1-070870

<400> 198

Glu 1le Vval Leu Thr GIn Ser
1 5

Glu Arg Ala Thr Leu Ser Cys
20

Tyr Leu Ala Trp Tyr GIn GIn
35

Ile Tyr Gly Ala Ser Ser Arg
50 55

Gly Ser Gly Ser Gly Thr Asp
65 70

Ala
40

Pro Gly Lys Gly

Glu Asn Gly Tyr

60

Arg Asp Asn Ala Lys

75

Thr Glu Asp Thr Ala

Gly
105

Trp 1le Asp

Thr
120

Val Ser Ser

P1-068761_ES56N VL

Pro Gly Thr Leu Ser
10

Arg Ala Ser GIn Ser
25

Lys Pro Gly GIn Ala
40

Ala Thr Gly I1le Pro
60

Phe Thr Leu Thr lle
75

Leu

45

Ala

Asn

Leu

Ala

Leu

Val

Pro

45

Asp

Ser

Glu

Asp

Ser

Tyr

Glu
110

Ser

Ser

30

Arg

Arg

Arg

Trp

Ser

Leu

Tyr

95

Asp

Pro

15

Ser

Leu

Phe

Leu

Val

Val

Tyr

80

Cys

Val

Gly

Ser

Leu

Ser

Glu
80



Pro Glu Asp Phe Ala Val Tyr Tyr Cys GIn GIn Tyr Gly Ser Ser Pro

85 90

Phe Thr Phe Gly Pro Gly Thr Lys Val Asp lle Lys
100 105

<210> 199
<211> 452
<212> PRT
<213> Secuencia artificial

<220>
<223> Sintética: P1-070870 P1-068761_E56N 1gG1.

<400> 199
Glu val GIn Leu VvVal Glu Ser Gly Gly Gly Leu Val
1 5 10

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr
20 25

Ala Met His Trp Val Arg GIn Ala Pro Gly Lys Gly
35 40

Ser Gly Ile Asn Trp Asn Ser Glu Asn lle Gly Tyr
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys
65 70 75

Leu GIn Met Asn Ser Leu Arg Thr Glu Asp Thr Ala
85 90

Ala Lys Val Pro Gly Tyr Ser His Gly Trp lle Asp
100 105

Trp Gly GIn Gly Thr Met val Thr Val Ser Ser Ala
115 120

Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser
130 135 140

3 HC

GIn

Leu

Leu

45

Ala

Asn

Leu

Ala

Ser

125

Thr

Pro

Glu

30

Glu

Asp

Ser

Tyr

Glu

110

Thr

Ser

95

Gly

15

Asp

Trp

Ser

Leu

Tyr

95

Asp

Lys

Gly

Lys

Glu

val

Val

Tyr

80

val

Gly

Gly



Thr

145

Thr

Pro

Thr

Asn

Ser

225

Glu

Leu

Ser

Glu

Thr

305

Asn

Pro

GIn

Ala

Val

Ala

Val

His

210

Cys

Gly

Met

Val

290

Tyr

Gly

Ile

Val

Ala

Ser

Val

Pro

195

Lys

Asp

Ala

Ile

Glu

275

Arg

Lys

Glu

Tyr
355

Leu

Trp

Leu

180

Ser

Pro

Lys

Pro

Ser

260

Asp

Asn

Val

Glu

Lys

340

Thr

Gly

Asn

165

GIn

Ser

Ser

Thr

Ser

245

Arg

Pro

Ala

Val

Tyr

325

Thr

Leu

Cys

150

Ser

Ser

Ser

Asn

His

230

Val

Thr

Glu

Lys

Ser

310

Lys

Ile

Pro

Leu

Gly

Ser

Leu

Thr

215

Thr

Phe

Pro

Val

Thr

295

Val

Cys

Ser

Pro

Val

Ala

Gly

Gly

200

Lys

Cys

Leu

Glu

Lys

280

Lys

Leu

Lys

Lys

Ser
360

Lys

Leu

Leu

185

Thr

Val

Pro

Phe

val

265

Phe

Pro

Thr

val

Ala

345

Arg

Asp

Thr

170

Tyr

GIn

Asp

Pro

Pro

250

Thr

Asn

Arg

Val

Ser

330

Lys

Glu

Tyr

155

Ser

Ser

Thr

Lys

Cys

235

Pro

Cys

Trp

Glu

Leu

315

Asn

Gly

Glu

Phe

Gly

Leu

Tyr

Arg

220

Pro

Lys

val

Glu

300

His

Lys

GIn

Met

Pro

Val

Ser

Ile

205

Val

Ala

Pro

val

Val

285

GIn

GIn

Ala

Pro

Thr
365

Glu

Ser

190

Cys

Glu

Pro

Lys

val

270

Asp

Tyr

Asp

Leu

Arg

350

Lys

Pro

Thr

175

Val

Asn

Pro

Glu

Asp

255

Asp

Gly

Asn

Trp

Pro

335

Glu

Asn

Val

160

Phe

Val

val

Lys

Ala

240

Thr

val

Val

Ser

Leu

320

Pro

GIn



val

Val

385

Pro

Thr

val

Leu

Ser

370

Glu

Pro

Val

Met

Ser
450

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Leu

Trp

Val

Asp

His

435

Pro

200
215
PRT

Thr

Glu

Leu

Lys

420

Glu

Gly

Cys

Ser

Asp

405

Ser

Ala

Leu Val
375

Asn Gly

390

Ser Asp

Arg Trp

Leu His

Secuencia artificial

Sintética: P1-070870

200

Glu lle Vval

1

Leu

Thr
5

Glu Arg Ala Thr Leu

20

Tyr Leu Ala Trp Tyr

35

Ile Tyr Gly Ala Ser

50

Gly Ser Gly Ser Gly

65

GIn Ser

Ser Cys

GIn GIn

Ser Arg

55

Thr Asp
70

Lys Gly Phe Tyr Pro
380

GIn Pro Glu Asn Asn
395

Gly Ser Phe Phe Leu
410

GIn GIn Gly Asn Vval
425

Asn His Tyr Thr GIn
440

P1-068761_ES56N LC

Pro Gly Thr Leu Ser
10

Arg Ala Ser GIn Ser
25

Lys Pro Gly GIn Ala
40

Ala Thr Gly l1le Pro
60

Phe Thr Leu Thr lle
75

Ser

Tyr

Tyr

Phe

Lys
445

Leu

Val

Pro

45

Asp

Ser

Asp

Lys

Ser

Ser

430

Ser

Ser

Ser

30

Arg

Arg

Arg

Thr

Lys

415

Cys

Leu

Pro

15

Ser

Leu

Phe

Leu

Ala

Thr

400

Leu

Ser

Ser

Gly

Ser

Leu

Ser

Glu
80



Pro Glu

Phe Thr

Ala Pro

Gly Thr
130

Ala Lys
145

GIn Glu

Ser Ser

Tyr Ala

Ser Phe
210

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Asp

Phe

Ser
115

Ala

Val

Ser

Thr

Cys
195

Asn

201
123
PRT

Phe

Gly

100

Val

Ser

GIn

Val

Leu

180

Glu

Arg

Ala

85

Pro

Phe

Val

Trp

Thr

165

Thr

Val

Gly

Val

Gly

Val

Lys

150

Glu

Leu

Thr

Glu

Tyr

Thr

Phe

Cys

135

Val

GIn

Ser

Cys
215

Secuencia artificial

Tyr

Lys

Pro

120

Leu

Asp

Asp

Lys

GIn
200

Cys

Val

105

Pro

Leu

Asn

Ser

Ala

185

Gly

GIn

90

Asp

Ser

Asn

Ala

Lys

170

Asp

Leu

GIn

Asp

Asn

Leu

155

Asp

Tyr

Ser

Tyr

Lys

Glu

Phe

140

GIn

Ser

Glu

Ser

Sintética: P1-070872 P1-068761 H100G VH

201

Gly

Arg

GIn

125

Tyr

Ser

Thr

Lys

Pro
205

Ser

Thr

110

Leu

Pro

Gly

Tyr

His

190

Val

Ser

95

val

Lys

Arg

Asn

Ser

175

Lys

Thr

Pro

Ala

Ser

Glu

Ser

160

Leu

val

Lys

Glu Val GIn Leu Val Glu Ser Gly Gly Gly Leu Val GIn Pro Gly Lys

1

5

10

15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Leu Glu Asp Glu

20

25

30



Ala Met

Ser Gly

Lys Gly
65

Leu GIn

Ala Lys

Trp Gly

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu lle
1

His
35

Ile

Arg

Met

Val

GIn

115

202
108
PRT

Trp

Asn

Phe

Asn

Pro

100

Gly

Val

Trp

Thr

Ser

85

Gly

Thr

Arg GIn

Asn Ser
55

Ile Ser

70

Leu Arg

Tyr Ser

Met Val

Secuencia artificial

Sintética: P1-070872

202

Val

Leu

Thr
5

Glu Arg Ala Thr Leu

20

Tyr Leu Ala Trp Tyr

35

Ile Tyr Gly Ala Ser

50

Gly Ser Gly Ser Gly

65

GIn Ser

Ser Cys

GIn GIn

Ser Arg

55

Thr Asp
70

Ala

40

Glu

Arg

Thr

Gly

Thr
120

Pro

Glu

Asp

Glu

Gly

105

Val

Gly

Asn

Asp

Trp

Ser

Lys

Gly

Ala

75

Thr

Ile

Ser

P1-068761_H100G

Pro Gly Thr Leu

10

Arg Ala Ser GIn

25

Lys Pro Gly GIn

40

Ala Thr Gly lle

Phe Thr Leu Thr

75

Gly

Tyr

60

Lys

Ala

Asp

Ser

Ser

Ala

Pro

60

Ile

Leu

45

Ala

Asn

Leu

Ala

Leu

Val

Pro

45

Asp

Ser

Glu

Asp

Ser

Tyr

Glu
110

Ser

Ser

30

Arg

Arg

Arg

Trp

Ser

Leu

Tyr

95

Asp

Pro

15

Ser

Leu

Phe

Leu

Val

Val

Tyr

80

Cys

Val

Gly

Ser

Leu

Ser

Glu
80



Pro Glu Asp Phe Ala Val Tyr Tyr Cys GIn GIn Tyr Gly Ser Ser Pro

85

90

Phe Thr Phe Gly Pro Gly Thr Lys Val Asp lle Lys

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu Vval

1

Ser

Ala

Ser

Lys

65

Leu

Ala

Trp

Pro

Leu

Met

Gly

50

Gly

GIn

Lys

Gly

Ser
130

203
452
PRT

100

Secuencia artificial

Sintética: P1-070872

203

GIn

Arg

His

35

Ile

Arg

Met

Val

GIn

115

val

Leu

Leu

20

Trp

Asn

Phe

Asn

Pro

100

Gly

Phe

Val

5

Ser

Val

Trp

Thr

Ser

85

Gly

Thr

Pro

Glu

Cys

Arg

Asn

Ile

70

Leu

Tyr

Met

Leu

Ser

Ala

GIn

Ser

55

Ser

Arg

Ser

Val

Ala
135

105

P1-068761_H100G

Gly Gly

Ala Ser
25

Ala Pro
40

Glu Glu

Arg Asp

Thr Glu

Gly Gly
105

Thr Val
120

Pro Ser

Gly

10

Gly

Gly

Ile

Asn

Asp

90

Trp

Ser

Ser

Leu

Phe

Lys

Gly

Ala

75

Thr

Ile

Ser

Lys

1gG1.3 HC

Val

Thr

Gly

Tyr

60

Lys

Ala

Asp

Ala

Ser
140

GIn

Leu

Leu

45

Ala

Asn

Leu

Ala

Ser

125

Thr

Pro

Glu

30

Glu

Asp

Ser

Tyr

Glu

110

Thr

Ser

95

Gly

15

Asp

Trp

Ser

Leu

Tyr

95

Asp

Lys

Gly

Lys

Glu

val

Val

Tyr

80

val

Gly

Gly



Thr

145

Thr

Pro

Thr

Asn

Ser

225

Glu

Leu

Ser

Glu

Thr

305

Asn

Pro

Ala

Val

Ala

Val

His

210

Cys

Gly

Met

Val

290

Tyr

Gly

Ile

Ala

Ser

Val

Pro

195

Lys

Asp

Ala

Ile

Glu

275

Arg

Lys

Glu

Leu

Trp

Leu

180

Ser

Pro

Lys

Pro

Ser

260

Asp

Asn

Val

Glu

Lys
340

Gly

Asn

165

GIn

Ser

Ser

Thr

Ser

245

Arg

Pro

Ala

Val

Tyr

325

Thr

Cys

150

Ser

Ser

Ser

Asn

His

230

Val

Thr

Glu

Lys

Ser

310

Lys

Ile

Leu

Gly

Ser

Leu

Thr

215

Thr

Phe

Pro

Val

Thr

295

Val

Cys

Ser

Val

Ala

Gly

Gly

200

Lys

Cys

Leu

Glu

Lys

280

Lys

Leu

Lys

Lys

Lys

Leu

Leu

185

Thr

Val

Pro

Phe

Val

265

Phe

Pro

Thr

Val

Ala
345

Asp

Thr

170

Tyr

GIn

Asp

Pro

Pro

250

Thr

Asn

Arg

Val

Ser

330

Lys

Tyr

155

Ser

Ser

Thr

Lys

Cys

235

Pro

Cys

Trp

Glu

Leu

315

Asn

Gly

Phe

Gly

Leu

Tyr

Arg

220

Pro

Lys

Val

Glu

300

His

Lys

GIn

Pro

Val

Ser

Ile

205

Val

Ala

Pro

Val

Val

285

GIn

GIn

Ala

Pro

Glu

Ser

190

Cys

Glu

Pro

Lys

Val

270

Asp

Tyr

Asp

Leu

Arg
350

Pro

Thr

175

val

Asn

Pro

Glu

Asp

255

Asp

Gly

Asn

Trp

Pro

335

Glu

Val

160

Phe

val

Val

Lys

Ala

240

Thr

Val

Val

Ser

Leu

320

Pro



GIn Val Tyr Thr Leu Pro Pro
355

Val Ser Leu Thr Cys Leu Val
370 375

Val Glu Trp Glu Ser Asn Gly
385 390

Pro Pro Val Leu Asp Ser Asp
405

Thr Val Asp Lys Ser Arg Trp
420

Val Met His Glu Ala Leu His
435

Leu Ser Pro Gly
450

<210> 204
<211> 215
<212> PRT
<213> Secuencia artificial

<220>
<223> Sintética: P1-070872

<400> 204
Glu lle VvVal Leu Thr GIn Ser
1 5

Glu Arg Ala Thr Leu Ser Cys
20

Tyr Leu Ala Trp Tyr GIn GlIn
35

Ile Tyr Gly Ala Ser Ser Arg
50 55

Ser Arg Glu Glu
360

Lys Gly Phe Tyr

GIn Pro Glu Asn
395

Gly Ser Phe Phe
410

GIn GIn Gly Asn
425

Asn His Tyr Thr
440

P1-068761_H100G

Pro Gly Thr Leu
10

Arg Ala Ser GlIn
25

Lys Pro Gly GIn
40

Ala Thr Gly lle

Met

Pro

380

Asn

Leu

Val

GIn

LC

Ser

Ser

Ala

Pro
60

Thr

365

Ser

Tyr

Tyr

Phe

Lys
445

Leu

val

Pro

45

Asp

Lys

Asp

Lys

Ser

Ser

430

Ser

Ser

Ser

30

Arg

Arg

Asn

Thr

Lys

415

Cys

Leu

Pro

15

Ser

Leu

Phe

GIn

Ala

Thr

400

Leu

Ser

Ser

Gly

Ser

Leu

Ser



Gly Ser
65

Pro Glu

Phe Thr

Ala Pro

Gly Thr
130

Ala Lys
145

GIn Glu

Ser Ser

Tyr Ala

Ser Phe
210

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Gly

Asp

Phe

Ser

115

Ala

Val

Ser

Thr

Cys

195

Asn

205
123
PRT

Ser

Phe

Gly

100

Val

Ser

GIn

Val

Leu

180

Glu

Arg

Gly

Ala

85

Pro

Phe

Val

Trp

Thr

165

Thr

Val

Gly

Thr

70

Val

Gly

Ile

Val

Lys

150

Glu

Leu

Thr

Glu

Asp

Tyr

Thr

Phe

Cys

135

Val

GIn

Ser

Cys
215

Secuencia artificial

Phe

Tyr

Lys

Pro

120

Leu

Asp

Asp

Lys

GIn
200

Thr

Cys

val

105

Pro

Leu

Asn

Ser

Ala

185

Gly

Leu

GIn

90

Asp

Ser

Asn

Ala

Lys

170

Asp

Leu

Thr
75

GIn

Asp

Asn

Leu

155

Asp

Tyr

Ser

Ile

Tyr

Lys

Glu

Phe

140

GIn

Ser

Glu

Ser

Sintética: P1-070874 P1-068761_E100fF VH

205

Ser

Gly

Arg

GIn

125

Tyr

Ser

Thr

Lys

Pro
205

Arg

Ser

Thr

110

Leu

Pro

Gly

Tyr

His

190

Val

Leu

Ser

95

Val

Lys

Arg

Asn

Ser

175

Lys

Thr

Glu

80

Pro

Ala

Ser

Glu

Ser

160

Leu

val

Lys

Glu Val GIn Leu Val Glu Ser Gly Gly Gly Leu Val GIn Pro Gly Lys

1

5

10

15



Ser Leu

Ala Met

Ser Gly

Lys Gly
65

Leu GIn

Ala Lys

Trp Gly

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu lle
1

Arg

His

35

Arg

Met

Val

GIn

115

206
108
PRT

Leu

20

Trp

Asn

Phe

Asn

Pro

100

Gly

Ser

Val

Trp

Thr

Ser

85

Gly

Thr

Cys

Arg

Asn

Ile

70

Leu

Tyr

Met

Ala

GIn

Ser

55

Ser

Arg

Ser

Val

Secuencia artificial

Sintética: P1-070874

206

Val

Leu Thr GIn Ser

5

Glu Arg Ala Thr Leu Ser Cys

20

Tyr Leu Ala Trp Tyr GIn GlIn

35

Ile Tyr Gly Ala Ser Ser Arg

50

55

Ala Ser
25

Ala Pro
40

Glu Glu

Arg Asp

Thr Glu

105

Thr Val
120

Gly

Gly

Asn

Asp

Trp

Ser

Phe

Lys

Gly

Ala

75

Thr

Ser

Thr

Gly

Tyr

60

Lys

Ala

Asp

P1-068761_E100fF VL

Pro Gly Thr Leu Ser

10

Arg Ala Ser GIn Ser

25

Leu

Leu

45

Ala

Asn

Leu

Ala

Leu

val

Lys Pro Gly GIn Ala Pro

40

Ala Thr Gly Ile Pro

60

45

Asp

Glu

30

Glu

Asp

Ser

Tyr

Phe
110

Ser

Ser

30

Arg

Arg

Asp

Trp

Ser

Leu

Tyr

95

Asp

Pro

15

Ser

Leu

Phe

Glu

Val

Val

Tyr

80

Cys

Val

Gly

Ser

Leu

Ser



Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr lle Ser Arg Leu Glu

65

70

75

80

Pro Glu Asp Phe Ala Val Tyr Tyr Cys GIn GIn Tyr Gly Ser Ser Pro

85

90

Phe Thr Phe Gly Pro Gly Thr Lys Val Asp lle Lys

<210>
<211>
<212>
<213>

<220>
<223>

<400>
Glu Vval
1

Ser Leu

Ala Met

Ser Gly

50

Lys Gly

65

Leu GIn

Ala Lys

Trp Gly

207
452
PRT

100

Secuencia artificial

Sintética: P1-070874

207

GIn

Arg

His

35

Arg

Met

Val

GIn
115

Leu

Leu

20

Trp

Asn

Phe

Asn

Pro

100

Gly

Val

5

Ser

Val

Trp

Thr

Ser

85

Gly

Thr

Glu

Cys

Arg

Asn

Ile

70

Leu

Tyr

Met

Ser

Ala

GIn

Ser

55

Ser

Arg

Ser

Val

105

P1-068761_E100fF 19G1.3

Gly Gly

Ala Ser
25

Ala Pro
40

Glu Glu

Arg Asp

Thr Glu

105

Thr Val
120

Gly
10

Gly

Gly

Asn

Asp

90

Trp

Ser

Leu

Phe

Lys

Gly

Ala

75

Thr

Ser

Val

Thr

Gly

Tyr

60

Lys

Ala

Asp

Ala

GIn

Leu

Leu

45

Ala

Asn

Leu

Ala

Ser
125

95

Pro Gly
15

Glu Asp
30

Glu Trp

Asp Ser

Ser Leu

Tyr Tyr
95

Phe Asp
110

Thr Lys

Glu

Val

Val

Tyr

80

Val

Gly



Pro

Thr

145

Thr

Pro

Thr

Asn

Ser

225

Glu

Leu

Ser

Glu

Thr

305

Asn

Pro

Ser

130

Ala

Val

Ala

val

His

210

Cys

Gly

Met

Val

290

Tyr

Gly

Ile

Val

Ala

Ser

Val

Pro

195

Lys

Asp

Ala

Ile

Glu

275

Arg

Lys

Glu

Phe

Leu

Trp

Leu

180

Ser

Pro

Lys

Pro

Ser

260

Asp

Asn

Val

Glu

Lys
340

Pro

Gly

Asn

165

GIn

Ser

Ser

Thr

Ser

245

Arg

Pro

Ala

Val

Tyr

325

Thr

Leu

Cys

150

Ser

Ser

Ser

Asn

His

230

Val

Thr

Glu

Lys

Ser

310

Lys

Ile

Ala

135

Leu

Gly

Ser

Leu

Thr

215

Thr

Phe

Pro

Val

Thr

295

Val

Cys

Ser

Pro

Val

Ala

Gly

Gly

200

Lys

Cys

Leu

Glu

Lys

280

Lys

Leu

Lys

Lys

Ser

Lys

Leu

Leu

185

Thr

val

Pro

Phe

Val

265

Phe

Pro

Thr

Val

Ala
345

Ser

Asp

Thr

170

Tyr

GIn

Asp

Pro

Pro

250

Thr

Asn

Arg

val

Ser

330

Lys

Lys

Tyr

155

Ser

Ser

Thr

Lys

Cys

235

Pro

Cys

Trp

Glu

Leu

315

Asn

Gly

Ser

140

Phe

Gly

Leu

Tyr

Arg

220

Pro

Lys

Val

Tyr

Glu

300

His

Lys

GIn

Thr

Pro

Val

Ser

Ile

205

Val

Ala

Pro

Val

Val

285

GIn

GIn

Ala

Pro

Ser

Glu

Ser

190

Cys

Glu

Pro

Lys

Val

270

Asp

Tyr

Asp

Leu

Arg
350

Gly

Pro

Thr

175

val

Asn

Pro

Glu

Asp

255

Asp

Gly

Asn

Trp

Pro

335

Glu

Gly

Val

160

Phe

val

Val

Lys

Ala

240

Thr

Val

Val

Ser

Leu

320

Pro



GIn

Val

Val

385

Pro

Thr

Val

Leu

val

Ser

370

Glu

Pro

val

Met

Ser
450

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Tyr
355

Leu

Trp

Val

Asp

His

435

Pro

208
215
PRT

Thr

Thr

Glu

Leu

Lys

420

Glu

Gly

Leu

Cys

Ser

Asp

405

Ser

Ala

Pro

Leu

Asn

390

Ser

Arg

Leu

Pro

Val

375

Gly

Asp

Trp

Secuencia artificial

Sintética: P1-070874

208

Glu lle Vval

1

Leu Thr GIn Ser

5

Glu Arg Ala Thr Leu Ser Cys

20

Tyr Leu Ala Trp Tyr GIn GIn

35

Ile Tyr Gly Ala Ser Ser Arg

50

55

Ser

360

Lys

GIn

Gly

GIn

Asn
440

Arg

Gly

Pro

Ser

GIn
425

Glu

Phe

Glu

Phe

410

Gly

Tyr

Glu

Tyr

Asn

395

Phe

Asn

Thr

Met

Pro

380

Asn

Leu

Val

GIn

P1-068761_E100fF LC

Pro Gly Thr Leu Ser

10

Arg Ala Ser GIn Ser

25

Thr

365

Ser

Tyr

Tyr

Phe

Lys
445

Leu

val

Lys Pro Gly GIn Ala Pro

40

Ala Thr Gly Ile Pro

60

45

Asp

Lys

Asp

Lys

Ser

Ser

430

Ser

Ser

Ser

30

Arg

Arg

Asn

Thr

Lys

415

Cys

Leu

Pro

15

Ser

Leu

Phe

GIn

Ala

Thr

400

Leu

Ser

Ser

Gly

Ser

Leu

Ser



Gly Ser

Pro Glu

Phe Thr

Ala Pro

Gly Thr
130

Ala Lys
145

GIn Glu

Ser Ser

Tyr Ala

Ser Phe
210

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Gly

Asp

Phe

Ser

115

Ala

Val

Ser

Thr

Cys

195

Asn

209
123
PRT

Ser

Phe

Gly

100

Val

Ser

GIn

Val

Leu

180

Glu

Arg

Gly

Ala

85

Pro

Phe

Val

Trp

Thr

165

Thr

Val

Gly

Thr
70

Val

Gly

Val

Lys

150

Glu

Leu

Thr

Glu

Asp

Tyr

Thr

Phe

Cys

135

Val

GIn

Ser

Cys
215

Secuencia artificial

Phe

Tyr

Lys

Pro

120

Leu

Asp

Asp

Lys

GIn
200

Thr

Cys

Val

105

Pro

Leu

Asn

Ser

Ala

185

Gly

Leu

GIn

90

Asp

Ser

Asn

Ala

Lys

170

Asp

Leu

Thr
75

GIn

Asp

Asn

Leu

155

Asp

Tyr

Ser

Ile

Tyr

Lys

Glu

Phe

140

GIn

Ser

Glu

Ser

Ser

Gly

Arg

GIn

125

Tyr

Ser

Thr

Lys

Pro
205

Sintética: P1-070876 P1-068761 E30D_E32Y VH

209

Arg

Ser

Thr

110

Leu

Pro

Gly

Tyr

His

190

Val

Leu

Ser

95

val

Lys

Arg

Asn

Ser

175

Lys

Thr

Glu

80

Pro

Ala

Ser

Glu

Ser

160

Leu

Val

Lys

Glu val GIn Leu Val Glu Ser Gly Gly Gly Leu Val GIn Pro Gly Lys

1

5

10

15



Ser Leu

Ala Met

Ser Gly

Lys Gly
65

Leu GIn

Ala Lys

Trp Gly

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu lle
1

Arg

His
35

Ile

Arg

Met

Val

GIn

115

210
108
PRT

Leu

20

Trp

Asn

Phe

Asn

Pro

100

Gly

Ser

Val

Trp

Thr

Ser

85

Gly

Thr

Cys

Arg

Asn

Ile

70

Leu

Tyr

Met

Ala

GIn

Ser

55

Ser

Arg

Ser

Val

Secuencia artificial

Sintética: P1-070876

210

Val

Leu Thr GIn Ser

5

Glu Arg Ala Thr Leu Ser Cys

20

Tyr Leu Ala Trp Tyr GIn GIn

35

Ile Tyr Gly Ala Ser Ser Arg

50

55

Ala Ser
25

Ala Pro
40

Glu Glu

Arg Asp

Thr Glu

His Gly

105

Thr Val
120

Gly

Gly

Asn

Asp

90

Trp

Ser

Phe

Lys

Gly

Ala

75

Thr

Ser

Thr

Gly

Tyr

60

Lys

Ala

Asp

Leu

Leu

45

Ala

Asn

Leu

Ala

P1-068761_E30D_E32Y VL

Pro Gly Thr Leu Ser Leu

10

Arg Ala Ser GIn Ser Val

25

Lys Pro Gly GIn Ala Pro

40

Ala Thr Gly Ile Pro

60

45

Asp

Asp

Glu

Asp

Ser

Tyr

Glu
110

Ser

Ser

30

Arg

Arg

Asp

Trp

Ser

Leu

Tyr

95

Asp

Pro

15

Ser

Leu

Phe

Tyr

Val

val

Tyr

80

Cys

Val

Gly

Ser

Leu

Ser



Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr lle Ser Arg Leu Glu

65

70

75

80

Pro Glu Asp Phe Ala Val Tyr Tyr Cys GIn GIn Tyr Gly Ser Ser Pro

85

90

Phe Thr Phe Gly Pro Gly Thr Lys Val Asp lle Lys

<210>
<211>
<212>
<213>

<220>
<223>

<400>
Glu Vval
1

Ser Leu

Ala Met

Ser Gly

50

Lys Gly

65

Leu GIn

Ala Lys

Trp Gly

211
452
PRT

100

Secuencia artificial

Sintética: P1-070876

211

GIn

Arg

His

35

Ile

Arg

Met

Val

GIn
115

Leu

Leu

20

Trp

Asn

Phe

Asn

Pro

100

Gly

Val

5

Ser

Val

Trp

Thr

Ser

85

Gly

Thr

Glu

Cys

Arg

Asn

Ile

70

Leu

Tyr

Met

Ser

Ala

GIn

Ser

55

Ser

Arg

Ser

Val

105

P1-068761_E30D_E32Y

Gly Gly

Ala Ser
25

Ala Pro
40

Glu Glu

Arg Asp

Thr Glu

His Gly

105

Thr Val
120

Gly

10

Gly

Gly

Ile

Asn

Asp

90

Trp

Ser

Leu

Phe

Lys

Gly

Ala

75

Thr

Ile

Ser

Val

Thr

Gly

Tyr

60

Lys

Ala

Asp

Ala

95

1gG1.3 HC

GIn Pro Gly
15

Leu Asp Asp
30

Leu Glu Trp
45

Ala Asp Ser

Asn Ser Leu

Leu Tyr Tyr
95

Ala Glu Asp
110

Ser Thr Lys
125

Val

Val

Tyr

80

Cys

Val

Gly



Pro

Thr

145

Thr

Pro

Thr

Asn

Ser

225

Glu

Leu

Ser

Glu

Thr

305

Asn

Ser

130

Ala

Val

Ala

val

His

210

Cys

Gly

Met

His

Val

290

Tyr

Gly

Val

Ala

Ser

Val

Pro

195

Lys

Asp

Ala

Ile

Glu

275

Arg

Lys

Phe

Leu

Trp

Leu

180

Ser

Pro

Lys

Pro

Ser

260

Asp

Asn

Val

Glu

Pro

Gly

Asn

165

GIn

Ser

Ser

Thr

Ser

245

Arg

Pro

Ala

Val

Tyr
325

Leu

Cys

150

Ser

Ser

Ser

Asn

His

230

Val

Thr

Glu

Lys

Ser

310

Lys

Ala

135

Leu

Gly

Ser

Leu

Thr

215

Thr

Phe

Pro

Val

Thr

295

Val

Cys

Pro

Val

Ala

Gly

Gly

200

Lys

Cys

Leu

Glu

Lys

280

Lys

Leu

Lys

Ser

Lys

Leu

Leu

185

Thr

Val

Pro

Phe

Val

265

Phe

Pro

Thr

Val

Ser

Asp

Thr

170

Tyr

GIn

Asp

Pro

Pro

250

Thr

Asn

Arg

Val

Ser
330

Lys

Tyr

155

Ser

Ser

Thr

Lys

Cys

235

Pro

Cys

Trp

Glu

Leu

315

Asn

Ser

140

Phe

Gly

Leu

Tyr

Arg

220

Pro

Lys

Val

Tyr

Glu

300

His

Lys

Thr

Pro

val

Ser

Ile

205

Val

Ala

Pro

Val

Val

285

GIn

GIn

Ala

Ser

Glu

Ser

190

Cys

Glu

Pro

Lys

Val

270

Asp

Tyr

Asp

Leu

Gly

Pro

Thr

175

Val

Asn

Pro

Glu

Asp

255

Asp

Gly

Asn

Trp

Pro
335

Gly

Val

160

Phe

Val

Val

Lys

Ala

240

Thr

Val

Val

Ser

Leu

320

Ala



Pro

GIn

Val

Val

385

Pro

Thr

Val

Leu

Ile

Val

Ser

370

Glu

Pro

Val

Met

Ser
450

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu

Tyr
355

Leu

Trp

Val

Asp

His

435

Pro

212
215
PRT

Lys

340

Thr

Thr

Glu

Leu

Lys

420

Glu

Gly

Thr

Leu

Cys

Ser

Asp

405

Ser

Ala

Ile

Pro

Leu

Asn

390

Ser

Arg

Leu

Ser

Pro

Val

375

Gly

Asp

Trp

Secuencia artificial

Sintética: P1-070876

212

Glu lle Vval

1

Leu Thr GIn Ser

5

Glu Arg Ala Thr Leu Ser Cys

20

Tyr Leu Ala Trp Tyr GIn GIn

35

Lys Ala
345

Ser Arg
360

Lys Gly

GIn Pro

Gly Ser

GIn GIn

425

Asn His
440

Lys

Glu

Phe

Glu

Phe

410

Gly

Tyr

Gly

Glu

Tyr

Asn

395

Phe

Asn

Thr

GIn

Met

Pro

380

Asn

Leu

Val

GIn

P1-068761_E30D_E32Y

Pro Gly Thr Leu Ser

10

Arg Ala Ser GIn Ser

25

Lys Pro Gly GIn Ala

40

Pro

Thr

365

Ser

Tyr

Tyr

Phe

Lys
445

LC

Leu

Val

Pro
45

Arg Glu
350

Lys Asn

Asp lle

Lys Thr

Ser Lys
415

Ser Cys
430

Ser Leu

Ser Pro
15

Ser Ser
30

Arg Leu

Pro

GIn

Ala

Thr

400

Leu

Ser

Ser

Gly

Ser

Leu



50

Gly Ser

Pro Glu

Phe Thr

Ala Pro

Gly Thr
130

Ala Lys
145

GIn Glu

Ser Ser

Tyr Ala

Ser Phe
210

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Gly

Gly

Asp

Phe

Ser

115

Ala

Val

Ser

Thr

Cys

195

Asn

213
123
PRT

Ala

Ser

Phe

Gly

100

Val

Ser

GIn

Val

Leu

180

Glu

Arg

Ser

Gly

Ala

85

Pro

Phe

Val

Trp

Thr

165

Thr

Val

Gly

Ser

Thr

70

Val

Gly

Val

Lys

150

Glu

Leu

Thr

Glu

Arg

55

Asp

Tyr

Thr

Phe

Cys

135

Val

GIn

Ser

His

Cys
215

Secuencia artificial

Ala

Phe

Tyr

Lys

Pro

120

Leu

Asp

Asp

Lys

GIn
200

Thr

Thr

Cys

val

105

Pro

Leu

Asn

Ser

Ala

185

Gly

Gly

Leu

GIn

90

Asp

Ser

Asn

Ala

Lys

170

Asp

Leu

Thr
75

GIn

Asp

Asn

Leu

155

Asp

Tyr

Ser

Pro

60

Ile

Tyr

Lys

Glu

Phe

140

GIn

Ser

Glu

Ser

Asp

Ser

Gly

Arg

GIn

125

Tyr

Ser

Thr

Lys

Pro
205

Sintética: P1-070878 P1-068761_E55A E56N VH

213

Arg

Arg

Ser

Thr

110

Leu

Pro

Gly

Tyr

His

190

Val

Phe

Leu

Ser

95

val

Lys

Arg

Asn

Ser

175

Lys

Thr

Ser

Glu

80

Pro

Ala

Ser

Glu

Ser

160

Leu

Val

Lys



Glu Vval

Ser Leu

Ala Met

Ser Gly

Lys Gly
65

Leu GIn

Ala Lys

Trp Gly

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu lle
1

GIn

Arg

His

35

Arg

Met

Val

GIn

115

214
108
PRT

Leu

Leu

20

Trp

Asn

Phe

Asn

Pro

100

Gly

Val

Ser

Val

Trp

Thr

Ser

85

Thr

Glu

Cys

Arg

Asn

Ile

70

Leu

Tyr

Met

Ser

Ala

GIn

Ser

55

Ser

Arg

Ser

Val

Secuencia artificial

Sintética: P1-070878

214

Val

Leu Thr GIn Ser

5

Glu Arg Ala Thr Leu Ser Cys

20

Tyr Leu Ala Trp Tyr GIn GIn

35

Gly Gly

Ala Ser
25

Ala Pro
40

Ala Asn

Arg Asp

Thr Glu

105

Thr Val
120

Gly
10

Gly

Gly

Asn

Asp

90

Trp

Ser

Leu

Phe

Lys

Gly

Ala

75

Thr

Ser

Val

Thr

Gly

Tyr

60

Lys

Ala

Asp

P1-068761_E55A_E56N

Pro Gly Thr Leu Ser

10

Arg Ala Ser GIn Ser

25

Lys Pro Gly GIn Ala

40

GIn

Leu

Leu

45

Ala

Asn

Leu

Ala

VL

Leu

Val

Pro
45

Pro

Glu

30

Glu

Asp

Ser

Tyr

Glu
110

Ser

Ser
30

Arg

Gly

15

Asp

Trp

Ser

Leu

Tyr

95

Asp

Pro
15

Ser

Leu

Lys

Glu

Val

val

Tyr

80

Cys

Val

Gly

Ser

Leu



Ile Tyr Gly Ala Ser Ser Arg

50

55

Gly Ser Gly Ser Gly Thr Asp

65

70

Pro Glu Asp Phe Ala Val Tyr

85

Phe Thr Phe Gly Pro Gly Thr

<210>
<211>
<212>
<213>

<220>
<223>

<400>
Glu Vval
1

Ser Leu

Ala Met

Ser Gly
50

Lys Gly
65

Leu GIn

Ala Lys

215
452
PRT

100

Secuencia artificial

Sintética: P1-070878

215

GIn

Arg

His

35

Ile

Arg

Met

Val

Leu

Leu

20

Trp

Asn

Phe

Asn

Pro
100

Val

Ser

Val

Trp

Thr

Ser

85

Gly

Glu

Cys

Arg

Asn

Ile

70

Leu

Tyr

Ser

Ala

GIn

Ser

55

Ser

Arg

Ser

Ala Thr Gly 1le Pro Asp Arg Phe Ser

60

Phe Thr Leu Thr lle Ser Arg Leu Glu

75

Tyr Cys GIn GIn Tyr Gly Ser Ser

90

Lys Val Asp lle Lys

105

P1-068761_E55A_E56N

Gly Gly
Ala Ser

25

Ala Pro

40

Ala Asn

Arg Asp

Thr Glu

105

Gly

10

Gly

Gly

Ile

Asn

Asp

90

Trp

Leu

Phe

Lys

Gly

Ala

75

Thr

val

Thr

Gly

Tyr

60

Lys

Ala

Asp

95

1gG1.3 HC

GIn

Leu

Leu

45

Ala

Asn

Leu

Ala

Pro

Glu

30

Glu

Asp

Ser

Tyr

Glu
110

Gly

15

Asp

Trp

Ser

Leu

Tyr

95

Asp

80

Pro

Lys

Glu

Val

Val

Tyr

80

Cys

Val



Trp

Pro

Thr

145

Thr

Pro

Thr

Asn

Ser

225

Glu

Leu

Ser

Glu

Thr

305

Asn

Gly

Ser

130

Ala

Val

Ala

Val

His

210

Cys

Gly

Met

His

Val

290

Tyr

Gly

GIn

115

Val

Ala

Ser

Val

Pro

195

Lys

Asp

Ala

Ile

Glu

275

Arg

Lys

Gly

Phe

Leu

Trp

Leu

180

Ser

Pro

Lys

Pro

Ser

260

Asp

Asn

Val

Glu

Thr

Pro

Gly

Asn

165

GIn

Ser

Ser

Thr

Ser

245

Arg

Pro

Ala

Val

Tyr
325

Met

Leu

Cys

150

Ser

Ser

Ser

Asn

His

230

Val

Thr

Glu

Lys

Ser

310

Lys

Val

Ala

135

Leu

Gly

Ser

Leu

Thr

215

Thr

Phe

Pro

Val

Thr

295

Val

Cys

Thr

120

Pro

Val

Ala

Gly

Gly

200

Lys

Cys

Leu

Glu

Lys

280

Lys

Leu

Lys

Val

Ser

Lys

Leu

Leu

185

Thr

Val

Pro

Phe

val

265

Phe

Pro

Thr

val

Ser

Ser

Asp

Thr

170

Tyr

GIn

Asp

Pro

Pro

250

Thr

Asn

Arg

Val

Ser
330

Ser

Lys

Tyr

155

Ser

Ser

Thr

Lys

Cys

235

Pro

Cys

Trp

Glu

Leu

315

Asn

Ala

Ser

140

Phe

Gly

Leu

Tyr

Arg

220

Pro

Lys

Val

Tyr

Glu

300

His

Lys

Ser

125

Thr

Pro

val

Ser

Ile

205

Val

Ala

Pro

Val

Val

285

GIn

GIn

Ala

Thr

Ser

Glu

Ser

190

Cys

Glu

Pro

Lys

Val

270

Asp

Tyr

Asp

Leu

Lys

Gly

Pro

Thr

175

Val

Asn

Pro

Glu

Asp

255

Asp

Gly

Asn

Trp

Pro
335

Gly

Gly

Val

160

Phe

Val

Val

Lys

Ala

240

Thr

Val

val

Ser

Leu
320



Pro

GIn

Val

Val

385

Pro

Thr

Val

Leu

Ile

Val

Ser

370

Glu

Pro

Val

Met

Ser
450

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu

Tyr
355

Leu

Trp

Val

Asp

His

435

Pro

216
215
PRT

Lys

340

Thr

Thr

Glu

Leu

Lys

420

Glu

Gly

Thr

Leu

Cys

Ser

Asp

405

Ser

Ala

Ile

Pro

Leu

Asn

390

Ser

Arg

Leu

Ser

Pro

Val

375

Gly

Asp

Trp

Secuencia artificial

Sintética: P1-070878

216

Glu lle Vval

1

Leu Thr GIn Ser

5

Glu Arg Ala Thr Leu Ser Cys

20

Tyr Leu Ala Trp Tyr GIn GIn

35

Lys Ala
345

Ser Arg
360

Lys Gly

GIn Pro

Gly Ser

GIn GIn
425

Asn His
440

Lys

Glu

Phe

Glu

Phe

410

Gly

Tyr

Gly

Glu

Tyr

Asn

395

Phe

Asn

Thr

GIn

Met

Pro

380

Asn

Leu

Val

GIn

P1-068761_E55A_E56N

Pro Gly Thr Leu Ser

10

Arg Ala Ser GIn Ser

25

Lys Pro Gly GIn Ala

40

Pro

Thr

365

Ser

Tyr

Tyr

Phe

Lys
445

Leu

Val

Pro
45

Arg Glu
350

Lys Asn

Asp lle

Lys Thr

Ser Lys
415

Ser Cys
430

Ser Leu

Ser Pro
15

Ser Ser
30

Arg Leu

Pro

GIn

Ala

Thr

400

Leu

Ser

Ser

Gly

Ser

Leu



50

Gly Ser

Pro Glu

Phe Thr

Ala Pro

Gly Thr
130

Ala Lys
145

GIn Glu

Ser Ser

Tyr Ala

Ser Phe
210

<210>
<211>
<212>
<213>

<220>
<223>

Gly

Gly

Asp

Phe

Ser

115

Ala

Val

Ser

Thr

Cys

195

Asn

217
123
PRT

Ala

Ser

Phe

Gly

100

Val

Ser

GIn

Val

Leu

180

Glu

Arg

Ser

Gly

Ala

85

Pro

Phe

Val

Trp

Thr

165

Thr

Val

Gly

Ser

Thr

70

Val

Gly

Val

Lys

150

Glu

Leu

Thr

Glu

Arg

Asp

Tyr

Thr

Phe

Cys

135

Val

GIn

Ser

Cys
215

Secuencia artificial

Ala

Phe

Tyr

Lys

Pro

120

Leu

Asp

Asp

Lys

GIn
200

Thr

Thr

Cys

Val

105

Pro

Leu

Asn

Ser

Ala

185

Gly

Gly

Leu

GIn

90

Asp

Ser

Asn

Ala

Lys

170

Asp

Leu

Thr
75

GIn

Asp

Asn

Leu

155

Asp

Tyr

Ser

Pro

60

Ile

Tyr

Lys

Glu

Phe

140

GIn

Ser

Glu

Ser

Asp

Ser

Gly

Arg

GIn

125

Tyr

Ser

Thr

Lys

Pro
205

Arg

Arg

Ser

Thr
110

Leu

Pro

Gly

Tyr

His
190

vVal

Sintética: P1-070880 P1-068761_H100G_E100fF VH

Phe

Leu

Ser

95

Val

Lys

Arg

Asn

Ser

175

Lys

Thr

Ser

Glu

80

Pro

Ala

Ser

Glu

Ser

160

Leu

Val

Lys



<400>
Glu Vval
1

Ser Leu

Ala Met

Ser Gly

Lys Gly
65

Leu GIn

Ala Lys

Trp Gly

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu Ile
1

217

GIn

Arg

His

35

Arg

Met

Val

GIn

115

218
108
PRT

Leu

Leu

20

Trp

Asn

Phe

Asn

Pro

100

Gly

Val

Ser

Val

Trp

Thr

Ser

85

Gly

Thr

Glu

Cys

Arg

Asn

Ile

70

Leu

Tyr

Met

Ser

Ala

GIn

Ser

55

Ser

Arg

Ser

Val

Secuencia artificial

Sintética: P1-070880

218

Val

Leu Thr GIn Ser

5

Glu Arg Ala Thr Leu Ser Cys

20

Tyr Leu Ala Trp Tyr GIn GIn

35

Gly

Ala

Ala

40

Glu

Arg

Thr

Gly

Thr
120

Gly

Ser

25

Pro

Glu

Asp

Glu

Gly

105

Val

Gly
10

Gly

Gly

Asn

Asp

90

Trp

Ser

Leu

Phe

Lys

Gly

Ala

75

Thr

Ile

Ser

Val GIn Pro

Thr Leu Glu
30

Gly Leu Glu
45

Tyr Ala Asp
60

Lys Asn Ser

Ala Leu Tyr

Asp Ala Phe
110

P1-068761_H100G_E100fF VL

Pro Gly Thr Leu Ser Leu Ser

10

Gly

15

Asp

Trp

Ser

Leu

Tyr

95

Asp

Pro
15

Lys

Glu

val

Val

Tyr

80

Cys

val

Gly

Arg Ala Ser GIn Ser Val Ser Ser Ser

25

30

Lys Pro Gly GIn Ala Pro Arg Leu Leu

40

45



Ile Tyr Gly Ala Ser Ser Arg
50 55

Gly Ser Gly Ser Gly Thr Asp
65 70

Pro Glu Asp Phe Ala Vval Tyr
85

Phe Thr Phe Gly Pro Gly Thr
100

<210> 219
<211> 452
<212> PRT
<213> Secuencia artificial

<220>
<223> Sintética: P1-070880

<400> 219
Glu val GIn Leu Val Glu Ser
1 5

Ser Leu Arg Leu Ser Cys Ala
20

Ala Met His Trp Val Arg GIn
35

Ser Gly Ile Asn Trp Asn Ser
50 55

Lys Gly Arg Phe Thr lle Ser
65 70

Leu GIn Met Asn Ser Leu Arg
85

Ala Lys Vval Pro Gly Tyr Ser
100

Ala Thr Gly 1le Pro Asp Arg Phe Ser

60

Phe Thr Leu Thr 1le Ser Arg Leu Glu

75

80

Tyr Cys GIn GIn Tyr Gly Ser Ser Pro

90

Lys Val Asp lle Lys
105

P1-068761_H100G_E100fF 1gG1.

Gly Gly Gly Leu Vval GIn
10

Ala Ser Gly Phe Thr Leu
25

Ala Pro Gly Lys Gly Leu
40 45

Glu Glu Ile Gly Tyr Ala
60

Arg Asp Asn Ala Lys Asn
75

Thr Glu Asp Thr Ala Leu
90

Gly Gly Trp lle Asp Ala
105

Pro

Glu

30

Glu

Asp

Ser

Tyr

Phe
110

95

3 HC

Gly

15

Asp

Trp

Ser

Leu

Tyr

95

Asp

Lys

Val

val

Tyr

80

Cys

Val



Trp

Pro

Thr

145

Thr

Pro

Thr

Asn

Ser

225

Glu

Leu

Ser

Glu

Thr
305

Gly

Ser

130

Ala

Val

Ala

Val

His

210

Cys

Gly

Met

Val
290

Tyr

GIn

115

Val

Ala

Ser

Val

Pro

195

Lys

Asp

Ala

Ile

Glu

275

Arg

Gly

Phe

Leu

Trp

Leu

180

Ser

Pro

Lys

Pro

Ser

260

Asp

Asn

Val

Thr

Pro

Gly

Asn

165

GIn

Ser

Ser

Thr

Ser

245

Arg

Pro

Ala

Val

Met

Leu

Cys

150

Ser

Ser

Ser

Asn

His

230

Val

Thr

Glu

Lys

Ser
310

Val

Ala

135

Leu

Gly

Ser

Leu

Thr

215

Thr

Phe

Pro

Val

Thr

295

Val

Thr

120

Pro

Val

Ala

Gly

Gly

200

Lys

Cys

Leu

Glu

Lys

280

Lys

Leu

Val

Ser

Lys

Leu

Leu

185

Thr

Val

Pro

Phe

Val

265

Phe

Pro

Thr

Ser

Ser

Asp

Thr

170

Tyr

GIn

Asp

Pro

Pro

250

Thr

Asn

Arg

Val

Ser

Lys

Tyr

155

Ser

Ser

Thr

Lys

Cys

235

Pro

Cys

Trp

Glu

Leu
315

Ala

Ser

140

Phe

Gly

Leu

Tyr

Arg

220

Pro

Lys

Val

Tyr

Glu

300

His

Ser

125

Thr

Pro

Val

Ser

Ile

205

val

Ala

Pro

Val

val

285

GIn

GIn

Thr

Ser

Glu

Ser

190

Cys

Glu

Pro

Lys

vVal

270

Asp

Tyr

Asp

Lys

Gly

Pro

Thr

175

Val

Asn

Pro

Glu

Asp

255

Asp

Gly

Asn

Trp

Gly

Gly

val

160

Phe

Val

Val

Lys

Ala

240

Thr

Val

val

Ser

Leu
320



Asn

Pro

GIn

Val

val

385

Pro

Thr

Val

Leu

Gly

Ile

Val

Ser

370

Glu

Pro

Val

Met

Ser
450

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Lys

Glu

Tyr
355

Leu

Trp

Val

Asp

His

435

Pro

220
215
PRT

Glu

Lys

340

Thr

Thr

Glu

Leu

Lys

420

Glu

Gly

Tyr

325

Thr

Leu

Cys

Ser

Asp

405

Ser

Ala

Lys

Ile

Pro

Leu

Asn

390

Ser

Arg

Leu

Cys

Ser

Pro

Val

375

Gly

Asp

Trp

Secuencia artificial

Lys

Lys

Ser

360

Lys

GIn

Gly

GIn

Asn
440

Val

Ala

345

Arg

Gly

Pro

Ser

GIn

425

His

Ser

330

Lys

Glu

Phe

Glu

Phe

410

Gly

Tyr

Asn

Gly

Glu

Tyr

Asn

395

Phe

Asn

Thr

Lys

GIn

Met

Pro

380

Asn

Leu

Val

GIn

Ala

Pro

Thr

365

Ser

Tyr

Tyr

Phe

Lys
445

Leu

Arg

350

Lys

Asp

Lys

Ser

Ser

430

Ser

Sintética: P1-070880 P1-068761 H100G_E100fF LC

220

Pro
335

Glu

Asn

Thr

Lys

415

Cys

Leu

Ala

Pro

GIn

Ala

Thr

400

Leu

Ser

Ser

Glu 1le Val Leu Thr GIn Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly

1

5

10

15

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser GIn Ser Val Ser Ser Ser

20

25

30



Tyr Leu

50

Gly Ser

Pro Glu

Phe Thr

Ala Pro

Gly Thr
130

Ala Lys
145

GIn Glu

Ser Ser

Tyr Ala

Ser Phe
210

<210>
<211>
<212>
<213>

<220>

Ala
35

Gly

Gly

Asp

Phe

Ser

115

Ala

Val

Ser

Thr

Cys

195

Asn

221
123
PRT

Trp

Ala

Ser

Phe

Gly

100

Val

Ser

GIn

Val

Leu

180

Glu

Arg

Tyr

Ser

Gly

Ala

85

Pro

Phe

Val

Trp

Thr

165

Thr

Val

Gly

GIn

Ser

Thr

70

Val

Gly

Val

Lys

150

Glu

Leu

Thr

Glu

GIn

Arg

Asp

Tyr

Thr

Phe

Cys

135

Val

GIn

Ser

Cys
215

Secuencia artificial

Lys

40

Ala

Phe

Tyr

Lys

Pro

120

Leu

Asp

Asp

Lys

GIn
200

Pro

Thr

Thr

Cys

Val

105

Pro

Leu

Asn

Ser

Ala

185

Gly

Gly

Gly

Leu

GIn

90

Asp

Ser

Asn

Ala

Lys

170

Asp

Leu

GIn

Thr
75

GIn

Asp

Asn

Leu

155

Asp

Tyr

Ser

Ala

Pro

60

Ile

Tyr

Lys

Glu

Phe

140

GIn

Ser

Glu

Ser

Pro

45

Asp

Ser

Gly

Arg

GIn

125

Tyr

Ser

Thr

Lys

Pro
205

Arg

Arg

Arg

Ser

Thr

110

Leu

Pro

Gly

Tyr

His

190

Val

Leu

Phe

Leu

Ser

95

Val

Lys

Arg

Asn

Ser

175

Lys

Thr

Leu

Ser

Glu

80

Pro

Ala

Ser

Glu

Ser

160

Leu

Val

Lys



<223>
<400>
Glu Vval
1

Ser Leu

Ala Met

Ser Gly

Lys Gly
65

Leu GIn

Ala Lys

Trp Gly

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu lle
1

Sintética: P1-070882

221

GIn

Arg

His

35

Arg

Met

Val

GIn

115

222
108
PRT

Leu

Leu

20

Trp

Asn

Phe

Asn

Pro

100

Gly

Val

5

Ser

Val

Trp

Thr

Ser

85

Gly

Thr

Glu

Cys

Arg

Asn

Ile

70

Leu

Tyr

Met

Ser

Ala

GIn

Ser

55

Ser

Arg

Ser

Val

Secuencia artificial

Sintética: P1-070882

222

Val

Leu Thr GIn Ser

5

Glu Arg Ala Thr Leu Ser Cys

20

P1-068761_E32Y_ES55A

Gly Gly Gly Leu Val

Ala Ser
25

Ala Pro
40

Ala Glu

Arg Asp

Thr Glu

His Gly

105

Thr Val
120

10

Gly

Gly

Asn

Asp

90

Trp

Ser

Phe

Lys

Gly

Ala

75

Thr

Ile

Ser

Thr

Gly

Tyr

60

Lys

Ala

Asp

GIn

Leu

Leu

45

Ala

Asn

Leu

Ala

P1-068761_E32Y_E55A VL

Pro

Glu

30

Glu

Asp

Ser

Tyr

Glu
110

Gly

15

Asp

Trp

Ser

Leu

Tyr

95

Asp

Lys

Tyr

val

Val

Tyr

80

Cys

val

Pro Gly Thr Leu Ser Leu Ser Pro Gly

10

15

Arg Ala Ser GIn Ser Val Ser Ser Ser

25

30



Tyr Leu Ala Trp

35

Tyr GIn

GIn

Ile Tyr Gly Ala Ser Ser Arg

50

Gly Ser Gly Ser

65

Pro Glu Asp Phe

Phe Thr Phe Gly

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu Vval
1

100

223
452
PRT

Gly Thr
70

Ala Val
85

Pro Gly

55

Asp

Tyr

Thr

Secuencia artificial

Sintética: P1-070882

223

GIn Leu

Ser Leu Arg Leu

20

Ala Met His Trp

35

Ser Gly Ille Asn

50

Lys Gly Arg Phe

65

Leu GIn Met Asn

Val Glu

Ser Cys

Val Arg

Trp Asn

Thr 1le

70

Ser Leu
85

Ser

Ala

GIn

Ser

55

Ser

Arg

Lys Pro Gly GIn Ala
40

Ala Thr Gly Ile Pro
60

Phe Thr Leu Thr lle
75

Tyr Cys GIn GIn Tyr
90

Lys Val Asp lle Lys
105

P1-068761_E32Y_E55A

Gly Gly Gly Leu Val
10

Ala Ser Gly Phe Thr
25

Ala Pro Gly Lys Gly
40

Ala Glu lle Gly Tyr
60

Arg Asp Asn Ala Lys
75

Thr Glu Asp Thr Ala
90

Pro Arg Leu

45

Asp Arg Phe

Ser Arg Leu

Gly Ser Ser

95

1gG1.3 HC

GIn

Leu

Leu

45

Ala

Asn

Leu

Pro

Glu

30

Glu

Asp

Ser

Tyr

Gly

15

Asp

Trp

Ser

Leu

Tyr
95

Leu

Ser

Glu

80

Pro

Lys

Val

val

Tyr

80

Cys



Ala

Trp

Pro

Thr

145

Thr

Pro

Thr

Asn

Ser

225

Glu

Leu

Ser

Glu

Thr
305

Lys

Gly

Ser

130

Ala

val

Ala

Val

His

210

Cys

Gly

Met

val
290

Tyr

Val

GIn

115

Val

Ala

Ser

Val

Pro

195

Lys

Asp

Ala

Ile

Glu

275

Arg

Pro

100

Gly

Phe

Leu

Trp

Leu

180

Ser

Pro

Lys

Pro

Ser

260

Asp

Asn

Val

Gly

Thr

Pro

Gly

Asn

165

GIn

Ser

Ser

Thr

Ser

245

Arg

Pro

Ala

Val

Tyr

Met

Leu

Cys

150

Ser

Ser

Ser

Asn

His

230

Val

Thr

Glu

Lys

Ser
310

Ser

Val

Ala

135

Leu

Gly

Ser

Leu

Thr

215

Thr

Phe

Pro

Val

Thr

295

Val

His

Thr

120

Pro

val

Ala

Gly

Gly

200

Lys

Cys

Leu

Glu

Lys

280

Lys

Leu

Gly

105

val

Ser

Lys

Leu

Leu

185

Thr

val

Pro

Phe

Val

265

Phe

Pro

Thr

Trp

Ser

Ser

Asp

Thr

170

Tyr

GIn

Asp

Pro

Pro

250

Thr

Asn

Arg

val

Ile

Ser

Lys

Tyr

155

Ser

Ser

Thr

Lys

Cys

235

Pro

Cys

Trp

Glu

Leu
315

Asp

Ala

Ser

140

Phe

Gly

Leu

Tyr

Arg

220

Pro

Lys

Val

Tyr

Glu

300

His

Ala

Ser

125

Thr

Pro

Val

Ser

Ile

205

val

Ala

Pro

Val

val

285

GIn

GIn

Glu

110

Thr

Ser

Glu

Ser

190

Cys

Glu

Pro

Lys

Val

270

Asp

Tyr

Asp

Asp

Lys

Gly

Pro

Thr

175

Val

Asn

Pro

Glu

Asp

255

Asp

Gly

Asn

Trp

Val

Gly

Gly

val

160

Phe

Val

Val

Lys

Ala

240

Thr

val

val

Ser

Leu
320



Asn

Pro

GIn

Val

val

385

Pro

Thr

Val

Leu

Gly

Ile

Val

Ser

370

Glu

Pro

Val

Met

Ser
450

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Lys

Glu

Tyr
355

Leu

Trp

Val

Asp

His

435

Pro

224
215
PRT

Glu

Lys

340

Thr

Thr

Glu

Leu

Lys

420

Glu

Gly

Tyr

325

Thr

Leu

Cys

Ser

Asp

405

Ser

Ala

Lys

Ile

Pro

Leu

Asn

390

Ser

Arg

Leu

Cys

Ser

Pro

Val

375

Gly

Asp

Trp

Secuencia artificial

Lys

Lys

Ser

360

Lys

GIn

Gly

GIn

Asn
440

Val

Ala

345

Arg

Gly

Pro

Ser

GIn

425

His

Ser

330

Lys

Glu

Phe

Glu

Phe

410

Gly

Tyr

Asn

Gly

Glu

Tyr

Asn

395

Phe

Asn

Thr

Lys

GIn

Met

Pro

380

Asn

Leu

val

GIn

Ala

Pro

Thr

365

Ser

Tyr

Tyr

Phe

Lys
445

Sintética: P1-070882 P1-068761 E32Y_E55A LC

224

Leu

Arg

350

Lys

Asp

Lys

Ser

Ser

430

Ser

Pro
335

Glu

Asn

Thr

Lys

415

Cys

Leu

Ala

Pro

GIn

Ala

Thr

400

Leu

Ser

Ser

Glu Ile Vval Leu Thr GIn Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly

1

5

10

15

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser GIn Ser Val Ser Ser Ser

20

25

30



Tyr Leu

50

Gly Ser

Pro Glu

Phe Thr

Ala Pro

Gly Thr
130

Ala Lys
145

GIn Glu

Ser Ser

Tyr Ala

Ser Phe
210

<210>
<211>
<212>
<213>

Ala
35

Gly

Gly

Asp

Phe

Ser

115

Ala

Val

Ser

Thr

Cys

195

Asn

225
123
PRT

Trp

Ala

Ser

Phe

Gly

100

Val

Ser

GIn

Val

Leu

180

Glu

Arg

Tyr

Ser

Gly

Ala

85

Pro

Phe

Val

Trp

Thr

165

Thr

Val

Gly

GIn

Ser

Thr

70

Val

Gly

Val

Lys

150

Glu

Leu

Thr

Glu

GIn

Arg

Asp

Tyr

Thr

Phe

Cys

135

Val

GIn

Ser

Cys
215

Secuencia artificial

Lys

40

Ala

Phe

Tyr

Lys

Pro

120

Leu

Asp

Asp

Lys

GIn
200

Pro

Thr

Thr

Cys

Val

105

Pro

Leu

Asn

Ser

Ala

185

Gly

Gly

Gly

Leu

GIn

90

Asp

Ser

Asn

Ala

Lys

170

Asp

Leu

GIn

Thr
75

GIn

Asp

Asn

Leu

155

Asp

Tyr

Ser

Ala

Pro

60

Ile

Tyr

Lys

Glu

Phe

140

GIn

Ser

Glu

Ser

Pro

45

Asp

Ser

Gly

Arg

GIn

125

Tyr

Ser

Thr

Lys

Pro
205

Arg

Arg

Arg

Ser

Thr

110

Leu

Pro

Gly

Tyr

His

190

val

Leu

Phe

Leu

Ser

95

Val

Lys

Arg

Asn

Ser

175

Lys

Thr

Leu

Ser

Glu

80

Pro

Ala

Ser

Glu

Ser

160

Leu

Val

Lys



<220>
<223>

<400>
Glu Vval
1

Ser Leu

Ala Met

Ser Gly
50

Lys Gly
65

Leu GIn

Ala Lys

Trp Gly

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu lle
1

Sintética: P1-070884

225

GIn

Arg

His

35

Arg

Met

Val

GIn

115

226
108
PRT

Leu

Leu

20

Trp

Asn

Phe

Asn

Pro

100

Gly

Val

5

Ser

Val

Trp

Thr

Ser

85

Gly

Thr

Glu

Cys

Arg

Asn

Ile

70

Leu

Tyr

Met

Ser

Ala

GIn

Ser

55

Ser

Arg

Ser

Val

Secuencia artificial

Sintética: P1-070884

226

Val

Leu Thr GIn Ser

5

Glu Arg Ala Thr Leu Ser Cys

20

P1-068761_E32Y_ES6N

Gly Gly

Ala Ser
25

Ala Pro
40

Glu Asn

Arg Asp

Thr Glu

His Gly

105

Thr Val
120

Gly
10

Gly

Gly

Asn

Asp

90

Trp

Ser

Leu

Phe

Lys

Gly

Ala

75

Thr

Ile

Ser

Val

Thr

Gly

Tyr

60

Lys

Ala

Asp

VH

GIn

Leu

Leu

45

Ala

Asn

Leu

Ala

P1-068761_E32Y_ES6N VL

Pro

Glu

30

Glu

Asp

Ser

Tyr

Glu
110

Gly

15

Asp

Trp

Ser

Leu

Tyr

95

Asp

Lys

Tyr

Val

Val

Tyr

80

Cys

Val

Pro Gly Thr Leu Ser Leu Ser Pro Gly

10

15

Arg Ala Ser GIn Ser Val Ser Ser Ser

25

30



Tyr Leu Ala Trp
35

Ile Tyr Gly Ala
50

Gly Ser Gly Ser
65

Pro Glu Asp Phe

Phe Thr Phe Gly
100

<210> 227
<211> 452
<212> PRT

Tyr GIn GIn

Ser Ser Arg

55

Gly Thr Asp

70

Ala Val Tyr

85

Pro Gly Thr

<213> Secuencia artificial

<220>

<223> Sintética: P1-070884

<400> 227

Glu Vval GIn Leu
1

Ser Leu Arg Leu
20

Ala Met His Trp
35

Ser Gly lle Asn
50

Lys Gly Arg Phe
65

Leu GIn Met Asn

Val

Ser

Val

Trp

Thr

Ser
85

Glu

Cys

Arg

Asn

Ile

70

Leu

Ser

Ala

GIn

Ser

55

Ser

Arg

Lys Pro

40

Ala Thr

Phe Thr

Tyr Cys

Lys Val
105

Gly

Gly

Leu

GIn

90

Asp

GIn

Ile

Thr

75

GIn

Ile

Ala

Pro

60

Ile

Tyr

Lys

P1-068761_E32Y_ES56N

Gly Gly

Ala Ser
25

Ala Pro

40

Glu Asn

Arg Asp

Thr Glu

Gly
10

Ile

Asn

Asp

Leu

Phe

Lys

Gly

Ala

75

Thr

Val

Thr

Gly

Tyr

60

Lys

Ala

Pro Arg Leu
45

Asp Arg Phe

Ser Arg Leu

Gly Ser Ser
95

19gG1.3 HC

GIn Pro Gly
15

Leu Glu Asp
30

Leu Glu Trp
45

Ala Asp Ser

Asn Ser Leu

Leu Tyr Tyr
95

Leu

Ser

Glu

80

Pro

Lys

Tyr

val

val

Tyr

80

Cys



Ala

Trp

Pro

Thr

145

Thr

Pro

Thr

Asn

Ser

225

Glu

Leu

Ser

Glu

Lys

Gly

Ser

130

Ala

val

Ala

Val

His

210

Gly

Met

His

val
290

Val

GIn

115

Val

Ala

Ser

Val

Pro

195

Lys

Asp

Ala

Glu
275

Pro

100

Gly

Phe

Leu

Trp

Leu

180

Ser

Pro

Lys

Pro

Ser

260

Asp

Asn

Gly

Thr

Pro

Gly

Asn

165

GIn

Ser

Ser

Thr

Ser

245

Arg

Pro

Ala

Tyr

Met

Leu

Cys

150

Ser

Ser

Ser

Asn

His

230

Val

Thr

Glu

Lys

Ser

Val

Ala

135

Leu

Gly

Ser

Leu

Thr

215

Thr

Phe

Pro

Val

Thr
295

Thr

120

Pro

Val

Ala

Gly

Gly

200

Lys

Cys

Leu

Glu

Lys

280

Lys

Gly

105

Val

Ser

Lys

Leu

Leu

185

Thr

Val

Pro

Phe

Val

265

Phe

Pro

Trp

Ser

Ser

Asp

Thr

170

Tyr

GIn

Asp

Pro

Pro

250

Thr

Asn

Arg

Ser

Lys

Tyr

155

Ser

Ser

Thr

Lys

Cys

235

Pro

Cys

Trp

Glu

Asp

Ala

Ser

140

Phe

Gly

Leu

Tyr

Arg

220

Pro

Lys

val

Tyr

Glu
300

Ala

Ser

125

Thr

Pro

Val

Ser

Ile

205

Val

Ala

Pro

val

Val

285

GIn

Glu

110

Thr

Ser

Glu

Ser

190

Cys

Glu

Pro

Lys

val

270

Asp

Tyr

Asp

Lys

Gly

Pro

Thr

175

val

Asn

Pro

Glu

Asp

255

Asp

Gly

Asn

Val

Gly

Gly

Val

160

Phe

Val

val

Lys

Ala

240

Thr

val

Val

Ser



Thr

305

Asn

Pro

GIn

val

Val

385

Pro

Thr

val

Leu

Tyr

Gly

Val

Ser

370

Glu

Pro

Val

Met

Ser
450

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Arg

Lys

Glu

Tyr

355

Leu

Trp

Val

Asp

His

435

Pro

228
215
PRT

Val

Glu

Lys

340

Thr

Thr

Glu

Leu

Lys

420

Glu

Gly

Val

Tyr

325

Thr

Leu

Cys

Ser

Asp

405

Ser

Ala

Ser

310

Lys

Ile

Pro

Leu

Asn

390

Ser

Arg

Leu

Val

Cys

Ser

Pro

Val

375

Gly

Asp

Trp

Secuencia artificial

Leu

Lys

Lys

Ser

360

Lys

GIn

Gly

GIn

Asn
440

Thr

val

Ala

345

Arg

Gly

Pro

Ser

GIn

425

His

Val

Ser

330

Lys

Glu

Phe

Glu

Phe

410

Gly

Tyr

Leu

315

Asn

Gly

Glu

Tyr

Asn

395

Phe

Asn

Thr

His

Lys

GIn

Met

Pro

380

Asn

Leu

val

GIn

GIn

Ala

Pro

Thr

365

Ser

Tyr

Tyr

Phe

Lys
445

Sintética: P1-070884 P1-068761 E32Y_E56N LC

228

Asp

Leu

Arg

350

Lys

Asp

Lys

Ser

Ser

430

Ser

Trp

Pro

335

Glu

Asn

Thr

Lys

415

Cys

Leu

Leu

320

Ala

Pro

GIn

Ala

Thr

400

Leu

Ser

Ser

Glu 1lle Val Leu Thr GIn Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly

1

5

10

15



Glu Arg

Tyr Leu

50

Gly Ser

Pro Glu

Phe Thr

Ala Pro

Gly Thr

130

Ala Lys
145

GIn Glu

Ser Ser

Tyr Ala

Ser Phe

210

<210>
<211>

Ala

Ala

35

Gly

Gly

Asp

Phe

Ser

115

Ala

Val

Ser

Thr

Cys

195

Asn

229
123

Thr

20

Trp

Ala

Ser

Phe

Gly

100

Val

Ser

GIn

Val

Leu

180

Glu

Arg

Leu

Tyr

Ser

Gly

Ala

85

Pro

Phe

Val

Trp

Thr

165

Thr

Val

Gly

Ser

GIn

Ser

Thr

70

Val

Gly

Val

Lys

150

Glu

Leu

Thr

Glu

Cys

GIn

Arg

Asp

Tyr

Thr

Phe

Cys

135

Val

GIn

Ser

Cys
215

Arg

Lys

40

Ala

Phe

Tyr

Lys

Pro

120

Leu

Asp

Asp

Lys

GIn
200

Ala

25

Pro

Thr

Thr

Cys

val

105

Pro

Leu

Asn

Ser

Ala

185

Gly

Ser

Gly

Gly

Leu

GIn

90

Asp

Ser

Asn

Ala

Lys

170

Asp

Leu

GIn

GIn

Thr
75

GIn

Asp

Asn

Leu

155

Asp

Tyr

Ser

Ser

Ala

Pro

60

Ile

Tyr

Lys

Glu

Phe

140

GIn

Ser

Glu

Ser

Val

Pro

45

Asp

Ser

Gly

Arg

GIn

125

Tyr

Ser

Thr

Lys

Pro
205

Ser

30

Arg

Arg

Arg

Ser

Thr

110

Leu

Pro

Gly

Tyr

His

190

val

Ser

Leu

Phe

Leu

Ser

95

Val

Lys

Arg

Asn

Ser

175

Lys

Thr

Ser

Leu

Ser

Glu

80

Pro

Ala

Ser

Glu

Ser

160

Leu

val

Lys



<212>
<213>

<220>
<223>

<400>
Glu Vval
1

Ser Leu

Ala Met

Ser Gly
50

Lys Gly
65

Leu GIn

Ala Lys

Trp Gly

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu lle
1

PRT

Secuencia artificial

Sintética: P1-070886

229

GIn Leu

Arg Leu
20

His Trp
35

Ile Asn

Arg Phe

Met Asn

Val Pro
100

GIn Gly
115

230
108
PRT

Val

5

Ser

Val

Trp

Thr

Ser

85

Gly

Thr

Glu

Cys

Arg

Asn

Ile

70

Leu

Tyr

Met

Ser

Ala

GIn

Ser

55

Ser

Arg

Ser

Val

Secuencia artificial

Sintética: P1-070886

230

Val Leu Thr GIn Ser

5

P1-068761_E32Y_H100G VH

Gly

Ala

Ala

40

Glu

Arg

Thr

Gly

Thr
120

Gly

Ser

25

Pro

Glu

Asp

Glu

Gly

105

val

Gly Leu Val GIn

10

Gly

Gly

Ile

Asn

Asp

90

Trp

Ser

Phe

Lys

Gly

Ala

75

Thr

Ile

Ser

Thr

Gly

Tyr

60

Lys

Ala

Asp

Leu

Leu

45

Ala

Asn

Leu

Ala

P1-068761_E32Y_H100G VL

Pro

Glu

30

Glu

Asp

Ser

Glu
110

Gly

Asp

Trp

Ser

Leu

Tyr
95

Lys

Tyr

Val

Val

Tyr

80

Cys

Val

Pro Gly Thr Leu Ser Leu Ser Pro Gly

10

15



Glu Arg

Tyr Leu

50

Gly Ser

Pro Glu

Phe Thr

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu Vval
1

Ser Leu

Ala Met

Ser Gly
50

Lys Gly
65

Ala Thr Leu Ser Cys
20

Ala Trp Tyr GIn GIn
35

Gly Ala Ser Ser Arg

Gly Ser Gly Thr Asp
70

Asp Phe Ala val Tyr
85

Phe Gly Pro Gly Thr
100

231
452
PRT
Secuencia artificial

Sintética: P1-070886
231
GIn Leu Val Glu Ser

5

Arg Leu Ser Cys Ala
20

His Trp Val Arg GIn
35

Ile Asn Trp Asn Ser
55

Arg Phe Thr l1le Ser
70

Arg Ala Ser GIn Ser Val Ser
25 30

Lys Pro Gly GIn Ala Pro Arg
40 45

Ala Thr Gly lle Pro Asp Arg
60

Phe Thr Leu Thr lle Ser Arg
75

Tyr Cys GIn GIn Tyr Gly Ser
90

Lys Val Asp lle Lys
105

P1-068761_E32Y_H100G 19gG1.3

Gly Gly Gly Leu Vval GIn Pro
10

Ala Ser Gly Phe Thr Leu Glu
25 30

Ala Pro Gly Lys Gly Leu Glu
40 45

Glu Glu I1le Gly Tyr Ala Asp
60

Arg Asp Asn Ala Lys Asn Ser
75

Ser

Leu

Phe

Leu

Ser
95

HC

Gly

15

Asp

Trp

Ser

Leu

Ser

Leu

Ser

Glu

80

Pro

Lys

Tyr

val

Val

Tyr
80



Leu

Ala

Trp

Pro

Thr

145

Thr

Pro

Thr

Asn

Ser

225

Glu

Leu

Ser

Glu

GIn

Lys

Gly

Ser

130

Ala

Val

Ala

Val

His

210

Gly

Met

His

Val
290

Met

Val

GIn

115

Val

Ala

Ser

Val

Pro

195

Lys

Asp

Ala

Glu
275

Asn

Pro

100

Gly

Phe

Leu

Trp

Leu

180

Ser

Pro

Lys

Pro

Ser

260

Asp

Asn

Ser

85

Gly

Thr

Pro

Gly

Asn

165

GIn

Ser

Ser

Thr

Ser

245

Arg

Pro

Ala

Leu

Tyr

Met

Leu

Cys

150

Ser

Ser

Ser

Asn

His

230

Val

Thr

Glu

Lys

Arg

Ser

Val

Ala

135

Leu

Gly

Ser

Leu

Thr

215

Thr

Phe

Pro

Val

Thr
295

Thr

Gly

Thr

120

Pro

Val

Ala

Gly

Gly

200

Lys

Cys

Leu

Glu

Lys

280

Lys

Glu

Gly

105

val

Ser

Lys

Leu

Leu

185

Thr

Val

Pro

Phe

val

265

Phe

Pro

Asp

90

Trp

Ser

Ser

Asp

Thr

170

Tyr

GIn

Asp

Pro

Pro

250

Thr

Asn

Arg

Thr

Ser

Lys

Tyr

155

Ser

Ser

Thr

Lys

Cys

235

Pro

Cys

Trp

Glu

Ala

Asp

Ala

Ser

140

Phe

Gly

Leu

Tyr

Arg

220

Pro

Lys

val

Tyr

Glu
300

Leu

Ala

Ser

125

Thr

Pro

Val

Ser

Ile

205

Val

Ala

Pro

val

Val

285

GIn

Tyr

Glu

110

Thr

Ser

Glu

Ser

190

Cys

Glu

Pro

Lys

val

270

Asp

Tyr

Tyr

95

Asp

Lys

Gly

Pro

Thr

175

Val

Asn

Pro

Glu

Asp

255

Asp

Gly

Asn

Cys

Val

Gly

Gly

Val

160

Phe

Val

val

Lys

Ala

240

Thr

val

Val

Ser



Thr

305

Asn

Pro

GIn

val

Val

385

Pro

Thr

val

Leu

Tyr

Gly

Val

Ser

370

Glu

Pro

Val

Met

Ser
450

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Arg

Lys

Glu

Tyr
355

Leu

Trp

Val

Asp

His
435

Pro

232
215
PRT

Val

Glu

Lys

340

Thr

Thr

Glu

Leu

Lys

420

Glu

Gly

Val

Tyr

325

Thr

Leu

Cys

Ser

Asp

405

Ser

Ala

Ser
310

Lys

Pro

Leu

Asn

390

Ser

Arg

Leu

Val

Cys

Ser

Pro

Val

375

Gly

Asp

Trp

Secuencia artificial

Leu

Lys

Lys

Ser

360

Lys

GIn

Gly

GIn

Asn
440

Thr

Val

Ala

345

Arg

Gly

Pro

Ser

GIn

425

His

Val

Ser

330

Lys

Glu

Phe

Glu

Phe

410

Gly

Tyr

Leu

315

Asn

Gly

Glu

Tyr

Asn

395

Phe

Asn

Thr

Lys

GIn

Met

Pro

380

Asn

Leu

Val

GIn

GIn

Ala

Pro

Thr

365

Ser

Tyr

Tyr

Phe

Lys
445

Sintética: P1-070886 P1-068761 E32Y_H100G LC

232

Asp

Leu

Arg

350

Lys

Asp

Lys

Ser

Ser

430

Ser

Trp

Pro

335

Glu

Asn

Thr

Lys

415

Cys

Leu

Leu

320

Ala

Pro

GIn

Ala

Thr

400

Leu

Ser

Ser

Glu 1le Val Leu Thr GIn Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly

1

5

10

15



Glu

Tyr

Gly

Pro

Phe

Ala

Gly

Ala

145

GIn

Ser

Tyr

Ser

Arg

Leu

Tyr

50

Ser

Glu

Thr

Pro

Thr

130

Glu

Ser

Ala

Phe
210

Ala

Ala

35

Gly

Gly

Asp

Phe

Ser

115

Ala

Val

Ser

Thr

Cys

195

Asn

Thr

20

Trp

Ala

Ser

Phe

Gly

100

Val

Ser

GIn

Val

Leu

180

Glu

Arg

Leu

Tyr

Ser

Gly

Ala

85

Pro

Phe

Val

Trp

Thr

165

Thr

Val

Gly

Ser

GIn

Ser

Thr

70

Val

Gly

Ile

Val

Lys

150

Glu

Leu

Thr

Glu

Cys

GIn

Arg

Asp

Tyr

Thr

Phe

Cys

135

Val

GIn

Ser

Cys
215

Arg

Lys

40

Ala

Phe

Tyr

Lys

Pro

120

Leu

Asp

Asp

Lys

GIn
200

Ala

25

Pro

Thr

Thr

Cys

Val

105

Pro

Leu

Asn

Ser

Ala

185

Gly

Ser

Gly

Gly

Leu

GIn

90

Asp

Ser

Asn

Ala

Lys

170

Asp

Leu

GIn

GIn

Thr
75

GIn

Asp

Asn

Leu

155

Asp

Tyr

Ser

Ser

Ala

Pro

60

Ile

Tyr

Lys

Glu

Phe

140

GIn

Ser

Glu

Ser

Val

Pro

45

Asp

Ser

Gly

Arg

GIn

125

Tyr

Ser

Thr

Lys

Pro
205

Ser

30

Arg

Arg

Arg

Ser

Thr

110

Leu

Pro

Gly

Tyr

His

190

Val

Ser

Leu

Phe

Leu

Ser

95

val

Lys

Arg

Asn

Ser

175

Lys

Thr

Ser

Leu

Ser

Glu

80

Pro

Ala

Ser

Glu

Ser

160

Leu

val

Lys



<210>
<211>
<212>
<213>

<220>
<223>

<400>
Glu Vval
1

Ser Leu

Ala Met

Ser Gly
50

Lys Gly
65

Leu GIn

Ala Lys

Trp Gly

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu lle
1

233
123
PRT

Secuencia artificial

Sintética: P1-070888

233

GIn

Arg

His

35

Arg

Met

Val

GIn

115

234
108
PRT

Leu

Leu

20

Trp

Asn

Phe

Asn

Pro

100

Gly

Val

5

Ser

Val

Trp

Thr

Ser

85

Gly

Thr

Glu

Cys

Arg

Asn

Ile

70

Leu

Tyr

Met

Ser

Ala

GIn

Ser

55

Ser

Arg

Ser

Val

Secuencia artificial

Sintética: P1-070888

234

val

Leu Thr GIn Ser

5

P1-068761_E32Y_E100fF VH

Gly Gly

Ala Ser
25

Ala Pro
40

Glu Glu

Arg Asp

Thr Glu

105

Thr Val
120

P1-068761_E32Y_E100fF VL

Gly
10

Gly

Gly

Asn

Asp

90

Trp

Ser

Leu

Phe

Lys

Gly

Ala

75

Thr

Ser

val

Thr

Gly

Tyr

60

Lys

Ala

Asp

GIn

Leu

Leu

45

Ala

Asn

Leu

Ala

Pro

Glu

30

Glu

Asp

Ser

Phe
110

Gly

Asp

Trp

Ser

Leu

Tyr
95

Lys

Tyr

Val

Val

Tyr

80

Cys

Val

Pro Gly Thr Leu Ser Leu Ser Pro Gly

10

15



Glu Arg

Tyr Leu

50

Gly Ser

Pro Glu

Phe Thr

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu Vval
1

Ser Leu

Ala Met

Ser Gly
50

Lys Gly
65

Ala

Ala

35

Gly

Gly

Asp

Phe

235
452
PRT

Thr

20

Trp

Ala

Ser

Phe

Gly
100

Leu Ser

Tyr GIn

Ser Ser

Gly Thr
70

Ala Vval
85

Pro Gly

Cys

GIn

Arg

Asp

Tyr

Thr

Secuencia artificial

Sintética: P1-070888

235

GIn

Arg

His

35

Ile

Arg

Leu

Leu

20

Trp

Asn

Phe

vVal Glu

Ser Cys

Val Arg

Trp Asn

Thr 1le
70

Ser

Ala

GIn

Ser

55

Ser

Arg Ala
25

Lys Pro

40

Ala Thr

Phe Thr

Tyr Cys

Lys Val
105

Ser

Gly

Gly

Leu

GIn

90

Asp

GIn

GIn

Thr
75

GIn

Ser Val

Ser
30

Ala Pro Arg

45

Pro Asp Arg

60

Ile Ser Arg

Tyr Gly Ser

Lys

Ser

Leu

Phe

Leu

Ser
95

P1-068761_E32Y_E100fF 1gG1.3 HC

Gly Gly

Ala Ser
25

Ala Pro
40

Glu Glu

Arg Asp

Gly Leu Vval GIn Pro

10

Gly Phe Thr Leu Glu

30

Gly Lys Gly Leu Glu

45

Ile Gly Tyr Ala Asp

60

Asn Ala Lys Asn Ser

75

Gly

15

Asp

Trp

Ser

Leu

Ser

Leu

Ser

Glu

80

Pro

Lys

Tyr

val

Val

Tyr
80



Leu

Ala

Trp

Pro

Thr

145

Thr

Pro

Thr

Asn

Ser

225

Glu

Leu

Ser

GIn

Lys

Gly

Ser

130

Ala

Val

Ala

Val

His
210

Gly

Met

His

Met

Val

GIn

115

Val

Ala

Ser

Val

Pro

195

Lys

Asp

Ala

Glu
275

Asn

Pro

100

Gly

Phe

Leu

Trp

Leu

180

Ser

Pro

Lys

Pro

Ser

260

Asp

Ser

85

Gly

Thr

Pro

Gly

Asn

165

GIn

Ser

Ser

Thr

Ser

245

Arg

Pro

Leu

Tyr

Met

Leu

Cys

150

Ser

Ser

Ser

Asn

His

230

Val

Thr

Glu

Arg

Ser

Val

Ala

135

Leu

Gly

Ser

Leu

Thr

215

Thr

Phe

Pro

Val

Thr

Thr

120

Pro

Val

Ala

Gly

Gly

200

Lys

Cys

Leu

Glu

Lys
280

Glu

Gly

105

Val

Ser

Lys

Leu

Leu

185

Thr

Val

Pro

Phe

Val

265

Phe

Asp

Trp

Ser

Ser

Asp

Thr

170

Tyr

GIn

Asp

Pro

Pro

250

Thr

Asn

Thr

Ser

Lys

Tyr

155

Ser

Ser

Thr

Lys

Cys

235

Pro

Cys

Trp

Ala

Asp

Ala

Ser

140

Phe

Gly

Leu

Tyr

Arg

220

Pro

Lys

Val

Tyr

Leu

Ala

Ser

125

Thr

Pro

Val

Ser

Ile

205

Val

Ala

Pro

Val

Val
285

Tyr

Phe

110

Thr

Ser

Glu

Ser
190

Cys

Glu

Pro

Lys

Val

270

Asp

Tyr

95

Asp

Lys

Gly

Pro

Thr

175

val

Asn

Pro

Glu

Asp

255

Asp

Gly

Cys

Val

Gly

Gly

Val

160

Phe

val

Val

Lys

Ala

240

Thr

Val

Val



Glu

Thr

305

Asn

Pro

GIn

Val

Val

385

Pro

Thr

Val

Leu

val
290

Tyr

Gly

val

Ser

370

Glu

Pro

val

Met

Ser
450

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Arg

Lys

Glu

Tyr

355

Leu

Trp

Val

Asp

His

435

Pro

236
215
PRT

Asn

Val

Glu

Lys

340

Thr

Thr

Glu

Leu

Lys

420

Glu

Gly

Ala

Val

Tyr

325

Thr

Leu

Cys

Ser

Asp

405

Ser

Ala

Lys

Ser

310

Lys

Pro

Leu

Asn

390

Ser

Arg

Leu

Thr

295

Val

Cys

Ser

Pro

Val

375

Gly

Asp

Trp

Secuencia artificial

Sintética: P1-070888 P1-068761_E32Y_E100fF LC

236

Lys

Leu

Lys

Lys

Ser

360

Lys

GIn

Gly

GIn

Asn
440

Pro

Thr

val

Ala

345

Arg

Gly

Pro

Ser

GIn

425

His

Arg

Val

Ser

330

Lys

Glu

Phe

Glu

Phe

410

Gly

Tyr

Glu

Leu

315

Asn

Gly

Glu

Tyr

Asn

395

Phe

Asn

Thr

Glu

300

His

Lys

GIn

Met

Pro

380

Asn

Leu

Val

GIn

GIn

GIn

Ala

Pro

Thr

365

Ser

Tyr

Tyr

Phe

Lys
445

Tyr

Asp

Leu

Arg

350

Lys

Asp

Lys

Ser

Ser

430

Ser

Asn

Trp

Pro

335

Glu

Asn

Thr

Lys

415

Cys

Leu

Ser

Leu

320

Ala

Pro

GIn

Ala

Thr

400

Leu

Ser

Ser



Glu

Glu

Tyr

Gly

Pro

Phe

Ala

Gly

Ala

145

GIn

Ser

Tyr

Ser

Ile

Arg

Leu

Tyr

50

Ser

Glu

Thr

Pro

Thr

130

Lys

Glu

Ser

Ala

Phe
210

Val

Ala

Ala

35

Gly

Gly

Asp

Phe

Ser

115

Ala

Val

Ser

Thr

Cys

195

Asn

Leu

Thr

20

Trp

Ala

Ser

Phe

Gly

100

Val

Ser

GIn

Val

Leu

180

Glu

Arg

Thr

Leu

Tyr

Ser

Gly

Ala

85

Pro

Phe

Val

Trp

Thr

165

Thr

Val

Gly

GIn

Ser

GIn

Ser

Thr

70

Val

Gly

Ile

Val

Lys

150

Glu

Leu

Thr

Glu

Ser

Cys

GIn

Arg

Asp

Tyr

Thr

Phe

Cys

135

Val

GIn

Ser

Cys
215

Pro

Arg

Lys

40

Ala

Phe

Tyr

Lys

Pro

120

Leu

Asp

Asp

Lys

GIn
200

Gly

Ala

25

Pro

Thr

Thr

Cys

Val

105

Pro

Leu

Asn

Ser

Ala

185

Gly

Thr

10

Ser

Gly

Gly

Leu

GIn

90

Asp

Ser

Asn

Ala

Lys

170

Asp

Leu

Leu

GIn

GIn

Thr
75

GIn

Asp

Asn

Leu

155

Asp

Tyr

Ser

Ser

Ser

Ala

Pro

60

Ile

Tyr

Lys

Glu

Phe

140

GIn

Ser

Glu

Ser

Leu

Val

Pro

45

Asp

Ser

Gly

Arg

GIn

125

Tyr

Ser

Thr

Lys

Pro
205

Ser

Ser

30

Arg

Arg

Arg

Ser

Thr

110

Leu

Pro

Gly

Tyr

His

190

Val

Pro

15

Ser

Leu

Phe

Leu

Ser

95

Val

Lys

Arg

Asn

Ser

175

Lys

Thr

Gly

Ser

Leu

Ser

Glu

80

Pro

Ala

Ser

Glu

Ser

160

Leu

val

Lys



<210>
<211>
<212>
<213>

<220>
<223>

<400>
Glu Vval
1

Ser Leu

Ala Met

Ser Gly
50

Lys Gly
65

Leu GIn

Ala Lys

Trp Gly

<210>
<211>
<212>
<213>

<220>
<223>

<400>

237
123
PRT

Secuencia artificial

Sintética: P1-070890

237

GIn

Arg

His

35

Ile

Arg

Met

Val

GIn

115

238
108
PRT

Leu

Leu

20

Trp

Asn

Phe

Asn

Pro

100

Gly

Val

5

Ser

Val

Trp

Thr

Ser

85

Gly

Thr

Glu

Cys

Arg

Asn

Ile

70

Leu

Tyr

Met

Ser

Ala

GIn

Ser

55

Ser

Arg

Ser

Val

Secuencia artificial

Sintética: P1-070890

238

P1-068761_E30D_E55A

Gly Gly Gly Leu Val

Ala Ser
25

Ala Pro
40

Ala Glu

Arg Asp

Thr Glu

105

Thr Val
120

10

Gly

Gly

Ile

Asn

Asp

90

Trp

Ser

Phe

Lys

Gly

Ala

75

Thr

Ser

Thr

Gly

Tyr

60

Lys

Ala

Asp

GIn

Leu

Leu

45

Ala

Asn

Leu

Ala

P1-068761_E30D_ES55A VL

Pro

Asp

Glu

Asp

Ser

Glu
110

Gly

Asp

Trp

Ser

Leu

Tyr

95

Asp

Lys

Glu

Val

Val

Tyr

80

Cys

Val



Glu lle

Glu Arg

Tyr Leu

e Tyr
50

Gly Ser

Pro Glu

Phe Thr

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu Vval
1

Ser Leu Arg Leu Ser Cys Ala

Val

Ala

Ala

35

Gly

Gly

Asp

Phe

239
452
PRT

Leu

Thr

20

Trp

Ala

Ser

Phe

Gly
100

Thr

Leu

Tyr

Ser

Gly

Ala

85

Pro

GIn

Ser

GIn

Ser

Thr

70

Val

Gly

Ser

Cys

GIn

Arg

Asp

Tyr

Thr

Secuencia artificial

Sintética: P1-070890

239

GIn Leu Val

20

5

Glu

Ser

Ala Met His Trp Val Arg GIn

35

Ser Gly Ile Asn Trp Asn Ser

50

55

Pro Gly Thr Leu Ser
10

Arg Ala Ser GIn Ser
25

Lys Pro Gly GIn Ala
40

Ala Thr Gly lle Pro
60

Phe Thr Leu Thr Ile
75

Tyr Cys GIn GIn Tyr
90

Lys Val Asp lle Lys
105

Leu

Val

Pro

45

Asp

Ser

Gly

Ser

Ser

30

Arg

Arg

Arg

Ser

Pro

15

Ser

Leu

Phe

Leu

Ser
95

P1-068761_E30D_ES5A 19G1.3 HC

Gly Gly Gly Leu Val
10

Ala Ser Gly Phe Thr
25

GIn Pro Gly

15

Leu Asp Asp

30

Ala Pro Gly Lys Gly Leu Glu Trp

40

Ala Glu lle Gly Tyr
60

45

Ala Asp Ser

Gly

Ser

Leu

Ser

Glu

80

Pro

Lys

Glu

Val

Val



Lys

65

Leu

Ala

Trp

Pro

Thr

145

Thr

Pro

Thr

Asn

Ser

225

Glu

Leu

Ser

Gly

GIn

Lys

Gly

Ser

130

Ala

Val

Ala

val

His

210

Gly

Met

His

Arg

Met

Val

GIn

115

Val

Ala

Ser

Val

Pro

195

Lys

Asp

Ala

Glu
275

Phe

Asn

Pro

100

Gly

Phe

Leu

Trp

Leu

180

Ser

Pro

Lys

Pro

Ser

260

Asp

Thr

Ser

85

Gly

Thr

Pro

Gly

Asn

165

GIn

Ser

Ser

Thr

Ser

245

Arg

Pro

Ile

70

Leu

Tyr

Met

Leu

Cys

150

Ser

Ser

Ser

Asn

His

230

Val

Thr

Glu

Ser

Arg

Ser

Val

Ala

135

Leu

Gly

Ser

Leu

Thr

215

Thr

Phe

Pro

Val

Arg

Thr

Thr

120

Pro

val

Ala

Gly

Gly

200

Lys

Cys

Leu

Glu

Lys
280

Asp

Glu

Gly

105

val

Ser

Lys

Leu

Leu

185

Thr

val

Pro

Phe

Val

265

Phe

Asn

Asp

Trp

Ser

Ser

Asp

Thr

170

Tyr

GIn

Asp

Pro

Pro

250

Thr

Asn

Ala
75

Thr

Ser

Lys

Tyr

155

Ser

Ser

Thr

Lys

Cys

235

Pro

Cys

Trp

Lys

Ala

Asp

Ala

Ser

140

Phe

Gly

Leu

Tyr

Arg

220

Pro

Lys

Val

Tyr

Asn

Leu

Ala

Ser

125

Thr

Pro

Val

Ser

Ile

205

Val

Ala

Pro

Val

Val
285

Ser

Tyr

Glu

110

Thr

Ser

Glu

Ser
190

Cys

Glu

Pro

Lys

Val

270

Asp

Leu

Tyr

95

Asp

Lys

Gly

Pro

Thr

175

val

Asn

Pro

Glu

Asp

255

Asp

Gly

Tyr

80

Cys

Val

Gly

Gly

Val

160

Phe

val

Val

Lys

Ala

240

Thr

Val

Val



Glu

Thr

305

Asn

Pro

GIn

Val

Val

385

Pro

Thr

Val

Leu

val
290

Tyr

Gly

val

Ser

370

Glu

Pro

val

Met

Ser
450

<210>
<211>
<212>
<213>

<220>
<223>

Arg

Lys

Glu

Tyr

355

Leu

Trp

Val

Asp

His

435

Pro

240
215
PRT

Asn

Val

Glu

Lys

340

Thr

Thr

Glu

Leu

Lys

420

Glu

Gly

Ala

Val

Tyr

325

Thr

Leu

Cys

Ser

Asp

405

Ser

Ala

Lys

Ser

310

Lys

Pro

Leu

Asn

390

Ser

Arg

Leu

Thr

295

Val

Cys

Ser

Pro

Val

375

Gly

Asp

Trp

Secuencia artificial

Lys

Leu

Lys

Lys

Ser

360

Lys

GIn

Gly

GIn

Asn
440

Pro

Thr

Val

Ala

345

Arg

Gly

Pro

Ser

GIn

425

His

Arg

Val

Ser

330

Lys

Glu

Phe

Glu

Phe

410

Gly

Tyr

Glu

Leu

315

Asn

Gly

Glu

Tyr

Asn

395

Phe

Asn

Thr

Glu

300

His

Lys

GIn

Met

Pro

380

Asn

Leu

Val

GIn

GIn

GIn

Ala

Pro

Thr

365

Ser

Tyr

Tyr

Phe

Lys
445

Sintética: P1-070890 P1-068761_E30D_E55A LC

Tyr

Asp

Leu

Arg

350

Lys

Asp

Lys

Ser

Ser

430

Ser

Asn

Trp

Pro

335

Glu

Asn

Thr

Lys

415

Cys

Leu

Ser

Leu

320

Ala

Pro

GIn

Ala

Thr

400

Leu

Ser

Ser



<400> 240
Glu lle Vval
1

Glu Arg Ala

Tyr Leu Ala
35

50

Gly Ser Gly
65

Pro Glu Asp

Phe Thr Phe

Ala Pro Ser
115

Gly Thr Ala
130

Ala Lys Val
145

GIn Glu Ser

Ser Ser Thr

Tyr Ala Cys
195

Leu

Thr

20

Trp

Ala

Ser

Phe

Gly

100

Val

Ser

GIn

Val

Leu

180

Glu

Thr

Leu

Tyr

Ser

Gly

Ala

85

Pro

Phe

Val

Trp

Thr

165

Thr

Val

GIn

Ser

GIn

Ser

Thr

70

Val

Gly

Ile

Val

Lys

150

Glu

Leu

Thr

Ser

Cys

GIn

Arg

Asp

Tyr

Thr

Phe

Cys

135

Val

GIn

Ser

Pro

Arg

Lys

40

Ala

Phe

Tyr

Lys

Pro

120

Leu

Asp

Asp

Lys

GIn
200

Gly

Ala

25

Pro

Thr

Thr

Cys

Val

105

Pro

Leu

Asn

Ser

Ala

185

Gly

Thr

10

Ser

Gly

Gly

Leu

GIn

90

Asp

Ser

Asn

Ala

Lys

170

Asp

Leu

Leu

GIn

GIn

Thr

75

GIn

Ile

Asp

Asn

Leu

155

Asp

Tyr

Ser

Ser

Ser

Ala

Pro

60

Ile

Tyr

Lys

Glu

Phe

140

GIn

Ser

Glu

Ser

Leu

Val

Pro

45

Asp

Ser

Gly

Arg

GIn

125

Tyr

Ser

Thr

Lys

Pro
205

Ser

Ser

30

Arg

Arg

Arg

Ser

Thr

110

Leu

Pro

Gly

Tyr

His

190

Val

Pro

15

Ser

Leu

Phe

Leu

Ser

95

val

Lys

Arg

Asn

Ser

175

Lys

Thr

Gly

Ser

Leu

Ser

Glu

80

Pro

Ala

Ser

Glu

Ser

160

Leu

Val

Lys



Ser Phe Asn Arg Gly Glu Cys

210

<210>
<211>
<212>
<213>

<220>
<223>

<400>
Glu Vval
1

Ser Leu

Ala Met

Ser Gly
50

Lys Gly
65

Leu GIn

Ala Lys

Trp Gly

<210>
<211>
<212>
<213>

<220>
<223>

241
123
PRT

215

Secuencia artificial

Sintética: P1-070892

241

GIn Leu

Arg Leu
20

His Trp
35

Ile Asn

Arg Phe

Met Asn

Val Pro
100

GIn Gly
115

242
108
PRT

Val

Ser

Val

Trp

Thr

Ser

85

Gly

Thr

Glu

Cys

Arg

Asn

Ile

70

Leu

Tyr

Met

Ser

Ala

GIn

Ser

55

Ser

Arg

Ser

Val

Secuencia artificial

Sintética: P1-070892

P1-068761_E30D_E56N

Gly Gly

Ala Ser
25

Ala Pro
40

Glu Asn

Arg Asp

Thr Glu

His Gly

105

Thr Val
120

Gly

10

Gly

Gly

Ile

Asn

Asp

90

Trp

Ser

Leu

Phe

Lys

Gly

Ala

75

Thr

Ser

Val

Thr

Gly

Tyr

60

Lys

Ala

Asp

VH

GIn

Leu

Leu

45

Ala

Asn

Leu

Ala

P1-068761_E30D_E56N VL

Pro

Asp

30

Glu

Asp

Ser

Glu
110

Gly

Asp

Trp

Ser

Leu

Tyr

95

Asp

Lys

Glu

Val

val

Tyr

80

Cys

Val



<400> 242
Glu lle Vval
1

Glu Arg Ala

Tyr Leu Ala
35

Ile Tyr Gly
50

Gly Ser Gly
65

Pro Glu Asp

Phe Thr Phe

<210> 243
<211> 452
<212> PRT
<213>

<220>
<223>

<400> 243

Leu

Thr

20

Trp

Ala

Ser

Phe

Gly
100

Thr

Leu

Tyr

Ser

Gly

Ala

85

Pro

Glu val GIn Leu Val

1

5

GIn

Ser

GIn

Ser

Thr

70

Val

Gly

Glu

Ser

Cys

GIn

Arg

Asp

Tyr

Thr

Secuencia artificial

Sintética: P1-070892

Ser

Ser Leu Arg Leu Ser Cys Ala

20

Ala Met His Trp Val Arg GIn

35

Ser Gly Ile Asn Trp Asn Ser

50

55

Pro Gly

Arg Ala
25

Lys Pro

40

Ala Thr

Phe Thr

Tyr Cys

Lys Val
105

Thr
10

Ser

Gly

Gly

Leu

GIn

90

Asp

Leu

GIn

GIn

Ile

Thr

75

GIn

Ile

Ser

Ser

Ala

Pro

60

Ile

Tyr

Lys

P1-068761_E30D_E56N

Gly Gly Gly Leu Val

10

Ala Ser Gly Phe Thr

25

Leu

Val

Pro

45

Asp

Ser

Gly

Ser

Ser

30

Arg

Arg

Arg

Ser

Pro

15

Ser

Leu

Phe

Leu

Ser
95

1gG1.3 HC

GIn Pro Gly

15

Leu Asp Asp

30

Ala Pro Gly Lys Gly Leu Glu Trp

40

Glu Asn I1le Gly Tyr

60

45

Ala Asp Ser

Gly

Ser

Leu

Ser

Glu

80

Pro

Lys

Glu

Val

Val



Lys

65

Leu

Ala

Trp

Pro

Thr

145

Thr

Pro

Thr

Asn

Ser

225

Glu

Leu

Gly

GIn

Lys

Gly

Ser

130

Ala

Val

Ala

val

His

210

Gly

Met

Arg

Met

Val

GIn

115

Val

Ala

Ser

Val

Pro

195

Lys

Asp

Ala

Phe

Asn

Pro

100

Gly

Phe

Leu

Trp

Leu

180

Ser

Pro

Lys

Pro

Ser
260

Thr

Ser

85

Gly

Thr

Pro

Gly

Asn

165

GIn

Ser

Ser

Thr

Ser

245

Arg

Ile

70

Leu

Tyr

Met

Leu

Cys

150

Ser

Ser

Ser

Asn

His

230

Val

Thr

Ser

Arg

Ser

Val

Ala

135

Leu

Gly

Ser

Leu

Thr

215

Thr

Phe

Pro

Arg

Thr

Thr

120

Pro

Val

Ala

Gly

Gly

200

Lys

Cys

Leu

Glu

Asp

Glu

Gly

105

Val

Ser

Lys

Leu

Leu

185

Thr

Val

Pro

Phe

Val
265

Asn

Asp

Trp

Ser

Ser

Asp

Thr

170

Tyr

GIn

Asp

Pro

Pro

250

Thr

Ala
75

Thr

Ser

Lys

Tyr

155

Ser

Ser

Thr

Lys

Cys

235

Pro

Cys

Lys

Ala

Asp

Ala

Ser

140

Phe

Gly

Leu

Tyr

Arg

220

Pro

Lys

Val

Asn

Leu

Ala

Ser

125

Thr

Pro

val

Ser

Ile

205

Val

Ala

Pro

Val

Ser

Tyr

Glu

110

Thr

Ser

Glu

Ser

190

Cys

Glu

Pro

Lys

Val
270

Leu

Tyr

95

Asp

Lys

Gly

Pro

Thr

175

Val

Asn

Pro

Glu

Asp

255

Asp

Tyr

80

Cys

val

Gly

Gly

Val

160

Phe

Val

Val

Lys

Ala

240

Thr

Val



Ser

Glu

Thr

305

Asn

Pro

GIn

Val

Val

385

Pro

Thr

Val

Leu

His

Val

290

Tyr

Gly

Val

Ser

370

Glu

Pro

Val

Met

Ser
450

<210>
<211>
<212>
<213>

<220>

Glu
275

Arg

Lys

Glu

Tyr

355

Leu

Trp

Val

Asp

His

435

Pro

244
215
PRT

Asp

Asn

Val

Glu

Lys

340

Thr

Thr

Glu

Leu

Lys

420

Glu

Gly

Pro

Ala

Val

Tyr

325

Thr

Leu

Cys

Ser

Asp

405

Ser

Ala

Glu

Lys

Ser

310

Lys

Ile

Pro

Leu

Asn

390

Ser

Arg

Leu

Val

Thr

295

Val

Cys

Ser

Pro

Val

375

Gly

Asp

Trp

Secuencia artificial

Lys

280

Lys

Leu

Lys

Lys

Ser

360

Lys

GIn

Gly

GIn

Asn
440

Phe

Pro

Thr

val

Ala

345

Arg

Gly

Pro

Ser

GIn

425

His

Asn

Arg

Val

Ser

330

Lys

Glu

Phe

Glu

Phe

410

Gly

Tyr

Trp

Glu

Leu

315

Asn

Gly

Glu

Tyr

Asn

395

Phe

Asn

Thr

Tyr

Glu

300

His

Lys

GIn

Met

Pro

380

Asn

Leu

Val

GIn

Val

285

GIn

GIn

Ala

Pro

Thr

365

Ser

Tyr

Tyr

Phe

Lys
445

Asp

Tyr

Asp

Leu

Arg

350

Lys

Asp

Lys

Ser

Ser

430

Ser

Gly

Asn

Trp

Pro

335

Glu

Asn

Thr

Lys

415

Cys

Leu

Val

Ser

Leu

320

Ala

Pro

GIn

Ala

Thr

400

Leu

Ser

Ser



<223>
<400> 244
Glu lle Vval
1

Glu Arg Ala

Tyr Leu Ala
35

50

Gly Ser Gly
65

Pro Glu Asp

Phe Thr Phe

Ala Pro Ser
115

Gly Thr Ala
130

Ala Lys Val
145

GIn Glu Ser

Ser Ser Thr

Tyr Ala Cys
195

Leu

Thr

20

Trp

Ala

Ser

Phe

Gly

100

Val

Ser

GIn

Val

Leu

180

Glu

Thr GIn
5

Leu Ser

Tyr GIn

Ser Ser

Gly Thr
70

Ala Val
85

Pro Gly

Phe Ile

val Val

Trp Lys

150

Thr Glu
165

Thr Leu

Val Thr

Sintética: P1-070892

Ser

Cys

GIn

Arg

Asp

Tyr

Thr

Phe

Cys

135

Val

GIn

Ser

P1-068761_E30D_ES56N

Pro Gly Thr Leu Ser

Arg

Lys

40

Ala

Phe

Tyr

Lys

Pro

120

Leu

Asp

Asp

Lys

GIn
200

Ala

25

Pro

Thr

Thr

Cys

val

105

Pro

Leu

Asn

Ser

Ala

185

Gly

10

Ser

Gly

Gly

Leu

GIn

90

Asp

Ser

Asn

Ala

Lys

170

Asp

Leu

GIn

GIn

Thr

75

GIn

Ile

Asp

Asn

Leu

155

Asp

Tyr

Ser

Ser

Ala

Pro

60

Ile

Tyr

Lys

Glu

Phe

140

GIn

Ser

Glu

Ser

LC

Leu

Val

Pro

45

Asp

Ser

Gly

Arg

GIn

125

Tyr

Ser

Thr

Lys

Pro
205

Ser

Ser

30

Arg

Arg

Arg

Ser

Thr

110

Leu

Pro

Gly

Tyr

His

190

Val

Pro

15

Ser

Leu

Phe

Leu

Ser

95

val

Lys

Arg

Asn

Ser

175

Lys

Thr

Gly

Ser

Leu

Ser

Glu

80

Pro

Ala

Ser

Glu

Ser

160

Leu

Val

Lys



Ser Phe Asn Arg Gly Glu Cys

210

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu Vval
1

Ser Leu

Ala Met

Ser Gly
50

Lys Gly
65

Leu GIn

Ala Lys

Trp Gly

<210>
<211>
<212>
<213>

<220>

245
123
PRT

215

Secuencia artificial

Sintética: P1-070894

245

GIn

Arg

His

35

Ile

Arg

Met

Val

GIn

115

246
108
PRT

Leu

Leu

20

Trp

Asn

Phe

Asn

Pro

100

Gly

Val

5

Ser

Val

Trp

Thr

Ser

85

Gly

Thr

Glu

Cys

Arg

Asn

Ile

70

Leu

Tyr

Met

Ser

Ala

GIn

Ser

55

Ser

Arg

Ser

Val

Secuencia artificial

P1-068761_E30D_H100G VH

Gly Gly Gly Leu Val GIn

Ala

Ala

40

Glu

Arg

Thr

Gly

Thr
120

Ser
25

Pro

Glu

Asp

Glu

Gly

105

val

10

Gly

Gly

Ile

Asn

Asp

90

Trp

Ser

Phe

Lys

Gly

Ala

75

Thr

Ile

Ser

Thr

Gly

Tyr

60

Ala

Asp

Leu

Leu

45

Ala

Asn

Leu

Ala

Pro

Asp

30

Glu

Asp

Ser

Tyr

Glu
110

Gly

Asp

Trp

Ser

Leu

Tyr

95

Asp

Lys

Glu

Val

val

Tyr

80

Cys

val



<223> Sintética: P1-070894

<400> 246
Glu lle Vval
1

Glu Arg Ala

Tyr Leu Ala
35

50

Gly Ser Gly
65

Pro Glu Asp

Phe Thr Phe

<210> 247
<211> 452
<212> PRT

Leu

Thr

20

Trp

Ala

Ser

Phe

Gly
100

Thr

5

Leu

Tyr

Ser

Gly

Ala

85

Pro

GIn

Ser

GIn

Ser

Thr

70

Val

Gly

Ser

Cys

GIn

Arg

Asp

Tyr

Thr

<213> Secuencia artificial

<220>

<223> Sintética: P1-070894

<400> 247

Glu val GIn Leu Val

1

5

Glu

Ser

Ser Leu Arg Leu Ser Cys Ala

20

Ala Met His Trp Val Arg GIn

35

P1-068761_E30D_H100G VL

Pro Gly Thr Leu Ser Leu
10

Arg Ala Ser GIn Ser Val
25

Lys Pro Gly GIn Ala Pro
40 45

Ala Thr Gly 1le Pro Asp
60

Phe Thr Leu Thr lle Ser
75

Tyr Cys GIn GIn Tyr Gly
90

Lys Val Asp lle Lys
105

Ser

Ser

30

Arg

Arg

Arg

Ser

P1-068761_E30D_H100G 1gG1.3

Gly Gly Gly Leu Vval GlIn
10

Ala Ser Gly Phe Thr Leu
25

Ala Pro Gly Lys Gly Leu
40 45

Pro

Asp
30

Glu

Pro Gly
15

Ser Ser

Leu Leu

Phe Ser

Leu Glu

80

Ser Pro
95

Gly Lys
15

Asp Glu

Trp Val



Ser

Lys

65

Leu

Ala

Trp

Pro

Thr

145

Thr

Pro

Thr

Asn

Ser

225

Glu

Leu

Gly

50

Gly

GIn

Lys

Gly

Ser

130

Ala

Val

Ala

Val

His

210

Cys

Gly

Met

Arg

Met

Val

GIn

115

Val

Ala

Ser

Val

Pro

195

Lys

Asp

Ala

Asn

Phe

Asn

Pro

100

Gly

Phe

Leu

Trp

Leu

180

Ser

Pro

Lys

Pro

Ser
260

Trp

Thr

Ser

85

Gly

Thr

Pro

Gly

Asn

165

GIn

Ser

Ser

Thr

Ser

245

Arg

Asn

Ile

70

Leu

Tyr

Met

Leu

Cys

150

Ser

Ser

Ser

Asn

His

230

Val

Thr

Ser

55

Ser

Arg

Ser

Val

Ala

135

Leu

Gly

Ser

Leu

Thr

215

Thr

Phe

Pro

Glu

Arg

Thr

Gly

Thr

120

Pro

Val

Ala

Gly

Gly

200

Lys

Cys

Leu

Glu

Glu

Asp

Glu

Gly

105

Val

Ser

Lys

Leu

Leu

185

Thr

Val

Pro

Phe

val
265

Asn

Asp

Trp

Ser

Ser

Asp

Thr

170

Tyr

GIn

Asp

Pro

Pro

250

Thr

Gly

Ala

75

Thr

Ser

Lys

Tyr

155

Ser

Ser

Thr

Lys

Cys

235

Pro

Cys

Tyr

60

Lys

Ala

Asp

Ala

Ser

140

Phe

Gly

Leu

Tyr

Arg

220

Pro

Lys

Val

Ala

Asn

Leu

Ala

Ser

125

Thr

Pro

val

Ser

Ile

205

Val

Ala

Pro

Val

Asp

Ser

Tyr

Glu

110

Thr

Ser

Glu

Ser

190

Cys

Glu

Pro

Lys

Val
270

Ser

Leu

Tyr

95

Asp

Lys

Gly

Pro

Thr

175

Val

Asn

Pro

Glu

Asp

255

Asp

Val

Tyr

80

Cys

val

Gly

Gly

Val

160

Phe

Val

Val

Lys

Ala

240

Thr

Val



Ser

Glu

Thr

305

Asn

Pro

GIn

Val

Val

385

Pro

Thr

Val

Leu

His

Val

290

Tyr

Gly

Val

Ser

370

Glu

Pro

Val

Met

Ser
450

<210>
<211>
<212>
<213>

Glu
275

Arg

Lys

Glu

Tyr

355

Leu

Trp

Val

Asp

His

435

Pro

248
215
PRT

Asp

Asn

Val

Glu

Lys

340

Thr

Thr

Glu

Leu

Lys

420

Glu

Gly

Pro

Ala

Val

Tyr

325

Thr

Leu

Cys

Ser

Asp

405

Ser

Ala

Glu

Lys

Ser

310

Lys

Ile

Pro

Leu

Asn

390

Ser

Arg

Leu

Val

Thr

295

Val

Cys

Ser

Pro

Val

375

Gly

Asp

Trp

Secuencia artificial

Lys

280

Lys

Leu

Lys

Lys

Ser

360

Lys

GIn

Gly

GIn

Asn
440

Phe

Pro

Thr

Val

Ala

345

Arg

Gly

Pro

Ser

GIn

425

His

Asn

Arg

Val

Ser

330

Lys

Glu

Phe

Glu

Phe

410

Gly

Tyr

Trp

Glu

Leu

315

Asn

Gly

Glu

Tyr

Asn

395

Phe

Asn

Thr

Tyr

Glu

300

His

Lys

GIn

Met

Pro

380

Asn

Leu

Val

GIn

Val

285

GIn

GIn

Ala

Pro

Thr

365

Ser

Tyr

Tyr

Phe

Lys
445

Asp

Tyr

Asp

Leu

Arg

350

Lys

Asp

Lys

Ser

Ser

430

Ser

Gly

Asn

Trp

Pro

335

Glu

Asn

Ie

Thr

Lys

415

Cys

Leu

Val

Ser

Leu

320

Ala

Pro

GIn

Ala

Thr

400

Leu

Ser

Ser



<220>
<223>

<400> 248
Glu lle Vval
1

Glu Arg Ala

Tyr Leu Ala
35

50

Gly Ser Gly
65

Pro Glu Asp

Phe Thr Phe

Ala Pro Ser
115

Gly Thr Ala
130

Ala Lys Val
145

GIn Glu Ser

Ser Ser Thr

Leu

Thr

20

Trp

Ala

Ser

Phe

Gly

100

Val

Ser

GIn

Val

Leu
180

Thr

Leu

Tyr

Ser

Gly

Ala

85

Pro

Phe

Val

Trp

Thr

165

Thr

GIn

Ser

GIn

Ser

Thr

70

Val

Gly

Ile

Val

Lys

150

Glu

Leu

Sintética: P1-070894

Ser

Cys

GIn

Arg

55

Asp

Tyr

Thr

Phe

Cys

135

Val

GIn

Ser

P1-068761_E30D_H100G LC

Pro

Arg

Lys

40

Ala

Phe

Tyr

Lys

Pro

120

Leu

Asp

Asp

Lys

Gly

Ala

25

Pro

Thr

Thr

Cys

Val

105

Pro

Leu

Asn

Ser

Ala
185

Thr

10

Ser

Gly

Gly

Leu

GIn

90

Asp

Ser

Asn

Ala

Lys

170

Asp

Leu

GIn

GIn

Thr

75

GIn

Ile

Asp

Asn

Leu

155

Asp

Tyr

Ser

Ser

Ala

Pro

60

Ile

Tyr

Lys

Glu

Phe

140

GIn

Ser

Glu

Leu

val

Pro

45

Asp

Ser

Gly

Arg

GIn

125

Tyr

Ser

Thr

Lys

Ser

Ser

30

Arg

Arg

Arg

Ser

Thr

110

Leu

Pro

Gly

Tyr

His
190

Pro

15

Ser

Leu

Phe

Leu

Ser

95

Val

Lys

Arg

Asn

Ser

175

Lys

Gly

Ser

Leu

Ser

Glu

80

Pro

Ala

Ser

Glu

Ser

160

Leu

Val



Tyr Ala Cys Glu Val Thr His GIn Gly Leu Ser Ser Pro Val Thr Lys

195

Ser Phe Asn Arg Gly Glu Cys

210

<210>
<211>
<212>
<213>

<220>
<223>

<400>
Glu Vval
1

Ser Leu

Ala Met

Ser Gly
50

Lys Gly
65

Leu GIn

Ala Lys

Trp Gly

<210>
<211>
<212>
<213>

249
123
PRT

215

Secuencia artificial

Sintética: P1-070896

249

GIn Leu

Arg Leu
20

His Trp
35

Ile Asn

Arg Phe

Met Asn

Val Pro
100

GIn Gly
115

250
108
PRT

Val

5

Ser

Val

Trp

Thr

Ser

85

Gly

Thr

Glu

Cys

Arg

Asn

Ile

70

Leu

Tyr

Met

Ser

Ala

GIn

Ser

55

Ser

Arg

Ser

Val

Secuencia artificial

200

P1-068761_E30D_E100fF VH

Gly Gly Gly
10

Ala Ser Gly
25

Ala Pro Gly
40

Glu Glu Ile

Arg Asp Asn

Thr Glu Asp
90

His Gly Trp
105

Thr Val Ser
120

Leu

Phe

Lys

Gly

Ala

75

Thr

Ile

Ser

Val

Thr

Gly

Tyr

60

Ala

Asp

205

GIn

Leu

Leu

45

Ala

Asn

Leu

Ala

Pro

Asp

30

Glu

Asp

Ser

Tyr

Phe
110

Gly

15

Asp

Trp

Ser

Leu

Tyr

95

Asp

Lys

Glu

val

Val

Tyr

80

Cys

val



<220>

<223>

<400> 250

Glu Ile Vval

1

Glu Arg Ala

Tyr Leu Ala
35

Ile Tyr Gly

50

Gly Ser Gly

65

Pro Glu Asp

Phe Thr Phe

<210> 251

<211> 452

<212> PRT

<213>

<220>

<223>

<400> 251

Leu

Thr

20

Trp

Ala

Ser

Phe

Gly
100

Thr

Leu

Tyr

Ser

Gly

Ala

85

Pro

Glu val GIn Leu Val

1

5

GIn

Ser

GIn

Ser

Thr

70

Val

Gly

Glu

Sintética: P1-070896

Ser

Cys

GIn

Arg

55

Asp

Tyr

Thr

Secuencia artificial

Sintética: P1-070896

Ser

Ser Leu Arg Leu Ser Cys Ala

20

Ala Met His Trp Val Arg GIn

35

P1-068761_E30D_E100fF VL

Pro Gly

Arg Ala
25

Lys Pro

40

Ala Thr

Phe Thr

Tyr Cys

Lys Val
105

Thr
10

Ser

Gly

Gly

Leu

GIn

90

Asp

Leu

GIn

GIn

Thr
75

GIn

Ile

Ser

Ser

Ala

Pro

60

Ile

Tyr

Lys

Leu

val

Pro

45

Asp

Ser

Gly

Ser

Ser

30

Arg

Arg

Arg

Ser

Pro

15

Ser

Leu

Phe

Leu

Ser
95

P1-068761_E30D_E100fF 1gG1.3 HC

Gly

Ser

Leu

Ser

Glu

80

Pro

Gly Gly Gly Leu Val GIn Pro Gly Lys

10

15

Ala Ser Gly Phe Thr Leu Asp Asp Glu

25

30

Ala Pro Gly Lys Gly Leu Glu Trp Val

40

45



Ser

Lys

65

Leu

Ala

Trp

Pro

Thr

145

Thr

Pro

Thr

Asn

Ser

225

Glu

Gly

Gly

GIn

Lys

Gly

Ser

130

Ala

Val

Ala

Val

His

210

Cys

Gly

Arg

Met

Val

GIn

115

Val

Ala

Ser

Val

Pro

195

Lys

Asp

Ala

Asn

Phe

Asn

Pro

100

Gly

Phe

Leu

Trp

Leu

180

Ser

Pro

Lys

Pro

Trp

Thr

Ser

85

Gly

Thr

Pro

Gly

Asn

165

GIn

Ser

Ser

Thr

Ser
245

Asn

Ile

70

Leu

Tyr

Met

Leu

Cys

150

Ser

Ser

Ser

Asn

His

230

Val

Ser

55

Ser

Arg

Ser

Val

Ala

135

Leu

Gly

Ser

Leu

Thr

215

Thr

Phe

Glu

Arg

Thr

Thr

120

Pro

Val

Ala

Gly

Gly

200

Lys

Cys

Leu

Glu

Asp

Glu

Gly

105

Val

Ser

Lys

Leu

Leu

185

Thr

Val

Pro

Phe

Asn

Asp

Trp

Ser

Ser

Asp

Thr

170

Tyr

GIn

Asp

Pro

Pro
250

Gly

Ala

75

Thr

Ser

Lys

Tyr

155

Ser

Ser

Thr

Lys

Cys

235

Pro

Tyr

60

Lys

Ala

Asp

Ala

Ser

140

Phe

Gly

Leu

Tyr

Arg

220

Pro

Lys

Ala

Asn

Leu

Ala

Ser

125

Thr

Pro

Val

Ser

Ile

205

val

Ala

Pro

Asp

Ser

Tyr

Phe

110

Thr

Ser

Glu

Ser

190

Cys

Glu

Pro

Lys

Ser

Leu

Tyr

95

Asp

Lys

Gly

Pro

Thr

175

Val

Asn

Pro

Glu

Asp
255

Val

Tyr

80

Cys

Val

Gly

Gly

val

160

Phe

Val

Val

Lys

Ala

240

Thr



Leu

Ser

Glu

Thr

305

Asn

Pro

GIn

Val

val

385

Pro

Thr

Val

Leu

Met

His

Val

290

Tyr

Gly

Val

Ser

370

Glu

Pro

Val

Met

Ser
450

<210>
<211>

Glu

275

Arg

Lys

Glu

Tyr

355

Leu

Trp

Val

Asp

His

435

Pro

252
215

Ser

260

Asp

Asn

Val

Glu

Lys

340

Thr

Thr

Glu

Leu

Lys

420

Glu

Gly

Arg

Pro

Ala

Val

Tyr

325

Thr

Leu

Cys

Ser

Asp

405

Ser

Ala

Thr

Glu

Lys

Ser

310

Lys

Ile

Pro

Leu

Asn

390

Ser

Arg

Leu

Pro

Val

Thr

295

Val

Cys

Ser

Pro

Val

375

Gly

Asp

Trp

Glu

Lys

280

Lys

Leu

Lys

Lys

Ser

360

Lys

GIn

Gly

GIn

Asn
440

Val

265

Phe

Pro

Thr

Val

Ala

345

Arg

Gly

Pro

Ser

GIn

425

His

Thr

Asn

Arg

val

Ser

330

Lys

Glu

Phe

Glu

Phe

410

Gly

Tyr

Cys

Trp

Glu

Leu

315

Asn

Gly

Glu

Tyr

Asn

395

Phe

Asn

Thr

Val

Tyr

Glu

300

His

Lys

GIn

Met

Pro

380

Asn

Leu

Val

GIn

Val

Val

285

GIn

GIn

Ala

Pro

Thr

365

Ser

Tyr

Tyr

Phe

Lys
445

Val

270

Asp

Tyr

Asp

Leu

Arg

350

Lys

Asp

Lys

Ser

Ser

430

Ser

Asp

Gly

Asn

Trp

Pro

335

Glu

Asn

Ile

Thr

Lys

415

Cys

Leu

Val

Val

Ser

Leu

320

Ala

Pro

GIn

Ala

Thr

400

Leu

Ser

Ser



<212> PRT
<213>

<220>
<223>

<400> 252
Glu lle Vval
1

Glu Arg Ala

Tyr Leu Ala
35

50

Gly Ser Gly
65

Pro Glu Asp

Phe Thr Phe

Ala Pro Ser
115

Gly Thr Ala
130

Ala Lys Vval
145

GIn Glu Ser

Ser Ser Thr

Leu

Thr

20

Trp

Ala

Ser

Phe

Gly

100

Val

Ser

GIn

Val

Leu
180

Thr

5

Leu

Tyr

Ser

Gly

Ala

85

Pro

Phe

Val

Trp

Thr

165

Thr

GIn

Ser

GIn

Ser

Thr

70

Val

Gly

Ile

Val

Lys

150

Glu

Leu

Secuencia artificial

Sintética: P1-070896

Ser

Cys

GIn

Arg

55

Asp

Tyr

Thr

Phe

Cys

135

Val

GIn

Ser

P1-068761_E30D_E100FF LC

Pro Gly

Arg Ala
25

Lys Pro
40

Ala Thr

Phe Thr

Tyr Cys

Lys Val

105

Pro Pro

120

Leu Leu

Asp Asn

Asp Ser

Lys Ala
185

Thr Leu Ser Leu

10

Ser

Gly

Gly

Leu

GIn

90

Asp

Ser

Asn

Ala

Lys

170

Asp

GIn

GIn

Thr

75

GIn

Ile

Asp

Asn

Leu

155

Asp

Tyr

Ser

Ala

Pro

60

Ile

Tyr

Lys

Glu

Phe

140

GIn

Ser

Glu

val

Pro

45

Asp

Ser

Gly

Arg

GIn

125

Tyr

Ser

Thr

Lys

Ser

Ser

30

Arg

Arg

Arg

Ser

Thr

110

Leu

Pro

Gly

Tyr

His
190

Pro

15

Ser

Leu

Phe

Leu

Ser

95

Val

Lys

Arg

Asn

Ser

175

Lys

Gly

Ser

Leu

Ser

Glu

80

Pro

Ala

Ser

Glu

Ser

160

Leu

Val



Tyr Ala Cys Glu Val Thr His GIn Gly Leu Ser Ser Pro Val Thr Lys

195

Ser Phe Asn Arg Gly Glu Cys

210

<210>
<211>
<212>
<213>

<220>
<223>

<400>
Glu Vval
1

Ser Leu

Ala Met

Ser Gly
50

Lys Gly

65

Leu GIn

Ala Lys

Trp Gly

<210>
<211>

253
123
PRT

215

Secuencia artificial

Sintética: P1-070898

253

GIn

Arg

His

35

Ile

Arg

Met

Val

GIn

115

254
108

Leu

Leu

20

Trp

Asn

Phe

Asn

Pro

100

Gly

Val

5

Ser

Val

Trp

Thr

Ser

85

Gly

Thr

Glu

Cys

Arg

Asn

Ile

70

Leu

Tyr

Met

Ser

Ala

GIn

Ser

55

Ser

Arg

Ser

Val

200

P1-068761_ES55A_ E100fF VH

Gly Gly

Ala Ser
25

Ala Pro
40

Ala Glu

Arg Asp

Thr Glu

His Gly

105

Thr Val
120

Gly

10

Gly

Gly

Ile

Asn

Asp

90

Trp

Ser

Leu

Phe

Lys

Gly

Ala

75

Thr

Ile

Ser

Val

Thr

Gly

Tyr

60

Lys

Ala

Asp

205

GIn

Leu

Leu

45

Ala

Asn

Leu

Ala

Pro

Glu

30

Glu

Asp

Ser

Tyr

Phe
110

Gly

15

Asp

Trp

Ser

Leu

Tyr

95

Asp

Lys

Glu

val

Val

Tyr

80

Cys

val



<212> PRT

<213> Secuencia artificial

<220>

<223> Sintética: P1-070898

<400> 254
Glu lle Vval
1

Glu Arg Ala

Tyr Leu Ala
35

50

Gly Ser Gly
65

Pro Glu Asp

Phe Thr Phe

<210> 255
<211> 452
<212> PRT

Leu

Thr

20

Trp

Ala

Ser

Phe

Gly
100

Thr

5

Leu

Tyr

Ser

Gly

Ala

85

Pro

GIn

Ser

GIn

Ser

Thr

70

Val

Gly

Ser

Cys

GIn

Arg

55

Asp

Thr

<213> Secuencia artificial

<220>

P1-068761_E55A E100fF VL

Pro Gly

Arg Ala
25

Lys Pro

40

Ala Thr

Phe Thr

Tyr Cys

Lys Val
105

Thr Leu Ser Leu
10

Ser GIn Ser Vval

Gly GIn Ala Pro
45

Gly 1le Pro Asp
60

Leu Thr l1le Ser
75

GIn GIn Tyr Gly
90

Asp lle Lys

Ser

Ser

30

Arg

Arg

Arg

Ser

Pro

15

Ser

Leu

Phe

Leu

Ser
95

<223> Sintética: P1-070898 P1-068761 E55A E100FF 1gGl.3 HC

<400> 255

Gly

Ser

Leu

Ser

Glu

80

Pro

Glu vVal GIn Leu VvVal Glu Ser Gly Gly Gly Leu Val GIn Pro Gly Lys

1

5

10

15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Leu Glu Asp Glu

20

25

30



Ala

Ser

Lys

65

Leu

Ala

Trp

Pro

Thr

145

Thr

Pro

Thr

Asn

Ser

225

Glu

Met

Gly

Gly

GIn

Lys

Gly

Ser

130

Ala

val

Ala

Val

His

210

Cys

Gly

His

35

Arg

Met

Val

GIn

115

Val

Ala

Ser

Val

Pro

195

Lys

Asp

Ala

Trp

Asn

Phe

Asn

Pro

100

Gly

Phe

Leu

Trp

Leu

180

Ser

Pro

Lys

Pro

Val

Trp

Thr

Ser

85

Gly

Thr

Pro

Gly

Asn

165

GIn

Ser

Ser

Thr

Ser
245

Arg

Asn

Ile

70

Leu

Tyr

Met

Leu

Cys

150

Ser

Ser

Ser

Asn

His

230

Val

GIn

Ser

55

Ser

Arg

Ser

Val

Ala

135

Leu

Gly

Ser

Leu

Thr

215

Thr

Phe

Ala

40

Ala

Arg

Thr

Thr

120

Pro

val

Ala

Gly

Gly

200

Lys

Cys

Leu

Pro

Glu

Asp

Glu

Gly

105

val

Ser

Lys

Leu

Leu

185

Thr

val

Pro

Phe

Gly

Asn

Asp

Trp

Ser

Ser

Asp

Thr

170

Tyr

GIn

Asp

Pro

Pro
250

Lys

Gly

Ala

75

Thr

Ser

Lys

Tyr

155

Ser

Ser

Thr

Lys

Cys

235

Pro

Gly

Tyr

60

Lys

Ala

Asp

Ala

Ser

140

Phe

Gly

Leu

Tyr

Arg

220

Pro

Lys

Leu

45

Ala

Asn

Leu

Ala

Ser

125

Thr

Pro

Val

Ser

Ile

205

val

Ala

Pro

Glu

Asp

Ser

Tyr

Phe

110

Thr

Ser

Glu

Ser

190

Cys

Glu

Pro

Lys

Trp

Ser

Leu

Tyr

95

Asp

Lys

Gly

Pro

Thr

175

Val

Asn

Pro

Glu

Asp
255

Val

Val

Tyr

80

Cys

Val

Gly

Gly

val

160

Phe

Val

val

Lys

Ala

240

Thr



Leu

Ser

Glu

Thr

305

Asn

Pro

GIn

Val

val

385

Pro

Thr

Val

Leu

Met

His

Val

290

Tyr

Gly

Val

Ser

370

Glu

Pro

Val

Met

Ser
450

Glu

275

Arg

Lys

Glu

Tyr

355

Leu

Trp

Val

Asp

His

435

Pro

Ser

260

Asp

Asn

Val

Glu

Lys

340

Thr

Thr

Glu

Leu

Lys

420

Glu

Gly

Arg

Pro

Ala

Val

Tyr

325

Thr

Leu

Cys

Ser

Asp

405

Ser

Ala

Thr

Glu

Lys

Ser

310

Lys

Ile

Pro

Leu

Asn

390

Ser

Arg

Leu

Pro

Val

Thr

295

Val

Cys

Ser

Pro

Val

375

Gly

Asp

Trp

Glu

Lys

280

Lys

Leu

Lys

Lys

Ser

360

Lys

GIn

Gly

GIn

Asn
440

Val

265

Phe

Pro

Thr

Val

Ala

345

Arg

Gly

Pro

Ser

GIn

425

His

Thr

Asn

Arg

Val

Ser

330

Lys

Glu

Phe

Glu

Phe

410

Gly

Tyr

Cys

Trp

Glu

Leu

315

Asn

Gly

Glu

Tyr

Asn

395

Phe

Asn

Thr

Val

Tyr

Glu

300

His

Lys

GIn

Met

Pro

380

Asn

Leu

val

GIn

Val

Val

285

GIn

GIn

Ala

Pro

Thr

365

Ser

Tyr

Tyr

Phe

Lys
445

Val

270

Asp

Tyr

Asp

Leu

Arg

350

Lys

Asp

Lys

Ser

Ser

430

Ser

Asp

Gly

Asn

Trp

Pro

335

Glu

Asn

Ile

Thr

Lys

415

Cys

Leu

Val

Val

Ser

Leu

320

Ala

Pro

GIn

Ala

Thr

400

Leu

Ser

Ser



<210>
<211>
<212>
<213>

<220>
<223>

<400>

256
215
PRT

Secuencia artificial

Sintética: P1-070898

256

Glu lle Vval

1

Glu

Tyr

Gly

65

Pro

Phe

Ala

Gly

Ala

145

GIn

Arg

Leu

Tyr

50

Ser

Glu

Thr

Pro

Thr

130

Lys

Glu

Ala

Ala

35

Gly

Asp

Phe

Ser

115

Ala

Val

Ser

Leu

Thr

20

Trp

Ala

Ser

Phe

Gly

100

Val

Ser

GIn

Val

Thr

5

Leu

Tyr

Ser

Gly

Ala

85

Pro

Phe

Val

Trp

Thr
165

GIn

Ser

GIn

Ser

Thr

70

Val

Gly

Val

Lys
150

Glu

Ser

Cys

GIn

Arg

55

Asp

Tyr

Thr

Phe

Cys

135

Val

GIn

P1-068761_E55A_E100fFF LC

Pro Gly

Arg Ala
25

Lys Pro
40

Ala Thr

Phe Thr

Tyr Cys

Lys Val

105

Pro Pro

120

Leu Leu

Asp Asn

Asp Ser

Thr

10

Ser

Gly

Gly

Leu

GIn

90

Asp

Ser

Asn

Ala

Lys
170

Leu Ser

GIn Ser

GIn Ala

Ile Pro
60

Thr 1le
75

GIn Tyr

Asp Glu

Asn Phe
140

Leu GIn
155

Asp Ser

Leu

Val

Pro

45

Asp

Ser

Gly

Arg

GIn

125

Tyr

Ser

Thr

Ser

Ser

30

Arg

Arg

Arg

Ser

Thr

110

Leu

Pro

Gly

Tyr

Pro

15

Ser

Leu

Phe

Leu

Ser

95

Val

Lys

Arg

Asn

Ser
175

Gly

Ser

Leu

Ser

Glu

80

Pro

Ala

Ser

Glu

Ser

160

Leu



Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val

180

185

190

Tyr Ala Cys Glu Val Thr His GIn Gly Leu Ser Ser Pro Val Thr Lys

195

Ser Phe Asn Arg Gly Glu Cys

210

<210>
<211>
<212>
<213>

<220>
<223>

<400>
Glu Vval
1

Ser Leu

Ala Met

Ser Gly

50

Lys Gly

65

Leu GIn

Ala Lys

Trp Gly

257
123
PRT

215

Secuencia artificial

Sintética: P1-070900

257

GIn

Arg

His

35

Ile

Arg

Met

Val

GIn
115

Leu

Leu

20

Trp

Asn

Phe

Asn

Pro

100

Gly

Val

5

Ser

Val

Trp

Thr

Ser

85

Gly

Thr

Glu

Cys

Arg

Asn

Ile

70

Leu

Tyr

Met

Ser

Ala

GIn

Ser

55

Ser

Arg

Ser

Val

200

205

P1-068761_ES56N_H100G VH

Gly

Ala

Ala

40

Glu

Arg

Thr

Gly

Thr
120

Gly

Ser

25

Pro

Asn

Asp

Glu

Gly

105

Val

Gly
10

Gly

Gly

Asn

Asp

90

Trp

Ser

Leu

Phe

Lys

Gly

Ala

75

Thr

Ile

Ser

Val

Thr

Gly

Tyr

60

Lys

Ala

Asp

GIn

Leu

Leu

45

Ala

Asn

Leu

Ala

Pro

Glu

30

Glu

Asp

Ser

Tyr

Glu
110

Gly

15

Asp

Trp

Ser

Leu

Tyr

95

Asp

Lys

Glu

Val

Val

Tyr

80

Cys

Val



<210> 258
<211> 108
<212> PRT

<213> Secuencia artificial

<220>

<223> Sintética: P1-070900

<400> 258
Glu lle Vval
1

Glu Arg Ala

Tyr Leu Ala
35

50

Gly Ser Gly
65

Pro Glu Asp

Phe Thr Phe

<210> 259
<211> 452
<212> PRT

Leu

Thr

20

Trp

Ala

Ser

Phe

Gly
100

Thr

5

Leu

Tyr

Ser

Gly

Ala

85

Pro

GIn

Ser

GIn

Ser

Thr

70

Val

Gly

Ser

Cys

GIn

Arg

55

Asp

Thr

<213> Secuencia artificial

<220>

P1-068761_E56N_H100G VL

Pro Gly

Arg Ala
25

Lys Pro

40

Ala Thr

Phe Thr

Tyr Cys

Lys Val
105

Thr
10

Ser

Gly

Gly

Leu

GIn

90

Asp

Leu Ser Leu

GIn Ser Vval

GIn Ala Pro
45

Ile Pro Asp
60

Thr 1le Ser
75

GIn Tyr Gly

Ser

Ser

30

Arg

Arg

Arg

Ser

<223> Sintética: P1-070900 P1-068761_E56N_H100G 19G1.3

<400> 259

Glu Val GIn Leu Val Glu Ser Gly Gly Gly Leu Val GIn Pro

1

5

10

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Leu Glu

20

25

30

Pro

15

Ser

Leu

Phe

Leu

Ser
95

HC

Gly
15

Asp

Gly

Ser

Leu

Ser

Glu

80

Pro

Lys

Glu



Ala

Ser

Lys

65

Leu

Ala

Trp

Pro

Thr

145

Thr

Pro

Thr

Asn

Ser
225

Met

Gly

Gly

GIn

Lys

Gly

Ser

130

Ala

val

Ala

Val

His

210

Cys

His

35

Arg

Met

Val

GIn

115

Val

Ala

Ser

Val

Pro

195

Lys

Asp

Trp

Asn

Phe

Asn

Pro

100

Gly

Phe

Leu

Trp

Leu

180

Ser

Pro

Lys

Val

Trp

Thr

Ser

85

Gly

Thr

Pro

Gly

Asn

165

GIn

Ser

Ser

Thr

Arg

Asn

Ile

70

Leu

Tyr

Met

Leu

Cys

150

Ser

Ser

Ser

Asn

His
230

GIn

Ser

55

Ser

Arg

Ser

Val

Ala

135

Leu

Gly

Ser

Leu

Thr

215

Thr

Ala

40

Glu

Arg

Thr

Gly

Thr

120

Pro

Val

Ala

Gly

Gly

200

Lys

Cys

Pro

Asn

Asp

Glu

Gly

105

Val

Ser

Lys

Leu

Leu

185

Thr

Val

Pro

Gly

Asn

Asp

Trp

Ser

Ser

Asp

Thr

170

Tyr

GIn

Asp

Pro

Lys

Gly

Ala

75

Thr

Ser

Lys

Tyr

155

Ser

Ser

Thr

Lys

Cys
235

Gly

Tyr

60

Lys

Ala

Asp

Ala

Ser

140

Phe

Gly

Leu

Tyr

Arg

220

Pro

Leu

45

Ala

Asn

Leu

Ala

Ser

125

Thr

Pro

Val

Ser

Ile

205

Val

Ala

Glu

Asp

Ser

Tyr

Glu

110

Thr

Ser

Glu

His

Ser

190

Glu

Pro

Trp

Ser

Leu

Tyr

95

Asp

Lys

Gly

Pro

Thr

175

val

Asn

Pro

Glu

Val

Val

Tyr

80

Cys

Val

Gly

Gly

Val

160

Phe

Val

val

Lys

Ala
240



Glu

Leu

Ser

Glu

Thr

305

Asn

Pro

GIn

val

Val

385

Pro

Thr

val

Leu

Gly

Met

His

Val

290

Tyr

Gly

Ile

Val

Ser

370

Glu

Pro

Val

Met

Ser
450

Ala

Ile

Glu

275

Arg

Lys

Glu

Tyr

355

Leu

Trp

Val

Asp

His

435

Pro

Pro

Ser

260

Asp

Asn

Val

Glu

Lys

340

Thr

Thr

Glu

Leu

Lys

420

Glu

Gly

Ser

245

Arg

Pro

Ala

Val

Tyr

325

Thr

Leu

Cys

Ser

Asp

405

Ser

Ala

Val

Thr

Glu

Lys

Ser

310

Lys

Ile

Pro

Leu

Asn

390

Ser

Arg

Leu

Phe

Pro

Val

Thr

295

Val

Cys

Ser

Pro

Val

375

Gly

Asp

Trp

Leu

Glu

Lys

280

Lys

Leu

Lys

Lys

Ser

360

Lys

GIn

Gly

GIn

Asn
440

Phe

val

265

Phe

Pro

Thr

val

Ala

345

Arg

Gly

Pro

Ser

GIn

425

His

Pro

250

Thr

Asn

Arg

Val

Ser

330

Lys

Glu

Phe

Glu

Phe

410

Gly

Tyr

Pro

Cys

Trp

Glu

Leu

315

Asn

Gly

Glu

Tyr

Asn

395

Phe

Asn

Thr

Lys

Val

Tyr

Glu

300

His

Lys

GIn

Met

Pro

380

Asn

Leu

val

GIn

Pro

Val

Val

285

GIn

GIn

Ala

Pro

Thr

365

Ser

Tyr

Tyr

Phe

Lys
445

Lys

Val

270

Asp

Tyr

Asp

Leu

Arg

350

Lys

Asp

Lys

Ser

Ser

430

Ser

Asp

255

Asp

Gly

Asn

Trp

Pro

335

Glu

Asn

Ile

Thr

Lys

415

Cys

Leu

Thr

Val

Val

Ser

Leu

320

Pro

GIn

Ala

Thr

400

Leu

Ser

Ser



<210>
<211>
<212>
<213>

<220>
<223>

<400>
Glu Ile
1

Glu Arg

Tyr Leu

50

Gly Ser
65

Pro Glu

Phe Thr

Ala Pro

Gly Thr
130

Ala Lys
145

GIn Glu

260
215
PRT

Secuencia artificial

Sintética: P1-070900

260

Val

Ala

Ala

35

Gly

Asp

Phe

Ser

115

Ala

Val

Ser

Leu

Thr

20

Trp

Ala

Ser

Phe

Gly

100

Val

Ser

GIn

Val

Thr

5

Leu

Tyr

Ser

Gly

Ala

85

Pro

Phe

Val

Trp

Thr
165

GIn

Ser

GIn

Ser

Thr

70

Val

Gly

Val

Lys
150

Glu

Ser

Cys

GIn

Arg

55

Asp

Tyr

Thr

Phe

Cys

135

Val

GIn

P1-068761_E56N_H100G LC

Pro

Arg

Lys

40

Ala

Phe

Tyr

Lys

Pro

120

Leu

Asp

Asp

Gly

Ala

25

Pro

Thr

Thr

Cys

val

105

Pro

Leu

Asn

Ser

Thr Leu Ser

10

Ser

Gly

Gly

Leu

GIn

90

Asp

Ser

Asn

Ala

Lys
170

GIn

GIn

Thr
75

GIn

Asp

Asn

Leu

155

Asp

Ser

Ala

Pro

60

Ile

Lys

Glu

Phe

140

GIn

Ser

Leu

Val

Pro

45

Asp

Ser

Gly

Arg

GIn

125

Tyr

Ser

Thr

Ser

Ser

30

Arg

Arg

Arg

Ser

Thr

110

Leu

Pro

Gly

Tyr

Pro

15

Ser

Leu

Phe

Leu

Ser

95

Val

Lys

Arg

Asn

Ser
175

Gly

Ser

Leu

Ser

Glu

80

Pro

Ala

Ser

Glu

Ser

160

Leu



Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val

180

185

190

Tyr Ala Cys Glu Val Thr His GIn Gly Leu Ser Ser Pro Val Thr Lys

195

Ser Phe Asn Arg Gly Glu Cys

210

<210>
<211>
<212>
<213>

<220>
<223>

<400>
Glu Vval
1

Ser Leu

Ala Met

Ser Gly

50

Lys Gly

65

Leu GIn

Ala Lys

Trp Gly

261
123
PRT

215

Secuencia artificial

Sintética: P1-070902

261

GIn

Arg

His

35

Ile

Arg

Met

Val

GIn
115

Leu

Leu

20

Trp

Asn

Phe

Asn

Pro

100

Gly

Val

5

Ser

Val

Trp

Thr

Ser

85

Gly

Thr

Glu

Cys

Arg

Asn

Ile

70

Leu

Tyr

Met

Ser

Ala

GIn

Ser

55

Ser

Arg

Ser

Val

200

P1-068761_E56N_E100FF VH

Gly Gly

Ala Ser
25

Ala Pro
40

Glu Asn

Arg Asp

Thr Glu

His Gly

105

Thr Val
120

Gly

10

Gly

Gly

Ile

Asn

Asp

90

Trp

Ser

Leu

Phe

Lys

Gly

Ala

75

Thr

Ile

Ser

Val

Thr

Gly

Tyr

60

Lys

Ala

Asp

205

GIn

Leu

Leu

45

Ala

Asn

Leu

Ala

Pro

Glu

30

Glu

Asp

Ser

Tyr

Phe
110

Gly

15

Asp

Trp

Ser

Leu

Tyr

95

Asp

Lys

Val

Val

Tyr

80

Cys

Val



<210> 262

<213> Secuencia artificial

<223> Sintética: P1-070902

<211> 108

<212> PRT

<220>

<400> 262

Glu Ile Val

1

Glu Arg Ala

Tyr Leu Ala

35

Ile Tyr Gly
50

Gly Ser Gly

65

Pro Glu Asp

Phe Thr Phe

<210> 263

<211> 452

<212> PRT

Leu

Thr

20

Trp

Ala

Ser

Phe

Gly
100

Thr

5

Leu

Tyr

Ser

Gly

Ala

85

Pro

GIn

Ser

GIn

Ser

Thr

70

Val

Gly

Ser

Cys

GIn

Arg

55

Asp

Thr

<213> Secuencia artificial

<220>

P1-068761_E56N_E100FF VL

Pro Gly

Arg Ala
25

Lys Pro

40

Ala Thr

Phe Thr

Tyr Cys

Lys Val
105

Thr Leu Ser
10

Ser GIn Ser

Gly GIn Ala

Gly l1le Pro
60

Leu Thr lle
75

GIn GIn Tyr
90

Asp lle Lys

Leu

Val

Pro

45

Asp

Ser

Gly

Ser

Ser

30

Arg

Arg

Arg

Ser

Pro

15

Ser

Leu

Phe

Leu

Ser
95

<223> Sintética: P1-070902 P1-068761_E56N_E100fF 1gG1.3 HC

<400> 263

Gly

Ser

Leu

Ser

Glu

80

Pro

Glu Val GIn Leu Val Glu Ser Gly Gly Gly Leu Val GIn Pro Gly Lys

1

5

10

15



Ser

Ala

Ser

Lys

65

Leu

Ala

Trp

Pro

Thr

145

Thr

Pro

Thr

Asn

Ser
225

Leu

Met

Gly

Gly

GIn

Lys

Gly

Ser

130

Ala

Val

Ala

Val

His

210

Cys

Arg

His

35

Arg

Met

Val

GIn

115

Val

Ala

Ser

Val

Pro

195

Lys

Asp

Leu

20

Trp

Asn

Phe

Asn

Pro

100

Gly

Phe

Leu

Trp

Leu

180

Ser

Pro

Lys

Ser

Val

Trp

Thr

Ser

85

Gly

Thr

Pro

Gly

Asn

165

GIn

Ser

Ser

Thr

Cys

Arg

Asn

Ile

70

Leu

Tyr

Met

Leu

Cys

150

Ser

Ser

Ser

Asn

His
230

Ala

GIn

Ser

55

Ser

Arg

Ser

Val

Ala

135

Leu

Gly

Ser

Leu

Thr

215

Thr

Ala

Ala

40

Glu

Arg

Thr

Thr

120

Pro

Val

Ala

Gly

Gly

200

Lys

Cys

Ser

25

Pro

Asn

Asp

Glu

Gly

105

Val

Ser

Leu

Leu

185

Thr

Val

Pro

Gly

Gly

Asn

Asp

Trp

Ser

Ser

Asp

Thr

170

Tyr

GIn

Asp

Pro

Phe

Lys

Gly

Ala

75

Thr

Ser

Lys

Tyr

155

Ser

Ser

Thr

Lys

Cys
235

Thr

Gly

Tyr

60

Lys

Ala

Asp

Ala

Ser

140

Phe

Gly

Leu

Tyr

Arg

220

Pro

Leu

Leu

45

Ala

Asn

Leu

Ala

Ser

125

Thr

Pro

Val

Ser

Ile

205

Val

Ala

Glu

30

Glu

Asp

Ser

Tyr

Phe

110

Thr

Ser

Glu

Ser

190

Cys

Glu

Pro

Asp

Trp

Ser

Leu

Tyr

95

Asp

Lys

Gly

Pro

Thr

175

Val

Asn

Pro

Glu

Glu

Val

Val

Tyr

80

Cys

Val

Gly

Gly

Val

160

Phe

val

val

Lys

Ala
240



Glu

Leu

Ser

Glu

Thr

305

Asn

Pro

GIn

val

Val

385

Pro

Thr

val

Gly

Met

His

Val

290

Tyr

Gly

Ile

Val

Ser

370

Glu

Pro

Val

Met

Ala

Ile

Glu

275

Arg

Lys

Glu

Tyr

355

Leu

Trp

Val

Asp

His
435

Pro

Ser

260

Asp

Asn

Val

Glu

Lys

340

Thr

Thr

Glu

Leu

Lys

420

Glu

Ser

245

Arg

Pro

Ala

Val

Tyr

325

Thr

Leu

Ser

Asp

405

Ser

Ala

Val

Thr

Glu

Lys

Ser

310

Lys

Ile

Pro

Leu

Asn

390

Ser

Arg

Leu

Phe

Pro

Val

Thr

295

Val

Cys

Ser

Pro

Val

375

Gly

Asp

Trp

Leu

Glu

Lys

280

Lys

Leu

Lys

Lys

Ser

360

Lys

GIn

Gly

GIn

Asn
440

Phe

Val

265

Phe

Pro

Thr

Val

Ala

345

Arg

Gly

Pro

Ser

GIn

425

His

Pro

250

Thr

Asn

Arg

Val

Ser

330

Lys

Glu

Phe

Glu

Phe

410

Gly

Tyr

Pro

Cys

Trp

Glu

Leu

315

Asn

Gly

Glu

Tyr

Asn

395

Phe

Asn

Thr

Lys

Val

Tyr

Glu

300

His

Lys

GIn

Met

Pro

380

Asn

Leu

Val

GIn

Pro

Val

val

285

GIn

GIn

Ala

Pro

Thr

365

Ser

Tyr

Tyr

Phe

Lys
445

Lys

vVal

270

Asp

Tyr

Asp

Leu

Arg

350

Lys

Asp

Lys

Ser

Ser

430

Ser

Asp

255

Asp

Gly

Asn

Trp

Pro

335

Glu

Asn

Thr

Lys

415

Cys

Leu

Thr

Val

val

Ser

Leu

320

Pro

GIn

Ala

Thr

400

Leu

Ser

Ser



Leu Ser Pro
450

<210> 264
<211> 215
<212> PRT
<213>

<220>
<223>

<400> 264
Glu Ile Vval
1

Glu Arg Ala

Tyr Leu Ala
35

Ile Tyr Gly
50

Gly Ser Gly
65

Pro Glu Asp

Phe Thr Phe

Ala Pro Ser
115

Gly Thr Ala
130

Ala Lys Val
145

Gly

Leu

Thr

20

Trp

Ala

Ser

Phe

Gly

100

Val

Ser

GIn

Thr

Leu

Tyr

Ser

Gly

Ala

85

Pro

Phe

Val

Trp

GIn

Ser

GIn

Ser

Thr

70

Val

Gly

Ile

Val

Lys
150

Secuencia artificial

Sintética: P1-070902

Ser

Cys

GIn

Arg

55

Asp

Tyr

Thr

Phe

Cys

135

Val

P1-068761_E56N_E100fFF LC

Pro

Arg

Lys

40

Ala

Phe

Lys

Pro

120

Leu

Asp

Gly

Ala

25

Pro

Thr

Thr

Cys

Val

105

Pro

Leu

Asn

Thr

10

Ser

Gly

Gly

Leu

GIn

90

Asp

Ser

Asn

Ala

Leu

GIn

GIn

Ile

Thr

75

GIn

Asp

Asn

Leu
155

Ser

Ser

Ala

Pro

60

Ile

Tyr

Lys

Glu

Phe

140

GIn

Leu

Val

Pro

45

Asp

Ser

Gly

Arg

GIn

125

Tyr

Ser

Ser

Ser

30

Arg

Arg

Arg

Ser

Thr

110

Leu

Pro

Gly

Pro

15

Ser

Leu

Phe

Leu

Ser

95

val

Lys

Arg

Asn

Gly

Ser

Leu

Ser

Glu

80

Pro

Ala

Ser

Glu

Ser
160



GIn Glu

Ser Ser

Ser

Thr

Tyr Ala Cys

Ser Phe
210

<210>
<211>
<212>
<213>

<220>
<223>

<400>
Glu Vval
1

Ser Leu

Ala Met

Ser Gly
50

Lys Gly
65

Leu GIn

Ala Lys

195

Asn

265
123
PRT

Val

Thr Glu GIn

165

Leu Thr Leu Ser

180

Glu

Val

Thr

His

Arg Gly Glu Cys

215

Secuencia artificial

Sintética: P1-070904

265

GIn

Arg

His

35

Arg

Met

Val

Leu

Leu

20

Trp

Asp

Phe

Asn

Pro
100

Val

Ser

Val

Trp

Thr

Ser

85

Gly

Glu

Cys

Arg

Asn

Ile

70

Leu

Tyr

Ser

Ala

GIn

Ser

55

Ser

Arg

Ser

Asp Ser Lys Asp Ser Thr

170

Lys Ala Asp Tyr Glu Lys

185

GIn Gly Leu Ser Ser Pro

200

P1-068767_E30D VH

Gly Gly

Ala Ser
25

Ala Pro

40

Glu Asn

Arg Asp

Thr Glu

Gly Gly
105

Gly
10

Gly

Gly

Asn

Asp
90

Trp

Leu

Phe

Lys

Gly

Ala

75

Thr

val

Thr

Gly

Tyr

60

Lys

Ala

Asp

205

GIn

Leu

Leu

45

Ala

Asn

Leu

Ala

Tyr

His

190

val

Pro

Asp

30

Glu

Asp

Ser

Tyr

Glu
110

Ser
175

Lys

Thr

Gly

15

Asp

Trp

Ser

Leu

Tyr

95

Asp

Leu

Val

Lys

Lys

Tyr

Val

Val

Tyr

80

Cys

Asp



Trp Gly GIn Gly Thr Met Val Thr Val Ser Ser

<210>
<211>
<212>
<213>

<220>
<223>

<400>
Glu lle
1

Glu Arg

Tyr Leu

Ile Tyr
50

Gly Ser
65

Pro Glu

Phe Thr

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu Vval
1

115 120

266

108

PRT

Secuencia artificial

Sintética: P1-070904 P1-068767_E30D VL
266

Val Leu Thr GIn Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly

Ala Thr Leu Ser Cys Arg Ala Ser GIn Ser Val Ser Ser Ser
20 25 30

Ala Trp Tyr GIn GIn Lys Pro Gly GIn Ala Pro Arg Leu Leu
35 40 45

Gly Ala Ser Ser Arg Ala Thr Gly lle Pro Asp Arg Phe Ser
55 60

Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu
70 75 80

Asp Phe Ala val Tyr Tyr Cys GIn GIn Tyr Gly Ser Ser Pro
85 90 95

Phe Gly Pro Gly Thr Lys Val Asp lle Lys
100 105

267
452
PRT
Secuencia artificial

Sintética: P1-070904 P1-068767_E30D 1gG1.3 HC

267

GIn Leu Val Glu Ser Gly Gly Gly Leu Val GIn Pro Gly Lys
5 10 15



Ser

Ala

Ser

Lys

65

Leu

Ala

Trp

Pro

Thr

145

Thr

Pro

Thr

Asn

Leu

Met

Gly

Gly

GIn

Lys

Gly

Ser

130

Ala

Val

Ala

Val

His
210

Arg

His

35

Arg

Met

Val

GIn

115

Val

Ala

Ser

Val

Pro

195

Lys

Leu

20

Trp

Asp

Phe

Asn

Pro

100

Gly

Phe

Leu

Trp

Leu

180

Ser

Pro

Ser

Val

Trp

Thr

Ser

85

Gly

Thr

Pro

Gly

Asn

165

GIn

Ser

Ser

Cys

Arg

Asn

Ile

70

Leu

Tyr

Met

Leu

Cys

150

Ser

Ser

Ser

Asn

Ala

GIn

Ser

55

Ser

Arg

Ser

Val

Ala

135

Leu

Gly

Ser

Leu

Thr
215

Ala

Ala

40

Glu

Arg

Thr

Gly

Thr

120

Pro

Val

Ala

Gly

Gly

200

Lys

Ser

25

Pro

Asn

Asp

Glu

Gly

105

Val

Ser

Lys

Leu

Leu

185

Thr

Val

Gly

Gly

Asn

Asp

90

Trp

Ser

Ser

Asp

Thr

170

Tyr

GIn

Asp

Phe

Lys

Gly

Ala

75

Thr

Ser

Lys

Tyr

155

Ser

Ser

Thr

Lys

Thr

Gly

Tyr

60

Lys

Ala

Asp

Ala

Ser

140

Phe

Gly

Leu

Tyr

Arg
220

Leu

Leu

45

Ala

Asn

Leu

Ala

Ser

125

Thr

Pro

Val

Ser

Ile

205

Val

Asp

Glu

Asp

Ser

Tyr

Glu

110

Thr

Ser

Glu

Ser
190

Cys

Glu

Asp

Trp

Ser

Leu

Tyr

95

Asp

Lys

Gly

Pro

Thr

175

val

Asn

Pro

Tyr

Val

val

Tyr

80

Cys

Asp

Gly

Gly

Val

160

Phe

val

Val

Lys



Ser

225

Glu

Leu

Ser

Glu

Thr

305

Asn

Pro

GIn

Val

Val

385

Pro

Thr

Val

Cys

Gly

Met

His

val

290

Tyr

Gly

Ile

val

Ser

370

Glu

Pro

val

Met

Asp

Ala

Ile

Glu

275

Arg

Lys

Glu

Tyr

355

Leu

Trp

Val

Asp

His
435

Lys

Pro

Ser

260

Asp

Asn

Val

Glu

Lys

340

Thr

Thr

Glu

Leu

Lys

420

Glu

Thr

Ser

245

Arg

Pro

Ala

Val

Tyr

325

Thr

Leu

Ser

Asp

405

Ser

Ala

His

230

Val

Thr

Glu

Lys

Ser

310

Lys

Ile

Pro

Leu

Asn

390

Ser

Arg

Leu

Thr

Phe

Pro

Val

Thr

295

Val

Cys

Ser

Pro

Val

375

Gly

Asp

Trp

Cys

Leu

Glu

Lys

280

Lys

Leu

Lys

Lys

Ser

360

Lys

GIn

Gly

GIn

Asn
440

Pro

Phe

val

265

Phe

Pro

Thr

Val

Ala

345

Arg

Gly

Pro

Ser

GIn

425

His

Pro

Pro

250

Thr

Asn

Arg

Val

Ser

330

Lys

Glu

Phe

Glu

Phe

410

Gly

Tyr

Cys

235

Pro

Cys

Trp

Glu

Leu

315

Asn

Gly

Glu

Tyr

Asn

395

Phe

Asn

Thr

Pro

Lys

Val

Tyr

Glu

300

His

Lys

GIn

Met

Pro

380

Asn

Leu

Val

GIn

Ala

Pro

Val

val

285

GIn

GIn

Ala

Pro

Thr

365

Ser

Tyr

Tyr

Phe

Lys
445

Pro

Lys

val

270

Asp

Tyr

Asp

Leu

Arg

350

Lys

Asp

Lys

Ser

Ser

430

Ser

Glu

Asp

255

Asp

Gly

Asn

Trp

Pro

335

Glu

Asn

Thr

Lys

415

Cys

Leu

Ala

240

Thr

Val

val

Ser

Leu

320

Pro

GIn

Thr

400

Leu

Ser

Ser



Leu Ser Pro
450

<210> 268
<211> 215
<212> PRT
<213>

<220>
<223>

<400> 268
Glu Ile Vval
1

Glu Arg Ala

Tyr Leu Ala
35

Ile Tyr Gly
50

Gly Ser Gly
65

Pro Glu Asp

Phe Thr Phe

Ala Pro Ser
115

Gly Thr Ala
130

Ala Lys Vval
145

Gly

Leu

Thr

20

Trp

Ala

Ser

Phe

Gly

100

Val

Ser

GIn

Thr

5

Leu

Tyr

Ser

Gly

Ala

85

Pro

Phe

Val

Trp

GIn

Ser

GIn

Ser

Thr

70

Val

Gly

Ile

Val

Lys
150

Secuencia artificial

Sintética: P1-070904

Ser

Cys

GIn

Arg

55

Asp

Tyr

Thr

Phe

Cys

135

Val

P1-068767_E30D LC

Pro Gly Thr Leu Ser Leu

Arg Ala
25

Lys Pro
40

Ala Thr

Phe Thr

Tyr Cys

Lys Val

105

Pro Pro
120

Leu Leu

Asp Asn

10

Ser

Gly

Gly

Leu

GIn

90

Asp

Ser

Asn

Ala

GIn

GIn

Ile

Thr

75

GIn

Ile

Asp

Asn

Leu
155

Ser

Ala

Pro

60

Ile

Tyr

Lys

Glu

Phe

140

GIn

Val

Pro

45

Asp

Ser

Gly

Arg

GIn

125

Tyr

Ser

Ser

Ser

30

Arg

Arg

Arg

Ser

Thr

110

Leu

Pro

Gly

Pro

15

Ser

Leu

Phe

Leu

Ser

95

Val

Lys

Arg

Asn

Gly

Ser

Leu

Ser

Glu

80

Pro

Ala

Ser

Glu

Ser
160



GIn Glu

Ser Ser

Tyr Ala

Ser Phe
210

<210>
<211>
<212>
<213>

<220>
<223>

<400>
Glu Vval
1

Ser Leu

Ala Met

Ser Gly
50

Lys Gly
65

Leu GIn

Ala Lys

Ser

Thr

Cys
195

Asn

269
123
PRT

Val

Thr Glu GIn

165

Leu Thr Leu Ser

180

Glu

Val

Thr

His

Arg Gly Glu Cys

215

Secuencia artificial

Sintética: P1-070906

269

GIn

Arg

His

35

Arg

Met

val

Leu

Leu

20

Trp

Asn

Phe

Asn

Pro
100

Val

Ser

Val

Trp

Thr

Ser

85

Gly

Glu

Cys

Arg

Asn

Ile

70

Leu

Tyr

Ser

Ala

GIn

Ser

55

Ser

Arg

Ser

Asp Ser Lys Asp Ser Thr

170

Lys Ala Asp Tyr Glu Lys

185

GIn Gly Leu Ser Ser Pro

200

P1-068767_D52N VH

Gly Gly

Ala Ser
25

Ala Pro

40

Glu Asn

Arg Asp

Thr Glu

Gly Gly
105

Gly
10

Gly

Gly

Asn

Asp
90

Trp

Leu

Phe

Lys

Gly

Ala

75

Thr

val

Thr

Gly

Tyr

60

Lys

Ala

Asp

205

GIn

Leu

Leu

45

Ala

Asn

Leu

Ala

Tyr

His

190

val

Pro

Glu

30

Glu

Asp

Ser

Tyr

Glu
110

Ser
175

Lys

Thr

Gly

15

Asp

Trp

Ser

Leu

Tyr

95

Asp

Leu

Val

Lys

Lys

Tyr

Val

val

Tyr

80

Cys

Asp



Trp Gly GIn Gly Thr Met Vval

115
<210> 270
<211> 108
<212> PRT
<213>
<220>
<223>
<400> 270
Glu l1le Vval
1
Glu Arg Ala
Tyr Leu Ala
35
Ile Tyr Gly
50
Gly Ser Gly
65
Pro Glu Asp
Phe Thr Phe
<210> 271
<211> 452
<212> PRT
<213>
<220>
<223>

<400> 271

Leu

Thr

20

Trp

Ala

Ser

Phe

Gly
100

Thr

5

Leu

Tyr

Ser

Gly

Ala

85

Pro

GIn

Ser

GIn

Ser

Thr

70

Val

Gly

Secuencia artificial

Sintética: P1-070906

Ser

Cys

GIn

Arg

55

Tyr

Thr

Secuencia artificial

Thr Val
120

Ser

Ser

P1-068767_D52N VL

Pro Gly

Arg Ala
25

Lys Pro

40

Ala Thr

Phe Thr

Tyr Cys

Lys Val
105

Thr Leu Ser

10

Ser

Gly

Gly

Leu

GIn

90

Asp

GIn

GIn

Ile

Thr

75

GIn

Ser

Ala

Pro

60

Ile

Tyr

Lys

Leu

Val

Pro

45

Asp

Ser

Gly

Sintética: P1-070906 P1-068767_D52N 1gG1.3 HC

Ser

Ser

30

Arg

Arg

Arg

Ser

Pro

15

Ser

Leu

Phe

Leu

Ser
95

Gly

Ser

Leu

Ser

Glu

80

Pro



Glu

Ser

Ala

Ser

Lys

65

Leu

Ala

Trp

Pro

Thr

145

Thr

Pro

Thr

Asn

val

Leu

Met

Gly

Gly

GIn

Lys

Gly

Ser

130

Ala

Val

Ala

val

His
210

GIn

Arg

His

35

Arg

Met

Val

GIn

115

Val

Ala

Ser

Val

Pro

195

Lys

Leu

Leu

20

Trp

Asn

Phe

Asn

Pro

100

Gly

Phe

Leu

Trp

Leu

180

Ser

Pro

Val

Ser

Val

Trp

Thr

Ser

85

Gly

Thr

Pro

Gly

Asn

165

GIn

Ser

Ser

Glu

Cys

Arg

Asn

Ile

70

Leu

Tyr

Met

Leu

Cys

150

Ser

Ser

Ser

Asn

Ser

Ala

GIn

Ser

55

Ser

Arg

Ser

Val

Ala

135

Leu

Gly

Ser

Leu

Thr
215

Gly

Ala

Ala

40

Glu

Arg

Thr

Gly

Thr

120

Pro

val

Ala

Gly

Gly

200

Lys

Gly

Ser

25

Pro

Asn

Asp

Glu

Gly

105

val

Ser

Lys

Leu

Leu

185

Thr

val

Gly
10

Gly

Gly

Asn

Asp

90

Trp

Ser

Ser

Asp

Thr

170

Tyr

GIn

Asp

Leu

Phe

Lys

Gly

Ala

75

Thr

Ser

Lys

Tyr

155

Ser

Ser

Thr

Lys

Val

Thr

Gly

Tyr

60

Lys

Ala

Asp

Ala

Ser

140

Phe

Gly

Leu

Tyr

Arg
220

GIn

Leu

Leu

45

Ala

Asn

Leu

Ala

Ser

125

Thr

Pro

Val

Ser

Ile

205

Val

Pro

Glu

30

Glu

Asp

Ser

Tyr

Glu

110

Thr

Ser

Glu

Ser
190

Cys

Glu

Gly

15

Asp

Trp

Ser

Leu

Tyr

95

Asp

Lys

Gly

Pro

Thr

175

val

Asn

Pro

Lys

Tyr

Val

val

Tyr

80

Cys

Asp

Gly

Gly

Val

160

Phe

val

Val

Lys



Ser

225

Glu

Leu

Ser

Glu

Thr

305

Asn

Pro

GIn

Val

Val

385

Pro

Thr

Cys

Gly

Met

His

val

290

Tyr

Gly

Ile

val

Ser

370

Glu

Pro

val

Asp

Ala

Ile

Glu

275

Arg

Lys

Glu

Tyr

355

Leu

Trp

Val

Asp

Lys

Pro

Ser

260

Asp

Asn

Val

Glu

Lys

340

Thr

Thr

Glu

Leu

Lys
420

Thr

Ser

245

Arg

Pro

Ala

Val

Tyr

325

Thr

Leu

Ser

Asp
405

Ser

His

230

Val

Thr

Glu

Lys

Ser

310

Lys

Ile

Pro

Leu

Asn

390

Ser

Arg

Thr

Phe

Pro

Val

Thr

295

Val

Cys

Ser

Pro

Val

375

Gly

Asp

Trp

Cys

Leu

Glu

Lys

280

Lys

Leu

Lys

Lys

Ser

360

Lys

GIn

Gly

GIn

Pro

Phe

Val

265

Phe

Pro

Thr

Val

Ala

345

Arg

Gly

Pro

Ser

GIn
425

Pro

Pro

250

Thr

Asn

Arg

Val

Ser

330

Lys

Glu

Phe

Glu

Phe

410

Gly

Cys

235

Pro

Cys

Trp

Glu

Leu

315

Asn

Gly

Glu

Tyr

Asn

395

Phe

Asn

Pro

Lys

val

Tyr

Glu

300

His

Lys

GIn

Met

Pro

380

Asn

Leu

Val

Ala

Pro

val

Val

285

GIn

GIn

Ala

Pro

Thr

365

Ser

Tyr

Tyr

Phe

Pro

Lys

val

270

Asp

Tyr

Asp

Leu

Arg

350

Lys

Asp

Lys

Ser

Ser
430

Glu

Asp

255

Asp

Gly

Asn

Trp

Pro

335

Glu

Asn

Thr

Lys
415

Cys

Ala

240

Thr

val

Val

Ser

Leu

320

Ala

Pro

GIn

Thr
400

Leu

Ser



Val Met His Glu Ala Leu His Asn His Tyr Thr GIn Lys Ser Leu Ser

435

Leu Ser Pro Gly

450

<210>
<211>
<212>
<213>

<220>
<223>

<400>
Glu lle
1

Glu Arg

Tyr Leu

Ile Tyr

50

Gly Ser

65

Pro Glu

Phe Thr

Ala Pro

Gly Thr
130

272
215
PRT

Secuencia artificial

Sintética: P1-070906

272

Val

Ala

Ala

35

Gly

Gly

Asp

Phe

Ser

115

Ala

Leu

Thr

20

Trp

Ala

Ser

Phe

Gly

100

Val

Ser

Thr

Leu

Tyr

Ser

Gly

Ala

85

Pro

Phe

Val

GIn

Ser

GIn

Ser

Thr

70

Val

Gly

Ile

Val

Ser

Cys

GIn

Arg

55

Tyr

Thr

Phe

Cys
135

440

P1-068767_D52N LC

Pro

Arg

Lys

40

Ala

Phe

Tyr

Lys

Pro

120

Leu

Gly

Ala

25

Pro

Thr

Thr

Cys

Val

105

Pro

Leu

Thr

10

Ser

Gly

Gly

Leu

GIn

90

Asp

Ser

Asn

Leu

GIn

GIn

Ile

Thr

75

GIn

Asp

Asn

Ser

Ser

Ala

Pro

60

Ile

Tyr

Lys

Glu

Phe
140

445

Leu

Val

Pro

45

Asp

Ser

Gly

Arg

GIn

125

Tyr

Ser

Ser

30

Arg

Arg

Arg

Ser

Thr

110

Leu

Pro

Pro

15

Ser

Leu

Phe

Leu

Ser

95

val

Lys

Arg

Gly

Ser

Leu

Ser

Glu

80

Pro

Ala

Ser

Glu



Ala Lys Val
145

GIn Glu Ser

Ser Ser Thr

Tyr Ala Cys
195

Ser Phe Asn
210

<210> 273
<211> 123
<212> PRT

GIn

Val

Leu

180

Glu

Arg

Trp Lys
150

Thr Glu

165

Thr Leu

Val Thr

Gly Glu

Val

GIn

Ser

His

Cys
215

<213> Secuencia artificial

<220>

<223> Sintética: P1-070908

<400> 273
Glu Vval GIn
1

Ser Leu Arg

Ala Met His
35

Ser Gly lle
50

Lys Gly Arg
65

Leu GIn Met

Leu

Leu

20

Trp

Asp

Phe

Asn

Val Glu

Ser Cys

Val Arg

Trp Asn

Thr 1le

70

Ser Leu
85

Ser

Ala

GIn

Ser

55

Ser

Arg

Asp Asn Ala Leu GIn
155

Asp Ser Lys Asp Ser
170

Lys Ala Asp Tyr Glu
185

GIn Gly Leu Ser Ser
200

P1-068767_E55A VH

Gly Gly Gly Leu Val
10

Ala Ser Gly Phe Thr
25

Ala Pro Gly Lys Gly
40

Ala Asn lle Gly Tyr
60

Arg Asp Asn Ala Lys
75

Thr Glu Asp Thr Ala

Ser

Thr

Lys

Pro
205

GIn

Leu

Leu

45

Ala

Asn

Leu

Gly

Tyr

His

190

val

Pro

Glu

30

Glu

Asp

Ser

Tyr

Asn

Ser

175

Lys

Thr

Gly

15

Asp

Trp

Ser

Leu

Tyr
95

Ser

160

Leu

Val

Lys

Lys

Val

val

Tyr

80

Cys



Ala Lys

Trp Gly

<210>
<211>
<212>
<213>

<220>
<223>

<400>
Glu lle
1

Glu Arg

Tyr Leu

Ile Tyr
50

Gly Ser
65

Pro Glu

Phe Thr

<210>
<211>
<212>
<213>

<220>
<223>

Val Pro Gly Tyr Ser Gly Gly Trp lle Asp Ala Glu Asp Asp
100 105 110

GIn Gly Thr Met VvVal Thr Val Ser Ser
115 120

274
108
PRT
Secuencia artificial

Sintética: P1-070908 P1-068767_E55A VL

274

Val Leu Thr GIn Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly

Ala Thr Leu Ser Cys Arg Ala Ser GIn Ser Val Ser Ser Ser
20 25 30

Ala Trp Tyr GIn GIn Lys Pro Gly GIn Ala Pro Arg Leu Leu
35 40 45

Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser
55 60

Gly Ser Gly Thr Asp Phe Thr Leu Thr I1le Ser Arg Leu Glu
70 75 80

Asp Phe Ala val Tyr Tyr Cys GIn GIn Tyr Gly Ser Ser Pro
85 90 95

Phe Gly Pro Gly Thr Lys Val Asp lle Lys
100 105

275
452
PRT
Secuencia artificial

Sintética: P1-070908 P1-068767_E55A 1gG1.3 HC



<400>

Glu Vval

1

Ser Leu

Ala Met

Ser Gly

Lys Gly

65

Leu GIn

Ala Lys

Trp Gly

Pro Ser

130

Thr Ala

145

Thr Val

Pro Ala

Thr Val

275

GIn

Arg

His

35

Arg

Met

Val

GIn

115

Val

Ala

Ser

Val

Pro
195

Leu

Leu

20

Trp

Asp

Phe

Asn

Pro

100

Gly

Phe

Leu

Trp

Leu

180

Ser

Val

Ser

Val

Trp

Thr

Ser

85

Gly

Thr

Pro

Gly

Asn

165

GIn

Ser

Glu

Cys

Arg

Asn

Ile

70

Leu

Tyr

Met

Leu

Cys

150

Ser

Ser

Ser

Ser

Ala

GIn

Ser

55

Ser

Arg

Ser

Val

Ala

135

Leu

Gly

Ser

Leu

Gly

Ala

Ala

40

Ala

Arg

Thr

Gly

Thr

120

Pro

Val

Ala

Gly

Gly
200

Gly

Ser

25

Pro

Asn

Asp

Glu

Gly

105

Val

Ser

Lys

Leu

Leu

185

Thr

Gly
10

Gly

Gly

Asn

Asp

90

Trp

Ser

Ser

Asp

Thr

170

Tyr

GIn

Leu

Phe

Lys

Gly

Ala

75

Thr

Ile

Ser

Lys

Tyr

155

Ser

Ser

Thr

Val

Thr

Gly

Tyr

60

Lys

Ala

Asp

Ala

Ser

140

Phe

Gly

Leu

Tyr

GIn

Leu

Leu

45

Ala

Asn

Leu

Ala

Ser

125

Thr

Pro

val

Ser

Ile
205

Pro

Glu

30

Glu

Asp

Ser

Tyr

Glu

110

Thr

Ser

Glu

Ser
190

Cys

Gly

15

Asp

Trp

Ser

Leu

Tyr

95

Asp

Lys

Gly

Pro

Thr

175

Val

Asn

Lys

Tyr

val

Val

Tyr

80

Cys

Asp

Gly

Gly

Val

160

Phe

Val

Val



Asn

Ser

225

Glu

Leu

Ser

Glu

Thr

305

Asn

Pro

GIn

Val

Val

385

Pro

Thr

His

210

Cys

Gly

Met

Val

290

Tyr

Gly

Ile

Val

Ser

370

Glu

Pro

Val

Lys

Asp

Ala

Ile

Glu

275

Arg

Lys

Glu

Tyr

355

Leu

Trp

Val

Asp

Pro

Lys

Pro

Ser

260

Asp

Asn

Val

Glu

Lys

340

Thr

Thr

Glu

Leu

Lys
420

Ser

Thr

Ser

245

Arg

Pro

Ala

Val

Tyr

325

Thr

Leu

Ser

Asp
405

Ser

Asn

His

230

Val

Thr

Glu

Lys

Ser

310

Lys

Ile

Pro

Leu

Asn

390

Ser

Arg

Thr

215

Thr

Phe

Pro

Val

Thr

295

Val

Cys

Ser

Pro

Val

375

Gly

Asp

Trp

Lys

Cys

Leu

Glu

Lys

280

Lys

Leu

Lys

Lys

Ser

360

Lys

GIn

Gly

GIn

Val

Pro

Phe

val

265

Phe

Pro

Thr

val

Ala

345

Arg

Gly

Pro

Ser

GIn
425

Asp

Pro

Pro

250

Thr

Asn

Arg

Val

Ser

330

Lys

Glu

Phe

Glu

Phe

410

Gly

Lys

Cys

235

Pro

Cys

Trp

Glu

Leu

315

Asn

Gly

Glu

Tyr

Asn

395

Phe

Asn

Arg

220

Pro

Lys

val

Tyr

Glu

300

His

Lys

GIn

Met

Pro

380

Asn

Leu

Val

Val

Ala

Pro

val

Val

285

GIn

GIn

Ala

Pro

Thr

365

Ser

Tyr

Tyr

Phe

Glu

Pro

Lys

val

270

Asp

Tyr

Asp

Leu

Arg

350

Lys

Asp

Lys

Ser

Ser
430

Pro

Glu

Asp

255

Asp

Gly

Asn

Trp

Pro

335

Glu

Asn

Thr

Lys
415

Cys

Lys

Ala

240

Thr

val

Val

Ser

Leu

320

Ala

Pro

GIn

Thr
400

Leu

Ser



Val Met His Glu Ala Leu His Asn His Tyr Thr GIn Lys Ser Leu Ser

435

Leu Ser Pro Gly

450

<210>
<211>
<212>
<213>

<220>
<223>

<400>
Glu lle
1

Glu Arg

Tyr Leu

Ile Tyr

50

Gly Ser

65

Pro Glu

Phe Thr

Ala Pro

Gly Thr
130

276
215
PRT

Secuencia artificial

Sintética: P1-070908

276

Val

Ala

Ala

35

Gly

Gly

Asp

Phe

Ser

115

Ala

Leu

Thr

20

Trp

Ala

Ser

Phe

Gly

100

Val

Ser

Thr

Leu

Tyr

Ser

Gly

Ala

85

Pro

Phe

Val

GIn

Ser

GIn

Ser

Thr

70

Val

Gly

Ile

Val

Ser

Cys

GIn

Arg

55

Asp

Tyr

Thr

Phe

Cys
135

440

P1-068767_ES55A LC

Pro

Arg

Lys

40

Ala

Phe

Tyr

Lys

Pro

120

Leu

Gly

Ala

25

Pro

Thr

Thr

Cys

val

105

Pro

Leu

Thr

10

Ser

Gly

Gly

Leu

GIn

90

Asp

Ser

Asn

Leu

GIn

GIn

Ile

Thr

75

GIn

Asp

Asn

Ser

Ser

Ala

Pro

60

Ile

Tyr

Lys

Glu

Phe
140

445

Leu

Val

Pro

45

Asp

Ser

Gly

Arg

GIn

125

Tyr

Ser

Ser

30

Arg

Arg

Arg

Ser

Thr

110

Leu

Pro

Pro

15

Ser

Leu

Phe

Leu

Ser

95

val

Lys

Arg

Gly

Ser

Leu

Ser

Glu

80

Pro

Ala

Ser

Glu



Ala Lys Val
145

GIn Glu Ser

Ser Ser Thr

Tyr Ala Cys
195

Ser Phe Asn
210

<210> 277
<211> 123
<212> PRT

GIn

Val

Leu

180

Glu

Arg

Trp

Thr

165

Thr

Val

Gly

Lys

150

Glu

Leu

Thr

Glu

Val

GIn

Ser

His

Cys
215

<213> Secuencia artificial

<220>

<223> Sintética: P1-070910

<400> 277
Glu Vval GIn
1

Ser Leu Arg

Ala Met His
35

Ser Gly lle
50

Lys Gly Arg
65

Leu GIn Met

Leu

Leu

20

Trp

Asp

Phe

Asn

Val

Ser

Val

Trp

Thr

Ser
85

Glu

Cys

Arg

Asn

Ile

70

Leu

Ser

Ala

GIn

Ser

55

Ser

Arg

Asp Asn Ala Leu
155

Asp Ser Lys Asp
170

Lys Ala Asp Tyr
185

GIn Gly Leu Ser
200

GIn

Ser

Glu

Ser

P1-068767_E100fF VH

Gly Gly Gly Leu
10

Ala Ser Gly Phe
25

Ala Pro Gly Lys
40

Glu Asn Ile Gly

Arg Asp Asn Ala
75

Thr Glu Asp Thr

Val

Thr

Gly

Tyr

60

Lys

Ala

Ser

Thr

Lys

Pro
205

GIn

Leu

Leu

45

Ala

Asn

Leu

Gly

Tyr

His

190

Val

Pro

Glu

30

Glu

Asp

Ser

Tyr

Asn

Ser

175

Lys

Thr

Gly

15

Asp

Trp

Ser

Leu

Tyr
95

Ser

160

Leu

val

Lys

Tyr

val

val

Tyr

80

Cys



Ala Lys Vval Pro Gly Tyr Ser

100

Trp Gly GIn Gly Thr Met Val

115
<210> 278
<211> 108
<212> PRT
<213>
<220>
<223>
<400> 278
Glu Ile Vval
1
Glu Arg Ala
Tyr Leu Ala
35
Ile Tyr Gly
50
Gly Ser Gly
65
Pro Glu Asp
Phe Thr Phe
<210> 279
<211> 452
<212> PRT
<213>

<220>

Leu

Thr

20

Trp

Ala

Ser

Phe

Gly
100

Thr

Leu

Tyr

Ser

Gly

Ala

85

Pro

GIn

Ser

GIn

Ser

Thr

70

Val

Gly

Secuencia artificial

Sintética: P1-070910

Ser

Cys

GIn

Arg

55

Asp

Tyr

Thr

Secuencia artificial

Gly Gly Trp Ile Asp Ala Phe Asp Asp

105

Thr Val
120

Ser

Ser

P1-068767_E100fF VL

Pro Gly

Arg Ala
25

Lys Pro

40

Ala Thr

Phe Thr

Tyr Cys

Lys Val
105

Thr
10

Ser

Gly

Gly

Leu

GIn

90

Asp

Leu

GIn

GIn

Ile

Thr

75

GIn

Ser

Ser

Ala

Pro

60

Ile

Tyr

Lys

Leu

Val

Pro

45

Asp

Ser

Gly

110

Ser

Ser

30

Arg

Arg

Arg

Ser

Pro

15

Ser

Leu

Phe

Leu

Ser
95

Gly

Ser

Leu

Ser

Glu

80

Pro



<223>
<400>
Glu Vval
1

Ser Leu

Ala Met

Ser Gly

Lys Gly

65

Leu GIn

Ala Lys

Trp Gly

Pro Ser

130

Thr Ala

145

Thr Val

Pro Ala

Thr Val

279

GIn

Arg

His

35

Arg

Met

Val

GIn

115

Val

Ala

Ser

Val

Pro
195

Leu

Leu

20

Trp

Asp

Phe

Asn

Pro

100

Gly

Phe

Leu

Trp

Leu

180

Ser

Val

5

Ser

Val

Trp

Thr

Ser

85

Gly

Thr

Pro

Gly

Asn

165

GIn

Ser

Glu

Cys

Arg

Asn

Ile

70

Leu

Tyr

Met

Leu

Cys

150

Ser

Ser

Ser

Sintética: P1-070910

Ser

Ala

GIn

Ser

55

Ser

Arg

Ser

Val

Ala

135

Leu

Gly

Ser

Leu

P1-068767_E100fF 19G1.3

Gly Gly Gly Leu Vval GIn

Ala

Ala

40

Glu

Arg

Thr

Gly

Thr

120

Pro

Val

Ala

Gly

Gly
200

Ser

25

Pro

Asn

Asp

Glu

Gly

105

Val

Ser

Lys

Leu

Leu

185

Thr

10

Gly

Gly

Asn

Asp

90

Trp

Ser

Ser

Asp

Thr

170

Tyr

GIn

Phe

Lys

Gly

Ala

75

Thr

Ile

Ser

Lys

Tyr

155

Ser

Ser

Thr

Thr

Gly

Tyr

60

Lys

Ala

Asp

Ala

Ser

140

Phe

Gly

Leu

Tyr

Leu

Leu

45

Ala

Asn

Leu

Ala

Ser

125

Thr

Pro

val

Ser

Ile
205

HC

Pro

Glu

30

Glu

Asp

Ser

Tyr

Phe

110

Thr

Ser

Glu

Ser
190

Cys

Gly

15

Asp

Trp

Ser

Leu

Tyr

95

Asp

Lys

Gly

Pro

Thr

175

Val

Asn

Lys

Tyr

val

Val

Tyr

80

Cys

Asp

Gly

Gly

val

160

Phe

Val

Val



Asn

Ser

225

Glu

Leu

Ser

Glu

Thr

305

Asn

Pro

GIn

Val

Val

385

Pro

His

210

Cys

Gly

Met

Val
290

Tyr

Gly

Val

Ser

370

Glu

Pro

Lys

Asp

Ala

Glu

275

Arg

Lys

Glu

Tyr

355

Leu

Trp

Val

Pro

Lys

Pro

Ser

260

Asp

Asn

Val

Glu

Lys

340

Thr

Thr

Glu

Leu

Ser

Thr

Ser

245

Arg

Pro

Ala

Val

Tyr

325

Thr

Leu

Cys

Ser

Asp
405

Asn

His

230

Val

Thr

Glu

Lys

Ser

310

Lys

Pro

Leu

Asn

390

Ser

Thr

215

Thr

Phe

Pro

Val

Thr

295

Val

Cys

Ser

Pro

Val

375

Gly

Asp

Lys

Cys

Leu

Glu

Lys

280

Lys

Leu

Lys

Lys

Ser

360

Lys

GIn

Gly

Val

Pro

Phe

Val

265

Phe

Pro

Thr

Val

Ala

345

Arg

Gly

Pro

Ser

Asp

Pro

Pro

250

Thr

Asn

Arg

Val

Ser

330

Lys

Glu

Phe

Glu

Phe
410

Lys

Cys

235

Pro

Cys

Trp

Glu

Leu

315

Asn

Gly

Glu

Tyr

Asn

395

Phe

Arg

220

Pro

Lys

Val

Tyr

Glu

300

Lys

GIn

Met

Pro

380

Asn

Leu

Val

Ala

Pro

Val

Val

285

GIn

GIn

Ala

Pro

Thr

365

Ser

Tyr

Tyr

Glu

Pro

Lys

Val

270

Asp

Tyr

Asp

Leu

Arg

350

Lys

Asp

Lys

Ser

Pro

Glu

Asp

255

Asp

Gly

Asn

Trp

Pro

335

Glu

Asn

Thr

Lys
415

Lys

Ala

240

Thr

Val

Val

Ser

Leu

320

Ala

Pro

GIn

Ala

Thr

400

Leu



Thr Val Asp Lys Ser Arg Trp GIn GIn Gly Asn Val Phe Ser Cys Ser

420

425

430

Val Met His Glu Ala Leu His Asn His Tyr Thr GIn Lys Ser Leu Ser

435

Leu Ser Pro
450

<210> 280
<211> 215
<212> PRT
<213>

<220>
<223>

<400> 280
Glu lle Vval
1

Glu Arg Ala

Tyr Leu Ala
35

50

Gly Ser Gly
65

Pro Glu Asp

Phe Thr Phe

Ala Pro Ser
115

Gly

Leu

Thr
20

Trp

Ala

Ser

Phe

Gly

100

Val

Thr

Leu

Tyr

Ser

Gly

Ala

85

Pro

Phe

GIn

Ser

GIn

Ser

Thr

70

Val

Gly

Ile

Secuencia artificial

Sintética: P1-070910

Ser

Cys

GIn

Arg

55

Asp

Tyr

Thr

Phe

440

P1-068767_E100fF LC

Pro Gly

Arg Ala
25

Lys Pro
40

Ala Thr

Phe Thr

Tyr Cys

Lys Val

105

Pro Pro
120

Thr

10

Ser

Gly

Gly

Leu

GIn

90

Asp

Ser

Leu

GIn

GIn

Thr
75

GIn

Asp

Ser

Ser

Ala

Pro

60

Ile

Tyr

Lys

Glu

445

Leu

val

Pro

45

Asp

Ser

Gly

Arg

GIn
125

Ser

Ser

30

Arg

Arg

Arg

Ser

Thr

110

Leu

Pro

15

Ser

Leu

Phe

Leu

Ser

95

Val

Lys

Ser

Leu

Ser

Glu

80

Pro

Ala

Ser



Gly Thr
130

Ala Lys
145

GIn Glu

Ser Ser

Tyr Ala

Ser Phe
210

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu Vval
1

Ser Leu

Ala Met

Ser Gly
50

Lys Gly
65

Ala Ser

vVal GIn

Ser Val

Thr Leu
180

Cys Glu
195

Asn Arg

281
123
PRT

Val

Trp

Thr

165

Thr

Val

Gly

Val

Lys

150

Glu

Leu

Thr

Glu

Cys

135

Val

GIn

Ser

Cys
215

Secuencia artificial

Sintética: P1-070912

281

GIn Leu

Val
5

Glu

Arg Leu Ser Cys

20

His Trp Val Arg

35

Ile Asp Trp Asn

Arg Phe Thr lle

70

Ser

Ala

GIn

Ser

55

Ser

Leu Leu Asn Asn

Asp Asn Ala Leu
155

Asp Ser Lys Asp
170

Lys Ala Asp Tyr
185

GIn Gly Leu Ser
200

P1-068767_D102V

Gly Gly Gly Leu
10

Ala Ser Gly Phe
25

Ala Pro Gly Lys
40

Glu Asn lle Gly

Arg Asp Asn Ala
75

Phe

140

GIn

Ser

Glu

Ser

Val

Thr

Tyr
60

Lys

Tyr

Ser

Thr

Lys

Pro
205

GIn

Leu

Leu

45

Ala

Asn

Pro

Gly

Tyr

His

190

Val

Pro

Glu

30

Glu

Asp

Ser

Arg

Asn

Ser

175

Lys

Thr

Gly

15

Asp

Trp

Ser

Leu

Glu

Ser

160

Leu

val

Lys

Lys

Tyr

val

Val

Tyr
80



Leu GIn Met Asn Ser Leu Arg

85

Ala Lys Vval Pro Gly Tyr Ser

100

Trp Gly GIn Gly Thr Met Val

115
<210> 282
<211> 108
<212> PRT
<213>
<220>
<223>
<400> 282
Glu Ile Vval
1
Glu Arg Ala
Tyr Leu Ala
35
Ile Tyr Gly
50
Gly Ser Gly
65
Pro Glu Asp
Phe Thr Phe
<210> 283
<211> 452
<212> PRT

<213>

Leu

Thr

20

Trp

Ala

Ser

Phe

Gly
100

Thr

Leu

Tyr

Ser

Gly

Ala

85

Pro

GIn

Ser

GIn

Ser

Thr

70

Val

Gly

Secuencia artificial

Sintética: P1-070912

Ser

Cys

GIn

Arg

55

Asp

Tyr

Thr

Secuencia artificial

Thr Glu Asp Thr Ala Leu Tyr Tyr Cys

Gly Gly
105

Thr Val
120

90

95

Trp 1le Asp Ala Glu Asp Vval

Ser

Ser

P1-068767_D102V

Pro Gly

Arg Ala
25

Lys Pro

40

Ala Thr

Phe Thr

Tyr Cys

Lys Val
105

Thr
10

Ser

Gly

Gly

Leu

GIn

90

Asp

Leu

GIn

GIn

Thr
75

GIn

VL

Ser

Ser

Ala

Pro

60

Ile

Tyr

Lys

Leu

val

Pro

45

Asp

Ser

Gly

110

Ser

Ser

30

Arg

Arg

Arg

Ser

Pro

15

Ser

Leu

Phe

Leu

Ser
95

Ser

Leu

Ser

Glu

80

Pro



<220>
<223>

<400>
Glu Vval
1

Ser Leu

Ala Met

Ser Gly
50

Lys Gly
65

Leu GIn

Ala Lys

Trp Gly

Pro Ser

130

Thr Ala
145

Thr Val

Pro Ala

283

GIn

Arg

His

35

Arg

Met

Val

GIn

115

Val

Ala

Ser

Val

Leu

Leu

20

Trp

Asp

Phe

Asn

Pro

100

Gly

Phe

Leu

Trp

Leu
180

Val

5

Ser

Val

Trp

Thr

Ser

85

Gly

Thr

Pro

Gly

Asn

165

GIn

Glu

Cys

Arg

Asn

Ile

70

Leu

Tyr

Met

Leu

Cys

150

Ser

Ser

Sintética: P1-070912

Ser

Ala

GIn

Ser

55

Ser

Arg

Ser

Val

Ala

135

Leu

Gly

Ser

P1-068767_D102V

Gly

Ala

Ala

40

Glu

Arg

Thr

Gly

Thr

120

Pro

Val

Ala

Gly

Gly

Ser

25

Pro

Asn

Asp

Glu

Gly

105

Val

Ser

Lys

Leu

Leu
185

Gly
10

Gly

Gly

Asn

Asp

90

Trp

Ser

Ser

Asp

Thr

170

Tyr

Leu

Phe

Lys

Gly

Ala

75

Thr

Ile

Ser

Lys

Tyr

155

Ser

Ser

1gG1.3 HC

Val

Thr

Gly

Tyr

60

Lys

Ala

Asp

Ala

Ser

140

Phe

Gly

Leu

GIn

Leu

Leu

45

Ala

Asn

Leu

Ala

Ser

125

Thr

Pro

Val

Ser

Pro

Glu

30

Glu

Asp

Ser

Tyr

Glu

110

Thr

Ser

Glu

Ser
190

Gly

15

Asp

Trp

Ser

Leu

Tyr

95

Asp

Lys

Gly

Pro

Thr

175

Val

Lys

Tyr

Val

Val

Tyr

80

Cys

Val

Gly

Gly

val

160

Phe

Val



Thr

Asn

Ser

225

Glu

Leu

Ser

Glu

Thr

305

Asn

Pro

GIn

Val

val

385

Pro

val

His

210

Cys

Gly

Met

Val
290

Tyr

Gly

Val

Ser

370

Glu

Pro

Pro

195

Lys

Asp

Ala

Glu

275

Arg

Lys

Glu

Tyr

355

Leu

Trp

val

Ser

Pro

Lys

Pro

Ser

260

Asp

Asn

Val

Glu

Lys

340

Thr

Thr

Glu

Leu

Ser

Ser

Thr

Ser

245

Arg

Pro

Ala

Val

Tyr

325

Thr

Leu

Cys

Ser

Asp
405

Ser

Asn

His

230

Val

Thr

Glu

Lys

Ser

310

Ile

Pro

Leu

Asn

390

Ser

Leu

Thr

215

Thr

Phe

Pro

Val

Thr

295

Val

Cys

Ser

Pro

Val

375

Gly

Asp

Gly

200

Lys

Cys

Leu

Glu

Lys

280

Lys

Leu

Lys

Lys

Ser

360

Lys

GIn

Gly

Thr

val

Pro

Phe

Val

265

Phe

Pro

Thr

Val

Ala

345

Arg

Gly

Pro

Ser

GIn

Asp

Pro

Pro

250

Thr

Asn

Arg

val

Ser

330

Lys

Glu

Phe

Glu

Phe
410

Thr

Lys

Cys

235

Pro

Cys

Trp

Glu

Leu

315

Asn

Gly

Glu

Tyr

Asn

395

Phe

Tyr

Arg

220

Pro

Lys

Val

Tyr

Glu

300

Lys

GIn

Met

Pro

380

Asn

Leu

Ile

205

Val

Ala

Pro

Val

Val

285

GIn

GIn

Ala

Pro

Thr

365

Ser

Tyr

Tyr

Cys

Glu

Pro

Lys

Val

270

Asp

Tyr

Asp

Leu

Arg

350

Lys

Asp

Lys

Ser

Asn

Pro

Glu

Asp

255

Asp

Gly

Asn

Trp

Pro

335

Glu

Asn

Thr

Lys
415

Val

Lys

Ala

240

Thr

Val

Val

Ser

Leu

320

Ala

Pro

GIn

Ala

Thr

400

Leu



Thr Val Asp Lys Ser Arg Trp GIn GIn Gly Asn Val Phe Ser Cys Ser

420

425

430

Val Met His Glu Ala Leu His Asn His Tyr Thr GIn Lys Ser Leu Ser

435

Leu Ser Pro
450

<210> 284
<211> 215
<212> PRT
<213>

<220>
<223>

<400> 284
Glu lle Vval
1

Glu Arg Ala

Tyr Leu Ala
35

Ile Tyr Gly
50

Gly Ser Gly
65

Pro Glu Asp

Phe Thr Phe

Ala Pro Ser
115

Gly

Leu

Thr
20

Trp

Ala

Ser

Phe

Gly

100

Val

Thr

Leu

Tyr

Ser

Gly

Ala

85

Pro

Phe

GIn

Ser

GIn

Ser

Thr

70

Val

Gly

Ile

Secuencia artificial

Sintética: P1-070912

Ser

Cys

GIn

Arg

55

Asp

Tyr

Thr

Phe

440

P1-068767_D102V

Pro

Arg

Lys

40

Ala

Phe

Tyr

Lys

Pro
120

Gly

Ala

25

Pro

Thr

Thr

Cys

Val

105

Pro

Thr

10

Ser

Gly

Gly

Leu

GIn

90

Asp

Ser

Leu

GIn

GIn

Thr
75

GIn

Asp

Ser

Ser

Ala

Pro

60

Ile

Tyr

Lys

Glu

445

Leu

val

Pro

45

Asp

Ser

Gly

Arg

GIn
125

Ser

Ser

30

Arg

Arg

Arg

Ser

Thr

110

Leu

Pro

15

Ser

Leu

Phe

Leu

Ser

95

Val

Lys

Ser

Leu

Ser

Glu

80

Pro

Ala

Ser



Gly Thr
130

Ala Lys
145

GIn Glu

Ser Ser

Tyr Ala

Ser Phe
210

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu Vval
1

Ser Leu

Ala Met

Ser Gly
50

Lys Gly
65

Ala

Val

Ser

Thr

Cys

195

Asn

285
123
PRT

Ser

GIn

Val

Leu

180

Glu

Arg

Val

Trp

Thr

165

Thr

Val

Gly

Val

Lys

150

Glu

Leu

Thr

Glu

Cys

135

Val

GIn

Ser

His

Cys
215

Secuencia artificial

Sintética: P1-070914

285

GIn

Arg

His

35

Ile

Arg

Leu

Leu

20

Trp

Asn

Phe

Val

Ser

Glu

Cys

Val Arg

Trp Asn

Thr

Ile
70

Ser

Ala

GIn

Ser

55

Ser

Leu

Asp

Asp

Lys

GIn
200

Leu Asn Asn Phe
140

Asn Ala Leu GIn
155

Ser Lys Asp Ser
170

Ala Asp Tyr Glu
185

Gly Leu Ser Ser

P1-068767_E30D_D52N

Gly

Ala

Ala

40

Glu

Arg

Gly Gly Leu Val
10

Ser Gly Phe Thr
25

Pro Gly Lys Gly

Asn I1le Gly Tyr
60

Asp Asn Ala Lys
75

Tyr

Ser

Thr

Lys

Pro
205

VH

GIn

Leu

Leu

45

Ala

Asn

Pro

Gly

Tyr

His

190

Val

Pro

Asp

30

Glu

Asp

Ser

Arg

Asn

Ser

175

Lys

Thr

Gly

15

Asp

Trp

Ser

Leu

Glu

Ser

160

Leu

Val

Lys

Lys

Tyr

val

Val

Tyr
80



Leu GIn Met Asn Ser Leu Arg

85

Ala Lys Vval Pro Gly Tyr Ser

100

Trp Gly GIn Gly Thr Met Vval

115

<210> 286
<211> 108
<212> PRT
<213>

<220>
<223>

<400> 286
Glu lle Vval
1

Glu Arg Ala

Tyr Leu Ala
35

Ile Tyr Gly
50

Gly Ser Gly
65

Pro Glu Asp

Phe Thr Phe

<210> 287
<211> 452

Leu

Thr

20

Trp

Ala

Ser

Phe

Gly
100

Thr

Leu

Tyr

Ser

Gly

Ala

85

Pro

GIn

Ser

GIn

Ser

Thr

70

Val

Gly

Secuencia artificial

Sintética: P1-070914

Ser

Cys

GIn

Arg

55

Asp

Tyr

Thr

Thr Glu Asp Thr Ala Leu Tyr Tyr Cys

Gly Gly
105

Thr Val
120

90

95

Trp Ile Asp Ala Glu Asp Asp

Ser

Ser

P1-068767_E30D_D52N

Pro Gly

Arg Ala
25

Lys Pro

40

Ala Thr

Phe Thr

Tyr Cys

Lys Val
105

Thr
10

Ser

Gly

Gly

Leu

GIn

90

Asp

Leu

GIn

GIn

Thr
75

GIn

Ser

Ser

Ala

Pro

60

Ile

Tyr

Lys

VL

Leu

val

Pro

45

Asp

Ser

Gly

110

Ser

Ser

30

Arg

Arg

Arg

Ser

Pro

15

Ser

Leu

Phe

Leu

Ser
95

Ser

Leu

Ser

Glu

80

Pro



<212>
<213>

<220>
<223>

<400>
Glu Vval
1

Ser Leu

Ala Met

Ser Gly
50

Lys Gly
65

Leu GIn

Ala Lys

Trp Gly

Pro Ser

130

Thr Ala
145

Thr Val

Pro Ala

PRT

Secuencia artificial

Sintética: P1-070914

287

GIn

Arg

His

35

Arg

Met

Val

GIn

115

Val

Ala

Ser

val

Leu

Leu

20

Trp

Asn

Phe

Asn

Pro

100

Gly

Phe

Leu

Trp

Leu
180

Val

5

Ser

Val

Trp

Thr

Ser

85

Gly

Thr

Pro

Gly

Asn

165

GIn

Glu

Cys

Arg

Asn

Ile

70

Leu

Tyr

Met

Leu

Cys

150

Ser

Ser

Ser

Ala

GIn

Ser

55

Ser

Arg

Ser

Val

Ala

135

Leu

Gly

Ser

P1-068767_E30D_D52N

Gly

Ala

Ala

40

Glu

Arg

Thr

Gly

Thr

120

Pro

val

Ala

Gly

Gly

Ser

25

Pro

Asn

Asp

Glu

Gly

105

val

Ser

Lys

Leu

Leu
185

Gly Leu Val

10

Gly

Gly

Asn

Asp

90

Trp

Ser

Ser

Asp

Thr

170

Tyr

Phe

Lys

Gly

Ala

75

Thr

Ile

Ser

Lys

Tyr

155

Ser

Ser

Thr

Gly

Tyr

60

Lys

Ala

Asp

Ala

Ser

140

Phe

Gly

Leu

1gG1.3 HC

GIn

Leu

Leu

45

Ala

Asn

Leu

Ala

Ser

125

Thr

Pro

Val

Ser

Pro

Asp

Glu

Asp

Ser

Tyr

Glu

110

Thr

Ser

Glu

Ser
190

Gly

15

Asp

Trp

Ser

Leu

Tyr

95

Asp

Lys

Gly

Pro

Thr

175

Val

Lys

Tyr

Val

Val

Tyr

80

Cys

Asp

Gly

Gly

val

160

Phe

Val



Thr

Asn

Ser

225

Glu

Leu

Ser

Glu

Thr

305

Asn

Pro

GIn

Val

val
385

val

His

210

Cys

Gly

Met

Val
290

Tyr

Gly

Val

Ser
370

Glu

Pro

195

Lys

Asp

Ala

Arg

Lys

Glu

Tyr

355

Leu

Trp

Ser

Pro

Lys

Pro

Ser

260

Asp

Asn

Val

Glu

Lys

340

Thr

Thr

Glu

Ser

Ser

Thr

Ser

245

Arg

Pro

Ala

Val

Tyr

325

Thr

Leu

Cys

Ser

Ser

Asn

His

230

Val

Thr

Glu

Lys

Ser

310

Ile

Pro

Leu

Asn
390

Leu

Thr

215

Thr

Phe

Pro

Val

Thr

295

Val

Cys

Ser

Pro

Val

375

Gly

Gly

200

Lys

Cys

Leu

Glu

Lys

280

Lys

Leu

Lys

Lys

Ser

360

Lys

GIn

Thr

Val

Pro

Phe

Val

265

Phe

Pro

Thr

Val

Ala

345

Arg

Gly

Pro

GIn

Asp

Pro

Pro

250

Thr

Asn

Arg

Val

Ser

330

Lys

Glu

Phe

Glu

Thr

Lys

Cys

235

Pro

Cys

Trp

Glu

Leu

315

Asn

Gly

Glu

Tyr

Asn
395

Tyr

Arg

220

Pro

Lys

Val

Tyr

Glu

300

Lys

GIn

Met

Pro

380

Asn

Ile

205

Val

Ala

Pro

Val

Val

285

GIn

GIn

Ala

Pro

Thr

365

Ser

Tyr

Cys

Glu

Pro

Lys

Val

270

Asp

Tyr

Asp

Leu

Arg

350

Lys

Asp

Lys

Asn

Pro

Glu

Asp

255

Asp

Gly

Asn

Trp

Pro

335

Glu

Asn

Thr

Val

Lys

Ala

240

Thr

Val

Val

Ser

Leu

320

Ala

Pro

GIn

Thr
400



Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr

405

410

Thr Val Asp Lys Ser Arg Trp GIn GIn Gly Asn Val Phe

420

Val Met His Glu Ala Leu His

435

Leu Ser Pro
450

<210> 288
<211> 215
<212> PRT
<213>

<220>
<223>

<400> 288
Glu lle Vval
1

Glu Arg Ala

Tyr Leu Ala
35

50

Gly Ser Gly
65

Pro Glu Asp

Phe Thr Phe

Gly

Leu

Thr

20

Trp

Ala

Ser

Phe

Gly
100

Thr

5

Leu

Tyr

Ser

Gly

Ala

85

Pro

GIn

Ser

GIn

Ser

Thr

70

Val

Gly

Secuencia artificial

Sintética: P1-070914

Ser

Cys

GIn

Arg

55

Asp

Tyr

Thr

425

Asn His Tyr Thr GIn Lys

440

P1-068767_E30D_D52N

Pro Gly

Arg Ala
25

Lys Pro

40

Ala Thr

Phe Thr

Tyr Cys

Lys Val
105

Thr
10

Ser

Gly

Gly

Leu

GIn

90

Asp

Leu Ser

GIn Ser

GIn Ala

Ile Pro

60

Thr 1le
75

GIn Tyr

Ile Lys

445

LC

Leu

Val

Pro

45

Asp

Ser

Gly

Arg

Ser

Ser

430

Ser

Ser

Ser

30

Arg

Arg

Arg

Ser

Thr
110

Lys
415

Cys

Leu

Pro

15

Ser

Leu

Phe

Leu

Ser

95

Val

Leu

Ser

Ser

Gly

Ser

Leu

Ser

Glu

80

Pro

Ala



Ala Pro

Gly Thr
130

Ala Lys
145

GIn Glu

Ser Ser

Tyr Ala

Ser Phe
210

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu Vval
1

Ser Leu Arg Leu Ser Cys Ala

Ser
115

Ala

Val

Ser

Thr

Cys

195

Asn

289
123
PRT

Val

Ser

GIn

Val

Leu

180

Glu

Arg

Phe

Val

Trp

Thr

165

Thr

Val

Gly

Ile

Val

Lys

150

Glu

Leu

Thr

Glu

Phe

Cys

135

Val

GIn

Ser

His

Cys
215

Secuencia artificial

Sintética: P1-070916

289

GIn Leu Val

20

5

Glu

Ser

Ala Met His Trp Val Arg GIn

35

Ser Gly Ile Asn Trp Asn Ser

50

55

Pro

120

Leu

Asp

Asp

Lys

GIn
200

Pro

Leu

Asn

Ser

Ala

185

Gly

Ser

Asn

Ala

Lys

170

Asp

Leu

Asp

Asn

Leu

155

Asp

Tyr

Ser

Glu

Phe

140

GIn

Ser

Glu

Ser

GIn

125

Tyr

Ser

Thr

Lys

Pro
205

P1-068767_D52N_ES5A VH

Gly Gly Gly Leu Val

10

Ala Ser Gly Phe Thr

25

GIn

Leu

Ala Pro Gly Lys Gly Leu

40

Ala Asn lle Gly Tyr

60

45

Ala

Leu

Pro

Gly

Tyr

His

190

Val

Pro

Glu

30

Glu

Asp

Lys

Arg

Asn

Ser

175

Lys

Thr

Gly

15

Asp

Trp

Ser

Ser

Glu

Ser

160

Leu

Val

Lys

Lys

Tyr

Val

Val



Lys Gly Arg Phe Thr lle Ser

65

70

Leu GIn Met Asn Ser Leu Arg

85

Ala Lys Vval Pro Gly Tyr Ser

100

Trp Gly GIn Gly Thr Met Val

115

<210> 290
<211> 108
<212> PRT

<213> Secuencia artificial

<220>

<223> Sintética: P1-070916

<400> 290
Glu lle Vval
1

Glu Arg Ala

Tyr Leu Ala
35

50

Gly Ser Gly
65

Pro Glu Asp

Phe Thr Phe

Leu

Thr

20

Trp

Ala

Ser

Phe

Gly
100

Thr

5

Leu

Tyr

Ser

Gly

Ala

85

Pro

GIn

Ser

GIn

Ser

Thr

70

Val

Gly

Ser

Cys

GIn

Arg

55

Asp

Tyr

Thr

Arg Asp Asn Ala Lys Asn

75

Thr Glu Asp Thr Ala Leu

90

Gly Gly Trp lle Asp Ala

105

Thr Val
120

Ser

Ser

P1-068767_D52N_E55A

Pro Gly

Arg Ala
25

Lys Pro

40

Ala Thr

Phe Thr

Tyr Cys

Lys Val
105

Thr
10

Ser

Gly

Gly

Leu

GIn

90

Asp

Leu Ser

GIn Ser

GIn Ala

Ile Pro

60

Thr 1le
75

GIn Tyr

Ile Lys

VL

Leu

Val

Pro

45

Asp

Ser

Gly

Ser

Tyr

Glu
110

Ser

Ser

30

Arg

Arg

Arg

Ser

Leu Tyr
80

Tyr Cys
95

Asp Asp

Pro Gly
15

Ser Ser

Leu Leu

Phe Ser

Leu Glu

80

Ser Pro
95



<210>
<211>
<212>
<213>

<220>
<223>

<400>
Glu Vval
1

Ser Leu

Ala Met

Ser Gly
50

Lys Gly
65

Leu GIn

Ala Lys

Trp Gly

Pro Ser
130

Thr Ala
145

Thr Val

291
452
PRT

Secuencia artificial

Sintética: P1-070916

291

GIn

Arg

His

35

Arg

Met

Val

GIn

115

Val

Ala

Ser

Leu

Leu

20

Trp

Asn

Phe

Asn

Pro

100

Gly

Phe

Leu

Trp

Val

5

Ser

Val

Trp

Thr

Ser

85

Gly

Thr

Pro

Gly

Asn
165

Glu

Cys

Arg

Asn

Ile

70

Leu

Tyr

Met

Leu

Cys

150

Ser

Ser

Ala

GIn

Ser

55

Ser

Arg

Ser

Val

Ala

135

Leu

Gly

P1-068767_D52N_E55A

Gly Gly

Ala Ser
25

Ala Pro
40

Ala Asn

Arg Asp

Thr Glu

Gly Gly

105

Thr Val

120

Pro Ser

Val Lys

Ala Leu

Gly
10

Gly

Gly

Asn

Asp

90

Trp

Ser

Ser

Asp

Thr
170

Leu

Phe

Lys

Gly

Ala

75

Thr

Ser

Lys

Tyr

155

Ser

val

Thr

Gly

Tyr

60

Lys

Ala

Asp

Ala

Ser

140

Phe

Gly

1gG1.3 HC

GIn

Leu

Leu

45

Ala

Asn

Leu

Ala

Ser

125

Thr

Pro

Val

Pro

Glu

30

Glu

Asp

Ser

Tyr

Glu

110

Thr

Ser

Glu

Gly

15

Asp

Trp

Ser

Leu

Tyr

95

Asp

Lys

Gly

Pro

Thr
175

Lys

Tyr

Val

Val

Tyr

80

Cys

Asp

Gly

Gly

Val

160

Phe



Pro

Thr

Asn

Ser

225

Glu

Leu

Ser

Glu

Thr

305

Asn

Pro

GIn

val

Val
385

Ala

Val

His

210

Cys

Gly

Met

Val

290

Tyr

Gly

Ile

Val

Ser

370

Glu

Val

Pro

195

Lys

Asp

Ala

Ile

Glu

275

Arg

Lys

Glu

Tyr

355

Leu

Trp

Leu

180

Ser

Pro

Lys

Pro

Ser

260

Asp

Asn

Val

Glu

Lys

340

Thr

Thr

Glu

GIn

Ser

Ser

Thr

Ser

245

Arg

Pro

Ala

Val

Tyr

325

Thr

Leu

Cys

Ser

Ser

Ser

Asn

His

230

Val

Thr

Glu

Lys

Ser

310

Lys

Ile

Pro

Leu

Asn
390

Ser

Leu

Thr

215

Thr

Phe

Pro

Val

Thr

295

Val

Cys

Ser

Pro

Val

375

Gly

Gly

Gly

200

Lys

Cys

Leu

Glu

Lys

280

Lys

Leu

Lys

Lys

Ser

360

Lys

GIn

Leu

185

Thr

val

Pro

Phe

val

265

Phe

Pro

Thr

val

Ala

345

Arg

Gly

Pro

Tyr

GIn

Asp

Pro

Pro

250

Thr

Asn

Arg

Val

Ser

330

Lys

Glu

Phe

Glu

Ser

Thr

Lys

Cys

235

Pro

Cys

Trp

Glu

Leu

315

Asn

Gly

Glu

Tyr

Asn
395

Leu

Tyr

Arg

220

Pro

Lys

Val

Tyr

Glu

300

His

Lys

GIn

Met

Pro

380

Asn

Ser

Ile

205

Val

Ala

Pro

Val

Val

285

GIn

GIn

Ala

Pro

Thr

365

Ser

Tyr

Ser

190

Cys

Glu

Pro

Lys

Val

270

Asp

Tyr

Asp

Leu

Arg

350

Lys

Asp

Lys

Val

Asn

Pro

Glu

Asp

255

Asp

Gly

Asn

Trp

Pro

335

Glu

Asn

Thr

Val

Val

Lys

Ala

240

Thr

Val

Val

Ser

Leu

320

Pro

GIn

Thr
400



Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr

405

410

Thr Val Asp Lys Ser Arg Trp GIn GIn Gly Asn Val Phe

420

Val Met His Glu Ala Leu His

435

Leu Ser Pro
450

<210> 292
<211> 215
<212> PRT
<213>

<220>
<223>

<400> 292
Glu lle Vval
1

Glu Arg Ala

Tyr Leu Ala
35

50

Gly Ser Gly
65

Pro Glu Asp

Phe Thr Phe

Gly

Leu

Thr

20

Trp

Ala

Ser

Phe

Gly
100

Thr

Leu

Tyr

Ser

Gly

Ala

85

Pro

GIn

Ser

GIn

Ser

Thr

70

Val

Gly

Secuencia artificial

Sintética: P1-070916

Ser

Cys

GIn

Arg

55

Asp

Tyr

Thr

425

Asn His Tyr Thr GIn Lys

440

P1-068767_D52N_E55A

Pro Gly

Arg Ala
25

Lys Pro

40

Ala Thr

Phe Thr

Tyr Cys

Lys Val
105

Thr
10

Ser

Gly

Gly

Leu

GIn

90

Asp

Leu

GIn

GIn

Thr
75

GIn

Ser

Ser

Ala

Pro

60

Ile

Tyr

Lys

445

LC

Leu

Val

Pro

45

Asp

Ser

Gly

Arg

Ser

Ser

430

Ser

Ser

Ser

30

Arg

Arg

Arg

Ser

Thr
110

Lys
415

Cys

Leu

Pro

15

Ser

Leu

Phe

Leu

Ser

95

Val

Leu

Ser

Ser

Gly

Ser

Leu

Ser

Glu

80

Pro

Ala



Ala Pro

Gly Thr
130

Ala Lys
145

GIn Glu

Ser Ser

Tyr Ala

Ser Phe
210

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu Vval
1

Ser Leu Arg Leu Ser Cys Ala

Ser
115

Ala

Val

Ser

Thr

Cys

195

Asn

293
123
PRT

Val

Ser

GIn

Val

Leu

180

Glu

Arg

Phe

Val

Trp

Thr

165

Thr

Val

Gly

Ile

Val

Lys

150

Glu

Leu

Thr

Glu

Phe

Cys

135

Val

GIn

Ser

His

Cys
215

Secuencia artificial

Sintética: P1-070918

293

GIn Leu Val

20

5

Glu

Ser

Ala Met His Trp Val Arg GIn

35

Ser Gly lle Asp Trp Asn Ser

50

55

Pro

120

Leu

Asp

Asp

Lys

GIn
200

P1-068767_E55A E100fF VH

Pro

Leu

Asn

Ser

Ala

185

Gly

Ser

Asn

Ala

Lys

170

Asp

Leu

Asp

Asn

Leu

155

Asp

Tyr

Ser

Glu

Phe

140

GIn

Ser

Glu

Ser

GIn

125

Tyr

Ser

Thr

Lys

Pro
205

Leu

Pro

Gly

Tyr

His

190

vVal

Gly Gly Gly Leu Vval GIn Pro

10

Ala Ser Gly Phe Thr Leu Glu

25

30

Ala Pro Gly Lys Gly Leu Glu

40

45

Ala Asn lle Gly Tyr Ala Asp

60

Lys

Arg

Asn

Ser

175

Lys

Thr

Gly

15

Asp

Trp

Ser

Ser

Glu

Ser

160

Leu

Val

Lys

Lys

Tyr

Val

Val



Lys Gly Arg Phe Thr Ile Ser

65

70

Leu GIn Met Asn Ser Leu Arg

85

Ala Lys Val Pro Gly Tyr Ser

100

Trp Gly GIn Gly Thr Met Val

115

<210> 294
<211> 108
<212> PRT
<213>

<220>
<223>

<400> 294
Glu lle Vval
1

Glu Arg Ala

Tyr Leu Ala
35

50

Gly Ser Gly
65

Pro Glu Asp

Phe Thr Phe

Leu

Thr

20

Trp

Ala

Ser

Phe

Gly
100

Thr

Leu

Tyr

Ser

Gly

Ala

85

Pro

GIn

Ser

GIn

Ser

Thr

70

Val

Gly

Secuencia artificial

Sintética: P1-070918

Ser

Cys

GIn

Arg

55

Asp

Tyr

Thr

Arg Asp Asn Ala Lys Asn Ser

75

Thr Glu Asp Thr Ala Leu Tyr

90

Gly Gly Trp lle Asp Ala Phe

Thr
120

P1-068767_E55A E100fF VL

Pro

Arg

Lys

40

Ala

Phe

Tyr

Lys

105

Val

Gly

Ala

25

Pro

Thr

Thr

Cys

val
105

Ser

Thr
10

Ser

Gly

Gly

Leu

GIn

90

Asp

Ser

Leu

GIn

GIn

Thr
75

GIn

Ser

Ser

Ala

Pro

60

Ile

Tyr

Lys

Leu

Val

Pro

45

Asp

Ser

Gly

110

Ser

Ser

30

Arg

Arg

Arg

Ser

Leu Tyr
80

Tyr Cys
95

Asp Asp

Pro Gly
15

Ser Ser

Leu Leu

Phe Ser

Leu Glu

80

Ser Pro
95



<210>
<211>
<212>
<213>

<220>
<223>

<400>
Glu Vval
1

Ser Leu

Ala Met

Ser Gly
50

Lys Gly
65

Leu GIn

Ala Lys

Trp Gly

Pro Ser
130

Thr Ala
145

Thr Val

295
452
PRT

Secuencia artificial

Sintética: P1-070918

295

GIn

Arg

His

35

Arg

Met

Val

GIn

115

Val

Ala

Ser

Leu

Leu

20

Trp

Asp

Phe

Asn

Pro

100

Gly

Phe

Leu

Trp

Val

5

Ser

Val

Trp

Thr

Ser

85

Gly

Thr

Pro

Gly

Asn
165

Glu

Cys

Arg

Asn

Ile

70

Leu

Tyr

Met

Leu

Cys

150

Ser

Ser

Ala

GIn

Ser

55

Ser

Arg

Ser

Val

Ala

135

Leu

Gly

P1-068767_E55A_E100fF 1gG1.3 HC

Gly Gly

Ala Ser
25

Ala Pro
40

Ala Asn

Arg Asp

Thr Glu

Gly Gly

105

Thr Val

120

Pro Ser

Val Lys

Ala Leu

Gly Leu Val GIn

10

Gly

Gly

Asn

Asp

90

Trp

Ser

Ser

Asp

Thr
170

Phe

Lys

Gly

Ala

75

Thr

Ser

Lys

Tyr

155

Ser

Thr

Gly

Tyr

60

Lys

Ala

Asp

Ala

Ser

140

Phe

Gly

Leu

Leu

45

Ala

Asn

Leu

Ala

Ser

125

Thr

Pro

Val

Pro Gly
15

Glu Asp
30

Glu Trp

Asp Ser

Ser Leu

Tyr Tyr

95

Phe Asp

110

Thr Lys

Ser Gly

Glu Pro

His Thr
175

Lys

Tyr

Val

Val

Tyr

80

Cys

Asp

Gly

Gly

Val

160

Phe



Pro

Thr

Asn

Ser

225

Glu

Leu

Ser

Glu

Thr

305

Asn

Pro

GIn

val

Ala

Val

His

210

Cys

Gly

Met

Val
290

Tyr

Gly

Val

Ser
370

Val

Pro

195

Lys

Asp

Ala

Arg

Lys

Glu

Tyr

355

Leu

Leu

180

Ser

Pro

Lys

Pro

Ser

260

Asp

Asn

Val

Glu

Lys

340

Thr

Thr

GIn

Ser

Ser

Thr

Ser

245

Arg

Pro

Ala

Val

Tyr

325

Thr

Leu

Cys

Ser

Ser

Asn

His

230

Val

Thr

Glu

Lys

Ser

310

Lys

Ile

Pro

Leu

Ser

Leu

Thr

215

Thr

Phe

Pro

Val

Thr

295

Val

Cys

Ser

Pro

Val
375

Gly

Gly

200

Lys

Cys

Leu

Glu

Lys

280

Lys

Leu

Lys

Lys

Ser

360

Lys

Leu

185

Thr

Val

Pro

Phe

Val

265

Phe

Pro

Thr

Val

Ala

345

Arg

Gly

Tyr

GIn

Asp

Pro

Pro

250

Thr

Asn

Arg

Val

Ser

330

Lys

Glu

Phe

Ser

Thr

Lys

Cys

235

Pro

Cys

Trp

Glu

Leu

315

Asn

Gly

Glu

Tyr

Leu

Tyr

Arg

220

Pro

Lys

Val

Tyr

Glu

300

His

Lys

GIn

Met

Pro
380

Ser

Ile

205

val

Ala

Pro

Val

val

285

GIn

GIn

Ala

Pro

Thr

365

Ser

Ser

190

Cys

Glu

Pro

Lys

vVal

270

Asp

Tyr

Asp

Leu

Arg

350

Lys

Asp

Val

Asn

Pro

Glu

Asp

255

Asp

Gly

Asn

Trp

Pro

335

Glu

Asn

Val

Val

Lys

Ala

240

Thr

Val

val

Ser

Leu

320

Pro

GIn

Ala



val

385

Pro

Thr

Val

Leu

Glu

Pro

Val

Met

Ser
450

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Trp Glu Ser Asn Gly
390

Val Leu Asp Ser Asp
405

Asp Lys Ser Arg Trp
420

His Glu Ala Leu His
435

Pro Gly

296
215
PRT
Secuencia artificial

Sintética: P1-070918

296

Glu Ile Val Leu Thr GIn Ser

1

5

Glu Arg Ala Thr Leu Ser Cys

20

Tyr Leu Ala Trp Tyr GIn GlIn

35

Ile Tyr Gly Ala Ser Ser Arg

50

55

Gly Ser Gly Ser Gly Thr Asp

65

70

Pro Glu Asp Phe Ala Val Tyr

85

GIn Pro Glu Asn Asn Tyr
395

Gly Ser Phe Phe Leu Tyr
410

GIn GIn Gly Asn Val Phe
425

Asn His Tyr Thr GIn Lys
440 445

P1-068767_E55A_E100FF LC

Pro Gly Thr Leu Ser Leu
10

Arg Ala Ser GIn Ser Vval
25

Lys Pro Gly GIn Ala Pro
40 45

Ala Thr Gly 1le Pro Asp
60

Phe Thr Leu Thr Ile Ser
75

Tyr Cys GIn GIn Tyr Gly
90

Lys

Ser

Ser

430

Ser

Ser

Ser

30

Arg

Arg

Arg

Ser

Thr

Lys

415

Cys

Leu

Pro

15

Ser

Leu

Phe

Leu

Ser
95

Thr

400

Leu

Ser

Ser

Gly

Ser

Leu

Ser

Glu

80

Pro



Phe Thr

Ala Pro

Gly Thr
130

Ala Lys
145

GIn Glu

Ser Ser

Tyr Ala

Ser Phe
210

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu Vval
1

Phe

Ser
115

Ala

Val

Ser

Thr

Cys

195

Asn

297
123
PRT

Gly

100

Val

Ser

GIn

Val

Leu

180

Glu

Arg

Pro

Phe

Val

Trp

Thr

165

Thr

Val

Gly

Gly

Ile

Val

Lys

150

Glu

Leu

Thr

Glu

Thr

Phe

Cys

135

Val

GIn

Ser

Cys
215

Secuencia artificial

Sintética: P1-070920

297

GIn Leu Val

5

Glu

Ser

Ser Leu Arg Leu Ser Cys Ala

20

Ala Met His Trp Val Arg GIn

35

Lys

Pro

120

Leu

Asp

Asp

Lys

GIn
200

Val

105

Pro

Leu

Asn

Ser

Ala

185

Gly

Asp

Ser

Asn

Ala

Lys

170

Asp

Leu

Asp

Asn

Leu

155

Asp

Tyr

Ser

Lys

Glu

Phe

140

GIn

Ser

Glu

Ser

Arg

GIn

125

Tyr

Ser

Thr

Lys

Pro
205

Thr

110

Leu

Pro

Gly

Tyr

His

190

Val

P1-068767_E100fF_D102V VH

Gly Gly Gly Leu Vval GIn Pro

10

Ala Ser Gly Phe Thr Leu Glu

25

30

Ala Pro Gly Lys Gly Leu Glu

40

45

Val

Lys

Arg

Asn

Ser

175

Lys

Thr

Gly
15

Asp

Trp

Ala

Ser

Glu

Ser

160

Leu

Val

Lys

Lys

Tyr

Val



Ser Gly lle
50

Lys Gly Arg
65

Leu GIn Met

Ala Lys Vval

Trp Gly GIn
115

<210>
<211>
<212>
<213>

298
108
PRT

<220>
<223>
<400> 298
Glu Ile Vval
1

Glu Arg Ala

Tyr Leu Ala
35

Ile Tyr Gly
50

Gly Ser Gly
65

Pro Glu Asp

Asp

Phe

Asn

Pro

100

Gly

Leu

Thr

20

Trp

Ala

Ser

Phe

Trp Asn Ser
55

Thr 1le Ser
70

Ser Leu Arg
85

Gly Tyr Ser

Thr Met Val

Secuencia artificial

Sintética: P1-070920

Thr GIn Ser
5

Leu Ser Cys

Tyr GIn GlIn

Ser Ser Arg
55

Gly Thr Asp
70

Ala Vval Tyr
85

Glu Asn

Arg Asp

Thr Glu

Gly Gly

105

Thr
120

Val

Asn

Asp

Trp

Ser

Gly Tyr Ala
60

Ala Lys Asn

75

Thr Ala Leu

Ile Asp Ala

Ser

Asp

Ser

Tyr

Phe
110

P1-068767_E100fF_D102V VL

Pro Gly Thr Leu Ser

Arg Ala Ser GIn

25

Lys Pro

40

Ala Thr

Phe Thr

Tyr Cys

10

Gly

Gly

Leu

GIn
90

Leu
Ser Val
GIn Ala Pro
45
Ile Pro Asp
60
Thr 1le Ser
75
GIn Tyr Gly

Ser

Ser

30

Arg

Arg

Arg

Ser

Ser

Leu

Tyr

95

Asp

Pro

15

Ser

Leu

Phe

Leu

Ser
95

Val

Tyr

80

Cys

val

Gly

Ser

Leu

Ser

Glu

80

Pro



Phe Thr Phe Gly Pro Gly Thr Lys Val Asp lle Lys

<210>
<211>
<212>
<213>

<220>
<223>

<400>
Glu Vval
1

Ser Leu

Ala Met

Ser Gly
50

Lys Gly
65

Leu GIn

Ala Lys

Trp Gly

Pro Ser

130

Thr Ala
145

299
452
PRT

100

Secuencia artificial

Sintética: P1-070920

299

GIn

Arg

His

35

Ile

Arg

Met

Val

GIn

115

Val

Ala

Leu

Leu

20

Trp

Asp

Phe

Asn

Pro

100

Gly

Phe

Leu

Val

Ser

Val

Trp

Thr

Ser

85

Gly

Thr

Pro

Gly

Glu

Cys

Arg

Asn

Ile

70

Leu

Tyr

Met

Leu

Cys
150

Ser

Ala

GIn

Ser

55

Ser

Arg

Ser

Val

Ala

135

Leu

P1-068767_E100fF_D102V 1gG1.

105

Gly Gly Gly

Ala

Ala

40

Glu

Arg

Thr

Gly

Thr

120

Pro

Val

Ser

25

Pro

Asn

Asp

Glu

Gly

105

Val

Ser

Lys

10

Gly

Gly

Ile

Asn

Asp

90

Trp

Ser

Ser

Asp

Leu

Phe

Lys

Gly

Ala

75

Thr

Ile

Ser

Lys

Tyr
155

Val

Thr

Gly

Tyr

60

Lys

Ala

Asp

Ala

Ser

140

Phe

GIn

Leu

Leu

45

Ala

Asn

Leu

Ala

Ser

125

Thr

Pro

Pro

Glu

30

Glu

Asp

Ser

Tyr

Phe

110

Thr

Ser

Glu

3 HC

Gly

Asp

Trp

Ser

Leu

Tyr

95

Asp

Lys

Gly

Pro

Lys

Tyr

Val

val

Tyr

80

Cys

Val

Gly

Gly

Val
160



Thr

Pro

Thr

Asn

Ser

225

Glu

Leu

Ser

Glu

Thr

305

Asn

Pro

GIn

Val

val

Ala

Val

His

210

Cys

Gly

Met

val

290

Tyr

Gly

Ile

val

Ser
370

Ser

Val

Pro

195

Lys

Asp

Ala

Ile

Glu

275

Arg

Lys

Glu

Tyr

355

Leu

Trp

Leu

180

Ser

Pro

Lys

Pro

Ser

260

Asp

Asn

Val

Glu

Lys

340

Thr

Thr

Asn

165

GIn

Ser

Ser

Thr

Ser

245

Arg

Pro

Ala

Val

Tyr

325

Thr

Leu

Cys

Ser

Ser

Ser

Asn

His

230

Val

Thr

Glu

Lys

Ser

310

Lys

Ile

Pro

Leu

Gly

Ser

Leu

Thr

215

Thr

Phe

Pro

Val

Thr

295

Val

Cys

Ser

Pro

Val
375

Ala

Gly

Gly

200

Lys

Cys

Leu

Glu

Lys

280

Lys

Leu

Lys

Lys

Ser

360

Lys

Leu

Leu

185

Thr

val

Pro

Phe

Val

265

Phe

Pro

Thr

Val

Ala

345

Arg

Gly

Thr

170

Tyr

GIn

Asp

Pro

Pro

250

Thr

Asn

Arg

Val

Ser

330

Lys

Glu

Phe

Ser

Ser

Thr

Lys

Cys

235

Pro

Cys

Trp

Glu

Leu

315

Asn

Gly

Glu

Tyr

Gly

Leu

Tyr

Arg

220

Pro

Lys

Val

Glu

300

His

Lys

GIn

Met

Pro
380

Val

Ser

Ile

205

val

Ala

Pro

Val

val

285

GIn

GIn

Ala

Pro

Thr

365

Ser

Ser

190

Cys

Glu

Pro

Lys

Val

270

Asp

Tyr

Asp

Leu

Arg

350

Lys

Asp

Thr

175

Val

Asn

Pro

Glu

Asp

255

Asp

Gly

Asn

Trp

Pro

335

Glu

Asn

Phe

Val

Val

Lys

Ala

240

Thr

Val

val

Ser

Leu

320

Pro

GIn



Val Glu Trp Glu Ser Asn Gly

385

390

Pro Pro Val Leu Asp Ser Asp

405

Thr Val Asp Lys Ser Arg Trp

420

Val Met His Glu Ala Leu His

435

Leu Ser Pro Gly
450

<210> 300
<211> 215
<212> PRT
<213>

<220>
<223>

<400> 300
Glu Ile VvVal Leu
1

Glu Arg Ala Thr
20

Tyr Leu Ala Trp
35

Ile Tyr Gly Ala
50

Gly Ser Gly Ser
65

Pro Glu Asp Phe

Thr

Leu

Tyr

Ser

Gly

Ala
85

GIn

Ser

GIn

Ser

Thr

70

Val

Secuencia artificial

Sintética: P1-070920

Ser

Cys

GIn

Arg

55

Asp

Tyr

GIn Pro Glu Asn Asn Tyr

395

Gly Ser Phe Phe Leu Tyr

410

GIn GIn Gly Asn Val Phe

425

Asn His Tyr Thr GIn Lys

440

445

Lys

Ser

Ser

430

Ser

P1-068767_E100fF_D102V LC

Pro Gly

Arg Ala
25

Lys Pro

40

Ala Thr

Phe Thr

Tyr Cys

Thr

10

Ser

Gly

Gly

Leu

GIn
90

Leu

GIn

GIn

Thr
75

GIn

Ser

Ser

Ala

Pro

60

Ile

Tyr

Leu

Val

Pro

45

Asp

Ser

Gly

Ser

Ser

30

Arg

Arg

Arg

Ser

Thr

Lys

415

Cys

Leu

Pro

15

Ser

Leu

Phe

Leu

Ser
95

Thr

400

Leu

Ser

Ser

Gly

Ser

Leu

Ser

Glu

80

Pro



Phe Thr

Ala Pro

Gly Thr
130

Ala Lys
145

GIn Glu

Ser Ser

Tyr Ala

Ser Phe
210

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu Vval
1

Phe

Ser
115

Ala

Val

Ser

Thr

Cys

195

Asn

301
123
PRT

Gly

100

Val

Ser

GIn

Val

Leu

180

Glu

Arg

Pro

Phe

Val

Trp

Thr

165

Thr

Val

Gly

Gly

Val

Lys

150

Glu

Leu

Thr

Glu

Thr

Phe

Cys

135

Val

GIn

Ser

Cys
215

Secuencia artificial

Sintética: P1-070922

301

GIn Leu Val

5

Glu

Ser

Ser Leu Arg Leu Ser Cys Ala

20

Ala Met His Trp Val Arg GIn

35

Lys

Pro

120

Leu

Asp

Asp

Lys

GIn
200

Val

105

Pro

Leu

Asn

Ser

Ala

185

Gly

Asp

Ser

Asn

Ala

Lys

170

Asp

Leu

Asp

Asn

Leu

155

Asp

Tyr

Ser

Lys

Glu

Phe

140

GIn

Ser

Glu

Ser

P1-068767_E30D_E55A

Gly Gly Gly Leu Val

Ala

Ala
40

10

Ser Gly Phe Thr

25

Pro Gly Lys Gly

Arg Thr val
110

GIn Leu Lys
125

Tyr Pro Arg

Ser Gly Asn

Thr Tyr Ser
175

Lys His Lys
190

Pro val Thr
205

GIn Pro Gly
15

Leu Asp Asp
30

Leu Glu Trp
45

Ala

Ser

Glu

Ser

160

Leu

Val

Lys

Lys

Tyr

Val



Ser Gly Ile Asp
50

Lys Gly Arg Phe

65

Leu GIn Met Asn

Ala Lys Vval Pro

100

Trp Gly GIn Gly
115

<210> 302

<211> 108

<212> PRT

<213>

<220>

<223>

<400> 302

Glu 1le Vval Leu

1

Glu Arg Ala Thr
20

Tyr Leu Ala Trp
35

Ile Tyr Gly Ala
50

Gly Ser Gly Ser
65

Pro Glu Asp Phe

Trp Asn Ser
55

Thr 1le Ser
70

Ser Leu Arg
85

Gly Tyr Ser

Thr Met Val

Secuencia artificial

Sintética: P1-070922

Thr GIn Ser

Leu Ser Cys

Tyr GIn GIn

Ser Ser Arg

55

Thr
70

Gly Asp

Ala Vval

85

Tyr

Arg

Thr

Gly

Thr
120

Asn

Asp

Glu

Gly

105

Val

Ile

Asn

Asp

90

Trp

Ser

Gly Tyr
60

Ala Lys

75

Thr Ala

Ile Asp

Ser

P1-068767_E30D_ES55A

Pro

Arg

Lys

40

Ala

Phe

Tyr

Gly

Ala

25

Pro

Thr

Thr

Cys

Thr

10

Ser

Gly

Gly

Leu

GIn
90

Leu Ser

GIn Ser

GIn Ala

Pro
60

Thr
75

Ile

GIn Tyr

Ala

Asn

Leu

Ala

VL

Leu

Val

Pro

45

Asp

Ser

Gly

Asp

Ser

Tyr

Glu
110

Ser

Ser

30

Arg

Arg

Arg

Ser

Ser

Leu

Tyr

95

Asp

Pro

15

Ser

Leu

Phe

Leu

Ser
95

Val

Tyr

80

Cys

Asp

Gly

Ser

Leu

Ser

Glu

80

Pro



Phe Thr Phe Gly Pro Gly Thr Lys Val Asp lle Lys

<210>
<211>
<212>
<213>

<220>
<223>

<400>
Glu Vval
1

Ser Leu

Ala Met

Ser Gly
50

Lys Gly
65

Leu GIn

Ala Lys

Trp Gly

Pro Ser

130

Thr Ala
145

303
452
PRT

100

Secuencia artificial

Sintética: P1-070922

303

GIn

Arg

His

35

Ile

Arg

Met

Val

GIn

115

Val

Ala

Leu

Leu

20

Trp

Asp

Phe

Asn

Pro

100

Gly

Phe

Leu

Val

5

Ser

Val

Trp

Thr

Ser

85

Gly

Thr

Pro

Gly

Glu

Cys

Arg

Asn

Ile

70

Leu

Tyr

Met

Leu

Cys
150

Ser

Ala

GIn

Ser

55

Ser

Arg

Ser

Val

Ala

135

Leu

105

P1-068767_E30D_E55A

Gly Gly Gly Leu Val

Ala

Ala

40

Ala

Arg

Thr

Gly

Thr

120

Pro

val

Ser

25

Pro

Asn

Asp

Glu

Gly

105

val

Ser

Lys

10

Gly

Gly

Ile

Asn

Asp

90

Trp

Ser

Ser

Asp

Phe

Lys

Gly

Ala

75

Thr

Ile

Ser

Lys

Tyr
155

Thr

Gly

Tyr

60

Ala

Asp

Ala

Ser

140

Phe

19gG1.3 HC

GIn

Leu

Leu

45

Ala

Asn

Leu

Ala

Ser

125

Thr

Pro

Pro

Asp

30

Glu

Asp

Ser

Tyr

Glu

110

Thr

Ser

Glu

Gly

15

Asp

Trp

Ser

Leu

Tyr

95

Asp

Lys

Gly

Pro

Lys

Tyr

Val

val

Tyr

80

Cys

Asp

Gly

Gly

Val
160



Thr

Pro

Thr

Asn

Ser

225

Glu

Leu

Ser

Glu

Thr

305

Asn

Pro

GIn

val

Ala

Val

His

210

Cys

Gly

Met

val

290

Tyr

Gly

Ile

val

Ser

Val

Pro

195

Lys

Asp

Ala

Ile

Glu

275

Arg

Lys

Glu

Tyr
355

Trp

Leu

180

Ser

Pro

Lys

Pro

Ser

260

Asp

Asn

Val

Glu

Lys

340

Thr

Asn

165

GIn

Ser

Ser

Thr

Ser

245

Arg

Pro

Ala

Val

Tyr

325

Thr

Leu

Ser

Ser

Ser

Asn

His

230

Val

Thr

Glu

Lys

Ser

310

Lys

Ile

Pro

Gly

Ser

Leu

Thr

215

Thr

Phe

Pro

Val

Thr

295

Val

Cys

Ser

Pro

Ala

Gly

Gly

200

Lys

Cys

Leu

Glu

Lys

280

Lys

Leu

Lys

Lys

Ser
360

Leu

Leu

185

Thr

Val

Pro

Phe

Val

265

Phe

Pro

Thr

Val

Ala

345

Arg

Thr

170

Tyr

GIn

Asp

Pro

Pro

250

Thr

Asn

Arg

Val

Ser

330

Lys

Glu

Ser

Ser

Thr

Lys

Cys

235

Pro

Cys

Trp

Glu

Leu

315

Asn

Gly

Glu

Gly

Leu

Tyr

Arg

220

Pro

Lys

val

Glu

300

His

Lys

GIn

Met

Val

Ser

Ie

205

Val

Ala

Pro

val

Val

285

GIn

GIn

Ala

Pro

Thr
365

Ser

190

Cys

Glu

Pro

Lys

val

270

Asp

Tyr

Asp

Leu

Arg

350

Lys

Thr

175

val

Asn

Pro

Glu

Asp

255

Asp

Gly

Asn

Trp

Pro

335

Glu

Asn

Phe

Val

val

Lys

Ala

240

Thr

val

Val

Ser

Leu

320

Ala

Pro

GIn



Val Ser Leu Thr Cys Leu Val
370 375

Val Glu Trp Glu Ser Asn Gly
385 390

Pro Pro Val Leu Asp Ser Asp
405

Thr Val Asp Lys Ser Arg Trp
420

Val Met His Glu Ala Leu His
435

Leu Ser Pro Gly
450

<210> 304
<211> 215
<212> PRT
<213> Secuencia artificial

<220>
<223> Sintética: P1-070922

<400> 304
Glu 1le Vval Leu Thr GIn Ser
1 5

Glu Arg Ala Thr Leu Ser Cys
20

Tyr Leu Ala Trp Tyr GIn GIn
35

Ile Tyr Gly Ala Ser Ser Arg
50 55

Gly Ser Gly Ser Gly Thr Asp
65 70

Lys Gly Phe Tyr Pro
380

GIn Pro Glu Asn Asn
395

Gly Ser Phe Phe Leu
410

GIn GIn Gly Asn Val
425

Asn His Tyr Thr GIn
440

P1-068767_E30D_E55A

Pro Gly Thr Leu Ser
10

Arg Ala Ser GIn Ser
25

Lys Pro Gly GIn Ala
40

Ala Thr Gly I1le Pro
60

Phe Thr Leu Thr lle
75

Ser

Tyr

Tyr

Phe

Lys
445

LC

Leu

Val

Pro

45

Asp

Ser

Asp

Lys

Ser

Ser

430

Ser

Ser

Ser

30

Arg

Arg

Arg

Thr

Lys

415

Cys

Leu

Pro

15

Ser

Leu

Phe

Leu

Ala

Thr

400

Leu

Ser

Ser

Gly

Ser

Leu

Ser

Glu
80



Pro Glu

Phe Thr

Ala Pro

Gly Thr
130

Ala Lys
145

GIn Glu

Ser Ser

Tyr Ala

Ser Phe
210

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu Vval
1

Asp

Phe

Ser
115

Ala

Val

Ser

Thr

Cys

195

Asn

305
123
PRT

Phe

Gly

100

Val

Ser

GIn

Val

Leu

180

Glu

Arg

Ala

85

Pro

Phe

Val

Trp

Thr

165

Thr

Val

Gly

Val

Gly

Val

Lys

150

Glu

Leu

Thr

Glu

Tyr

Thr

Phe

Cys

135

Val

GIn

Ser

Cys
215

Secuencia artificial

Sintética: P1-070924

305

GIn Leu Val

5

Glu

Ser

Tyr

Lys

Pro

120

Leu

Asp

Asp

Lys

GIn
200

P1-068767_E30D_E100fF VH

Cys

val

105

Pro

Leu

Asn

Ser

Ala

185

Gly

GIn

90

Asp

Ser

Asn

Ala

Lys

170

Asp

Leu

GIn

Asp

Asn

Leu

155

Asp

Tyr

Ser

Tyr

Lys

Glu

Phe

140

GIn

Ser

Glu

Ser

Gly

Arg

GIn

125

Tyr

Ser

Thr

Lys

Pro
205

Ser

Thr

110

Leu

Pro

Gly

Tyr

His

190

val

Ser

95

Val

Lys

Arg

Asn

Ser

175

Lys

Thr

Pro

Ala

Ser

Glu

Ser

160

Leu

Val

Lys

Gly Gly Gly Leu Val GIn Pro Gly Lys

10

15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Leu Asp Asp Tyr

20

25

30



Ala Met His Val

35

Trp Arg GIn

Ser
55

Ser Gly lle Asn

50

Asp Trp

Phe Thr 1le

70

Lys Ser

65

Gly Arg

GIn Met Ser Leu

85

Leu Asn Arg

Ala Pro Ser

100

Lys Val Gly Tyr

Trp Gly GIn Thr

115

Gly Met Val

<210>
<211>
<212>
<213>

306
108
PRT
Secuencia artificial

<220>
<223> Sintética: P1-070924

<400> 306

Glu 1le Vval Leu Thr GIn Ser
1 5

Glu Arg Ala Thr Leu Ser Cys
20

Tyr Leu Ala Trp Tyr GIn GIn
35

Ile Tyr Gly Ala Ser Ser Arg
50 55

Gly Ser Gly Ser Gly Thr Asp
65 70

Ala
40

Pro Gly Lys Gly Leu Glu

45

Glu Asn Gly Tyr Ala Asp

60

Arg Asp Asn Ala Lys Asn Ser

75

Thr Glu Asp Thr Ala Leu Tyr

Gly Gly

105

Trp 1le Asp Ala Phe

110

Thr
120

Val Ser Ser

P1-068767_E30D_E100fF VL

Pro Gly Thr Leu Ser Leu Ser

10

Arg Ala Ser GIn Ser Val
25

Ser
30

Lys Pro Gly GIn Ala Pro
40 45

Arg

Ala Thr Gly l1le Pro Asp
60

Arg

Phe Thr Leu Thr lle Ser
75

Arg

Trp

Ser

Leu

Tyr

95

Asp

Pro

15

Ser

Leu

Phe

Leu

Val

Val

Tyr

80

Cys

Asp

Gly

Ser

Leu

Ser

Glu
80



Pro Glu Asp Phe Ala Val Tyr Tyr Cys GIn GIn Tyr Gly Ser Ser Pro

85

90

Phe Thr Phe Gly Pro Gly Thr Lys Val Asp lle Lys

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu

1

Ser

Ala

Ser

Lys

65

Leu

Ala

Trp

Pro

val

Leu

Met

Gly

50

Gly

GIn

Lys

Gly

Ser
130

307
452
PRT

100

Secuencia artificial

Sintética: P1-070924

307

GIn

Arg

His

35

Ile

Arg

Met

Val

GIn

115

Val

Leu

Leu

20

Trp

Asp

Phe

Asn

Pro

100

Gly

Phe

Val

5

Ser

Val

Trp

Thr

Ser

85

Gly

Thr

Pro

Glu

Cys

Arg

Asn

Ile

70

Leu

Tyr

Met

Leu

Ser

Ala

GIn

Ser

55

Ser

Arg

Ser

Val

Ala
135

105

95

P1-068767_E30D_E100fF 1gG1.3 HC

Gly Gly

Ala Ser
25

Ala Pro
40

Glu Asn

Arg Asp

Thr Glu

Gly Gly
105

Thr Val
120

Pro Ser

Gly

10

Gly

Gly

Ile

Asn

Asp

90

Trp

Ser

Ser

Leu

Phe

Lys

Gly

Ala

75

Thr

Ser

Lys

Val

Thr

Gly

Tyr

60

Ala

Asp

Ala

Ser
140

GIn

Leu

Leu

45

Ala

Asn

Leu

Ala

Ser

125

Thr

Pro

Asp

30

Glu

Asp

Ser

Tyr

Phe

110

Thr

Ser

Gly

15

Asp

Trp

Ser

Leu

Tyr

95

Asp

Lys

Gly

Lys

Tyr

val

Val

Tyr

80

Asp

Gly

Gly



Thr

145

Thr

Pro

Thr

Asn

Ser

225

Glu

Leu

Ser

Glu

Thr

305

Asn

Pro

GIn

Ala

Val

Ala

Val

His

210

Cys

Gly

Met

Val

290

Tyr

Gly

Ile

Val

Ala

Ser

Val

Pro

195

Lys

Asp

Ala

Ile

Glu

275

Arg

Lys

Glu

Tyr
355

Leu

Trp

Leu

180

Ser

Pro

Lys

Pro

Ser

260

Asp

Asn

Val

Glu

Lys

340

Thr

Gly

Asn

165

GIn

Ser

Ser

Thr

Ser

245

Arg

Pro

Ala

Val

Tyr

325

Thr

Leu

Cys

150

Ser

Ser

Ser

Asn

His

230

Val

Thr

Glu

Lys

Ser

310

Lys

Ile

Pro

Leu

Gly

Ser

Leu

Thr

215

Thr

Phe

Pro

Val

Thr

295

Val

Cys

Ser

Pro

Val

Ala

Gly

Gly

200

Lys

Cys

Leu

Glu

Lys

280

Lys

Leu

Lys

Lys

Ser
360

Lys

Leu

Leu

185

Thr

Val

Pro

Phe

val

265

Phe

Pro

Thr

val

Ala

345

Arg

Asp

Thr

170

Tyr

GIn

Asp

Pro

Pro

250

Thr

Asn

Arg

Val

Ser

330

Lys

Glu

Tyr

155

Ser

Ser

Thr

Lys

Cys

235

Pro

Cys

Trp

Glu

Leu

315

Asn

Gly

Glu

Phe

Gly

Leu

Tyr

Arg

220

Pro

Lys

val

Glu

300

His

Lys

GIn

Met

Pro

Val

Ser

Ile

205

Val

Ala

Pro

val

Val

285

GIn

GIn

Ala

Pro

Thr
365

Glu

Ser

190

Cys

Glu

Pro

Lys

val

270

Asp

Tyr

Asp

Leu

Arg

350

Lys

Pro

Thr

175

Val

Asn

Pro

Glu

Asp

255

Asp

Gly

Asn

Trp

Pro

335

Glu

Asn

Val

160

Phe

Val

val

Lys

Ala

240

Thr

val

Val

Ser

Leu

320

Pro

GIn



Val Ser
370

Val Glu
385

Pro Pro

Thr Val

Val Met

Leu Ser
450

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu lle
1

Glu Arg

Tyr Leu

Ile Tyr
50

Gly Ser
65

Leu Thr Cys Leu Val
375

Trp Glu Ser Asn Gly
390

Val Leu Asp Ser Asp
405

Asp Lys Ser Arg Trp
420

His Glu Ala Leu His
435

Pro Gly

308
215
PRT
Secuencia artificial

Sintética: P1-070924
308
Val Leu Thr GIn Ser

5

Ala Thr Leu Ser Cys
20

Ala Trp Tyr GIn GIn
35

Gly Ala Ser Ser Arg
55

Gly Ser Gly Thr Asp
70

Lys Gly Phe Tyr Pro Ser Asp
380

GIn Pro Glu Asn Asn Tyr Lys
395

Gly Ser Phe Phe Leu Tyr Ser
410

GIn GIn Gly Asn Val Phe Ser
425 430

Asn His Tyr Thr GIn Lys Ser
440 445

P1-068767_E30D_E100fF LC

Pro Gly Thr Leu Ser Leu Ser
10

Arg Ala Ser GIn Ser Val Ser
25 30

Lys Pro Gly GIn Ala Pro Arg
40 45

Ala Thr Gly lle Pro Asp Arg
60

Phe Thr Leu Thr lle Ser Arg
75

Thr

Lys

415

Cys

Leu

Pro

15

Ser

Leu

Phe

Leu

Ala

Thr

400

Leu

Ser

Ser

Gly

Ser

Leu

Ser

Glu
80



Pro Glu

Phe Thr

Ala Pro

Gly Thr
130

Ala Lys
145

GIn Glu

Ser Ser

Tyr Ala

Ser Phe
210

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Asp

Phe

Ser
115

Ala

Val

Ser

Thr

Cys

195

Asn

309
123
PRT

Phe

Gly

100

Val

Ser

GIn

Val

Leu

180

Glu

Arg

Ala

85

Pro

Phe

Val

Trp

Thr

165

Thr

Val

Gly

Val

Gly

Val

Lys

150

Glu

Leu

Thr

Glu

Tyr

Thr

Phe

Cys

135

Val

GIn

Ser

Cys
215

Secuencia artificial

Tyr

Lys

Pro

120

Leu

Asp

Asp

Lys

GIn
200

Cys

Val

105

Pro

Leu

Asn

Ser

Ala

185

Gly

GIn

90

Asp

Ser

Asn

Ala

Lys

170

Asp

Leu

GIn

Asp

Asn

Leu

155

Asp

Tyr

Ser

Tyr

Lys

Glu

Phe

140

GIn

Ser

Glu

Ser

Gly

Arg

GIn

125

Tyr

Ser

Thr

Lys

Pro
205

Sintética: P1-070926 P1-068767_E30D_D102V VH

309

Ser

Thr

110

Leu

Pro

Gly

Tyr

His

190

Val

Ser

95

val

Lys

Arg

Asn

Ser

175

Lys

Thr

Pro

Ala

Ser

Glu

Ser

160

Leu

val

Lys

Glu Val GIn Leu Val Glu Ser Gly Gly Gly Leu Val GIn Pro Gly Lys

1

5

10

15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Leu Asp Asp Tyr

20

25

30



Ala Met

Ser Gly

Lys Gly
65

Leu GIn

Ala Lys

Trp Gly

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu lle
1

His
35

Ile

Arg

Met

Val

GIn

115

310
108
PRT

Trp

Asp

Phe

Asn

Pro

100

Gly

Val

Trp

Thr

Ser

85

Gly

Thr

Arg GIn

Asn Ser
55

Ile Ser

70

Leu Arg

Tyr Ser

Met Val

Secuencia artificial

Sintética: P1-070926

310

Val

Leu

Thr
5

Glu Arg Ala Thr Leu

20

Tyr Leu Ala Trp Tyr

35

Ile Tyr Gly Ala Ser

50

Gly Ser Gly Ser Gly

65

GIn Ser

Ser Cys

GIn GIn

Ser Arg

55

Thr Asp
70

Ala

40

Glu

Arg

Thr

Gly

Thr
120

Pro

Asn

Asp

Glu

Gly

105

Val

Gly

Asn

Asp

Trp

Ser

Lys Gly Leu
45

Gly Tyr Ala
60

Ala Lys Asn

75

Thr Ala Leu

Ile Asp Ala

Ser

P1-068767_E30D_D102V VL

Pro Gly Thr Leu Ser Leu

10

Arg Ala Ser GIn Ser Val

25

Lys Pro Gly GIn Ala Pro

40

45

Ala Thr Gly 1le Pro Asp

60

Phe Thr Leu Thr lle Ser

75

Glu

Asp

Ser

Tyr

Glu
110

Ser

Ser

30

Arg

Arg

Arg

Trp

Ser

Leu

Tyr

95

Asp

Pro

15

Ser

Leu

Phe

Leu

Val

Val

Tyr

80

Cys

Val

Gly

Ser

Leu

Ser

Glu
80



Pro Glu Asp Phe Ala Val Tyr Tyr Cys GIn GIn Tyr Gly Ser Ser Pro

85

90

Phe Thr Phe Gly Pro Gly Thr Lys Val Asp lle Lys

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu Vval

1

Ser

Ala

Ser

Lys

65

Leu

Ala

Trp

Pro

Leu

Met

Gly

50

Gly

GIn

Lys

Gly

Ser
130

311
452
PRT

100

Secuencia artificial

Sintética: P1-070926

311

GIn

Arg

His

35

Ile

Arg

Met

Val

GIn

115

val

Leu

Leu

20

Trp

Asp

Phe

Asn

Pro

100

Gly

Phe

Val

5

Ser

Val

Trp

Thr

Ser

85

Gly

Thr

Pro

Glu

Cys

Arg

Asn

Ile

70

Leu

Tyr

Met

Leu

Ser

Ala

GIn

Ser

55

Ser

Arg

Ser

Val

Ala
135

105

P1-068767_E30D_D102V 19gG1.3

Gly Gly

Ala Ser
25

Ala Pro
40

Glu Asn

Arg Asp

Thr Glu

Gly Gly
105

Thr Val
120

Pro Ser

Gly

10

Gly

Gly

Ile

Asn

Asp

90

Trp

Ser

Ser

Leu

Phe

Lys

Gly

Ala

75

Thr

Ile

Ser

Lys

Val

Thr

Gly

Tyr

60

Lys

Ala

Asp

Ala

Ser
140

GIn

Leu

Leu

45

Ala

Asn

Leu

Ala

Ser

125

Thr

Pro

Asp

30

Glu

Asp

Ser

Tyr

Glu

110

Thr

Ser

95

Gly

15

Asp

Trp

Ser

Leu

Tyr

95

Asp

Lys

Gly

Lys

Tyr

val

Val

Tyr

80

val

Gly

Gly



Thr

145

Thr

Pro

Thr

Asn

Ser

225

Glu

Leu

Ser

Glu

Thr

305

Asn

Pro

Ala

Val

Ala

Val

His

210

Cys

Gly

Met

Val

290

Tyr

Gly

Ile

Ala

Ser

Val

Pro

195

Lys

Asp

Ala

Ile

Glu

275

Arg

Lys

Glu

Leu

Trp

Leu

180

Ser

Pro

Lys

Pro

Ser

260

Asp

Asn

Val

Glu

Lys
340

Gly

Asn

165

GIn

Ser

Ser

Thr

Ser

245

Arg

Pro

Ala

Val

Tyr

325

Thr

Cys

150

Ser

Ser

Ser

Asn

His

230

Val

Thr

Glu

Lys

Ser

310

Lys

Ile

Leu

Gly

Ser

Leu

Thr

215

Thr

Phe

Pro

Val

Thr

295

Val

Cys

Ser

Val

Ala

Gly

Gly

200

Lys

Cys

Leu

Glu

Lys

280

Lys

Leu

Lys

Lys

Lys

Leu

Leu

185

Thr

Val

Pro

Phe

Val

265

Phe

Pro

Thr

Val

Ala
345

Asp

Thr

170

Tyr

GIn

Asp

Pro

Pro

250

Thr

Asn

Arg

Val

Ser

330

Lys

Tyr

155

Ser

Ser

Thr

Lys

Cys

235

Pro

Cys

Trp

Glu

Leu

315

Asn

Gly

Phe

Gly

Leu

Tyr

Arg

220

Pro

Lys

Val

Glu

300

His

Lys

GIn

Pro

Val

Ser

Ile

205

Val

Ala

Pro

Val

Val

285

GIn

GIn

Ala

Pro

Glu

Ser

190

Cys

Glu

Pro

Lys

Val

270

Asp

Tyr

Asp

Leu

Arg
350

Pro

Thr

175

val

Asn

Pro

Glu

Asp

255

Asp

Gly

Asn

Trp

Pro

335

Glu

Val

160

Phe

val

Val

Lys

Ala

240

Thr

Val

Val

Ser

Leu

320

Pro



GIn

Val

Val

385

Pro

Thr

Val

Leu

val

Ser

370

Glu

Pro

val

Met

Ser
450

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Tyr
355

Leu

Trp

Val

Asp

His

435

Pro

312
215
PRT

Thr

Thr

Glu

Leu

Lys

420

Glu

Gly

Leu

Cys

Ser

Asp

405

Ser

Ala

Pro

Leu

Asn

390

Ser

Arg

Leu

Pro

Val

375

Gly

Asp

Trp

Secuencia artificial

Sintética: P1-070926

312

Glu lle Vval

1

Leu Thr GIn Ser

5

Glu Arg Ala Thr Leu Ser Cys

20

Tyr Leu Ala Trp Tyr GIn GlIn

35

Ile Tyr Gly Ala Ser Ser Arg

50

55

Ser

360

Lys

GIn

Gly

GIn

Asn
440

Arg

Gly

Pro

Ser

GIn
425

Glu

Phe

Glu

Phe

410

Gly

Tyr

Glu

Tyr

Asn

395

Phe

Asn

Thr

Met

Pro

380

Asn

Leu

Val

GIn

Thr

365

Ser

Tyr

Tyr

Phe

Lys
445

P1-068767_E30D_D102V LC

Pro Gly Thr Leu Ser Leu

10

Arg Ala Ser GIn Ser Val

25

Lys Pro Gly GIn Ala Pro

40

45

Ala Thr Gly Ile Pro Asp

60

Lys

Asp

Lys

Ser

Ser

430

Ser

Ser

Ser

30

Arg

Arg

Asn

Thr

Lys

415

Cys

Leu

Pro

15

Ser

Leu

Phe

GIn

Ala

Thr

400

Leu

Ser

Ser

Gly

Ser

Leu

Ser



Gly Ser
65

Pro Glu

Phe Thr

Ala Pro

Gly Thr
130

Ala Lys
145

GIn Glu

Ser Ser

Tyr Ala

Ser Phe
210

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Gly

Asp

Phe

Ser

115

Ala

Val

Ser

Thr

Cys

195

Asn

313
123
PRT

Ser

Phe

Gly

100

Val

Ser

GIn

Val

Leu

180

Glu

Arg

Gly

Ala

85

Pro

Phe

Val

Trp

Thr

165

Thr

Val

Gly

Thr

70

Val

Gly

Ile

Val

Lys

150

Glu

Leu

Thr

Glu

Asp

Tyr

Thr

Phe

Cys

135

Val

GIn

Ser

Cys
215

Secuencia artificial

Sintética: P1-070928 P1-068767_D52N_E100fF VH

313

Phe

Tyr

Lys

Pro

120

Leu

Asp

Asp

Lys

GIn
200

Thr

Cys

val

105

Pro

Leu

Asn

Ser

Ala

185

Gly

Leu

GIn

90

Asp

Ser

Asn

Ala

Lys

170

Asp

Leu

Thr
75

GIn

Asp

Asn

Leu

155

Asp

Tyr

Ser

Ile

Tyr

Lys

Glu

Phe

140

GIn

Ser

Glu

Ser

Ser

Gly

Arg

GIn

125

Tyr

Ser

Thr

Lys

Pro
205

Arg

Ser

Thr

110

Leu

Pro

Gly

Tyr

His

190

Val

Leu

Ser

95

Val

Lys

Arg

Asn

Ser

175

Lys

Thr

Glu

80

Pro

Ala

Ser

Glu

Ser

160

Leu

val

Lys

Glu Val GIn Leu Val Glu Ser Gly Gly Gly Leu Val GIn Pro Gly Lys

1

5

10

15



Leu Ser Ala

20

Ser Leu Arg Cys

His Val GIn

35

Ala Met Trp Arg

Ser
55

Ser Gly Asn Trp Asn

Phe Thr I1le

70

Lys Ser

65

Gly Arg

GIn Met Ser Leu

85

Leu Asn Arg

Ala Val Pro Ser

100

Lys Gly Tyr

Trp Gly GIn Thr Val

115

Gly Met

<210>
<211>
<212>
<213>

314
108
PRT
Secuencia artificial

<220>
<223> Sintética: P1-070928

<400> 314

Glu lle VvVal Leu Thr GIn Ser
1 5

Glu Arg Ala Thr Leu Ser Cys
20

Tyr Leu Ala Trp Tyr GIn GlIn
35

Ile Tyr Gly Ala Ser Ser Arg
50 55

Ala Phe Thr Glu

30

Ser Leu

25

Gly

Ala Glu

40

Leu
45

Pro Gly Lys Gly

Glu Asn Gly Tyr Ala

60

Asp

Ala
75

Arg Asp Asn Lys Asn Ser

Thr Glu Asp Thr Ala Leu Tyr

Phe
110

Gly Gly Ala

105

Trp Asp

Thr
120

Val Ser Ser

P1-068767_D52N_E100fF VL

Pro Gly Thr Leu Ser Leu Ser
10

Arg Ala Ser GIn Ser Val Ser
25 30

Lys Pro Gly GIn Ala Pro Arg
40 45

Ala Thr Gly I1le Pro Asp Arg
60

Asp

Trp

Ser

Leu

Tyr

95

Asp

Pro

15

Ser

Leu

Phe

Tyr

Val

Val

Tyr

80

Cys

Asp

Gly

Ser

Leu

Ser



Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr lle Ser Arg Leu Glu

65

70

75

80

Pro Glu Asp Phe Ala Val Tyr Tyr Cys GIn GIn Tyr Gly Ser Ser Pro

85

90 95

Phe Thr Phe Gly Pro Gly Thr Lys Val Asp lle Lys

<210>
<211>
<212>
<213>

<220>
<223>

<400>
Glu Vval
1

Ser Leu

Ala Met

Ser Gly

50

Lys Gly

65

Leu GIn

Ala Lys

Trp Gly

315
452
PRT

100

Secuencia artificial

Sintética: P1-070928

315

GIn

Arg

His

35

Arg

Met

Val

GIn
115

Leu

Leu

20

Trp

Asn

Phe

Asn

Pro

100

Gly

Val

5

Ser

Val

Trp

Thr

Ser

85

Gly

Thr

Glu

Cys

Arg

Asn

Ile

70

Leu

Tyr

Met

Ser

Ala

GIn

Ser

55

Ser

Arg

Ser

Val

105

P1-068767_D52N_E100fF 19G1.3 HC

Gly Gly Gly Leu Val GIn Pro Gly
10 15

Ala Ser Gly Phe Thr Leu Glu Asp
25 30

Ala Pro Gly Lys Gly Leu Glu Trp
40 45

Glu Asn l1le Gly Tyr Ala Asp Ser
60

Arg Asp Asn Ala Lys Asn Ser Leu
75

Thr Glu Asp Thr Ala Leu Tyr Tyr
90 95

Gly Gly Trp Ile Asp Ala Phe Asp
105 110

Thr Val Ser Ser Ala Ser Thr Lys
120 125

Tyr

Val

Val

Tyr

80

Asp

Gly



Pro

Thr

145

Thr

Pro

Thr

Asn

Ser

225

Glu

Leu

Ser

Glu

Thr

305

Asn

Pro

Ser

130

Ala

Val

Ala

val

His

210

Cys

Gly

Met

Val

290

Tyr

Gly

Ile

Val

Ala

Ser

Val

Pro

195

Lys

Asp

Ala

Ile

Glu

275

Arg

Lys

Glu

Phe

Leu

Trp

Leu

180

Ser

Pro

Lys

Pro

Ser

260

Asp

Asn

Val

Glu

Lys
340

Pro

Gly

Asn

165

GIn

Ser

Ser

Thr

Ser

245

Arg

Pro

Ala

Val

Tyr

325

Thr

Leu

Cys

150

Ser

Ser

Ser

Asn

His

230

Val

Thr

Glu

Lys

Ser

310

Lys

Ile

Ala

135

Leu

Gly

Ser

Leu

Thr

215

Thr

Phe

Pro

Val

Thr

295

Val

Cys

Ser

Pro

Val

Ala

Gly

Gly

200

Lys

Cys

Leu

Glu

Lys

280

Lys

Leu

Lys

Lys

Ser

Lys

Leu

Leu

185

Thr

val

Pro

Phe

Val

265

Phe

Pro

Thr

Val

Ala
345

Ser

Asp

Thr

170

Tyr

GIn

Asp

Pro

Pro

250

Thr

Asn

Arg

val

Ser

330

Lys

Lys

Tyr

155

Ser

Ser

Thr

Lys

Cys

235

Pro

Cys

Trp

Glu

Leu

315

Asn

Gly

Ser

140

Phe

Gly

Leu

Tyr

Arg

220

Pro

Lys

Val

Tyr

Glu

300

His

Lys

GIn

Thr

Pro

Val

Ser

Ile

205

Val

Ala

Pro

Val

Val

285

GIn

GIn

Ala

Pro

Ser

Glu

Ser

190

Cys

Glu

Pro

Lys

Val

270

Asp

Tyr

Asp

Leu

Arg
350

Gly

Pro

Thr

175

val

Asn

Pro

Glu

Asp

255

Asp

Gly

Asn

Trp

Pro

335

Glu

Gly

Val

160

Phe

val

Val

Lys

Ala

240

Thr

Val

Val

Ser

Leu

320

Pro



GIn Val Tyr Thr Leu Pro Pro

355

Thr Val

375

Val Ser Leu Leu

370

Cys

Val
385

Glu Glu Asn

390

Trp Ser Gly

Pro Pro Val Leu Asp Ser

405

Asp

Thr Val Asp Lys Ser

420

Arg Trp

His Glu Ala Leu

435

Val Met

Ser Pro

450

Leu Gly

<210>
<211>
<212>
<213>

316
215
PRT
Secuencia artificial

<220>
<223> Sintética: P1-070928

<400> 316

Glu 1le VvVal Leu Thr GIn Ser
1 5

Glu Arg Ala Thr Leu Ser Cys
20

Tyr Leu Ala Trp Tyr GIn GIn
35

Ile Tyr Gly Ala Ser Ser Arg
50 55

Glu Glu Thr

365

Ser Met

360

Arg Lys

Phe Pro Ser

380

Lys Gly Tyr Asp

GIn Glu Asn Asn

395

Pro Tyr Lys

Phe
410

Gly Ser Phe Leu Tyr Ser

GIn GIn

425

Val Phe Ser

430

Gly Asn

Asn Thr GIn Ser

440

Tyr Lys

445

P1-068767_D52N_E100FF LC

Pro Gly Thr Leu Ser Leu Ser
10

Arg Ala Ser GIn Ser Val Ser
25 30

Lys Pro Gly GIn Ala Pro Arg
40 45

Ala Thr Gly I1le Pro Asp Arg
60

Asn

Thr

Lys

415

Cys

Leu

Pro

15

Ser

Leu

Phe

GIn

Ala

Thr

400

Leu

Ser

Ser

Gly

Ser

Leu

Ser



Gly Ser

Pro Glu

Phe Thr

Ala Pro

Gly Thr
130

Ala Lys
145

GIn Glu

Ser Ser

Tyr Ala

Ser Phe
210

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Gly

Asp

Phe

Ser

115

Ala

Val

Ser

Thr

Cys

195

Asn

317
123
PRT

Ser

Phe

Gly

100

Val

Ser

GIn

Val

Leu

180

Glu

Arg

Gly

Ala

85

Pro

Phe

Val

Trp

Thr

165

Thr

Val

Gly

Thr
70

Val

Gly

Val

Lys

150

Glu

Leu

Thr

Glu

Asp

Tyr

Thr

Phe

Cys

135

Val

GIn

Ser

Cys
215

Secuencia artificial

Phe

Tyr

Lys

Pro

120

Leu

Asp

Asp

Lys

GIn
200

Thr

Cys

Val

105

Pro

Leu

Asn

Ser

Ala

185

Gly

Leu

GIn

90

Asp

Ser

Asn

Ala

Lys

170

Asp

Leu

Thr
75

GIn

Asp

Asn

Leu

155

Asp

Tyr

Ser

Ile

Tyr

Lys

Glu

Phe

140

GIn

Ser

Glu

Ser

Ser

Gly

Arg

GIn

125

Tyr

Ser

Thr

Lys

Pro
205

Sintética: P1-070930 P1-068767_D52N_D102V VH

317

Arg

Ser

Thr

110

Leu

Pro

Gly

Tyr

His

190

Val

Leu

Ser

95

val

Lys

Arg

Asn

Ser

175

Lys

Thr

Glu

80

Pro

Ala

Ser

Glu

Ser

160

Leu

Val

Lys

Glu val GIn Leu Val Glu Ser Gly Gly Gly Leu Val GIn Pro Gly Lys

1

5

10

15



Ser Leu

Ala Met

Ser Gly

Lys Gly
65

Leu GIn

Ala Lys

Trp Gly

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu lle
1

Arg

His
35

Ile

Arg

Met

Val

GIn

115

318
108
PRT

Leu

20

Trp

Asn

Phe

Asn

Pro

100

Gly

Ser

Val

Trp

Thr

Ser

85

Gly

Thr

Cys

Arg

Asn

Ile

70

Leu

Tyr

Met

Ala

GIn

Ser

55

Ser

Arg

Ser

Val

Secuencia artificial

Sintética: P1-070930

318

Val

Leu Thr GIn Ser

5

Glu Arg Ala Thr Leu Ser Cys

20

Tyr Leu Ala Trp Tyr GIn GIn

35

Ile Tyr Gly Ala Ser Ser Arg

50

55

Ala Ser
25

Ala Pro
40

Glu Asn

Arg Asp

Thr Glu

Gly Gly

105

Thr Val
120

Gly

Gly

Asn

Asp

90

Trp

Ser

Phe Thr

Lys Gly

Gly Tyr

60

Ala Lys

75

Thr Ala

Ile Asp

Ser

Leu

Leu

45

Ala

Asn

Leu

Ala

P1-068767_D52N_D102V VL

Pro Gly Thr Leu Ser Leu

10

Arg Ala Ser GIn Ser Val

25

Lys Pro Gly GIn Ala Pro

40

45

Ala Thr Gly Ile Pro Asp

60

Glu

30

Glu

Asp

Ser

Tyr

Glu
110

Ser

Ser

30

Arg

Arg

Asp

Trp

Ser

Leu

Tyr

95

Asp

Pro

15

Ser

Leu

Phe

Tyr

Val

val

Tyr

80

Cys

Val

Gly

Ser

Leu

Ser



Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr lle Ser Arg Leu Glu

65

70

75

80

Pro Glu Asp Phe Ala Val Tyr Tyr Cys GIn GIn Tyr Gly Ser Ser Pro

85

90

Phe Thr Phe Gly Pro Gly Thr Lys Val Asp lle Lys

<210>
<211>
<212>
<213>

<220>
<223>

<400>
Glu Vval
1

Ser Leu

Ala Met

Ser Gly

50

Lys Gly

65

Leu GIn

Ala Lys

Trp Gly

319
452
PRT

100

Secuencia artificial

Sintética: P1-070930

319

GIn

Arg

His

35

Ile

Arg

Met

Val

GIn
115

Leu

Leu

20

Trp

Asn

Phe

Asn

Pro

100

Gly

Val

5

Ser

Val

Trp

Thr

Ser

85

Gly

Thr

Glu

Cys

Arg

Asn

Ile

70

Leu

Tyr

Met

Ser

Ala

GIn

Ser

55

Ser

Arg

Ser

Val

105

P1-068767_D52N_D102V 1gG1.3

Gly

Ala

Ala

40

Glu

Arg

Thr

Gly

Thr
120

Gly

Ser

25

Pro

Asn

Asp

Glu

Gly

105

val

Gly

10

Gly

Gly

Ile

Asn

Asp

90

Trp

Ser

Leu

Phe

Lys

Gly

Ala

75

Thr

Ile

Ser

Val

Thr

Gly

Tyr

60

Lys

Ala

Asp

Ala

GIn

Leu

Leu

45

Ala

Asn

Leu

Ala

Ser
125

Pro

Glu

30

Glu

Asp

Ser

Tyr

Glu

110

Thr

95

HC

Gly

15

Asp

Trp

Ser

Leu

Tyr

95

Asp

Lys

Val

Val

Tyr

80

Cys

Val

Gly



Pro

Thr

145

Thr

Pro

Thr

Asn

Ser

225

Glu

Leu

Ser

Glu

Thr

305

Asn

Ser

130

Ala

Val

Ala

val

His

210

Cys

Gly

Met

His

Val

290

Tyr

Gly

Val

Ala

Ser

Val

Pro

195

Lys

Asp

Ala

Ile

Glu

275

Arg

Lys

Phe

Leu

Trp

Leu

180

Ser

Pro

Lys

Pro

Ser

260

Asp

Asn

Val

Glu

Pro

Gly

Asn

165

GIn

Ser

Ser

Thr

Ser

245

Arg

Pro

Ala

Val

Tyr
325

Leu

Cys

150

Ser

Ser

Ser

Asn

His

230

Val

Thr

Glu

Lys

Ser

310

Lys

Ala

135

Leu

Gly

Ser

Leu

Thr

215

Thr

Phe

Pro

Val

Thr

295

Val

Cys

Pro

Val

Ala

Gly

Gly

200

Lys

Cys

Leu

Glu

Lys

280

Lys

Leu

Lys

Ser

Lys

Leu

Leu

185

Thr

Val

Pro

Phe

Val

265

Phe

Pro

Thr

Val

Ser

Asp

Thr

170

Tyr

GIn

Asp

Pro

Pro

250

Thr

Asn

Arg

Val

Ser
330

Lys

Tyr

155

Ser

Ser

Thr

Lys

Cys

235

Pro

Cys

Trp

Glu

Leu

315

Asn

Ser

140

Phe

Gly

Leu

Tyr

Arg

220

Pro

Lys

Val

Tyr

Glu

300

His

Lys

Thr

Pro

val

Ser

Ile

205

Val

Ala

Pro

Val

Val

285

GIn

GIn

Ala

Ser

Glu

Ser

190

Cys

Glu

Pro

Lys

Val

270

Asp

Tyr

Asp

Leu

Gly

Pro

Thr

175

Val

Asn

Pro

Glu

Asp

255

Asp

Gly

Asn

Trp

Pro
335

Gly

Val

160

Phe

Val

Val

Lys

Ala

240

Thr

Val

Val

Ser

Leu

320

Ala



Pro

GIn

Val

Val

385

Pro

Thr

Val

Leu

Ile

Val

Ser

370

Glu

Pro

Val

Met

Ser
450

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu

Tyr
355

Leu

Trp

Val

Asp

His

435

Pro

320
215
PRT

Lys

340

Thr

Thr

Glu

Leu

Lys

420

Glu

Gly

Thr

Leu

Cys

Ser

Asp

405

Ser

Ala

Ile

Pro

Leu

Asn

390

Ser

Arg

Leu

Ser

Pro

Val

375

Gly

Asp

Trp

Secuencia artificial

Sintética: P1-070930

320

Glu lle Vval

1

Leu Thr GIn Ser

5

Glu Arg Ala Thr Leu Ser Cys

20

Tyr Leu Ala Trp Tyr GIn GIn

35

Lys Ala
345

Ser Arg
360

Lys Gly

GIn Pro

Gly Ser

GIn GIn

425

Asn His
440

Lys

Glu

Phe

Glu

Phe

410

Gly

Tyr

Gly

Glu

Tyr

Asn

395

Phe

Asn

Thr

GIn

Met

Pro

380

Asn

Leu

Val

GIn

Pro

Thr

365

Ser

Tyr

Tyr

Phe

Lys
445

P1-068767_D52N_D102V LC

Pro Gly Thr Leu Ser Leu

10

Arg Ala Ser GIn Ser Val

25

Lys Pro Gly GIn Ala Pro

40

45

Arg Glu
350

Lys Asn

Asp lle

Lys Thr

Ser Lys
415

Ser Cys
430

Ser Leu

Ser Pro
15

Ser Ser
30

Arg Leu

Pro

GIn

Ala

Thr

400

Leu

Ser

Ser

Gly

Ser

Leu



50

Gly Ser

Pro Glu

Phe Thr

Ala Pro

Gly Thr
130

Ala Lys
145

GIn Glu

Ser Ser

Tyr Ala

Ser Phe
210

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Gly

Gly

Asp

Phe

Ser

115

Ala

Val

Ser

Thr

Cys

195

Asn

321
123
PRT

Ala

Ser

Phe

Gly

100

Val

Ser

GIn

Val

Leu

180

Glu

Arg

Ser

Gly

Ala

85

Pro

Phe

Val

Trp

Thr

165

Thr

Val

Gly

Ser

Thr

70

Val

Gly

Val

Lys

150

Glu

Leu

Thr

Glu

Arg

55

Asp

Tyr

Thr

Phe

Cys

135

Val

GIn

Ser

His

Cys
215

Secuencia artificial

Ala

Phe

Tyr

Lys

Pro

120

Leu

Asp

Asp

Lys

GIn
200

Thr

Thr

Cys

val

105

Pro

Leu

Asn

Ser

Ala

185

Gly

Gly

Leu

GIn

90

Asp

Ser

Asn

Ala

Lys

170

Asp

Leu

Thr
75

GIn

Asp

Asn

Leu

155

Asp

Tyr

Ser

Pro

60

Ile

Tyr

Lys

Glu

Phe

140

GIn

Ser

Glu

Ser

Asp

Ser

Gly

Arg

GIn

125

Tyr

Ser

Thr

Lys

Pro
205

Sintética: P1-070932 P1-068767_E55A_ D102V VH

321

Arg

Arg

Ser

Thr

110

Leu

Pro

Gly

Tyr

His

190

Val

Phe

Leu

Ser

95

val

Lys

Arg

Asn

Ser

175

Lys

Thr

Ser

Glu

80

Pro

Ala

Ser

Glu

Ser

160

Leu

Val

Lys



Glu Vval

Ser Leu

Ala Met

Ser Gly

Lys Gly
65

Leu GIn

Ala Lys

Trp Gly

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu lle
1

GIn

Arg

His

35

Arg

Met

Val

GIn

115

322
108
PRT

Leu

Leu

20

Trp

Asp

Phe

Asn

Pro

100

Gly

Val

Ser

Val

Trp

Thr

Ser

85

Gly

Thr

Glu

Cys

Arg

Asn

Ile

70

Leu

Tyr

Met

Ser

Ala

GIn

Ser

55

Ser

Arg

Ser

Val

Secuencia artificial

Sintética: P1-070932

322

Val

Leu Thr GIn Ser

5

Glu Arg Ala Thr Leu Ser Cys

20

Tyr Leu Ala Trp Tyr GIn GIn

35

Gly

Ala

Ala

40

Ala

Arg

Thr

Gly

Thr
120

Gly

Ser

25

Pro

Asn

Asp

Glu

Gly

105

val

Gly
10

Gly

Gly

Asn

Asp

90

Trp

Ser

Leu

Phe

Lys

Gly

Ala

75

Thr

Ser

Val

Thr

Gly

Tyr

60

Lys

Ala

Asp

GIn

Leu

Leu

45

Ala

Asn

Leu

Ala

P1-068767_ES55A_D102V VL

Pro Gly Thr Leu Ser Leu

10

Arg Ala Ser GIn Ser Val

25

Lys Pro Gly GIn Ala Pro

40

45

Pro

Glu

30

Glu

Asp

Ser

Tyr

Glu
110

Ser

Ser
30

Arg

Gly

15

Asp

Trp

Ser

Leu

Tyr

95

Asp

Pro
15

Ser

Leu

Lys

Tyr

Val

val

Tyr

80

Cys

Val

Gly

Ser

Leu



Ile Tyr Gly Ala Ser Ser Arg

50

55

Gly Ser Gly Ser Gly Thr Asp

65

70

Pro Glu Asp Phe Ala Val Tyr

85

Phe Thr Phe Gly Pro Gly Thr

<210>
<211>
<212>
<213>

<220>
<223>

<400>
Glu Vval
1

Ser Leu

Ala Met

Ser Gly
50

Lys Gly
65

Leu GIn

Ala Lys

323
452
PRT

100

Secuencia artificial

Sintética: P1-070932

323

GIn

Arg

His

35

Ile

Arg

Met

Val

Leu

Leu

20

Trp

Asp

Phe

Asn

Pro
100

Val

Ser

Val

Trp

Thr

Ser

85

Gly

Glu

Cys

Arg

Asn

Ile

70

Leu

Tyr

Ser

Ala

GIn

Ser

55

Ser

Arg

Ser

Ala Thr Gly 1le Pro Asp Arg Phe Ser

60

Phe Thr Leu Thr lle Ser Arg Leu Glu

75

Tyr Cys GIn GIn Tyr Gly Ser Ser

90

Lys Val Asp lle Lys

105

P1-068767_E55A D102V 1gG1.3

Gly Gly

Ala Ser
25

Ala Pro

40

Ala Asn

Arg Asp

Thr Glu

Gly Gly
105

Gly

10

Gly

Gly

Ile

Asn

Asp

90

Trp

Leu

Phe

Lys

Gly

Ala

75

Thr

val

Thr

Gly

Tyr

60

Lys

Ala

Asp

GIn

Leu

Leu

45

Ala

Asn

Leu

Ala

Pro

Glu

30

Glu

Asp

Ser

Tyr

Glu
110

95

HC

Gly

15

Asp

Trp

Ser

Leu

Tyr

95

Asp

80

Pro

Lys

Val

Val

Tyr

80

Cys

Val



Trp

Pro

Thr

145

Thr

Pro

Thr

Asn

Ser

225

Glu

Leu

Ser

Glu

Thr

305

Asn

Gly

Ser

130

Ala

Val

Ala

Val

His

210

Cys

Gly

Met

His

Val

290

Tyr

Gly

GIn

115

Val

Ala

Ser

Val

Pro

195

Lys

Asp

Ala

Ile

Glu

275

Arg

Lys

Gly

Phe

Leu

Trp

Leu

180

Ser

Pro

Lys

Pro

Ser

260

Asp

Asn

Val

Glu

Thr

Pro

Gly

Asn

165

GIn

Ser

Ser

Thr

Ser

245

Arg

Pro

Ala

Val

Tyr
325

Met

Leu

Cys

150

Ser

Ser

Ser

Asn

His

230

Val

Thr

Glu

Lys

Ser

310

Lys

Val

Ala

135

Leu

Gly

Ser

Leu

Thr

215

Thr

Phe

Pro

Val

Thr

295

Val

Cys

Thr

120

Pro

Val

Ala

Gly

Gly

200

Lys

Cys

Leu

Glu

Lys

280

Lys

Leu

Lys

Val

Ser

Lys

Leu

Leu

185

Thr

Val

Pro

Phe

val

265

Phe

Pro

Thr

val

Ser

Ser

Asp

Thr

170

Tyr

GIn

Asp

Pro

Pro

250

Thr

Asn

Arg

Val

Ser
330

Ser

Lys

Tyr

155

Ser

Ser

Thr

Lys

Cys

235

Pro

Cys

Trp

Glu

Leu

315

Asn

Ala

Ser

140

Phe

Gly

Leu

Tyr

Arg

220

Pro

Lys

Val

Tyr

Glu

300

His

Lys

Ser

125

Thr

Pro

val

Ser

Ile

205

Val

Ala

Pro

Val

Val

285

GIn

GIn

Ala

Thr

Ser

Glu

Ser

190

Cys

Glu

Pro

Lys

Val

270

Asp

Tyr

Asp

Leu

Lys

Gly

Pro

Thr

175

Val

Asn

Pro

Glu

Asp

255

Asp

Gly

Asn

Trp

Pro
335

Gly

Gly

Val

160

Phe

Val

Val

Lys

Ala

240

Thr

Val

val

Ser

Leu
320



Pro

GIn

Val

Val

385

Pro

Thr

Val

Leu

Ile

Val

Ser

370

Glu

Pro

Val

Met

Ser
450

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu

Tyr
355

Leu

Trp

Val

Asp

His

435

Pro

324
215
PRT

Lys

340

Thr

Thr

Glu

Leu

Lys

420

Glu

Gly

Thr

Leu

Cys

Ser

Asp

405

Ser

Ala

Ile

Pro

Leu

Asn

390

Ser

Arg

Leu

Ser

Pro

Val

375

Gly

Asp

Trp

Secuencia artificial

Sintética: P1-070932

324

Glu lle Vval

1

Leu Thr GIn Ser

5

Glu Arg Ala Thr Leu Ser Cys

20

Tyr Leu Ala Trp Tyr GIn GIn

35

Lys Ala
345

Ser Arg
360

Lys Gly

GIn Pro

Gly Ser

GIn GIn
425

Asn His
440

Lys

Glu

Phe

Glu

Phe

410

Gly

Tyr

Gly

Glu

Tyr

Asn

395

Phe

Asn

Thr

GIn

Met

Pro

380

Asn

Leu

Val

GIn

Pro

Thr

365

Ser

Tyr

Tyr

Phe

Lys
445

P1-068767_E55A_D102V LC

Pro Gly Thr Leu Ser Leu

10

Arg Ala Ser GIn Ser Val

25

Lys Pro Gly GIn Ala Pro

40

45

Arg Glu
350

Lys Asn

Asp lle

Lys Thr

Ser Lys
415

Ser Cys
430

Ser Leu

Ser Pro
15

Ser Ser
30

Arg Leu

Pro

GIn

Ala

Thr

400

Leu

Ser

Ser

Gly

Ser

Leu



50

Gly Ser

Pro Glu

Phe Thr

Ala Pro

Gly Thr
130

Ala Lys
145

GIn Glu

Ser Ser

Tyr Ala

Ser Phe
210

<210>
<211>
<212>
<213>

<220>
<223>

Gly Ala Ser Ser Arg

Gly Ser Gly Thr Asp
70

Asp Phe Ala val Tyr
85

Phe Gly Pro Gly Thr
100

Ser Val Phe lle Phe
115

Ala Ser Vval Vval Cys
135

Val GIn Trp Lys Val
150

Ser Val Thr Glu GIn
165

Thr Leu Thr Leu Ser
180

Cys Glu vVal Thr His
195

Asn Arg Gly Glu Cys
215

325
169
PRT
Secuencia artificial

Sintética: hVISTA-ECD

Ala

Phe

Tyr

Lys

Pro

120

Leu

Asp

Asp

Lys

GIn
200

Thr

Thr

Cys

Val

105

Pro

Leu

Asn

Ser

Ala

185

Gly

Gly

Leu

GIn

90

Asp

Ser

Asn

Ala

Lys

170

Asp

Leu

Thr
75

GIn

Asp

Asn

Leu

155

Asp

Tyr

Ser

Pro

60

Ile

Tyr

Lys

Glu

Phe

140

GIn

Ser

Glu

Ser

Asp

Ser

Gly

Arg

GIn

125

Tyr

Ser

Thr

Lys

Pro
205

Arg

Arg

Ser

Thr
110

Leu

Pro

Gly

Tyr

His
190

vVal

Phe

Leu

Ser

95

Val

Lys

Arg

Asn

Ser

175

Lys

Thr

Ser

Glu

80

Pro

Ala

Ser

Glu

Ser

160

Leu

Val

Lys



<400>
Ala Phe
1

GIn Asn

His Asp

Val GIn
50

Asp Leu
65

Asp Leu

Asn Phe

Tyr Cys

Val His
130

Ser Asn
145

Thr Ala

<210>
<211>
<212>
<213>

<220>
<223>

325

Lys

Val

Val

35

Thr

His

Ala

Ser

Cys

115

Gly

Cys

His

326
169
PRT

Val

Thr

20

Thr

Cys

Leu

GIn

Ile

100

Leu

Ala

Val

His

Ala

Leu

Phe

Ser

Arg

85

Thr

Val

Met

Val

His
165

Thr

Thr

Tyr

Glu

His

70

His

Met

Val

Glu

Tyr

150

His

Pro

Cys

Lys

Arg

Gly

Gly

Arg

Glu

Leu

135

Pro

Secuencia artificial

Sintética: VISTA-ECD cyno

Tyr

Arg

Thr

40

Arg

Gly

Leu

Asn

Ile

120

GIn

Ser

Ser

Leu

25

Trp

Pro

His

Glu

Leu

105

Val

Ser

His

Leu
10

Leu

Tyr

GIn

Ser

90

Thr

GIn

Ser

Tyr

Gly

Arg

Arg

Ala

75

Ala

Leu

Thr

GIn
155

Val

Pro

Ser

Asn

60

Ala

Ser

Leu

His

Gly

140

Glu

Cys

Val

Ser

45

Leu

Asn

Asp

Asp

Ser

125

Ser

Pro

Asp

Arg

Thr

Thr

Ser

110

Glu

Asp

Glu

Glu

15

Lys

Gly

Phe

Ser

His

95

Gly

His

Ala

Asn

Gly

Gly

Glu

GIn

His

80

Leu

Arg

Pro

Ile
160



<400>
Ala Phe
1

GIn Asn

His Asp

Val GIn
50

Asp Leu
65

Asp Leu

Asn Phe

Tyr Cys

Val His

130

Ser Ser
145

326

Lys

Val

Val

35

Thr

His

Ala

Ser

Cys

115

Gly

Cys

Thr Ala His

<210>
<211>
<212>
<213>

<220>
<223>

327
369
ADN

Val

Thr

20

Thr

Cys

Leu

GIn

Ile

100

Leu

Ala

Val

His

Ala

Leu

Phe

Ser

Arg

85

Thr

Val

Met

Ala

His
165

Thr

Thr

Tyr

Glu

His

70

His

Met

Val

Glu

Tyr

150

His

Leu

Cys

Lys

Arg

Gly

Gly

Arg

Glu

Leu

135

Pro

Secuencia artificial

Tyr

Arg

Thr

40

Arg

Gly

Leu

Asn

Ile

120

GIn

Ser

Ser

Val

25

Trp

Pro

His

Glu

Leu

105

Val

Ser

His

Sintética: ADN P1-069059 VH

Leu
10

Phe

Tyr

GIn

Ser

90

Thr

GIn

Ser

Tyr

Gly

Arg

Arg

Ala

75

Ala

Leu

Thr

GIn
155

Val

Pro

Ser

Asn

60

Ala

Ser

Leu

His

Gly

140

Glu

Cys

Val

Ser

45

Leu

Asn

Asp

Asp

Ser

125

Ser

Pro

Asp

Arg

Thr

Thr

Ser

110

Glu

Asp

Glu

Glu

15

Lys

Gly

Phe

Ser

His

95

Gly

His

Ala

Asn

Gly

Gly

Glu

GIn

His

80

Leu

Arg

Pro

Ile
160



<400> 327
gaggtgcagc

tcctgtgcag
ccagggaagg
gcggactctg
ctgcaaatga

gggtatagcg

gtctcttca

<210>
<211>
<212>
<213>

328
324
ADN

<220>
<223>

<400> 328
gaaattgtgt

ctctcctgca
cctggccagg
gacaggttca
cctgaagatt
cctgggacca
<210>
<211>

<212>
<213>

329
369
ADN

<220>

<223>

<400> 329

tggtggagtc
cctctggatt
gcctggagty
tgaagggccg
acagtctgag

gtggctggat

tgacgcagtc
gggccagtca
ctcccaggct
gtggcagtgg
ttgcagtgta

aagtggatat

tgggggaggce

cacccttgaa
ggtctcaggt
attcaccatc
aactgaggac

tgacgctgaa

Secuencia artificial

tccaggcacc
gagtgttagc
cctcatctat
gtctgggaca
ttactgtcag

Caaa

Secuencia artificial

ttggtacagc
gattatgcca
attaattgga
tccagagaca

acggccttgt

gatgactggg

Sintética: ADN P1-069059 VL

ctgtctttgt
agcagctact
ggtgcatcca
gacttcactc

cagtatggta

Sintética: ADN P1-069061 VH

gaggtgcagc tggtggagtc tgggggaggc ttggtacagc

tcctgtgcag cctctggatt cacccttgaa gattatgcca

ccagggaagg gcctggagtg ggtctcaggt attaattgga

gcggactctg tgaagggccg attcaccatc tccagagaca

ctggcaagtc
tgcactgggt
acagtgacca
acgccaagaa
attactgtgc

gccaagggac

ctccagggga
tagcctggta
gcagggccac
tcaccatcag

gctcaccatt

ctggcaagtc
tgcactgggt
acagtgctga

acgccaagaa

cctgagactc
ccggcaagct
tataggctat
ctccctgtat
aaaagttcct

aatggtcacc

aagagccacc
ccagcagaaa
tggcatccca
cagactggag

cactttcggc

cctgagactc
ccggcaagct
aataggctat

ctccctgtat

60

120

180

240

300

360

369

60

120

180

240

300

324

60

120

180

240



ctgcaaatga acagtctgag aactgaggac acggccttgt attactgtgc aaaagttcct

gggtatagcg gtggctggat tgacgctgaa gatgactggg gccaagggac aatggtcacc

gtctcttca

<210>
<211>
<212>
<213>

330
324
ADN

<220>
<223>

<400> 330
gaaattgtgt tgacgcagtc

ctctcctgca gggccagtca
cctggccagg ctcccaggcet
gacaggttca gtggcagtgg
cctgaagatt ttgcagtgta
cctgggacca aagtggatat
<210>
<211>

<212>
<213>

331
369
ADN

<220>
<223>

<400> 331
gaggtgcagc tggtggagtc

tcctgtgcag cctctggatt
ccagggaagg gcctggagtg
gcggactctg tgaagggccg
ctgcaaatga acagtctgag

gggtatagcg gtggctggat

gtctcttca

Secuencia artificial

tccaggcacc
gagtgttagc
cctcatctat
gtctgggaca
ttactgtcag

Caaa

Secuencia artificial

tgggggaggc

cacccttgaa
ggtctcaggt
attcaccatc
aactgaggac

tgacgctgac

Sintética: ADN P1-069061 VL

ctgtctttgt
agcagctact
ggtgcatcca
gacttcactc

cagtatggta

Sintética: ADN P1-069063 VH

ttggtacagc
gattatgcca
attaattgga
tccagagaca

acggccttgt

gatgaatggg

ctccagggga
tagcctggta
gcagggccac
tcaccatcag

gctcaccatt

ctggcaagtc
tgcactgggt
acagtgctga
acgccaagaa
attactgtgc

gccaagggac

aagagccacc
ccagcagaaa
tggcatccca
cagactggag

cactttcggc

cctgagactc
ccggcaagcet
aataggctat
ctccctgtat
aaaagttcct

aatggtcacc

300

360

369

60

120

180

240

300

324

60

120

180

240

300

360

369



<210>
<211>
<212>
<213>

332
324
ADN

<220>
<223>

<400> 332
gaaattgtgt tgacgcagtc

ctctcctgca gggccagtca
cctggccagg ctcccaggcet
gacaggttca gtggcagtgg
cctgaagatt ttgcagtgta

cctgggacca aagtggatat

Secuencia artificial

tccaggcacc
gagtgttagc
cctcatctat
gtctgggaca
ttactgtcag

Caaa

Sintética: ADN P1-069063 VL

ctgtctttgt
agcagctact
ggtgcatcca
gacttcactc

cagtatggta

ttggtacagc
gatgaagcca
attaattgga
tccagagaca

acggccttgt

gatgtctggg

<210> 333

<211> 369

<212> ADN

<213> Secuencia artificial
<220>

<223> Sintética: ADN P1-069065 VH
<400> 333

gaggtgcagc tggtggagtc tgggggaggc
tcctgtgcag cctctggatt cacccttgaa
ccagggaagg gcctggagtg ggtctcaggt
gcggactctg tgaagggccg attcaccatc
ctgcaaatga acagtctgag aactgaggac
gggtatagcg gtggctggat tgacgctttt
gtctcttca

<210> 334

<211> 324

<212> ADN

<213> Secuencia artificial

<220>
<223>

Sintética: ADN P1-069065 VL

ctccagggga
tagcctggta
gcagggccac
tcaccatcag

gctcaccatt

ctggcaagtc
tgcactgggt
acagtgacga
acgccaagaa
attactgtgc

gccaagggac

aagagccacc
ccagcagaaa
tggcatccca
cagactggag

cactttcggc

cctgagactc
ccggcaagct
cataggctat
ctccctgtat
aaaagttcct

aatggtcacc

60

120

180

240

300

324

60

120

180

240

300

360

369



<400> 334
gaaattgtgt

ctctcctgca
cctggccagg
gacaggttca
cctgaagatt
cctgggacca
<210>
<211>

<212>
<213>

335
369
ADN

<220>
<223>

<400> 335
gaggtgcagc

tcctgtgcag
ccagggaagg
gcggactctg
ctgcaaatga

gggtatagcg

gtctcttca

<210>
<211>
<212>
<213>

336
324
ADN

<220>

<223>

<400> 336

tgacgcagtc
gggccagtca
ctcccaggct
gtggcagtgg
ttgcagtgta

aagtggatat

tggtggagtc
cctctggatt
gcctggagtg
tgaagggccg
acagtctgag

gtggctggat

tccaggcacc
gagtgttagc
cctcatctat
gtctgggaca
ttactgtcag

Caaa

Secuencia artificial

tgggggaggc

cacccttgat
ggtctcaggt
attcaccatc
aactgaggac

tgacgctgac

Secuencia artificial

ctgtctttgt
agcagctact
ggtgcatcca
gacttcactc

cagtatggta

Sintética: ADN P1-069067 VH

ttggtacagc
gattatgcca
attaattgga
tccagagaca

acggccttgt

gatgaatggg

Sintética: ADN P1-069067 VL

gaaattgtgt tgacgcagtc tccaggcacc ctgtctttgt

ctctcctgca gggccagtca gagtgttagc agcagctact

cctggccagg ctcccaggct cctcatctat ggtgcatcca

gacaggttca gtggcagtgg gtctgggaca gacttcactc

ctccagggga
tagcctggta
gcagggccac
tcaccatcag

gctcaccatt

ctggcaagtc
tgcactgggt
acagtgaaga
acgccaagaa
attactgtgc

gccaagggac

ctccagggga
tagcctggta
gcagggccac

tcaccatcag

aagagccacc
ccagcagaaa
tggcatccca
cagactggag

cactttcggc

cctgagactc
ccggcaagcet
aataggctat
ctccctgtat
aaaagttcct

aatggtcacc

aagagccacc
ccagcagaaa
tggcatccca

cagactggag

60

120

180

240

300

324

60

120

180

240

300

360

369

60

120

180

240



cctgaagatt ttgcagtgta ttactgtcag cagtatggta gctcaccatt cactttcggc

cctgggacca aagtggatat

Caaa

ttggtacagc
gattatgcca
attaattgga
tccagagaca

acggccttgt

gatgtctggg

<210> 337

<211> 369

<212> ADN

<213> Secuencia artificial
<220>

<223> Sintética: ADN P1-069069 VH
<400> 337

gaggtgcagc tggtggagtc tgggggaggc
tcctgtgcag cctctggatt cacccttgat
ccagggaagg gcctggagtg ggtctcaggt
gcggactctg tgaagggccg attcaccatc
ctgcaaatga acagtctgag aactgaggac
gggtatagcg gtggctggat tgacgctgac
gtctcttca

<210> 338

<211> 324

<212> ADN

<213> Secuencia artificial
<220>

<223> Sintética: ADN P1-069069 VL
<400> 338

gaaattgtgt tgacgcagtc
ctctcctgca gggccagtca
cctggccagg ctcccaggcet
gacaggttca gtggcagtgg
cctgaagatt ttgcagtgta
cctgggacca aagtggatat

<210>
<211>

339
369

tccaggcacc
gagtgttagc
cctcatctat
gtctgggaca
ttactgtcag

Caaa

ctgtctttgt
agcagctact
ggtgcatcca
gacttcactc

cagtatggta

ctggcaagtc
tgcactgggt
acagtgaaga
acgccaagaa
attactgtgc

gccaagggac

ctccagggga
tagcctggta
gcagggccac
tcaccatcag

gctcaccatt

cctgagactc
ccggcaagct
aataggctat
ctccctgtat
aaaagttcct

aatggtcacc

aagagccacc
ccagcagaaa
tggcatccca
cagactggag

cactttcggc

300

324

60

120

180

240

300

360

369

60

120

180

240

300

324



ttggtacagc
gatgaagcca
attaattgga
tccagagaca

acggccttgt

gatgtctggg

<212> ADN

<213> Secuencia artificial

<220>

<223> Sintética: ADN P1-069071 VH
<400> 339

gaggtgcagc tggtggagtc tgggggaggc
tcctgtgcag cctctggatt cacccttgaa
ccagggaagg gcctggagtg ggtctcaggt
gcggactctg tgaagggccg attcaccatc
ctgcaaatga acagtctgag aactgaggac
gggtatagcg aaggctggat tgacgctttt
gtctcttca

<210> 340

<211> 324

<212> ADN

<213> Secuencia artificial

<220>

<223> Sintética: ADN P1-069071 VL
<400> 340

gaaattgtgt tgacgcagtc
ctctcctgca gggccagtca
cctggccagg ctcccaggcet
gacaggttca gtggcagtgg
cctgaagatt ttgcagtgta
cctgggacca aagtggatat
<210>
<211>

<212>
<213>

341
369
ADN

<220>

<223>

<400> 341

tccaggcacc
gagtgttagc
cctcatctat
gtctgggaca
ttactgtcag

Caaa

Secuencia artificial

ctgtctttgt
agcagctact
ggtgcatcca
gacttcactc

cagtatggta

Sintética: ADN P1-069073 VH

ctggcaagtc
tgcactgggt
acagtgctga
acgccaagaa
attactgtgc

gccaagggac

ctccagggga
tagcctggta
gcagggccac
tcaccatcag

gctcaccatt

cctgagactc
ccggcaagcet
cataggctat
ctccctgtat
aaaagttcct

aatggtcacc

aagagccacc
ccagcagaaa
tggcatccca
cagactggag

cactttcggc

gaggtgcagc tggtggagtc tgggggaggc ttggtacagc ctggcaagtc cctgagactc

60

120

180

240

300

360

369

60

120

180

240

300

324

60



tcctgtgcag cctctggatt
ccagggaagg gcctggagtg
gcggactctg tgaagggccg
ctgcaaatga acagtctgag

gggtatagcg gtggctggat

gtctcttca

<210>
<211>
<212>
<213>

342
324
ADN

<220>
<223>

<400> 342
gaaattgtgt tgacgcagtc

ctctcctgca gggccagtca
cctggccagg ctcccaggct
gacaggttca gtggcagtgg
cctgaagatt ttgcagtgta
cctgggacca aagtggatat
<210>
<211>

<212>
<213>

343
369
ADN

<220>
<223>

<400> 343
gaggtgcagc tggtggagtc

cacccttgaa
ggtctcaggt
attcaccatc
aactgaggac

tgacgctgaa

Secuencia artificial

tccaggcacc
gagtgttagc
cctcatctat
gtctgggaca
ttactgtcag

Caaa

Secuencia artificial

tgggggaggce

gatgaagcca
attaattgga
tccagagaca

acggccttgt

gatgtctggg

Sintética: ADN P1-069073 VL

ctgtctttgt
agcagctact
ggtgcatcca
gacttcactc

cagtatggta

Sintética: ADN P1-069075 VH

ttggtacagc

tcctgtgcag cctctggatt cacccttgaa gattatgcca

ccagggaagg gcctggagtg
gcggactctg tgaagggccg

ctgcaaatga acagtctgag

ggtctcaggt
attcaccatc

aactgaggac

attaattggg
tccagagaca

acggccttgt

tgcactgggt
acagtgctga
acgccaagaa
attactgtgc

gccaagggac

ctccagggga
tagcctggta
gcagggccac
tcaccatcag

gctcaccatt

ctggcaagtc
tgcactgggt
acagtgctga
acgccaagaa

attactgtgc

ccggcaagct
aataggctat
ctccctgtat
aaaagttcct

aatggtcacc

aagagccacc
ccagcagaaa
tggcatccca
cagactggag

cactttcggc

cctgagactc
ccggcaagct
aataggctat
ctccctgtat

aaaagttcct

120

180

240

300

360

369

60

120

180

240

300

324

60

120

180

240

300



gggtatagcc atggctggat tgacgctgaa gatgtctggg gccaagggac aatggtcacc

gtctcttca

<210>
<211>
<212>
<213>

344
324
ADN

<220>
<223>

<400> 344
gaaattgtgt tgacgcagtc

ctctcctgca gggccagtca
cctggccagg ctcccaggcet
gacaggttca gtggcagtgg
cctgaagatt ttgcagtgta

cctgggacca aagtggatat

Secuencia artificial

tccaggcacc
gagtgttagc
cctcatctat
gtctgggaca
ttactgtcag

Caaa

Sintética: ADN P1-069075 VL

ctgtctttgt
agcagctact
ggtgcatcca
gacttcactc

cagtatggta

ttggtacagc
gatgaagcca
attaattgga
tccagagaca

acggccttgt

gatgtctggg

<210> 345

<211> 369

<212> ADN

<213> Secuencia artificial
<220>

<223> Sintética: ADN P1-069077 VH
<400> 345

gaggtgcagc tggtggagtc tgggggaggc
tcctgtgcag cctctggatt cacccttgaa
ccagggaagg gcctggagtg ggtctcaggt
gcggactctg tgaagggccg attcaccatc
ctgcaaatga acagtctgag aactgaggac
gggtatagcg gtggctggat tgacgctttt
gtctcttca

<210> 346

<211> 324

ctccagggga
tagcctggta
gcagggccac
tcaccatcag

gctcaccatt

ctggcaagtc
tgcactgggt
acagtgacga
acgccaagaa
attactgtgc

gccaagggac

aagagccacc
ccagcagaaa
tggcatccca
cagactggag

cactttcggc

cctgagactc
ccggcaagcet
aataggctat
ctccctgtat
aaaagttcct

aatggtcacc

360

369

60

120

180

240

300

324

60

120

180

240

300

360

369



<212>
<213>

ADN
<220>
<223>

<400> 346
gaaattgtgt tgacgcagtc

ctctcctgca gggccagtca
cctggccagg ctcccaggcet
gacaggttca gtggcagtgg
cctgaagatt ttgcagtgta

cctgggacca aagtggatat

Secuencia artificial

tccaggcacc
gagtgttagc
cctcatctat
gtctgggaca
ttactgtcag

Caaa

Sintética: ADN P1-069077 VL

ctgtctttgt
agcagctact
ggtgcatcca
gacttcactc

cagtatggta

ttggtacagc
gatgaggcca
attaattgga
tccagagaca

acggccttgt

gatgtctggg

<210> 347

<211> 369

<212> ADN

<213> Secuencia artificial
<220>

<223> Sintética: ADN P1-068761 VH
<400> 347

gaggtgcagc tggtggagtc tgggggaggc
tcctgtgcag cctctggatt cacccttgag
ccagggaagg gcctggagtg ggtctcaggt
gcggactctg tgaagggccg attcaccatc
ctgcaaatga acagtctgag aactgaggac
gggtatagcc atggctggat tgacgctgaa
gtctcttca

<210> 348

<211> 324

<212> ADN

<213> Secuencia artificial
<220>

<223> Sintética: ADN P1-068761 VL
<400> 348

ctccagggga
tagcctggta
gcagggccac
tcaccatcag

gctcaccatt

ctggcaagtc
tgcactgggt
acagtgaaga
acgccaagaa
attactgtgc

gccaagggac

aagagccacc
ccagcagaaa
tggcatccca
cagactggag

cactttcggc

cctgagactc
ccggcaagct
gataggctat
ctccctgtat
aaaagttcct

aatggtcacc

gaaattgtgt tgacgcagtc tccaggcacc ctgtctttgt ctccagggga aagagccacc

60

120

180

240

300

324

60

120

180

240

300

360

369

60



ctctcctgca gggccagtca gagtgttagc agcagctact

cctggccagg ctcccaggct cctcatctat ggtgcatcca

gacaggttca gtggcagtgg gtctgggaca gacttcactc

cctgaagatt ttgcagtgta ttactgtcag cagtatggta

cctgggacca aagtggatat

Caaa

ttggtacagc
gattatgcca
attgattgga
tccagagaca

acggccttgt

gatgactggg

<210> 349

<211> 369

<212> ADN

<213> Secuencia artificial
<220>

<223> Sintética: ADN P1-068767 VH
<400> 349

gaggtgcagc tggtggagtc tgggggaggc
tcctgtgcag cctctggatt cacccttgag
ccagggaagg gcctggagtg ggtctcaggt
gcggactctg tgaagggccg attcaccatc
ctgcaaatga acagtctgag aactgaggac
gggtatagcg gtggctggat tgacgctgaa
gtctcttca

<210> 350

<211> 324

<212> ADN

<213> Secuencia artificial
<220>

<223> Sintética: ADN P1-068767 VL
<400> 350

gaaattgtgt tgacgcagtc
ctctcctgca gggccagtca
cctggccagg ctcccaggcet
gacaggttca gtggcagtgg

cctgaagatt ttgcagtgta

tccaggcacc
gagtgttagc
cctcatctat
gtctgggaca

ttactgtcag

ctgtctttgt
agcagctact
ggtgcatcca
gacttcactc

cagtatggta

tagcctggta
gcagggccac
tcaccatcag

gctcaccatt

ctggcaagtc
tgcactgggt
acagtgaaaa
acgccaagaa
attactgtgc

gccaagggac

ctccagggga
tagcctggta
gcagggccac
tcaccatcag

gctcaccatt

ccagcagaaa
tggcatccca
cagactggag

cactttcggc

cctgagactc
ccggcaagcet
cataggctat
ctccctgtat
aaaagttcct

aatggtcacc

aagagccacc
ccagcagaaa
tggcatccca
cagactggag

cactttcggc

120

180

240

300

324

60

120

180

240

300

360

369

60

120

180

240

300



cctgggacca aagtggatat

Caaa

ttggtacagc
gattatgcca
attgattgga
tccagagaca

acggccttgt

gatgactggg

<210> 351

<211> 369

<212> ADN

<213> Secuencia artificial
<220>

<223> Sintética: ADN P1-068773 VH
<400> 351

gaggtgcagc tggtggagtc tgggggaggc
tcctgtgcag cctctggatt cacccttgag
ccagggaagg gcctggagtg ggtctcaggt
gcggactctg tgaagggccg attcaccatc
ctgcaaatga acagtctgag aactgaggac
gggtatagcg gtggctggat tgacgctgaa
gtctcttca

<210> 352

<211> 324

<212> ADN

<213> Secuencia artificial
<220>

<223> Sintética: ADN P1-068773 VL
<400> 352

gaaattgtgt tgacgcagtc
ctctcctgca gggccagtca
cctggccagg ctcccaggct
gacaggttca gtggcagtgg
cctgaagatt ttgcagtgta
cctgggacca aagtggatat
<210>
<211>

<212>
<213>

353
369
ADN

tccaggcacc
gagtgttagc
cctcatctat
gtctgggaca
ttactgtcag

Caaa

Secuencia artificial

ctgtctttgt
agcagctact
ggtgcatcca
gacttcactc

cagtatggta

ctggcaagtc
tgcactgggt
acagtgataa
acgccaagaa
attactgtgc

gccaagggac

ctccagggga
tagcctggta
gcagggccac
tcaccatcag

gctcaccatt

cctgagactc
ccggcaagct
cataggctat
ctccctgtat
aaaagttcct

aatggtcacc

aagagccacc
ccagcagaaa
tggcatccca
cagactggag

cactttcggc

324

60

120

180

240

300

360

369

60

120

180

240

300

324



<220>

ttggtacagc
gattatgcca
attaattgga
tccagagaca

acggccttgt

gatgactggg

<223> Sintética: ADN P1-068765 VH
<400> 353

gaggtgcagc tggtggagtc tgggggaggc
tcctgtgcag cctctggatt caccgatgag
ccagggaagg gcctggagtg ggtctcaggt
gcggactctg tgaagggccg attcaccatc
ctgcaaatga acagtctgag aactgaggac
gggtatagcg gtggctggat tgacgctgaa
gtctcttca

<210> 354

<211> 324

<212> ADN

<213> Secuencia artificial

<220>

<223> Sintética: ADN P1-068765 VL
<400> 354

gaaattgtgt tgacgcagtc
ctctcctgca gggccagtca
cctggccagg ctcccaggcet
gacaggttca gtggcagtgg
cctgaagatt ttgcagtgta
cctgggacca aagtggatat
<210>
<211>

<212>
<213>

355
369
ADN

<220>

<223>

<400> 355

tccaggcacc
gagtgttagc
cctcatctat
gtctgggaca
ttactgtcag

Caaa

Secuencia artificial

ctgtctttgt
agcagctact
ggtgcatcca
gacttcactc

cagtatggta

Sintética: ADN P1-061029 VH

ctggcaagtc
tgcactgggt
acagtgaaga
acgccaagaa
attactgtgc

gccaagggac

ctccagggga
tagcctggta
gcagggccac
tcaccatcag

gctcaccatt

cctgagactc
ccggcaagcet
gataggctat
ctccctgtat
aaaagttcct

aatggtcacc

aagagccacc
ccagcagaaa
tggcatccca
cagactggag

cactttcggc

gaggtgcagc tggtggagtc tgggggaggc ttggtacagc ctggcaagtc cctgagactc

tcctgtgcag cctctggatt cacccttgat gattatgcca tgcactgggt ccggcaagct

60

120

180

240

300

360

369

60

120

180

240

300

324

60

120



ccagggaagg gcctggagtg ggtctcaggt attaattgga

gcggactctg tgaagggccg attcaccatc tccagagaca

ctgcaaatga acagtctgag aactgaggac acggccttgt

gggtatagcg gtggctggat tgacgctttt gatgtctggg

gtctcttca

<210>
<211>
<212>
<213>

356
324
ADN

<220>
<223>

<400> 356
gaaattgtgt tgacgcagtc

ctctcctgca gggccagtca
cctggccagg ctcccaggct
gacaggttca gtggcagtgg
cctgaagatt ttgcagtgta
cctgggacca aagtggatat
<210>
<211>

<212>
<213>

357
369
ADN

<220>
<223>

<400> 357
gaggtgcagc tggtggagtc

tcctgtgcag cctctggatt
ccagggaagg gcctggagtg
gcggactctg tgaagggccg
ctgcaaatga acagtctgag

gggtatagcg gtggctggat

Secuencia artificial

tccaggcacc
gagtgttagc
cctcatctat
gtctgggaca
ttactgtcag

Caaa

Secuencia artificial

tgggggaggce

cacccttgag
ggtctcaggt
attcaccatc
aactgaggac

tgacgctgaa

Sintética: ADN P1-061029 VL

ctgtctttgt
agcagctact
ggtgcatcca
gacttcactc

cagtatggta

Sintética: ADN P1-068757 VH

ttggtacagc
gatgaggcca
attaattgga
tccagagaca

acggccttgt

gatgactggg

acagtgctaa
acgccaagaa
attactgtgc

gccaagggac

ctccagggga
tagcctggta
gcagggccac
tcaccatcag

gctcaccatt

ctggcaagtc
tgcactgggt
acagtgaaga
acgccaagaa
attactgtgc

gccaagggac

cataggctat
ctccctgtat
aaaagttcct

aatggtcacc

aagagccacc
ccagcagaaa
tggcatccca
cagactggag

cactttcggc

cctgagactc
ccggcaagct
gataggctat
ctccctgtat
aaaagttcct

aatggtcacc

180

240

300

360

369

60

120

180

240

300

324

60

120

180

240

300

360



gtctcttca

<210>
<211>
<212>
<213>

358
324
ADN

<220>
<223>

<400> 358
gaaattgtgt tgacgcagtc

ctctcctgca gggccagtca
cctggccagg ctcccaggcet
gacaggttca gtggcagtgg
cctgaagatt ttgcagtgta

cctgggacca aagtggatat

Secuencia artificial

tccaggcacc
gagtgttagc
cctcatctat
gtctgggaca
ttactgtcag

Caaa

Sintética: ADN P1-068757 VL

ctgtctttgt
agcagctact
ggtgcatcca
gacttcactc

cagtatggta

ttggtacagc
gatgaggcca
attaattgga
tccagagaca

acggccttgt

gatgactggg

<210> 359

<211> 369

<212> ADN

<213> Secuencia artificial
<220>

<223> Sintética: ADN P1-068771 VH
<400> 359

gaggtgcagc tggtggagtc tgggggaggc
tcctgtgcag cctctggatt cacccttgag
ccagggaagg gcctggagtg ggtctcaggt
gcggactctg tgaagggccg attcaccatc
ctgcaaatga acagtctgag aactgaggac
gggtatagcg gtggctggat tgacgctgaa
gtctcttca

<210> 360

<211> 324

<212> ADN

<213>

Secuencia artificial

ctccagggga
tagcctggta
gcagggccac
tcaccatcag

gctcaccatt

ctggcaagtc
tgcactgggt
acagtcatga
acgccaagaa
attactgtgc

gccaagggac

aagagccacc
ccagcagaaa
tggcatccca
cagactggag

cactttcggc

cctgagactc
ccggcaagct
gataggctat
ctccctgtat
aaaagttcct

aatggtcacc

369

60

120

180

240

300

324

60

120

180

240

300

360

369



<220>

<223> Sintética: ADN

<400> 360
gaaattgtgt tgacgcagtc

ctctcctgca gggccagtca
cctggccagg ctcccaggcet
gacaggttca gtggcagtgg
cctgaagatt ttgcagtgta

cctgggacca aagtggatat

P1-068771 VL

tccaggcacc
gagtgttagc
cctcatctat
gtctgggaca
ttactgtcag

Caaa

ctgtctttgt
agcagctact
ggtgcatcca
gacttcactc

cagtatggta

ttggtacagc
gatgaggcca
attgattgga
tccagagaca

acggccttgt

gatgactggg

<210> 361

<211> 369

<212> ADN

<213> Secuencia artificial
<220>

<223> Sintética: ADN P1-068775 VH
<400> 361

gaggtgcagc tggtggagtc tgggggaggc
tcctgtgcag cctctggatt cacccttgag
ccagggaagg gcctggagtg ggtctcaggt
gcggactctg tgaagggccg attcaccatc
ctgcaaatga acagtctgag aactgaggac
gggtatagcc atggctggat tgacgctgaa
gtctcttca

<210> 362

<211> 324

<212> ADN

<213> Secuencia artificial
<220>

<223> Sintética: ADN P1-068775 VL
<400> 362

ctccagggga
tagcctggta
gcagggccac
tcaccatcag

gctcaccatt

ctggcaagtc
tgcactgggt
acagtgaaga
acgccaagaa
attactgtgc

gccaagggac

aagagccacc
ccagcagaaa
tggcatccca
cagactggag

cactttcggc

cctgagactc
ccggcaagct
gataggctat
ctccctgtat
aaaagttcct

aatggtcacc

gaaattgtgt tgacgcagtc tccaggcacc ctgtctttgt ctccagggga aagagccacc

ctctcctgca gggccagtca gagtgttagc agcagctact tagcctggta ccagcagaaa

60

120

180

240

300

324

60

120

180

240

300

360

369

60

120



cctggccagg ctcccaggct cctcatctat ggtgcatcca gcagggccac tggcatccca

gacaggttca gtggcagtgg gtctgggaca gacttcactc tcaccatcag cagactggag

cctgaagatt ttgcagtgta ttactgtcag cagtatggta gctcaccatt cactttcggc

cctgggacca aagtggatat

Caaa

ttggtacagc
gatgaggcca
attaattgga
tccagagaca

acggccttgt

gatgactggg

<210> 363

<211> 369

<212> ADN

<213> Secuencia artificial
<220>

<223> Sintética: ADN P1-068769 VH
<400> 363

gaggtgcagc tggtggagtc tgggggaggc
tcctgtgcag cctctggatt cacccttgag
ccagggaagg gcctggagtg ggtctcaggt
gcggactctg tgaagggccg attcaccatc
ctgcaaatga acagtctgag aactgaggac
gggtatagcg gtggctggat tgacgctgaa
gtctcttca

<210> 364

<211> 324

<212> ADN

<213> Secuencia artificial
<220>

<223> Sintética: ADN P1-068769 VL
<400> 364

gaaattgtgt tgacgcagtc
ctctcctgca gggccagtca
cctggccagg ctcccaggcet
gacaggttca gtggcagtgg
cctgaagatt ttgcagtgta

cctgggacca aagtggatat

tccaggcacc
gagtgttagc
cctcatctat
gtctgggaca
ttactgtcag

Caaa

ctgtctttgt
agcagctact
ggtgcatcca
gacttcactc

cagtatggta

ctggcaagtc
tgcactgggt
acagtgatca
acgccaagaa
attactgtgc

gccaagggac

ctccagggga
tagcctggta
gcagggccac
tcaccatcag

gctcaccatt

cctgagactc
ccggcaagct
cataggctat
ctccctgtat
aaaagttcct

aatggtcacc

aagagccacc
ccagcagaaa
tggcatccca
cagactggag

cactttcggc

180

240

300

324

60

120

180

240

300

360

369

60

120

180

240

300

324



ttggtacagc
gatgaggcca
attgattgga
tccagagaca

acggccttgt

gatgactggg

<210> 365

<211> 369

<212> ADN

<213> Secuencia artificial
<220>

<223> Sintética: ADN P1-068759 VH
<400> 365

gaggtgcagc tggtggagtc tgggggaggc
tcctgtgcag cctctggatt cacccttgag
ccagggaagg gcctggagtg ggtctcaggt
gcggactctg tgaagggccg attcaccatc
ctgcaaatga acagtctgag aactgaggac
gggtatagcg gtggctggat tgacgctgaa
gtctcttca

<210> 366

<211> 324

<212> ADN

<213> Secuencia artificial
<220>

<223> Sintética: ADN P1-068759 VL
<400> 366

gaaattgtgt tgacgcagtc
ctctcctgca gggccagtca
cctggccagg ctcccaggcet
gacaggttca gtggcagtgg
cctgaagatt ttgcagtgta
cctgggacca aagtggatat
<210>
<211>

<212>
<213>

367
369
ADN

<220>

tccaggcacc
gagtgttagc
cctcatctat
gtctgggaca
ttactgtcag

Caaa

Secuencia artificial

ctgtctttgt
agcagctact
ggtgcatcca
gacttcactc

cagtatggta

ctggcaagtc
tgcactgggt
acagtgaaaa
acgccaagaa
attactgtgc

gccaagggac

ctccagggga
tagcctggta
gcagggccac
tcaccatcag

gctcaccatt

cctgagactc
ccggcaagct
cataggctat
ctccctgtat
aaaagttcct

aatggtcacc

aagagccacc
ccagcagaaa
tggcatccca
cagactggag

cactttcggc

60

120

180

240

300

360

369

60

120

180

240

300

324



<223> Sintética: ADN

<400> 367
gaggtgcagc tggtggagtc

tcctgtgcag cctctggatt
Cccagggaagg gcctggagtg
gcggactctg tgaagggccg
ctgcaaatga acagtctgag
gggtatagcc atggctggat
gtctcttca

<210>
<211>

<212>
<213>

368
324
ADN

<220>
<223>

<400> 368
gaaattgtgt tgacgcagtc

ctctcctgca gggccagtca
cctggccagg ctcccaggcet
gacaggttca gtggcagtgg
cctgaagatt ttgcagtgta
cctgggacca aagtggatat
<210>
<211>

<212>
<213>

369
363
ADN

<220>

<223>

<400> 369

P1-068763 VH

tgggggaggc

cacccttgag
ggtctcaggt
attcaccatc
aactgaggac

tgacgctgaa

Secuencia artificial

tccaggcacc
gagtgttagc
cctcatctat
gtctgggaca
ttactgtcag

Caaa

Secuencia artificial

ttggtacagc
gattatgcca
attgattgga
tccagagaca

acggccttgt

gatgtctggg

Sintética: ADN P1-068763 VL

ctgtctttgt
agcagctact
ggtgcatcca
gacttcactc

cagtatggta

Sintética: ADN P1-061015 VH

ctggcaagtc
tgcactgggt
acagtgaaaa
acgccaagaa
attactgtgc

gccaagggac

ctccagggga
tagcctggta
gcagggccac
tcaccatcag

gctcaccatt

cctgagactc
ccggcaagct
cataggctat
ctccctgtat
aaaagttcct

aatggtcacc

aagagccacc
ccagcagaaa
tggcatccca
cagactggag

cactttcggc

caggtgcagc tggtggagtc tgggggaggc gtggtccagc ctgggaggtc cctgagactc

tcctgtgcag cgtctggatt caccttcagt agctatgcca tgcactgggt ccgccaggct

ccaggcaagg ggctggagtg ggtggcaatt atatggtatg atggaagtaa taaatactat

60

120

180

240

300

360

369

60

120

180

240

300

324

60

120

180



gcagactccg tgaagggccg attcaccatc tccagagaca attccaagaa cacgctgtat

ctgcaaatga acagcctgag agccgaggac acggctgtgt attactgtgc gagagatagt

ggtttttact cctcgtacta ctttgactac tggggccagg gaaccctggt caccgtctcc

tca

<210>
<211>
<212>
<213>

370
324
ADN

<220>
<223>

<400> 370
gaaattgtgt tgacacagtc

ctctcctgca gggccagtca
cctggccagg ctcccaggcet
gccaggttca gcggcagtgg
cctgaagatt ttgcaactta
caggggacca agctggagat
<210>
<211>

<212>
<213>

371
363
ADN

<220>
<223>

<400> 371
caggtgcagc tggtggagtc

tcctgtgcag cgtctggatt
ccaggcaagg ggctggagtg
gcagactccg tgaagggccg
ctgcaaatga acagcctgag
ggtttttacg actcgtacta

tca

Secuencia artificial

tccagccacc
gagtgttagc
cctcatctat
atctgggaca
ttactgccaa

Caaa

Secuencia artificial

tgggggaggce

caccttcagt
ggtggcaatt
attcaccatc
agccgaggac

ctttgactac

Sintética: ADN P1-061015 VL

ctgtctttgt
agcagctact
gatgcatcca
gatttcactc

cagtataata

Sintética: ADN P1-068748 VH

gtggtccagc
caccatgcca
atatggtatg
tccagagaca
acggctgtgt

tggggccagg

ctccagggga
tagcctggta
acagggccac
tcaccatcag

gttacccgta

ctgggaggtc

tgcactgggt
atggaagtaa
attccaagaa
attactgtgc

gaaccctggt

aagagccacc
ccaacagaaa
tggcatccca
cagcctggag

cacttttggc

cctgagactc
ccgccaggcet
tgacgactat
cacgctgtat
gagagatagt

caccgtctcc

240

300

360

363

60

120

180

240

300

324

60

120

180

240

300

360

363



<210>
<211>
<212>
<213>

372
324
ADN

<220>
<223>

<400> 372
gaaattgtgt tgacacagtc

ctctcctgca gggccagtca
cctggccagg ctcccaggcet
gccaggttca gcggcagtgg
cctgaagatt ttgcaactta

caggggacca agctggagat

Secuencia artificial

tccagccacc
gagtgttagc
cctcatctat
atctgggaca
ttactgccaa

Caaa

Sintética: ADN P1-068748 VL

ctgtctttgt
agcagctact
gatgcatcca
gatttcactc

cagtataata

gtggtccagc
gagtatgcca
atatggtatg
tccagagaca
acggctgtgt

tggggccagg

<210> 373

<211> 363

<212> ADN

<213> Secuencia artificial
<220>

<223> Sintética: ADN P1-068744 VH
<400> 373

caggtgcagc tggtggagtc tgggggaggc
tcctgtgcag cgtctggatt caccttcagt
ccaggcaagg ggctggagtg ggtggcacat
gcagactccg tgaagggccg attcaccatc
ctgcaaatga acagcctgag agccgaggac
ggtttttacg aatcgtacta ctttgacgag
tca

<210> 374

<211> 324

<212> ADN

<213> Secuencia artificial

<220>

ctccagggga
tagcctggta
acagggccac
tcaccatcag

gttacccgta

ctgggaggtc

tgcactgggt
atggaagtaa
attccaagaa
attactgtgc

gaaccctggt

aagagccacc
ccaacagaaa
tggcatccca
cagcctggag

cacttttggc

cctgagactc
ccgccaggcet
taaatacgag
cacgctgtat
gagagatagt

caccgtctcc

60

120

180

240

300

324

60

120

180

240

300

360

363



<223> Sintética: ADN

<400> 374
gaaattgtgt tgacacagtc

ctctcctgca gggccagtca
cctggccagg ctcccaggcet
gccaggttca gcggcagtgg
cctgaagatt ttgcaactta

caggggacca agctggagat

P1-068744 VL

tccagccacc
gagtgttagc
cctcatctat
atctgggaca
ttactgccaa

Caaa

ctgtctttgt
agcagctact
gatgcatcca
gatttcactc

cagtataata

gtggtccagc
gagtatgcca
gattggtatg
tccagagaca
acggctgtgt

tggggccagg

<210> 375

<211> 363

<212> ADN

<213> Secuencia artificial
<220>

<223> Sintética: ADN P1-068736 VH
<400> 375

caggtgcagc tggtggagtc tgggggaggc
tcctgtgcag cgtctggatt caccttcagt
ccaggcaagg ggctggagtg ggtggcaatt
gcagactccg tgaagggccg attcaccatc
ctgcaaatga acagcctgag agccgaggac
ggtttttacg actcgtacta ctttgacgac
tca

<210> 376

<211> 324

<212> ADN

<213> Secuencia artificial
<220>

<223> Sintética: ADN P1-068736 VL
<400> 376

ctccagggga
tagcctggta
acagggccac
tcaccatcag

gttacccgta

ctgggaggtc

tgcactgggt
atggaagtaa
attccaagaa
attactgtgc

gaaccctggt

aagagccacc
ccaacagaaa
tggcatccca
cagcctggag

cacttttggc

cctgagactc
ccgccaggcet
taaagactat
cacgctgtat
gagagatagt

caccgtctcc

gaaattgtgt tgacacagtc tccagccacc ctgtctttgt ctccagggga aagagccacc

ctctcctgca gggccagtca gagtgttagc agcagctact tagcctggta ccaacagaaa

cctggccagg ctcccaggct cctcatctat gatgcatcca acagggccac tggcatccca

60

120

180

240

300

324

60

120

180

240

300

360

363

60

120

180



gccaggttca gcggcagtgg atctgggaca gatttcactc tcaccatcag cagcctggag

cctgaagatt ttgcaactta ttactgccaa cagtataata gttacccgta cacttttggc

caggggacca agctggagat

Caaa

gtggtccagc
agctatgcca
atatggtatg
tccagagaca
acggctgtgt

tggggccagg

<210> 377

<211> 363

<212> ADN

<213> Secuencia artificial
<220>

<223> Sintética: ADN P1-068752 VH
<400> 377

caggtgcagc tggtggagtc tgggggaggc
tcctgtgcag cgtctggatt caccttcagt
ccaggcaadgg ggctggagtg ggtggcagag
gcagactccg tgaagggccg attcaccatc
ctgcaaatga acagcctgag agccgaggac
ggtttttacg actcgtacta ctttgacgag
tca

<210> 378

<211> 324

<212> ADN

<213> Secuencia artificial
<220>

<223> Sintética: ADN P1-068752 VL
<400> 378

gaaattgtgt tgacacagtc
ctctcctgca gggccagtca
cctggccagg ctcccaggcet
gccaggttca gcggcagtgg
cctgaagatt ttgcaactta

caggggacca agctggagat

tccagccacc
gagtgttagc
cctcatctat
atctgggaca
ttactgccaa

Caaa

ctgtctttgt
agcagctact
gatgcatcca
gatttcactc

cagtataata

ctgggaggtc

tgcactgggt
atggaagtaa
attccaagaa
attactgtgc

gaaccctggt

ctccagggga
tagcctggta
acagggccac
tcaccatcag

gttacccgta

cctgagactc
ccgccaggcet
taaagactat
cacgctgtat
gagagatagt

caccgtctcc

aagagccacc
ccaacagaaa
tggcatccca
cagcctggag

cacttttggc

240

300

324

60

120

180

240

300

360

363

60

120

180

240

300

324



<210>
<211>
<212>
<213>

379
363
ADN

<220>
<223>

<400> 379
caggtgcagc tggtggagtc

tcctgtgcag cgtctggatt
ccaggcaagg ggctggagtg
gcagactccg tgaagggccg
ctgcaaatga acagcctgag
ggtttttacg actcgtacta
tca

<210>
<211>

<212>
<213>

380
324
ADN

<220>
<223>

<400> 380
gaaattgtgt tgacacagtc

ctctcctgca gggccagtca
cctggccagg ctcccaggcet
gccaggttca gcggcagtgg
cctgaagatt ttgcaactta
caggggacca agctggagat
<210>
<211>

<212>
<213>

381
363
ADN

<220>
<223>

Secuencia artificial

tgggggaggce

caccttcagt
ggtggcaatt
attcaccatc
agccgaggac

ctttgacgac

Secuencia artificial

tccagccacc
gagtgttagc
cctcatctat
atctgggaca
ttactgccaa

Caaa

Secuencia artificial

Sintética: ADN P1-068740 VH

gtggtccagc
gactatgcca
atatggtatg
tccagagaca
acggctgtgt

tggggccagg

Sintética: ADN P1-068740 VL

ctgtctttgt
agcagctact
gatgcatcca
gatttcactc

cagtataata

Sintética: ADN P1-068742 VH

ctgggaggtc

tgcactgggt
atggaagtga
attccaagaa
attactgtgc

gaaccctggt

ctccagggga
tagcctggta
acagggccac
tcaccatcag

gttacccgta

cctgagactc
ccgccaggcet
taaagactat
cacgctgtat
gagagatagt

caccgtctcc

aagagccacc
ccaacagaaa
tggcatccca
cagcctggag

cacttttggc

60

120

180

240

300

360

363

60

120

180

240

300

324



<400> 381
caggtgcagc

tcctgtgcag
ccaggcaagg
gcagactccg
ctgcaaatga
ggtttttacg
tca

<210>
<211>

<212>
<213>

382
324
ADN

<220>
<223>

<400> 382
gaaattgtgt

ctctcctgca
cctggccagg
gccaggttca
cctgaagatt
caggggacca
<210>
<211>

<212>
<213>

383
363
ADN

<220>

<223>

<400> 383

tggtggagtc
cgtctggatt
ggctggagtg
tgaagggccg
acagcctgag

aagattacta

tgacacagtc
gggccagtca
ctcccaggct
gcggcagtgg
ttgcaactta

agctggagat

tgggggaggce

caccttcagt
ggtggcaatt
attcaccatc
agccgaggac

ctttgactac

Secuencia artificial

tccagccacc
gagtgttagc
cctcatctat
atctgggaca
ttactgccaa

Caaa

Secuencia artificial

gtggtccagc
gactatgcca
atatggtatg
tccagagaca
acggctgtgt

tggggccagg

Sintética: ADN P1-068742 VL

ctgtctttgt
agcagctact
gatgcatcca
gatttcactc

cagtataata

Sintética: ADN P1-068746 VH

caggtgcagc tggtggagtc tgggggaggc gtggtccagc

tcctgtgcag cgtctggatt caccttcagt agctatgcca

ccaggcaagg ggctggagtg ggtggcaatt atatggtatg

gcagactccg tgaagggccg attcaccatc tccagagaca

ctgggaggtc

tgcactgggt
atggaagtga
attccaagaa
attactgtgc

gaaccctggt

ctccagggga
tagcctggta
acagggccac
tcaccatcag

gttacccgta

ctgggaggtc

tgcactgggt
atggaagtaa

attccaagaa

cctgagactc
ccgccaggcet
taaagactat
cacgctgtat
gagagatagt

caccgtctcc

aagagccacc
ccaacagaaa
tggcatccca
cagcctggag

cacttttggc

cctgagactc
ccgccaggcet
tcaccactat

cacgctgtat

60

120

180

240

300

360

363

60

120

180

240

300

324

60

120

180

240



ctgcaaatga acagcctgag agccgaggac acggctgtgt attactgtgc gagagatagt

ggtttttacg actcgtacta ctttgactac tggggccagg gaaccctggt caccgtctcc

tca

<210>
<211>
<212>
<213>

384
324
ADN

<220>
<223>

<400> 384
gaaattgtgt tgacacagtc

ctctcctgca gggccagtca
cctggccagg ctcccaggcet
gccaggttca gcggcagtgg
cctgaagatt ttgcaactta
caggggacca agctggagat
<210>
<211>

<212>
<213>

385
363
ADN

<220>
<223>

<400> 385
caggtgcagc tggtggagtc

tcctgtgcag cgtctggatt
ccaggcaagg ggctggagtg
gcagactccg tgaagggccg
ctgcaaatga acagcctgag
gaattttact cctcgtacta

tca

Secuencia artificial

tccagccacc
gagtgttagc
cctcatctat
atctgggaca
ttactgccaa

Caaa

Secuencia artificial

tgggggaggc
caccttcagt
ggtggcagag
attcaccatc
agccgaggac

ctttgactac

Sintética: ADN P1-068746 VL

ctgtctttgt
agcagctact
gatgcatcca
gatttcactc

cagtataata

Sintética: ADN P1-068750 VH

gtggtccagc
gactatgaca
atatgggatg
tccagagaca
acggctgtgt

tggggccagg

ctccagggga
tagcctggta
acagggccac
tcaccatcag

gttacccgta

ctgggaggtc

tgcactgggt
atggaagtaa
attccaagaa
attactgtgc

gaaccctggt

aagagccacc
ccaacagaaa
tggcatccca
cagcctggag

cacttttggc

cctgagactc
ccgccaggcet
taaatactat
cacgctgtat
gagagatgag

caccgtctcc

300

360

363

60

120

180

240

300

324

60

120

180

240

300

360

363



<210>
<211>
<212>
<213>

386
324
ADN

<220>
<223>

<400> 386
gaaattgtgt tgacacagtc

ctctcctgca gggccagtca
cctggccagg ctcccaggcet
gccaggttca gcggcagtgg
cctgaagatt ttgcaactta

caggggacca agctggagat

Secuencia artificial

tccagccacc
gagtgttagc
cctcatctat
atctgggaca
ttactgccaa

Caaa

Sintética: ADN P1-068750 VL

ctgtctttgt
agcagctact
gatgcatcca
gatttcactc

cagtataata

gtggtccagc
gagtatgccc
atatgggatg
tccagagaca
acggctgtgt

tggggccagg

<210> 387

<211> 363

<212> ADN

<213> Secuencia artificial
<220>

<223> Sintética: ADN P1-068738 VH
<400> 387

caggtgcagc tggtggagtc tgggggaggc
tcctgtgcag cgtctggatt caccttcagt
ccaggcaagg ggctggagtg ggtggcaatt
gcagactccg tgaagggccg attcaccatc
ctgcaaatga acagcctgag agccgaggac
ggtttttacg aagattacta ctttgactac
tca

<210> 388

<211> 324

<212> ADN

<213> Secuencia artificial
<220>

<223>

Sintética: ADN P1-068738 VL

ctccagggga
tagcctggta
acagggccac
tcaccatcag

gttacccgta

ctgggaggtc

atcactgggt
atggaagtaa
attccaagaa
attactgtgc

gaaccctggt

aagagccacc
ccaacagaaa
tggcatccca
cagcctggag

cacttttggc

cctgagactc
ccgccaggcet
tcactactat
cacgctgtat
gagagatagt

caccgtctcc

60

120

180

240

300

324

60

120

180

240

300

360

363



<400> 388
gaaattgtgt
ctctcctgca
cctggccagg
gccaggttca
cctgaagatt
caggggacca
<210> 389
<211> 363
<212> ADN
<213>
<220>
<223>
<400> 389
caggtgcagc
tcctgtgcag
ccaggcaagg
gcagactccg
ctgcaaatga
ggttttcact
tca

<210> 390
<211> 324
<212> ADN
<213>
<220>
<223>
<400> 390

tgacacagtc
gggccagtca
ctcccaggct
gcggcagtgg
ttgcaactta

agctggagat

tggtggagtc
cgtctggatt
ggctggagtg
tgaagggccg
acagcctgag

ccgattacta

tccagccacc
gagtgttagc
cctcatctat
atctgggaca
ttactgccaa

Caaa

Secuencia artificial

tgggggaggc
caccttcagt
ggtggcagag
attcaccatc
agccgaggac

ctttgactac

Secuencia artificial

ctgtctttgt
agcagctact
gatgcatcca
gatttcactc

cagtataata

Sintética: ADN P1-068754 VH

gtggtccagc
gactatgaca
atatgggatg
tccagagaca
acggctgtgt

tggggccagg

Sintética: ADN P1-068754 VL

gaaattgtgt tgacacagtc tccagccacc ctgtctttgt

ctctcctgca gggccagtca gagtgttagc agcagctact

cctggccagg ctcccaggct cctcatctat gatgcatcca

gccaggttca gcggcagtgg atctgggaca gatttcactc

ctccagggga
tagcctggta
acagggccac
tcaccatcag

gttacccgta

ctgggaggtc

tgcactgggt
atggaagtaa
attccaagaa
attactgtgc

gaaccctggt

ctccagggga
tagcctggta
acagggccac

tcaccatcag

aagagccacc
ccaacagaaa
tggcatccca
cagcctggag

cacttttggc

cctgagactc
ccgccaggcet
taaatactat
cacgctgtat
gagagatagt

caccgtctcc

aagagccacc
ccaacagaaa
tggcatccca

cagcctggag

60

120

180

240

300

324

60

120

180

240

300

360

363

60

120

180

240



cctgaagatt ttgcaactta ttactgccaa cagtataata gttacccgta cacttttggc

caggggacca agctggagat

Caaa

ttggtacagc
gatgaggcca
attaattgga
tccagagaca

acggccttgt

gatgtctggg

<210> 391

<211> 369

<212> ADN

<213> Secuencia artificial
<220>

<223> Sintética: ADN P1-070864 VH
<400> 391

gaggtgcagc tggtggagtc tgggggaggc
tcctgtgcag cctctggatt cacccttgat
ccagggaagg gcctggagtg ggtctcaggt
gcggactctg tgaagggccg attcaccatc
ctgcaaatga acagtctgag aactgaggac
gggtatagcc atggctggat tgacgctgaa
gtctcttca

<210> 392

<211> 324

<212> ADN

<213> Secuencia artificial
<220>

<223> Sintética: ADN P1-070864 VL
<400> 392

gaaattgtgt tgacgcagtc
ctctcctgca gggccagtca
cctggccagg ctcccaggcet
gacaggttca gtggcagtgg
cctgaagatt ttgcagtgta
cctgggacca aagtggatat

<210>
<211>

393
369

tccaggcacc
gagtgttagc
cctcatctat
gtctgggaca
ttactgtcag

Caaa

ctgtctttgt
agcagctact
ggtgcatcca
gacttcactc

cagtatggta

ctggcaagtc
tgcactgggt
acagtgaaga
acgccaagaa
attactgtgc

gccaagggac

ctccagggga
tagcctggta
gcagggccac
tcaccatcag

gctcaccatt

cctgagactc
ccggcaagct
gataggctat
ctccctgtat
aaaagttcct

aatggtcacc

aagagccacc
ccagcagaaa
tggcatccca
cagactggag

cactttcggc

300

324

60

120

180

240

300

360

369

60

120

180

240

300

324



ttggtacagc
gattatgcca
attaattgga
tccagagaca

acggccttgt

gatgtctggg

<212> ADN

<213> Secuencia artificial

<220>

<223> Sintética: ADN P1-070866 VH
<400> 393

gaggtgcagc tggtggagtc tgggggaggc
tcctgtgcag cctctggatt cacccttgag
ccagggaagg gcctggagtg ggtctcaggt
gcggactctg tgaagggccg attcaccatc
ctgcaaatga acagtctgag aactgaggac
gggtatagcc atggctggat tgacgctgaa
gtctcttca

<210> 394

<211> 324

<212> ADN

<213> Secuencia artificial

<220>

<223> Sintética: ADN P1-070866 VL
<400> 394

gaaattgtgt tgacgcagtc
ctctcctgca gggccagtca
cctggccagg ctcccaggcet
gacaggttca gtggcagtgg
cctgaagatt ttgcagtgta
cctgggacca aagtggatat
<210>
<211>

<212>
<213>

395
369
ADN

<220>

<223>

<400> 395

tccaggcacc
gagtgttagc
cctcatctat
gtctgggaca
ttactgtcag

Caaa

Secuencia artificial

ctgtctttgt
agcagctact
ggtgcatcca
gacttcactc

cagtatggta

Sintética: ADN P1-070868 VH

ctggcaagtc
tgcactgggt
acagtgaaga
acgccaagaa
attactgtgc

gccaagggac

ctccagggga
tagcctggta
gcagggccac
tcaccatcag

gctcaccatt

cctgagactc
ccggcaagcet
gataggctat
ctccctgtat
aaaagttcct

aatggtcacc

aagagccacc
ccagcagaaa
tggcatccca
cagactggag

cactttcggc

gaggtgcagc tggtggagtc tgggggaggc ttggtacagc ctggcaagtc cctgagactc

60

120

180

240

300

360

369

60

120

180

240

300

324

60



tcctgtgcag cctctggatt
ccagggaagg gcctggagtg
gcggactctg tgaagggccg
ctgcaaatga acagtctgag
gggtatagcc atggctggat
gtctcttca

<210>
<211>

<212>
<213>

396
324
ADN

<220>
<223>

<400> 396
gaaattgtgt tgacgcagtc

ctctcctgca gggccagtca
cctggccagg ctcccaggct
gacaggttca gtggcagtgg
cctgaagatt ttgcagtgta
cctgggacca aagtggatat
<210>
<211>

<212>
<213>

397
369
ADN

<220>
<223>

<400> 397
gaggtgcagc tggtggagtc

tcctgtgcag cctctggatt
ccagggaagg gcctggagtg
gcggactctg tgaagggccg

ctgcaaatga acagtctgag

cacccttgag
ggtctcaggt
attcaccatc
aactgaggac

tgacgctgaa

Secuencia artificial

tccaggcacc
gagtgttagc
cctcatctat
gtctgggaca
ttactgtcag

Caaa

Secuencia artificial

tgggggaggce

cacccttgag
ggtctcaggt
attcaccatc

aactgaggac

gatgaggcca
attaattgga
tccagagaca

acggccttgt

gatgtctggg

Sintética: ADN P1-070868 VL

ctgtctttgt
agcagctact
ggtgcatcca
gacttcactc

cagtatggta

Sintética: ADN P1-070870 VH

ttggtacagc
gatgaggcca
attaattgga
tccagagaca

acggccttgt

tgcactgggt
acagtgctga
acgccaagaa
attactgtgc

gccaagggac

ctccagggga
tagcctggta
gcagggccac
tcaccatcag

gctcaccatt

ctggcaagtc
tgcactgggt
acagtgaaaa
acgccaagaa

attactgtgc

ccggcaagct
gataggctat
ctccctgtat
aaaagttcct

aatggtcacc

aagagccacc
ccagcagaaa
tggcatccca
cagactggag

cactttcggc

cctgagactc
ccggcaagct
cataggctat
ctccctgtat

aaaagttcct

120

180

240

300

360

369

60

120

180

240

300

324

60

120

180

240

300



gggtatagcc atggctggat tgacgctgaa gatgtctggg gccaagggac aatggtcacc

gtctcttca

<210>
<211>
<212>
<213>

398
324
ADN

<220>
<223>

<400> 398
gaaattgtgt tgacgcagtc

ctctcctgca gggccagtca
cctggccagg ctcccaggcet
gacaggttca gtggcagtgg
cctgaagatt ttgcagtgta

cctgggacca aagtggatat

Secuencia artificial

tccaggcacc
gagtgttagc
cctcatctat
gtctgggaca
ttactgtcag

Caaa

Sintética: ADN P1-070870 VL

ctgtctttgt
agcagctact
ggtgcatcca
gacttcactc

cagtatggta

ttggtacagc
gatgaggcca
attaattgga
tccagagaca

acggccttgt

gatgtctggg

<210> 399

<211> 369

<212> ADN

<213> Secuencia artificial
<220>

<223> Sintética: ADN P1-070872 VH
<400> 399

gaggtgcagc tggtggagtc tgggggaggc
tcctgtgcag cctctggatt cacccttgag
ccagggaagg gcctggagtg ggtctcaggt
gcggactctg tgaagggccg attcaccatc
ctgcaaatga acagtctgag aactgaggac
gggtatagcg gtggctggat tgacgctgaa
gtctcttca

<210> 400

<211> 324

ctccagggga
tagcctggta
gcagggccac
tcaccatcag

gctcaccatt

ctggcaagtc
tgcactgggt
acagtgaaga
acgccaagaa
attactgtgc

gccaagggac

aagagccacc
ccagcagaaa
tggcatccca
cagactggag

cactttcggc

cctgagactc
ccggcaagcet
gataggctat
ctccctgtat
aaaagttcct

aatggtcacc

360

369

60

120

180

240

300

324

60

120

180

240

300

360

369



<212>
<213>

ADN
<220>
<223>

<400> 400
gaaattgtgt tgacgcagtc

ctctcctgca gggccagtca
cctggccagg ctcccaggcet
gacaggttca gtggcagtgg
cctgaagatt ttgcagtgta

cctgggacca aagtggatat

Secuencia artificial

tccaggcacc
gagtgttagc
cctcatctat
gtctgggaca
ttactgtcag

Caaa

Sintética: ADN P1-070872 VL

ctgtctttgt
agcagctact
ggtgcatcca
gacttcactc

cagtatggta

ttggtacagc
gatgaggcca
attaattgga
tccagagaca

acggccttgt

gatgtctggg

<210> 401

<211> 369

<212> ADN

<213> Secuencia artificial
<220>

<223> Sintética: ADN P1-070874 VH
<400> 401

gaggtgcagc tggtggagtc tgggggaggc
tcctgtgcag cctctggatt cacccttgag
ccagggaagg gcctggagtg ggtctcaggt
gcggactctg tgaagggccg attcaccatc
ctgcaaatga acagtctgag aactgaggac
gggtatagcc atggctggat tgacgctttt
gtctcttca

<210> 402

<211> 324

<212> ADN

<213> Secuencia artificial
<220>

<223> Sintética: ADN P1-070874 VL
<400> 402

ctccagggga
tagcctggta
gcagggccac
tcaccatcag

gctcaccatt

ctggcaagtc
tgcactgggt
acagtgaaga
acgccaagaa
attactgtgc

gccaagggac

aagagccacc
ccagcagaaa
tggcatccca
cagactggag

cactttcggc

cctgagactc
ccggcaagct
gataggctat
ctccctgtat
aaaagttcct

aatggtcacc

gaaattgtgt tgacgcagtc tccaggcacc ctgtctttgt ctccagggga aagagccacc

60

120

180

240

300

324

60

120

180

240

300

360

369

60



ctctcctgca gggccagtca gagtgttagc agcagctact

cctggccagg ctcccaggct cctcatctat ggtgcatcca

gacaggttca gtggcagtgg gtctgggaca gacttcactc

cctgaagatt ttgcagtgta ttactgtcag cagtatggta

cctgggacca aagtggatat

Caaa

ttggtacagc
gattatgcca
attaattgga
tccagagaca

acggccttgt

gatgtctggg

<210> 403

<211> 369

<212> ADN

<213> Secuencia artificial
<220>

<223> Sintética: ADN P1-070876 VH
<400> 403

gaggtgcagc tggtggagtc tgggggaggc
tcctgtgcag cctctggatt cacccttgat
ccagggaagg gcctggagtg ggtctcaggt
gcggactctg tgaagggccg attcaccatc
ctgcaaatga acagtctgag aactgaggac
gggtatagcc atggctggat tgacgctgaa
gtctcttca

<210> 404

<211> 324

<212> ADN

<213> Secuencia artificial
<220>

<223> Sintética: ADN P1-070876 VL
<400> 404

gaaattgtgt tgacgcagtc
ctctcctgca gggccagtca
cctggccagg ctcccaggcet
gacaggttca gtggcagtgg

cctgaagatt ttgcagtgta

tccaggcacc
gagtgttagc
cctcatctat
gtctgggaca

ttactgtcag

ctgtctttgt
agcagctact
ggtgcatcca
gacttcactc

cagtatggta

tagcctggta
gcagggccac
tcaccatcag

gctcaccatt

ctggcaagtc
tgcactgggt
acagtgaaga
acgccaagaa
attactgtgc

gccaagggac

ctccagggga
tagcctggta
gcagggccac
tcaccatcag

gctcaccatt

ccagcagaaa
tggcatccca
cagactggag

cactttcggc

cctgagactc
ccggcaagcet
gataggctat
ctccctgtat
aaaagttcct

aatggtcacc

aagagccacc
ccagcagaaa
tggcatccca
cagactggag

cactttcggc

120

180

240

300

324

60

120

180

240

300

360

369

60

120

180

240

300



cctgggacca aagtggatat

Caaa

ttggtacagc
gatgaggcca
attaattgga
tccagagaca

acggccttgt

gatgtctggg

<210> 405

<211> 369

<212> ADN

<213> Secuencia artificial
<220>

<223> Sintética: ADN P1-070878 VH
<400> 405

gaggtgcagc tggtggagtc tgggggaggc
tcctgtgcag cctctggatt cacccttgag
ccagggaagg gcctggagtg ggtctcaggt
gcggactctg tgaagggccg attcaccatc
ctgcaaatga acagtctgag aactgaggac
gggtatagcc atggctggat tgacgctgaa
gtctcttca

<210> 406

<211> 324

<212> ADN

<213> Secuencia artificial
<220>

<223> Sintética: ADN P1-070878 VL
<400> 406

gaaattgtgt tgacgcagtc
ctctcctgca gggccagtca
cctggccagg ctcccaggct
gacaggttca gtggcagtgg
cctgaagatt ttgcagtgta
cctgggacca aagtggatat
<210>
<211>

<212>
<213>

407
369
ADN

tccaggcacc
gagtgttagc
cctcatctat
gtctgggaca
ttactgtcag

Caaa

Secuencia artificial

ctgtctttgt
agcagctact
ggtgcatcca
gacttcactc

cagtatggta

ctggcaagtc
tgcactgggt
acagtgctaa
acgccaagaa
attactgtgc

gccaagggac

ctccagggga
tagcctggta
gcagggccac
tcaccatcag

gctcaccatt

cctgagactc
ccggcaagct
cataggctat
ctccctgtat
aaaagttcct

aatggtcacc

aagagccacc
ccagcagaaa
tggcatccca
cagactggag

cactttcggc

324

60

120

180

240

300

360

369

60

120

180

240

300

324



<220>

<223> Sintética: ADN

<400> 407
gaggtgcagc tggtggagtc

tcctgtgcag cctctggatt
ccagggaagg gcctggagtg
gcggactctg tgaagggccg
ctgcaaatga acagtctgag

gggtatagcg gtggctggat

gtctcttca

<210>
<211>
<212>
<213>

408
324
ADN

<220>
<223>

<400> 408
gaaattgtgt tgacgcagtc

ctctcctgca gggccagtca
cctggccagg ctcccaggcet
gacaggttca gtggcagtgg
cctgaagatt ttgcagtgta
cctgggacca aagtggatat
<210>
<211>

<212>
<213>

409
369
ADN

<220>

<223>

<400> 409

P1-070880 VH

tgggggaggc

cacccttgag
ggtctcaggt
attcaccatc
aactgaggac

tgacgctttt

Secuencia artificial

tccaggcacc
gagtgttagc
cctcatctat
gtctgggaca
ttactgtcag

Caaa

Secuencia artificial

ttggtacagc
gatgaggcca
attaattgga
tccagagaca

acggccttgt

gatgtctggg

Sintética: ADN P1-070880 VL

ctgtctttgt
agcagctact
ggtgcatcca
gacttcactc

cagtatggta

Sintética: ADN P1-070882 VH

ctggcaagtc
tgcactgggt
acagtgaaga
acgccaagaa
attactgtgc

gccaagggac

ctccagggga
tagcctggta
gcagggccac
tcaccatcag

gctcaccatt

cctgagactc
ccggcaagcet
gataggctat
ctccctgtat
aaaagttcct

aatggtcacc

aagagccacc
ccagcagaaa
tggcatccca
cagactggag

cactttcggc

gaggtgcagc tggtggagtc tgggggaggc ttggtacagc ctggcaagtc cctgagactc

tcctgtgcag cctctggatt cacccttgag gattatgcca tgcactgggt ccggcaagct

60

120

180

240

300

360

369

60

120

180

240

300

324

60

120



ccagggaagg gcctggagtg ggtctcaggt attaattgga

gcggactctg tgaagggccg attcaccatc tccagagaca

ctgcaaatga acagtctgag aactgaggac acggccttgt

gggtatagcc atggctggat tgacgctgaa gatgtctggg

gtctcttca

<210>
<211>
<212>
<213>

410
324
ADN

<220>
<223>

<400> 410
gaaattgtgt tgacgcagtc

ctctcctgca gggccagtca
cctggccagg ctcccaggct
gacaggttca gtggcagtgg
cctgaagatt ttgcagtgta
cctgggacca aagtggatat
<210>
<211>

<212>
<213>

411
369
ADN

<220>
<223>

<400> 411
gaggtgcagc tggtggagtc

tcctgtgcag cctctggatt
ccagggaagg gcctggagtg
gcggactctg tgaagggccg
ctgcaaatga acagtctgag

gggtatagcc atggctggat

Secuencia artificial

tccaggcacc
gagtgttagc
cctcatctat
gtctgggaca
ttactgtcag

Caaa

Secuencia artificial

tgggggaggce

cacccttgag
ggtctcaggt
attcaccatc
aactgaggac

tgacgctgaa

Sintética: ADN P1-070882 VL

ctgtctttgt
agcagctact
ggtgcatcca
gacttcactc

cagtatggta

Sintética: ADN P1-070884 VH

ttggtacagc
gattatgcca
attaattgga
tccagagaca

acggccttgt

gatgtctggg

acagtgctga
acgccaagaa
attactgtgc

gccaagggac

ctccagggga
tagcctggta
gcagggccac
tcaccatcag

gctcaccatt

ctggcaagtc
tgcactgggt
acagtgaaaa
acgccaagaa
attactgtgc

gccaagggac

gataggctat
ctccctgtat
aaaagttcct

aatggtcacc

aagagccacc
ccagcagaaa
tggcatccca
cagactggag

cactttcggc

cctgagactc
ccggcaagct
cataggctat
ctccctgtat
aaaagttcct

aatggtcacc

180

240

300

360

369

60

120

180

240

300

324

60

120

180

240

300

360



gtctcttca

<210>
<211>
<212>
<213>

412
324
ADN

<220>
<223>

<400> 412
gaaattgtgt tgacgcagtc

ctctcctgca gggccagtca
cctggccagg ctcccaggcet
gacaggttca gtggcagtgg
cctgaagatt ttgcagtgta

cctgggacca aagtggatat

Secuencia artificial

tccaggcacc
gagtgttagc
cctcatctat
gtctgggaca
ttactgtcag

Caaa

Sintética: ADN P1-070884 VL

ctgtctttgt
agcagctact
ggtgcatcca
gacttcactc

cagtatggta

ttggtacagc
gattatgcca
attaattgga
tccagagaca

acggccttgt

gatgtctggg

<210> 413

<211> 369

<212> ADN

<213> Secuencia artificial
<220>

<223> Sintética: ADN P1-070886 VH
<400> 413

gaggtgcagc tggtggagtc tgggggaggc
tcctgtgcag cctctggatt cacccttgag
ccagggaagg gcctggagtg ggtctcaggt
gcggactctg tgaagggccg attcaccatc
ctgcaaatga acagtctgag aactgaggac
gggtatagcg gtggctggat tgacgctgaa
gtctcttca

<210> 414

<211> 324

<212> ADN

<213>

Secuencia artificial

ctccagggga
tagcctggta
gcagggccac
tcaccatcag

gctcaccatt

ctggcaagtc
tgcactgggt
acagtgaaga
acgccaagaa
attactgtgc

gccaagggac

aagagccacc
ccagcagaaa
tggcatccca
cagactggag

cactttcggc

cctgagactc
ccggcaagct
gataggctat
ctccctgtat
aaaagttcct

aatggtcacc

369

60

120

180

240

300

324

60

120

180

240

300

360

369



<220>

<223> Sintética: ADN

<400> 414
gaaattgtgt tgacgcagtc

ctctcctgca gggccagtca
cctggccagg ctcccaggcet
gacaggttca gtggcagtgg
cctgaagatt ttgcagtgta

cctgggacca aagtggatat

P1-070886 VL

tccaggcacc
gagtgttagc
cctcatctat
gtctgggaca
ttactgtcag

Caaa

ctgtctttgt
agcagctact
ggtgcatcca
gacttcactc

cagtatggta

ttggtacagc
gattatgcca
attaattgga
tccagagaca

acggccttgt

gatgtctggg

<210> 415

<211> 369

<212> ADN

<213> Secuencia artificial
<220>

<223> Sintética: ADN P1-070888 VH
<400> 415

gaggtgcagc tggtggagtc tgggggaggc
tcctgtgcag cctctggatt cacccttgag
ccagggaagg gcctggagtg ggtctcaggt
gcggactctg tgaagggccg attcaccatc
ctgcaaatga acagtctgag aactgaggac
gggtatagcc atggctggat tgacgctttt
gtctcttca

<210> 416

<211> 324

<212> ADN

<213> Secuencia artificial
<220>

<223> Sintética: ADN P1-070888 VL
<400> 416

ctccagggga
tagcctggta
gcagggccac
tcaccatcag

gctcaccatt

ctggcaagtc
tgcactgggt
acagtgaaga
acgccaagaa
attactgtgc

gccaagggac

aagagccacc
ccagcagaaa
tggcatccca
cagactggag

cactttcggc

cctgagactc
ccggcaagct
gataggctat
ctccctgtat
aaaagttcct

aatggtcacc

gaaattgtgt tgacgcagtc tccaggcacc ctgtctttgt ctccagggga aagagccacc

ctctcctgca gggccagtca gagtgttagc agcagctact tagcctggta ccagcagaaa

60

120

180

240

300

324

60

120

180

240

300

360

369

60

120



cctggccagg ctcccaggct cctcatctat ggtgcatcca gcagggccac tggcatccca

gacaggttca gtggcagtgg gtctgggaca gacttcactc tcaccatcag cagactggag

cctgaagatt ttgcagtgta ttactgtcag cagtatggta gctcaccatt cactttcggc

cctgggacca aagtggatat

Caaa

ttggtacagc
gatgaggcca
attaattgga
tccagagaca

acggccttgt

gatgtctggg

<210> 417

<211> 369

<212> ADN

<213> Secuencia artificial
<220>

<223> Sintética: ADN P1-070890 VH
<400> 417

gaggtgcagc tggtggagtc tgggggaggc
tcctgtgcag cctctggatt cacccttgat
ccagggaagg gcctggagtg ggtctcaggt
gcggactctg tgaagggccg attcaccatc
ctgcaaatga acagtctgag aactgaggac
gggtatagcc atggctggat tgacgctgaa
gtctcttca

<210> 418

<211> 324

<212> ADN

<213> Secuencia artificial
<220>

<223> Sintética: ADN P1-070890 VL
<400> 418

gaaattgtgt tgacgcagtc
ctctcctgca gggccagtca
cctggccagg ctcccaggcet
gacaggttca gtggcagtgg
cctgaagatt ttgcagtgta

cctgggacca aagtggatat

tccaggcacc
gagtgttagc
cctcatctat
gtctgggaca
ttactgtcag

Caaa

ctgtctttgt
agcagctact
ggtgcatcca
gacttcactc

cagtatggta

ctggcaagtc
tgcactgggt
acagtgctga
acgccaagaa
attactgtgc

gccaagggac

ctccagggga
tagcctggta
gcagggccac
tcaccatcag

gctcaccatt

cctgagactc
ccggcaagct
gataggctat
ctccctgtat
aaaagttcct

aatggtcacc

aagagccacc
ccagcagaaa
tggcatccca
cagactggag

cactttcggc

180

240

300

324

60

120

180

240

300

360

369

60

120

180

240

300

324



ttggtacagc
gatgaggcca
attaattgga
tccagagaca

acggccttgt

gatgtctggg

<210> 419

<211> 369

<212> ADN

<213> Secuencia artificial
<220>

<223> Sintética: ADN P1-070892 VH
<400> 419

gaggtgcagc tggtggagtc tgggggaggc
tcctgtgcag cctctggatt cacccttgat
ccagggaagg gcctggagtg ggtctcaggt
gcggactctg tgaagggccg attcaccatc
ctgcaaatga acagtctgag aactgaggac
gggtatagcc atggctggat tgacgctgaa
gtctcttca

<210> 420

<211> 324

<212> ADN

<213> Secuencia artificial
<220>

<223> Sintética: ADN P1-070892 VL
<400> 420

gaaattgtgt tgacgcagtc
ctctcctgca gggccagtca
cctggccagg ctcccaggcet
gacaggttca gtggcagtgg
cctgaagatt ttgcagtgta
cctgggacca aagtggatat
<210>
<211>

<212>
<213>

421
369
ADN

<220>

tccaggcacc
gagtgttagc
cctcatctat
gtctgggaca
ttactgtcag

Caaa

Secuencia artificial

ctgtctttgt
agcagctact
ggtgcatcca
gacttcactc

cagtatggta

ctggcaagtc
tgcactgggt
acagtgaaaa
acgccaagaa
attactgtgc

gccaagggac

ctccagggga
tagcctggta
gcagggccac
tcaccatcag

gctcaccatt

cctgagactc
ccggcaagct
cataggctat
ctccctgtat
aaaagttcct

aatggtcacc

aagagccacc
ccagcagaaa
tggcatccca
cagactggag

cactttcggc

60

120

180

240

300

360

369

60

120

180

240

300

324



<223> Sintética: ADN

<400> 421
gaggtgcagc tggtggagtc

tcctgtgcag cctctggatt
ccagggaagg gcctggagtg
gcggactctg tgaagggccg
ctgcaaatga acagtctgag

gggtatagcg gtggctggat

gtctcttca

<210>
<211>
<212>
<213>

422
324
ADN

<220>
<223>

<400> 422
gaaattgtgt tgacgcagtc

ctctcctgca gggccagtca
cctggccagg ctcccaggcet
gacaggttca gtggcagtgg
cctgaagatt ttgcagtgta
cctgggacca aagtggatat
<210>
<211>

<212>
<213>

423
369
ADN

<220>

<223>

<400> 423

P1-070894 VH

tgggggaggc

cacccttgat
ggtctcaggt
attcaccatc
aactgaggac

tgacgctgaa

Secuencia artificial

tccaggcacc
gagtgttagc
cctcatctat
gtctgggaca
ttactgtcag

Caaa

Secuencia artificial

ttggtacagc
gatgaggcca
attaattgga
tccagagaca

acggccttgt

gatgtctggg

Sintética: ADN P1-070894 VL

ctgtctttgt
agcagctact
ggtgcatcca
gacttcactc

cagtatggta

Sintética: ADN P1-070896 VH

ctggcaagtc
tgcactgggt
acagtgaaga
acgccaagaa
attactgtgc

gccaagggac

ctccagggga
tagcctggta
gcagggccac
tcaccatcag

gctcaccatt

cctgagactc
ccggcaagct
gataggctat
ctccctgtat
aaaagttcct

aatggtcacc

aagagccacc
ccagcagaaa
tggcatccca
cagactggag

cactttcggc

gaggtgcagc tggtggagtc tgggggaggc ttggtacagc ctggcaagtc cctgagactc

tcctgtgcag cctctggatt cacccttgat gatgaggcca tgcactgggt ccggcaagct

ccagggaagg gcctggagtg ggtctcaggt attaattgga acagtgaaga gataggctat

60

120

180

240

300

360

369

60

120

180

240

300

324

60

120

180



gcggactctg tgaagggccg attcaccatc tccagagaca acgccaagaa ctccctgtat

ctgcaaatga acagtctgag aactgaggac acggccttgt attactgtgc aaaagttcct

gggtatagcc atggctggat tgacgctttt gatgtctggg gccaagggac aatggtcacc

gtctcttca

<210>
<211>
<212>
<213>

424
324
ADN

<220>
<223>

<400> 424
gaaattgtgt tgacgcagtc

ctctcctgca gggccagtca
cctggccagg ctcccaggcet
gacaggttca gtggcagtgg
cctgaagatt ttgcagtgta
cctgggacca aagtggatat
<210>
<211>

<212>
<213>

425
369
ADN

<220>
<223>

<400> 425
gaggtgcagc tggtggagtc

tcctgtgcag cctctggatt
ccagggaagg gcctggagtg
gcggactctg tgaagggccg
ctgcaaatga acagtctgag
gggtatagcc atggctggat

gtctcttca

Secuencia artificial

tccaggcacc
gagtgttagc
cctcatctat
gtctgggaca
ttactgtcag

Caaa

Secuencia artificial

tgggggaggce

cacccttgag
ggtctcaggt
attcaccatc
aactgaggac

tgacgctttt

Sintética: ADN P1-070896 VL

ctgtctttgt
agcagctact
ggtgcatcca
gacttcactc

cagtatggta

Sintética: ADN P1-070898 VH

ttggtacagc
gatgaggcca
attaattgga
tccagagaca

acggccttgt

gatgtctggg

ctccagggga
tagcctggta
gcagggccac
tcaccatcag

gctcaccatt

ctggcaagtc
tgcactgggt
acagtgctga
acgccaagaa
attactgtgc

gccaagggac

aagagccacc
ccagcagaaa
tggcatccca
cagactggag

cactttcggc

cctgagactc
ccggcaagct
gataggctat
ctccctgtat
aaaagttcct

aatggtcacc

240

300

360

369

60

120

180

240

300

324

60

120

180

240

300

360

369



<210>
<211>
<212>
<213>

426
324
ADN

<220>
<223>

<400> 426
gaaattgtgt tgacgcagtc

ctctcctgca gggccagtca
cctggccagg ctcccaggcet
gacaggttca gtggcagtgg
cctgaagatt ttgcagtgta

cctgggacca aagtggatat

Secuencia artificial

tccaggcacc
gagtgttagc
cctcatctat
gtctgggaca
ttactgtcag

Caaa

Sintética: ADN P1-070898 VL

ctgtctttgt
agcagctact
ggtgcatcca
gacttcactc

cagtatggta

ttggtacagc
gatgaggcca
attaattgga
tccagagaca

acggccttgt

gatgtctggg

<210> 427

<211> 369

<212> ADN

<213> Secuencia artificial
<220>

<223> Sintética: ADN P1-070900 VH
<400> 427

gaggtgcagc tggtggagtc tgggggaggc
tcctgtgcag cctctggatt cacccttgag
ccagggaagg gcctggagtg ggtctcaggt
gcggactctg tgaagggccg attcaccatc
ctgcaaatga acagtctgag aactgaggac
gggtatagcg gtggctggat tgacgctgaa
gtctcttca

<210> 428

<211> 324

<212> ADN

<213>

<220>

Secuencia artificial

ctccagggga
tagcctggta
gcagggccac
tcaccatcag

gctcaccatt

ctggcaagtc
tgcactgggt
acagtgaaaa
acgccaagaa
attactgtgc

gccaagggac

aagagccacc
ccagcagaaa
tggcatccca
cagactggag

cactttcggc

cctgagactc
ccggcaagct
cataggctat
ctccctgtat
aaaagttcct

aatggtcacc

60

120

180

240

300

324

60

120

180

240

300

360

369



<223> Sintética: ADN

<400> 428
gaaattgtgt tgacgcagtc

ctctcctgca gggccagtca
cctggccagg ctcccaggcet
gacaggttca gtggcagtgg
cctgaagatt ttgcagtgta

cctgggacca aagtggatat

P1-070900 VL

tccaggcacc
gagtgttagc
cctcatctat
gtctgggaca
ttactgtcag

Caaa

ctgtctttgt
agcagctact
ggtgcatcca
gacttcactc

cagtatggta

ttggtacagc
gatgaggcca
attaattgga
tccagagaca

acggccttgt

gatgtctggg

<210> 429

<211> 369

<212> ADN

<213> Secuencia artificial
<220>

<223> Sintética: ADN P1-070902 VH
<400> 429

gaggtgcagc tggtggagtc tgggggaggc
tcctgtgcag cctctggatt cacccttgag
ccagggaagg gcctggagtg ggtctcaggt
gcggactctg tgaagggccg attcaccatc
ctgcaaatga acagtctgag aactgaggac
gggtatagcc atggctggat tgacgctttt
gtctcttca

<210> 430

<211> 324

<212> ADN

<213> Secuencia artificial
<220>

<223> Sintética: ADN P1-070902 VL
<400> 430

ctccagggga
tagcctggta
gcagggccac
tcaccatcag

gctcaccatt

ctggcaagtc
tgcactgggt
acagtgaaaa
acgccaagaa
attactgtgc

gccaagggac

aagagccacc
ccagcagaaa
tggcatccca
cagactggag

cactttcggc

cctgagactc
ccggcaagct
cataggctat
ctccctgtat
aaaagttcct

aatggtcacc

gaaattgtgt tgacgcagtc tccaggcacc ctgtctttgt ctccagggga aagagccacc

ctctcctgca gggccagtca gagtgttagc agcagctact tagcctggta ccagcagaaa

cctggccagg ctcccaggct cctcatctat ggtgcatcca gcagggccac tggcatccca

60

120

180

240

300

324

60

120

180

240

300

360

369

60

120

180



gacaggttca gtggcagtgg gtctgggaca gacttcactc tcaccatcag cagactggag

cctgaagatt ttgcagtgta ttactgtcag cagtatggta gctcaccatt cactttcggc

cctgggacca aagtggatat

Caaa

ttggtacagc
gattatgcca
attgattgga
tccagagaca

acggccttgt

gatgactggg

<210> 431

<211> 369

<212> ADN

<213> Secuencia artificial
<220>

<223> Sintética: ADN P1-070904 VH
<400> 431

gaggtgcagc tggtggagtc tgggggaggc
tcctgtgcag cctctggatt cacccttgat
ccagggaagg gcctggagtg ggtctcaggt
gcggactctg tgaagggccg attcaccatc
ctgcaaatga acagtctgag aactgaggac
gggtatagcg gtggctggat tgacgctgaa
gtctcttca

<210> 432

<211> 324

<212> ADN

<213> Secuencia artificial
<220>

<223> Sintética: ADN P1-070904 VL
<400> 432

gaaattgtgt tgacgcagtc
ctctcctgca gggccagtca
cctggccagg ctcccaggcet
gacaggttca gtggcagtgg
cctgaagatt ttgcagtgta

cctgggacca aagtggatat

tccaggcacc
gagtgttagc
cctcatctat
gtctgggaca
ttactgtcag

Caaa

ctgtctttgt
agcagctact
ggtgcatcca
gacttcactc

cagtatggta

ctggcaagtc
tgcactgggt
acagtgaaaa
acgccaagaa
attactgtgc

gccaagggac

ctccagggga
tagcctggta
gcagggccac
tcaccatcag

gctcaccatt

cctgagactc
ccggcaagct
cataggctat
ctccctgtat
aaaagttcct

aatggtcacc

aagagccacc
ccagcagaaa
tggcatccca
cagactggag

cactttcggc

240

300

324

60

120

180

240

300

360

369

60

120

180

240

300

324



ttggtacagc
gattatgcca
attaattgga
tccagagaca

acggccttgt

gatgactggg

<210> 433

<211> 369

<212> ADN

<213> Secuencia artificial
<220>

<223> Sintética: ADN P1-070906 VH
<400> 433

gaggtgcagc tggtggagtc tgggggaggc
tcctgtgcag cctctggatt cacccttgag
ccagggaagg gcctggagtg ggtctcaggt
gcggactctg tgaagggccg attcaccatc
ctgcaaatga acagtctgag aactgaggac
gggtatagcg gtggctggat tgacgctgaa
gtctcttca

<210> 434

<211> 324

<212> ADN

<213> Secuencia artificial
<220>

<223> Sintética: ADN P1-070906 VL
<400> 434

gaaattgtgt tgacgcagtc
ctctcctgca gggccagtca
cctggccagg ctcccaggcet
gacaggttca gtggcagtgg
cctgaagatt ttgcagtgta
cctgggacca aagtggatat
<210>
<211>

<212>
<213>

435
369
ADN

<220>
<223>

tccaggcacc
gagtgttagc
cctcatctat
gtctgggaca
ttactgtcag

Caaa

Secuencia artificial

ctgtctttgt
agcagctact
ggtgcatcca
gacttcactc

cagtatggta

Sintética: ADN P1-070908 VH

ctggcaagtc
tgcactgggt
acagtgaaaa
acgccaagaa
attactgtgc

gccaagggac

ctccagggga
tagcctggta
gcagggccac
tcaccatcag

gctcaccatt

cctgagactc
ccggcaagct
cataggctat
ctccctgtat
aaaagttcct

aatggtcacc

aagagccacc
ccagcagaaa
tggcatccca
cagactggag

cactttcggc

60

120

180

240

300

360

369

60

120

180

240

300

324



<400> 435
gaggtgcagc

tcctgtgcag
ccagggaagg
gcggactctg
ctgcaaatga

gggtatagcg

gtctcttca

<210>
<211>
<212>
<213>

436
324
ADN

<220>
<223>

<400> 436
gaaattgtgt

ctctcctgca
cctggccagg
gacaggttca
cctgaagatt
cctgggacca
<210>
<211>

<212>
<213>

437
369
ADN

<220>

<223>

<400> 437

tggtggagtc
cctctggatt
gcctggagty
tgaagggccg
acagtctgag

gtggctggat

tgacgcagtc
gggccagtca
ctcccaggct
gtggcagtgg
ttgcagtgta

aagtggatat

tgggggaggce

cacccttgag
ggtctcaggt
attcaccatc
aactgaggac

tgacgctgaa

Secuencia artificial

tccaggcacc
gagtgttagc
cctcatctat
gtctgggaca
ttactgtcag

Caaa

Secuencia artificial

ttggtacagc
gattatgcca
attgattgga
tccagagaca

acggccttgt

gatgactggg

Sintética: ADN P1-070908 VL

ctgtctttgt
agcagctact
ggtgcatcca
gacttcactc

cagtatggta

Sintética: ADN P1-070910 VH

gaggtgcagc tggtggagtc tgggggaggc ttggtacagc

tcctgtgcag cctctggatt cacccttgag gattatgcca

ccagggaagg gcctggagtg ggtctcaggt attgattgga

gcggactctg tgaagggccg attcaccatc tccagagaca

ctggcaagtc
tgcactgggt
acagtgctaa
acgccaagaa
attactgtgc

gccaagggac

ctccagggga
tagcctggta
gcagggccac
tcaccatcag

gctcaccatt

ctggcaagtc
tgcactgggt
acagtgaaaa

acgccaagaa

cctgagactc
ccggcaagct
cataggctat
ctccctgtat
aaaagttcct

aatggtcacc

aagagccacc
ccagcagaaa
tggcatccca
cagactggag

cactttcggc

cctgagactc
ccggcaagct
cataggctat

ctccctgtat

60

120

180

240

300

360

369

60

120

180

240

300

324

60

120

180

240



ctgcaaatga acagtctgag aactgaggac acggccttgt attactgtgc aaaagttcct

gggtatagcg gtggctggat tgacgctttt gatgactggg gccaagggac aatggtcacc

gtctcttca

<210>
<211>
<212>
<213>

438
324
ADN

<220>
<223>

<400> 438
gaaattgtgt tgacgcagtc

ctctcctgca gggccagtca
cctggccagg ctcccaggcet
gacaggttca gtggcagtgg
cctgaagatt ttgcagtgta
cctgggacca aagtggatat
<210>
<211>

<212>
<213>

439
369
ADN

<220>
<223>

<400> 439
gaggtgcagc tggtggagtc

tcctgtgcag cctctggatt
ccagggaagg gcctggagtg
gcggactctg tgaagggccg
ctgcaaatga acagtctgag

gggtatagcg gtggctggat

gtctcttca

Secuencia artificial

tccaggcacc
gagtgttagc
cctcatctat
gtctgggaca
ttactgtcag

Caaa

Secuencia artificial

tgggggaggc

cacccttgag
ggtctcaggt
attcaccatc
aactgaggac

tgacgctgaa

Sintética: ADN P1-070910 VL

ctgtctttgt
agcagctact
ggtgcatcca
gacttcactc

cagtatggta

Sintética: ADN P1-070912 VH

ttggtacagc
gattatgcca
attgattgga
tccagagaca

acggccttgt

gatgtctggg

ctccagggga
tagcctggta
gcagggccac
tcaccatcag

gctcaccatt

ctggcaagtc
tgcactgggt
acagtgaaaa
acgccaagaa
attactgtgc

gccaagggac

aagagccacc
ccagcagaaa
tggcatccca
cagactggag

cactttcggc

cctgagactc
ccggcaagcet
cataggctat
ctccctgtat
aaaagttcct

aatggtcacc

300

360

369

60

120

180

240

300

324

60

120

180

240

300

360

369



<210>
<211>
<212>
<213>

440
324
ADN

<220>
<223>

<400> 440
gaaattgtgt tgacgcagtc

ctctcctgca gggccagtca
cctggccagg ctcccaggcet
gacaggttca gtggcagtgg
cctgaagatt ttgcagtgta

cctgggacca aagtggatat

Secuencia artificial

tccaggcacc
gagtgttagc
cctcatctat
gtctgggaca
ttactgtcag

Caaa

Sintética: ADN P1-070912 VL

ctgtctttgt
agcagctact
ggtgcatcca
gacttcactc

cagtatggta

ttggtacagc
gattatgcca
attaattgga
tccagagaca

acggccttgt

gatgactggg

<210> 441

<211> 369

<212> ADN

<213> Secuencia artificial
<220>

<223> Sintética: ADN P1-070914 VH
<400> 441

gaggtgcagc tggtggagtc tgggggaggc
tcctgtgcag cctctggatt cacccttgat
ccagggaagg gcctggagtg ggtctcaggt
gcggactctg tgaagggccg attcaccatc
ctgcaaatga acagtctgag aactgaggac
gggtatagcg gtggctggat tgacgctgaa
gtctcttca

<210> 442

<211> 324

<212> ADN

<213> Secuencia artificial

<220>
<223>

Sintética: ADN P1-070914 VL

ctccagggga
tagcctggta
gcagggccac
tcaccatcag

gctcaccatt

ctggcaagtc
tgcactgggt
acagtgaaaa
acgccaagaa
attactgtgc

gccaagggac

aagagccacc
ccagcagaaa
tggcatccca
cagactggag

cactttcggc

cctgagactc
ccggcaagct
cataggctat
ctccctgtat
aaaagttcct

aatggtcacc

60

120

180

240

300

324

60

120

180

240

300

360

369



<400> 442
gaaattgtgt

ctctcctgca
cctggccagg
gacaggttca
cctgaagatt
cctgggacca
<210>
<211>

<212>
<213>

443
369
ADN

<220>
<223>

<400> 443
gaggtgcagc

tcctgtgcag
ccagggaagg
gcggactctg
ctgcaaatga

gggtatagcg

gtctcttca

<210>
<211>
<212>
<213>

444
324
ADN

<220>

<223>

<400> 444

tgacgcagtc
gggccagtca
ctcccaggct
gtggcagtgg
ttgcagtgta

aagtggatat

tggtggagtc
cctctggatt
gcctggagtg
tgaagggccg
acagtctgag

gtggctggat

tccaggcacc
gagtgttagc
cctcatctat
gtctgggaca
ttactgtcag

Caaa

Secuencia artificial

tgggggaggc

cacccttgag
ggtctcaggt
attcaccatc
aactgaggac

tgacgctgaa

Secuencia artificial

ctgtctttgt
agcagctact
ggtgcatcca
gacttcactc

cagtatggta

Sintética: ADN P1-070916 VH

ttggtacagc
gattatgcca
attaattgga
tccagagaca

acggccttgt

gatgactggg

Sintética: ADN P1-070916 VL

gaaattgtgt tgacgcagtc tccaggcacc ctgtctttgt

ctctcctgca gggccagtca gagtgttagc agcagctact

cctggccagg ctcccaggct cctcatctat ggtgcatcca

gacaggttca gtggcagtgg gtctgggaca gacttcactc

ctccagggga
tagcctggta
gcagggccac
tcaccatcag

gctcaccatt

ctggcaagtc
tgcactgggt
acagtgctaa
acgccaagaa
attactgtgc

gccaagggac

ctccagggga
tagcctggta
gcagggccac

tcaccatcag

aagagccacc
ccagcagaaa
tggcatccca
cagactggag

cactttcggc

cctgagactc
ccggcaagcet
cataggctat
ctccctgtat
aaaagttcct

aatggtcacc

aagagccacc
ccagcagaaa
tggcatccca

cagactggag

60

120

180

240

300

324

60

120

180

240

300

360

369

60

120

180

240



cctgaagatt ttgcagtgta ttactgtcag cagtatggta gctcaccatt cactttcggc

cctgggacca aagtggatat

Caaa

ttggtacagc
gattatgcca
attgattgga
tccagagaca

acggccttgt

gatgactggg

<210> 445

<211> 369

<212> ADN

<213> Secuencia artificial
<220>

<223> Sintética: ADN P1-070918 VH
<400> 445

gaggtgcagc tggtggagtc tgggggaggc
tcctgtgcag cctctggatt cacccttgag
ccagggaagg gcctggagtg ggtctcaggt
gcggactctg tgaagggccg attcaccatc
ctgcaaatga acagtctgag aactgaggac
gggtatagcg gtggctggat tgacgctttt
gtctcttca

<210> 446

<211> 324

<212> ADN

<213> Secuencia artificial
<220>

<223> Sintética: ADN P1-070918 VL
<400> 446

gaaattgtgt tgacgcagtc
ctctcctgca gggccagtca
cctggccagg ctcccaggcet
gacaggttca gtggcagtgg
cctgaagatt ttgcagtgta
cctgggacca aagtggatat

<210>
<211>

447
369

tccaggcacc
gagtgttagc
cctcatctat
gtctgggaca
ttactgtcag

Caaa

ctgtctttgt
agcagctact
ggtgcatcca
gacttcactc

cagtatggta

ctggcaagtc
tgcactgggt
acagtgctaa
acgccaagaa
attactgtgc

gccaagggac

ctccagggga
tagcctggta
gcagggccac
tcaccatcag

gctcaccatt

cctgagactc
ccggcaagct
cataggctat
ctccctgtat
aaaagttcct

aatggtcacc

aagagccacc
ccagcagaaa
tggcatccca
cagactggag

cactttcggc

300

324

60

120

180

240

300

360

369

60

120

180

240

300

324



ttggtacagc
gattatgcca
attgattgga
tccagagaca

acggccttgt

gatgtctggg

<212> ADN

<213> Secuencia artificial

<220>

<223> Sintética: ADN P1-070920 VH
<400> 447

gaggtgcagc tggtggagtc tgggggaggc
tcctgtgcag cctctggatt cacccttgag
ccagggaagg gcctggagtg ggtctcaggt
gcggactctg tgaagggccg attcaccatc
ctgcaaatga acagtctgag aactgaggac
gggtatagcg gtggctggat tgacgctttt
gtctcttca

<210> 448

<211> 324

<212> ADN

<213> Secuencia artificial

<220>

<223> Sintética: ADN P1-070920 VL
<400> 448

gaaattgtgt tgacgcagtc
ctctcctgca gggccagtca
cctggccagg ctcccaggcet
gacaggttca gtggcagtgg
cctgaagatt ttgcagtgta
cctgggacca aagtggatat
<210>
<211>

<212>
<213>

449
369
ADN

<220>

<223>

<400> 449

tccaggcacc
gagtgttagc
cctcatctat
gtctgggaca
ttactgtcag

Caaa

Secuencia artificial

ctgtctttgt
agcagctact
ggtgcatcca
gacttcactc

cagtatggta

Sintética: ADN P1-070922 VH

ctggcaagtc
tgcactgggt
acagtgaaaa
acgccaagaa
attactgtgc

gccaagggac

ctccagggga
tagcctggta
gcagggccac
tcaccatcag

gctcaccatt

cctgagactc
ccggcaagcet
cataggctat
ctccctgtat
aaaagttcct

aatggtcacc

aagagccacc
ccagcagaaa
tggcatccca
cagactggag

cactttcggc

gaggtgcagc tggtggagtc tgggggaggc ttggtacagc ctggcaagtc cctgagactc

60

120

180

240

300

360

369

60

120

180

240

300

324

60



tcctgtgcag cctctggatt
ccagggaagg gcctggagtg
gcggactctg tgaagggccg
ctgcaaatga acagtctgag

gggtatagcg gtggctggat

gtctcttca

<210>
<211>
<212>
<213>

450
324
ADN

<220>
<223>

<400> 450
gaaattgtgt tgacgcagtc

ctctcctgca gggccagtca
cctggccagg ctcccaggct
gacaggttca gtggcagtgg
cctgaagatt ttgcagtgta
cctgggacca aagtggatat
<210>
<211>

<212>
<213>

451
369
ADN

<220>
<223>

<400> 451
gaggtgcagc tggtggagtc

tcctgtgcag cctctggatt
ccagggaagg gcctggagtg
gcggactctg tgaagggccg

ctgcaaatga acagtctgag

cacccttgat
ggtctcaggt
attcaccatc
aactgaggac

tgacgctgaa

Secuencia artificial

tccaggcacc
gagtgttagc
cctcatctat
gtctgggaca
ttactgtcag

Caaa

Secuencia artificial

tgggggaggce

cacccttgat
ggtctcaggt
attcaccatc

aactgaggac

gattatgcca
attgattgga
tccagagaca

acggccttgt

gatgactggg

Sintética: ADN P1-070922 VL

ctgtctttgt
agcagctact
ggtgcatcca
gacttcactc

cagtatggta

Sintética: ADN P1-070924 VH

ttggtacagc
gattatgcca
attgattgga
tccagagaca

acggccttgt

tgcactgggt
acagtgctaa
acgccaagaa
attactgtgc

gccaagggac

ctccagggga
tagcctggta
gcagggccac
tcaccatcag

gctcaccatt

ctggcaagtc
tgcactgggt
acagtgaaaa
acgccaagaa

attactgtgc

ccggcaagct
cataggctat
ctccctgtat
aaaagttcct

aatggtcacc

aagagccacc
ccagcagaaa
tggcatccca
cagactggag

cactttcggc

cctgagactc
ccggcaagct
cataggctat
ctccctgtat

aaaagttcct

120

180

240

300

360

369

60

120

180

240

300

324

60

120

180

240

300



gggtatagcg gtggctggat tgacgctttt gatgactggg gccaagggac aatggtcacc

gtctcttca

<210>
<211>
<212>
<213>

452
324
ADN

<220>
<223>

<400> 452
gaaattgtgt tgacgcagtc

ctctcctgca gggccagtca
cctggccagg ctcccaggcet
gacaggttca gtggcagtgg
cctgaagatt ttgcagtgta

cctgggacca aagtggatat

Secuencia artificial

tccaggcacc
gagtgttagc
cctcatctat
gtctgggaca
ttactgtcag

Caaa

Sintética: ADN P1-070924 VL

ctgtctttgt
agcagctact
ggtgcatcca
gacttcactc

cagtatggta

ttggtacagc
gattatgcca
attgattgga
tccagagaca

acggccttgt

gatgtctggg

<210> 453

<211> 369

<212> ADN

<213> Secuencia artificial
<220>

<223> Sintética: ADN P1-070926 VH
<400> 453

gaggtgcagc tggtggagtc tgggggaggc
tcctgtgcag cctctggatt cacccttgat
ccagggaagg gcctggagtg ggtctcaggt
gcggactctg tgaagggccg attcaccatc
ctgcaaatga acagtctgag aactgaggac
gggtatagcg gtggctggat tgacgctgaa
gtctcttca

<210> 454

<211> 324

ctccagggga
tagcctggta
gcagggccac
tcaccatcag

gctcaccatt

ctggcaagtc
tgcactgggt
acagtgaaaa
acgccaagaa
attactgtgc

gccaagggac

aagagccacc
ccagcagaaa
tggcatccca
cagactggag

cactttcggc

cctgagactc
ccggcaagcet
cataggctat
ctccctgtat
aaaagttcct

aatggtcacc

360

369

60

120

180

240

300

324

60

120

180

240

300

360

369



<212>
<213>

ADN
<220>
<223>

<400> 454
gaaattgtgt tgacgcagtc

ctctcctgca gggccagtca
cctggccagg ctcccaggcet
gacaggttca gtggcagtgg
cctgaagatt ttgcagtgta

cctgggacca aagtggatat

Secuencia artificial

tccaggcacc
gagtgttagc
cctcatctat
gtctgggaca
ttactgtcag

Caaa

Sintética: ADN P1-070926 VL

ctgtctttgt
agcagctact
ggtgcatcca
gacttcactc

cagtatggta

ttggtacagc
gattatgcca
attaattgga
tccagagaca

acggccttgt

gatgactggg

<210> 455

<211> 369

<212> ADN

<213> Secuencia artificial
<220>

<223> Sintética: ADN P1-070928 VH
<400> 455

gaggtgcagc tggtggagtc tgggggaggc
tcctgtgcag cctctggatt cacccttgag
ccagggaagg gcctggagtg ggtctcaggt
gcggactctg tgaagggccg attcaccatc
ctgcaaatga acagtctgag aactgaggac
gggtatagcg gtggctggat tgacgctttt
gtctcttca

<210> 456

<211> 324

<212> ADN

<213> Secuencia artificial
<220>

<223> Sintética: ADN P1-070928 VL
<400> 456

ctccagggga
tagcctggta
gcagggccac
tcaccatcag

gctcaccatt

ctggcaagtc
tgcactgggt
acagtgaaaa
acgccaagaa
attactgtgc

gccaagggac

aagagccacc
ccagcagaaa
tggcatccca
cagactggag

cactttcggc

cctgagactc
ccggcaagct
cataggctat
ctccctgtat
aaaagttcct

aatggtcacc

gaaattgtgt tgacgcagtc tccaggcacc ctgtctttgt ctccagggga aagagccacc

60

120

180

240

300

324

60

120

180

240

300

360

369

60



ctctcctgca gggccagtca gagtgttagc agcagctact

cctggccagg ctcccaggct cctcatctat ggtgcatcca

gacaggttca gtggcagtgg gtctgggaca gacttcactc

cctgaagatt ttgcagtgta ttactgtcag cagtatggta

cctgggacca aagtggatat

Caaa

ttggtacagc
gattatgcca
attaattgga
tccagagaca

acggccttgt

gatgtctggg

<210> 457

<211> 369

<212> ADN

<213> Secuencia artificial
<220>

<223> Sintética: ADN P1-070930 VH
<400> 457

gaggtgcagc tggtggagtc tgggggaggc
tcctgtgcag cctctggatt cacccttgag
ccagggaagg gcctggagtg ggtctcaggt
gcggactctg tgaagggccg attcaccatc
ctgcaaatga acagtctgag aactgaggac
gggtatagcg gtggctggat tgacgctgaa
gtctcttca

<210> 458

<211> 324

<212> ADN

<213> Secuencia artificial
<220>

<223> Sintética: ADN P1-070930 VL
<400> 458

gaaattgtgt tgacgcagtc
ctctcctgca gggccagtca
cctggccagg ctcccaggcet
gacaggttca gtggcagtgg

cctgaagatt ttgcagtgta

tccaggcacc
gagtgttagc
cctcatctat
gtctgggaca

ttactgtcag

ctgtctttgt
agcagctact
ggtgcatcca
gacttcactc

cagtatggta

tagcctggta
gcagggccac
tcaccatcag

gctcaccatt

ctggcaagtc
tgcactgggt
acagtgaaaa
acgccaagaa
attactgtgc

gccaagggac

ctccagggga
tagcctggta
gcagggccac
tcaccatcag

gctcaccatt

ccagcagaaa
tggcatccca
cagactggag

cactttcggc

cctgagactc
ccggcaagcet
cataggctat
ctccctgtat
aaaagttcct

aatggtcacc

aagagccacc
ccagcagaaa
tggcatccca
cagactggag

cactttcggc

120

180

240

300

324

60

120

180

240

300

360

369

60

120

180

240

300



cctgggacca aagtggatat

Caaa

ttggtacagc
gattatgcca
attgattgga
tccagagaca

acggccttgt

gatgtctggg

<210> 459

<211> 369

<212> ADN

<213> Secuencia artificial
<220>

<223> Sintética: ADN P1-070932 VH
<400> 459

gaggtgcagc tggtggagtc tgggggaggc
tcctgtgcag cctctggatt cacccttgag
ccagggaagg gcctggagtg ggtctcaggt
gcggactctg tgaagggccg attcaccatc
ctgcaaatga acagtctgag aactgaggac
gggtatagcg gtggctggat tgacgctgaa
gtctcttca

<210> 460

<211> 324

<212> ADN

<213> Secuencia artificial
<220>

<223> Sintética: ADN P1-070932 VL
<400> 460

gaaattgtgt tgacgcagtc
ctctcctgca gggccagtca
cctggccagg ctcccaggct
gacaggttca gtggcagtgg
cctgaagatt ttgcagtgta
cctgggacca aagtggatat
<210>
<211>

<212>
<213>

461
1875
ADN

tccaggcacc
gagtgttagc
cctcatctat
gtctgggaca
ttactgtcag

Caaa

Secuencia artificial

ctgtctttgt
agcagctact
ggtgcatcca
gacttcactc

cagtatggta

ctggcaagtc
tgcactgggt
acagtgctaa
acgccaagaa
attactgtgc

gccaagggac

ctccagggga
tagcctggta
gcagggccac
tcaccatcag

gctcaccatt

cctgagactc
ccggcaagct
cataggctat
ctccctgtat
aaaagttcct

aatggtcacc

aagagccacc
ccagcagaaa
tggcatccca
cagactggag

cactttcggc

324

60

120

180

240

300

360

369

60

120

180

240

300

324



<220>
<223>

<400> 461
gcgtcgacca

ggcacagcgg
tggaactcag
ggactctact
tacatctgca
aaatcttgtg
ccgtcagtct
gaggtcacat
tacgtggacg
agcacgtacc
gagtacaagt
aaagccaaag
atgaccaaga
gccgtggagt
ctggactccg
ccatcggtct
ggctgectgg
ctgaccagcg
agcagcgtgg
aatcacaagc
actcacacat
ttccccccaa
gtggtggacg
gaggtgcata

gtcagcgtcc

Sintética: ADN

agggcccatc
ccctgggcetg
gcgccctgac
ccctcagcag
acgtgaatca
acaaaactca
tcctcttccc
gcgtggtggt
gcgtggaggt
gtgtggtcag
gcaaggtctc
ggcagccccg
accaggtcag
gggagagcaa
acggctcctt
tcccectgge
tcaaggacta
gcgtgcacac
tgaccgtgcc
ccagcaacac
gcccaccgtg
aacccaagga
tgagccacga
atgccaagac

tcaccgtcct

de regidén constante de cadena pesada de 1gG1.3

ggtcttcccc
cctggtcaag
cagcggcgtg
cgtggtgacc
caagcccagc
cacatgccca
cccaaaaccc
ggacgtgagc
gcataatgcc
cgtcctcacc
caacaaagcc
agaaccacag
cctgacctgc
tgggcagccg
cttcctctat
accctcctcc
cttccccgaa
cttcccggcet
ctccagcagc
caaggtggac
cccagcacct
caccctcatg
agaccctgag
aaagccgcgg

gcaccaggac

ctggcaccct
gactacttcc
cacaccttcc
gtgccctcca
aacaccaagg
ccgtgcccag
aaggacaccc
cacgaagacc
aagacaaagc
gtcctgcacc
ctcccagccc
gtgtacaccc
ctggtcaaag
gagaacaact
agcaagctca
aagagcacct
ccggtgacgg
gtcctacagt
ttgggcaccc
aagagagttg
gaagccgaag
atctcccgga
gtcaagttca
gaggagcagt

tggctgaatg

cctccaagag
ccgaaccggt
cggctgtcct
gcagcttggg
tggacaagag
cacctgaagc
tcatgatctc
ctgaggtcaa
c¢gcgggagga
aggactggct
ccatcgagaa
tgcccccatc
gcttctatcc
acaagaccac
ccgtggcegtc
ctgggggcac
tgtcgtggaa
cctcaggact
agacctacat
agcccaaatc
gggccccgtce
cccctgaggt
actggtacgt
acaacagcac

gcaaggagta

cacctctggg
gacggtgtcg
acagtcctca
cacccagacc
agttgagccc
cgaaggggcc
ccggacccct
gttcaactgg
gcagtacaac
gaatggcaag
aaccatctcc
ccgggaggag
cagcgacatc
gcctccecgtg
gaccaagggc
agcggccctg
ctcaggcgcc
ctactccctc
ctgcaacgtg
ttgtgacaaa
agtcttcctc
cacatgcgtg
ggacggcgtg
gtaccgtgtg

caagtgcaag

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1500



gtctccaaca
ccccgagaac
gtcagcctga
agcaatgggc
tccttcttcc
ttctcatgct
ctgtccccgg
<210>
<211>

<212>
<213>

462
324
ADN

<220>
<223>

<400> 462
cgtacggtgg

ggaactgcct
tggaaggtgg
agcaaggaca
aaacacaaag
agcttcaaca
<210>
<211>

<212>
<213>

463
137
PRT

<220>

<223>

<400> 463

aagccctccc
cacaggtgta
cctgcctggt
agccggagaa
tctatagcaa
ccgtgatgca

gttga

ctgcaccatc
ctgttgtgtg
ataacgccct
gcacctacag

tctacgcctg

ggggagagtg

agcccccatc
caccctgccc
caaaggcttc
caactacaag
gctcaccgtg

tgaggctctg

Secuencia artificial

Sintética: Ejemplo de ADN

tgtcttcatc
cctgctgaat
ccaatcgggt
cctcagcagc
cgaagtcacc

ttag

Secuencia artificial

gagaaaacca
ccatcccggg
tatcccagcg
accacgcctc
gacaagagca

cacaaccact

de regidn constante de cadena ligera

ttcccgecat
aacttctatc
aactcccagg
accctgacgc

catcagggcc

tctccaaagc
aggagatgac
acatcgccgt
ccgtgctgga
ggtggcagca

acacgcagaa

ctgatgagca
ccagagaggc
agagtgtcac
tgagcaaagc

tgagctcgcc

Sintética: VISTA.4 VH 41F11 Secuencia seial

caaagggcag
caagaaccag
ggagtgggag
ctccgacggce

ggggaacgtc

gagcctctcc

gttgaaatct
caaagtacag
agagcaggac
agactacgag

cgtcacaaag

Met Glu Phe Gly Leu Ser Trp Val Phe Leu Val Ala Ile Ile Lys Gly

1

5

10

15

Val GIn Cys GIn Val GIn Leu Val Glu Ser Gly Gly Gly Leu Val Lys

20

25

30

1560

1620

1680

1740

1800

1860

1875

60

120

180

240

300

324



Pro Gly

Ser Asp

Glu Trp
65

Asp Ser

Ser Leu

Tyr Tyr

Arg Gly
130

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Gly

Tyr

Val

Val

Tyr

Cys

115

Thr

464
127
PRT

Ser

Tyr

Ser

Lys

Leu

100

Ala

Leu

Leu

Met

Tyr

Gly

GIn

Arg

Val

Arg

Ser

Ile

70

Arg

Met

Asp

Thr

Leu

Trp

Ser

Phe

Asn

Leu

Val
135

Secuencia artificial

Ser

40

Ile

Asn

Thr

Ser

Pro

120

Ser

Cys

Arg

Ser

Ile

Leu

105

Gly

Ser

Ala

GIn

Gly

Ser

90

Arg

Trp

Ala

Ala

Ser

75

Arg

Ala

Tyr

Ser

Pro

60

Pro

Asp

Glu

Phe

Gly
45

Gly

Asn

Asp

Asp
125

Phe

Lys

Tyr

Ala

Thr

110

Leu

Sintética: VISTA.4 VK1 VL 41F11 Secuencia seial

464

Met Glu Ala Pro Ala GIn Leu Leu Phe Leu Leu Leu Leu Trp

1

5

10

Asp Thr Thr Gly Glu Ile Val Leu Thr GIn Ser Pro Ala Thr

20

25

30

Leu Ser Pro Gly Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser

35

40

45

Val Ser Ser Tyr Leu Ala Trp Tyr GIn GIn Lys Pro Gly GIn

50

55

60

Thr

Gly

Tyr

Lys

95

Ala

Trp

Leu

15

Leu

GIn

Ala

Phe

Leu

Ala

80

Asn

Val

Gly

Pro

Ser

Ser

Pro



Arg Leu Leu lle Tyr Asp Ala Ser Asn Arg Ala Thr Gly lle

65

70

75

Arg Phe Ser Ala Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr

85

90

Ser Leu Glu Pro Glu Asp Phe Ala Val Tyr Tyr Cys GIn GIn

100

105

110

Asn Trp Pro Arg Thr Phe Gly GIn Gly Thr Lys Val Glu lle

115

<210> 465
<211> 129
<212> PRT
<213>

<220>
<223>

<400> 465
Met Asp Met
1

Phe Pro Gly

Leu Ser Ala
35

GIn Gly Ile
50

Ala Pro Lys
65

Pro Ser Arg

Ile Ser Ser

Ala

20

Ser

Ser

Ser

Phe

Leu
100

Val

Arg

Val

Ser

Leu

Ser

85

GIn

Sintética: VISTA.

Leu

Cys

Gly

Trp

Ile

70

Gly

Pro

Secuencia artificial

120

125

4 VK2 VL 41F11 Secuencia sefal

Ala

Asp

Asp

Leu

55

Tyr

Ser

Glu

GIn

Ile

Arg

40

Ala

Ala

Gly

Asp

Leu

GIn

25

val

Trp

Ala

Ser

Phe
105

Leu

10

Met

Thr

Tyr

Ser

Gly

90

Ala

Gly Leu

Thr GIn

Ile Thr

GIn GIn

60

Ser Leu
75

Thr Asp

Thr Tyr

Leu

Ser

Cys

45

Lys

GIn

Phe

Tyr

Leu

Pro

30

Arg

Pro

Ser

Thr

Cys
110

Pro

Ile

95

Arg

Lys

Leu

15

Ser

Ala

Glu

Gly

Leu

95

GIn

Ala
80

Ser

Asn

Cys

Ser

Ser

Lys

val

80

Thr

GIn



Tyr Asn Ser Tyr Pro Arg Thr Phe Gly GIn Gly Thr Lys val Glu lle

Lys

<210>
<211>
<212>
<213>

<220>
<223>

<400>

115

466
128
PRT

Secuencia artificial

120

125

Sintética: VISTA.4 VK3 VL 41F11 Secuencia sefial

466

Met Glu Thr

1

Asp

Leu

val

Pro

65

Asp

Ser

Gly

Thr

Ser

Ser

50

Arg

Arg

Arg

Ser

<210>
<211>

Thr

Pro

35

Ser

Leu

Phe

Leu

Ser

115

467
411

Pro

Gly

20

Gly

Ser

Leu

Ser

Glu

100

Pro

Ala

Glu

Glu

Tyr

Gly
85

Pro

Trp

GIn

Ile

Arg

Leu

Tyr

70

Ser

Glu

Thr

Leu

Val

Ala

Ala

55

Gly

Gly

Asp

Phe

Leu

Leu

Thr

40

Trp

Ala

Ser

Phe

Gly
120

Phe

Thr

25

Leu

Ser

Gly

Ala

105

GIn

Leu

10

GIn

Ser

GIn

Ser

Thr

90

val

Gly

Leu

Ser

Cys

GIn

Arg

75

Asp

Tyr

Thr

Leu

Pro

Arg

Lys

60

Ala

Phe

Tyr

Lys

Leu

Gly

Ala

45

Pro

Thr

Thr

Cys

Val
125

Trp

Thr
30

Ser

Gly

Gly

Leu

GIn

110

Glu

Leu
15

Leu

GIn

GIn

Thr
95

GIn

Pro

Ser

Ser

Ala

Pro

80

Ile

Tyr

Lys



<212>
<213>

ADN
<220>
<223>

<400> 467
atggagtttg

gtgcagttgg
tgtgcagcct
gggaaggggc
gactctgtga
caaatgaaca
ggctggtact
<210>
<211>

<212>
<213>

468
381
ADN

<220>
<223>

<400> 468
atggaagccc

gaaattgtgt
ctctcctgca
ggccaggctc
aggttcagtg
gaagattttg

gggaccaaggd

<210>
<211>
<212>
<213>

469
387
ADN

<220>
<223>

ggctgagetg
tggagtctgg
ctggattcac
tggagtgggt
agggccgatt
gcctgagagc

tcgatctctg

Sintética: ADN

cagctcagct
tgacacagtc
gggccagtca
ccaggctcct
ccagtgggtc
cagtttatta

tggaaatcaa

Secuencia artificial

Sintética: ADN de VISTA.4

ggttttcctt
gggaggcttg
cttcagtgac
ttcatacatt
caccatctcc
cgaggacacg

gggccegtggce

Secuencia artificial

de VISTA.4

tctcttcctc
tccagccacc
gagtgttagc
catctatgat
tgggacagac
ctgtcagcag

a

Secuencia artificial

VH 41F11 Secuencia sefal

gttgctatta
gtcaagcctg
tattacatga
agtaatagtg
agggacaacg
gccgtgtatt

accctggtca

VK1 VL Secuencia seial

ctgctactct
ctgtctttgt
agctacttag
gcatccaaca
ttcactctca

cgtaacaact

taaaaggtgt
gagggtccct
gctggatccg
gtagtcccat
ccaagaactc
actgtgcgag

ctgtctcctc

ggctcccaga
ctccagggga
cctggtacca
gggccactgg
ccatcagcag

ggcctcggac

Sintética: ADN de VISTA.4 VK2 VL Secuencia seial

ccagtgtcag
gagactctcc
ccaggctcca
atactacgca
actgtatctg
agatctcccg

a

taccaccgga
aagagccacc
acagaaacct
catcccagcc
cctagagcct

gttcggccaa

60

120

180

240

300

360

411

60

120

180

240

300

360

381



<400> 469
atggacatga

agatgtgaca
gtcaccatca
aaaccagaga
ccatcaaggt
cagcctgaag

ggccaaggga

<210>
<211>
<212>
<213>

470
384
ADN

<220>
<223>

<400> 470
atggaaaccc

gaaattgtgt
ctctcctgca
cctggccagg
gacaggttca
cctgaagatt
caagggacca
<210>
<211>

<212>
<213>

471
127
PRT

<220>

<223>

<400> 471

gggtcctcgce
tccagatgac
cttgtcgggc
aagcccctaa
tcagcggcag
attttgcaac

ccaaggtgga

Sintética: ADN

cagcgcagct
tgacgcagtc
gggccagtca
ctcccaggct
gtggcagtgg
ttgcagtgta

aggtggaaat

tcagctcctg
ccagtctcca
gagtcagggt
gtccctgatc
tggatctggg
ttattactgc

aatcaaa

Secuencia artificial

de VISTA.4

tctcttcctc
tccaggcacc
gagtgttagc
cctcatctat
gtctgggaca
ttactgtcag

Caaa

Secuencia artificial

gggctcctgce
tcctcactgt
attagcagct
tatgctgcat
acagatttca

caacagtata

VK3 VL Secuencia sefal

ctgctactct
ctgtctttgt
agcagctact
ggtgcatcca
gacttcactc

cagtatggta

tgctctgttt
ctgcatctgt
ggttagcctg
ccagtttgca
ctctcaccat

atagttaccc

ggctcccaga
ctccagggga
tagcctggta
gcagggccac
tcaccatcag

gctcaccgtg

Sintética: VISTA.4_A64G VK1 VL Secuencia sefal

cccaggtgcc
aggagacaga
gtatcagcag
aagtggggtc
cagcagcctg

tcggacgttc

taccaccgga
aagagccacc
ccagcagaaa
tggcatccca
cagactggag

gacgttcggc

Met Glu Ala Pro Ala GIn Leu Leu Phe Leu Leu Leu Leu Trp Leu Pro

1

5

10

15

60

120

180

240

300

360

387

60

120

180

240

300

360

384



Asp

Leu

Val

Arg

Arg

Ser

Asn

Thr Thr

Ser Pro
35

Ser Ser

50

Leu Leu

Phe Ser

Leu Glu

Trp Pro
115

<210> 472
<211> 234
<212> PRT

<213>

<220>

<223>

<400> 472

Gly
20

Gly

Tyr

Gly

Pro
100

Arg

Glu

Glu

Leu

Tyr

Ser

85

Glu

Thr

Ile

Arg

Ala

Asp

Gly

Asp

Phe

Val

Ala

Trp

Ala

Ser

Phe

Gly

Secuencia artificial

Leu

Thr

40

Tyr

Ser

Gly

Ala

GIn
120

Thr

25

Leu

GIn

Asn

Thr

val
105

GIn

Ser

GIn

Arg

Asp

Tyr

Thr

Ser

Cys

Lys

Ala

75

Phe

Tyr

Lys

Sintética: VISTA.4.A64G LC Secuencia

Met Glu Ala Pro Ala GIn Leu Leu Phe Leu Leu

1

5

10

Asp Thr Thr Gly Glu Ile Val Leu Thr GIn Ser

20

25

Leu Ser Pro Gly Glu Arg Ala Thr Leu Ser Cys

35

40

Val Ser Ser Tyr Leu Ala Trp Tyr GIn GIn Lys

50

55

Pro

Arg

Pro

60

Thr

Thr

Cys

Val

Ala

Ala

45

Gly

Gly

Leu

GIn

Glu
125

sefal

Leu

Leu

Pro Ala

Arg

Pro
60

Ala
45

Gly

Thr
30

Ser

GIn

Thr

GIn
110

Trp

Thr
30

Ser

GIn

Leu

GIn

Ala

Pro

Ile

95

Arg

Lys

Leu

15

Leu

GIn

Ala

Ser

Ser

Pro

Ala

80

Ser

Asn

Pro

Ser

Ser

Pro



Arg Leu Leu Ile Tyr Asp Ala Ser Asn Arg Ala Thr Gly Ile Pro Ala
65 70 75 80

Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr l1le Ser
85 90 95

Ser Leu Glu Pro Glu Asp Phe Ala Val Tyr Tyr Cys GIn GIn Arg Asn
100 105 110

Asn Trp Pro Arg Thr Phe Gly GIn Gly Thr Lys Val Glu lle Lys Arg
115 120 125

Thr Val Ala Ala Pro Ser Val Phe lle Phe Pro Pro Ser Asp Glu GlIn
130 135 140

Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr
145 150 155 160

Pro Arg Glu Ala Lys Val GIn Trp Lys Val Asp Asn Ala Leu GIn Ser
165 170 175

Gly Asn Ser GIn Glu Ser Val Thr Glu GIn Asp Ser Lys Asp Ser Thr
180 185 190

Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys
195 200 205

His Lys Val Tyr Ala Cys Glu Val Thr His GIn Gly Leu Ser Ser Pro
210 215 220

Val Thr Lys Ser Phe Asn Arg Gly Glu Cys
225 230

<210> 473
<211> 118
<212> PRT
<213> Secuencia artificial

<220>
<223> Sintética: P1-065333 VH 41F11_VH_T28P/Y50W/S55E/L96E/Y100E VH

<400> 473



GIn Vval

Ser Leu

Tyr Met

Ser Trp

Lys Gly
65

Leu GIn

Ala Arg

Leu Val

<210>
<211>
<212>
<213>

<220>
<223>

<400>

GIn

Arg

Ser
35

Ile

Arg

Met

Asp

Thr

115

474
118
PRT

Leu

Leu

20

Trp

Ser

Phe

Asn

Glu

100

Val

Val

Ser

Ile

Asn

Thr

Ser

85

Pro

Ser

Glu

Cys

Arg

Ser

Ile

70

Leu

Gly

Ser

Ser

Ala

GIn

Gly

Ser

Arg

Trp

Secuencia artificial

Gly

Ala

Ala

40

Glu

Arg

Ala

Glu

Sintética: P1-070976 VH
41F11 VH _T28P/Y50W/S55E/D95H/L96E/P97E/Y100E

474

Gly

Ser

25

Pro

Pro

Asp

Glu

Phe
105

Gly
10

Gly

Gly

Asn

Asp
90

Asp

Leu

Phe

Lys

Tyr

Ala

75

Thr

Leu

Val

Pro

Gly

Tyr

60

Lys

Ala

Trp

Lys

Phe

Leu

45

Ala

Asn

Val

Gly

GIn Val GIn Leu Val Glu Ser Gly Gly Gly Leu Val Lys

1

5

Ser Leu Arg Leu Ser Cys Ala Ala

20

Tyr Met Ser Trp lle Arg GIn Ala

35

40

10

Ser Gly Phe Pro Phe

25

Pro Gly Lys Gly Leu

45

Pro

Ser

30

Glu

Asp

Ser

Tyr

Arg
110

VH

Pro

Gly

15

Asp

Trp

Ser

Leu

Tyr

95

Gly

Gly
15

Gly

Tyr

Val

val

Tyr

80

Cys

Thr

Gly

Ser Asp Tyr

30

Glu

Trp

val



Ser Trp lle Ser Asn Ser Gly Glu Pro lle Tyr Tyr Ala Asp Ser Val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr
65 70 75 80

Leu GIn Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg His Glu Glu Gly Trp Glu Phe Asp Leu Trp Gly Arg Gly Thr
100 105 110

Leu Val Thr Val Ser Ser
115

<210> 475
<211> 447
<212> PRT
<213> Secuencia artificial

<220>
<223> Sintética: P1-065333 HC 41F11 VH T28P/Y50W/S55E/L96E/Y100E HC

<400> 475
GIn Val GIn Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Pro Phe Ser Asp Tyr
20 25 30

Tyr Met Ser Trp Ile Arg GIn Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Ser Trp lle Ser Asn Ser Gly Glu Pro Ille Tyr Tyr Ala Asp Ser Val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr
65 70 75 80

Leu GIn Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95



Ala

Leu

Leu

Cys

145

Ser

Ser

Ser

Asn

His

225

Val

Thr

Glu

Lys

Ser

Arg

Val

Ala

130

Leu

Gly

Ser

Leu

Thr

210

Thr

Phe

Pro

Val

Thr

290

Val

Asp

Thr

115

Pro

Val

Ala

Gly

Gly

195

Lys

Cys

Leu

Glu

Lys

275

Lys

Leu

Glu

100

Val

Ser

Lys

Leu

Leu

180

Thr

Val

Pro

Phe

Val

260

Phe

Pro

Thr

Pro

Ser

Ser

Asp

Thr

165

Tyr

GIn

Asp

Pro

Pro

245

Thr

Asn

Arg

Val

Gly

Ser

Lys

Tyr

150

Ser

Ser

Thr

Lys

Cys

230

Pro

Cys

Trp

Glu

Leu

Trp

Ala

Ser

135

Phe

Gly

Leu

Tyr

Arg

215

Pro

Lys

Val

Tyr

Glu
295

Glu

Ser

120

Thr

Pro

Val

Ser

Ile

200

Val

Ala

Pro

Val

Val

280

GIn

GIn

Phe

105

Thr

Ser

Glu

His

Ser

185

Cys

Glu

Pro

Lys

Val

265

Asp

Tyr

Asp

Asp

Lys

Gly

Pro

Thr

170

Val

Asn

Pro

Glu

Asp

250

Asp

Gly

Asn

Trp

Leu

Gly

Gly

val

155

Phe

val

Val

Lys

Ala

235

Thr

Val

val

Ser

Leu

Trp

Pro

Thr

140

Thr

Pro

Thr

Asn

Ser

220

Glu

Leu

Ser

Glu

Thr

300

Asn

Gly

Ser

125

Ala

Val

Ala

val

His

205

Cys

Gly

Met

His

Val

285

Tyr

Gly

Arg

110

val

Ala

Ser

Val

Pro

190

Lys

Asp

Ala

Glu
270

Arg

Lys

Gly

Phe

Leu

Trp

Leu

175

Ser

Pro

Lys

Pro

Ser

255

Asp

Asn

Val

Glu

Thr

Pro

Gly

Asn

160

GIn

Ser

Ser

Thr

Ser

240

Arg

Pro

Ala

Val

Tyr



305

Lys Cys

Ile Ser

Pro Pro

Leu Val
370

Asn Gly
385

Ser Asp

Arg Trp

Leu His

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Lys

Lys

Ser

355

Lys

GIn

Gly

GIn

Asn

435

476
447
PRT

Val

Ala

340

Arg

Gly

Pro

Ser

GIn
420

Ser

325

Lys

Glu

Phe

Glu

Phe

405

Gly

Tyr

310

Asn

Gly

Glu

Tyr

Asn

390

Phe

Asn

Thr

Lys

GIn

Met

Pro

375

Asn

Leu

Val

GIn

Secuencia artificial

Ala

Pro

Thr

360

Ser

Tyr

Tyr

Phe

Lys
440

Sintética: P1-070976 HC
41F11_VH_T28P/Y50W/S55E/D95H/L96E/PO7E/Y100E

476

Leu

Arg

345

Asp

Lys

Ser

Ser

425

Ser

Pro

330

Glu

Asn

Ile

Thr

Lys

410

Cys

Leu

315

Ala

Pro

GIn

Ala

Thr

395

Leu

Ser

Ser

Pro

GIn

Val

val

380

Pro

Thr

Val

Leu

Ile

Val

Ser

365

Glu

Pro

Val

Met

Ser
445

GIn Val GIn Leu Val Glu Ser Gly Gly Gly Leu Vval Lys

1

5

10

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Pro Phe

20

25

Glu Lys
335

Tyr Thr
350

Leu Thr

Trp Glu

Val Leu

Asp Lys
415

His Glu
430

Pro Gly

Pro Gly
15

Ser Asp
30

320

Thr

Leu

Cys

Ser

Asp

400

Ser

Ala

Gly

Tyr



Tyr

Ser

Lys

65

Leu

Ala

Leu

Leu

Cys

145

Ser

Ser

Ser

Asn

His

225

Val

Met

Trp

Gly

GIn

Arg

Val

Ala

130

Leu

Gly

Ser

Leu

Thr

210

Thr

Phe

Ser

35

Arg

Met

Thr

115

Pro

Val

Ala

Gly

Gly

195

Lys

Cys

Leu

Trp

Ser

Phe

Asn

Glu

100

Val

Ser

Lys

Leu

Leu

180

Thr

Val

Pro

Phe

Asn

Thr

Ser

85

Glu

Ser

Ser

Asp

Thr

165

Tyr

GIn

Asp

Pro

Pro
245

Arg

Ser

Ile

70

Leu

Gly

Ser

Lys

Tyr

150

Ser

Ser

Thr

Lys

Cys

230

Pro

GIn

Gly

Ser

Arg

Trp

Ala

Ser

135

Phe

Gly

Leu

Tyr

Arg

215

Pro

Lys

Ala

40

Glu

Arg

Ala

Glu

Ser

120

Thr

Pro

Val

Ser

Ile

200

val

Ala

Pro

Pro

Pro

Asp

Glu

Phe

105

Thr

Ser

Glu

Ser

185

Cys

Glu

Pro

Lys

Gly

Asn

Asp

Asp

Lys

Gly

Pro

Thr

170

Val

Asn

Pro

Glu

Asp
250

Lys

Tyr

Ala

75

Thr

Leu

Gly

Gly

val

155

Phe

Val

Val

Lys

Ala

235

Thr

Gly

Tyr

60

Lys

Ala

Trp

Pro

Thr

140

Thr

Pro

Thr

Asn

Ser

220

Glu

Leu

Leu

45

Ala

Asn

val

Gly

Ser

125

Ala

val

Ala

Val

His

205

Cys

Gly

Met

Glu

Asp

Ser

Tyr

Arg

110

Val

Ala

Ser

Val

Pro

190

Lys

Asp

Ala

Trp

Ser

Leu

Tyr

95

Gly

Phe

Leu

Trp

Leu

175

Ser

Pro

Lys

Pro

Ser
255

Val

Val

Tyr

80

Cys

Thr

Pro

Asn

160

GIn

Ser

Ser

Thr

Ser

240

Arg



Thr

Glu

Lys

Ser

305

Lys

Pro

Leu

Asn

385

Ser

Arg

Leu

Pro

Val

Thr

290

Val

Cys

Ser

Pro

Val

370

Gly

Asp

Trp

His

<210>
<211>
<212>
<213>

Glu

Lys

275

Lys

Leu

Lys

Lys

Ser

355

Lys

GIn

Gly

GIn

Asn

435

477
118
PRT

Val

260

Phe

Pro

Thr

Val

Ala

340

Arg

Gly

Pro

Ser

GIn
420

Thr

Asn

Arg

Val

Ser

325

Lys

Glu

Phe

Glu

Phe

405

Gly

Tyr

Cys

Trp

Glu

Leu

310

Asn

Gly

Glu

Tyr

Asn

390

Phe

Asn

Thr

Val

Tyr

Glu

295

Lys

GIn

Met

Pro

375

Asn

Leu

Val

GIn

Secuencia artificial

Val

Val

280

GIn

GIn

Ala

Pro

Thr

360

Ser

Tyr

Tyr

Phe

Lys
440

Val

265

Asp

Tyr

Asp

Leu

Arg

345

Lys

Asp

Lys

Ser

Ser

425

Ser

Asp

Gly

Asn

Trp

Pro

330

Glu

Asn

Ile

Thr

Lys

410

Cys

Leu

Val

Val

Ser

Leu

315

Ala

Pro

GIn

Ala

Thr

395

Leu

Ser

Ser

Ser

Glu

Thr

300

Asn

Pro

GIn

val

Val

380

Pro

Thr

val

Leu

Val
285

Tyr

Gly

Val

Ser

365

Glu

Pro

Val

Met

Ser
445

Glu

270

Arg

Lys

Glu

Tyr

350

Leu

Trp

Val

Asp

His

430

Pro

Asp

Asn

val

Glu

Lys

335

Thr

Thr

Glu

Leu

Lys

415

Glu

Gly

Pro

Ala

val

Tyr

320

Thr

Leu

Cys

Ser

Asp

400

Ser

Ala



<220>
<223>

<400>
GIn Vval
1

Ser Leu

Tyr Met

Ser Trp
50

Lys Gly
65

Leu GIn

Ala Arg

Leu Val

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Sintética: P1-071799

477

GIn

Arg

Ser

35

Arg

Met

Asp

Thr

115

478
118
PRT

Leu

Leu

20

Trp

Ser

Phe

Asn

Glu

100

Val

Val
5

Asn

Thr

Ser

85

Glu

Ser

Glu

Cys

Arg

Ser

Ile

70

Leu

Gly

Ser

Ser

Ala

GIn

Gly

55

Ser

Arg

Trp

Secuencia artificial

Sintética: P1-071801 VH P1-070976_E97P VH

478

VH P1-070976_H95D VH

Gly Gly

Ala Ser
25

Ala Pro

40

Glu Pro

Arg Asp

Ala Glu

Glu Phe
105

Gly
10

Gly

Gly

Asn

Asp
90

Asp

Leu

Phe

Lys

Tyr

Ala

75

Thr

Leu

Val

Pro

Gly

Tyr

60

Lys

Ala

Trp

Lys

Phe

Leu

45

Ala

Asn

val

Gly

Pro

Ser

30

Glu

Asp

Ser

Tyr

Arg
110

Gly

15

Asp

Trp

Ser

Leu

Tyr

95

Gly

Gly

Tyr

Val

Val

Tyr

80

Cys

Thr

GIn Val GIn Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly

1

5

10

15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Pro Phe Ser Asp Tyr

20

25

30



Tyr Met Ser Trp Ile Arg GIn Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Ser Trp lle Ser Asn Ser Gly Glu Pro Ille Tyr Tyr Ala Asp Ser Val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr
65 70 75 80

Leu GIn Met Asn Ser Leu Arg Ala Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg His Glu Pro Gly Trp Glu Phe Asp Leu Trp Gly Arg Gly Thr
100 105 110

Leu Val Thr Val Ser Ser
115

<210> 479
<211> 107
<212> PRT
<213> Secuencia artificial

<220>

<223> Sintética: VISTA.4_A64G VK1 VL P1-071799 VL P1-070976_H95D VL
P1-070976_E97P VL P1-070976_A64G VL

<400> 479

Glu Ile Val Leu Thr GIn Ser Pro Ala Thr Leu Ser Leu Ser Pro Gly

1 5 10 15

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser GIn Ser Val Ser Ser Tyr
20 25 30

Leu Ala Trp Tyr GIn GIn Lys Pro Gly GIn Ala Pro Arg Leu Leu lle
35 40 45

Tyr Asp Ala Ser Asn Arg Ala Thr Gly lle Pro Ala Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr lle Ser Ser Leu Glu Pro



65

70

75

80

Glu Asp Phe Ala Val Tyr Tyr Cys GIn GIn Arg Asn Asn Trp Pro Arg

85

90

Thr Phe Gly GIn Gly Thr Lys Val Glu lle Lys

<210>
<211>
<212>
<213>

<220>
<223>

<400>

GIn Vval

1

Ser Leu

Tyr Met

Ser Trp

Lys Gly

65

Leu GIn

Ala Arg

Leu Val

Leu Ala

480
447
PRT

100

Secuencia artificial

Sintética: P1-071799

480

GIn

Arg

Ser

35

Arg

Met

Asp

Thr

115

Pro

Leu

Leu

20

Trp

Ser

Phe

Asn

Glu

100

Val

Ser

Val
5

Asn

Thr

Ser

85

Glu

Ser

Ser

Glu

Cys

Arg

Ser

Ile

70

Leu

Gly

Ser

Lys

Ser

Ala

GIn

Gly

Ser

Arg

Trp

Ala

Ser

105

95

HC P1-070976_H95D HC (1gG1.3)

Gly Gly

Ala Ser
25

Ala Pro
40

Glu Pro

Arg Asp

Ala Glu

Glu Phe
105

Ser Thr
120

Thr Ser

Gly
10

Gly

Gly

Asn

Asp

90

Asp

Lys

Gly

Leu

Phe

Lys

Tyr

Ala

75

Thr

Leu

Gly

Gly

val

Pro

Gly

Tyr

60

Lys

Ala

Trp

Pro

Thr

Lys

Phe

Leu

45

Ala

Asn

Val

Gly

Ser

125

Ala

Pro

Ser

30

Glu

Asp

Ser

Tyr

Arg

110

Val

Ala

Gly

15

Asp

Trp

Ser

Leu

Tyr

95

Gly

Phe

Leu

Gly

Tyr

Val

Val

Tyr

80

Cys

Thr

Pro

Gly



Cys

145

Ser

Ser

Ser

Asn

His

225

Val

Thr

Glu

Lys

Ser

305

Lys

Ile

130

Leu

Gly

Ser

Leu

Thr

210

Thr

Phe

Pro

Val

Thr

290

Val

Cys

Ser

Val

Ala

Gly

Gly

195

Lys

Cys

Leu

Glu

Lys

275

Lys

Leu

Lys

Lys

Lys

Leu

Leu

180

Thr

Val

Pro

Phe

Val

260

Phe

Pro

Thr

Val

Ala
340

Asp

Thr

165

Tyr

GIn

Asp

Pro

Pro

245

Thr

Asn

Arg

Val

Ser

325

Lys

Tyr

150

Ser

Ser

Thr

Lys

Cys

230

Pro

Cys

Trp

Glu

Leu

310

Asn

Gly

135

Phe

Gly

Leu

Tyr

Arg

215

Pro

Lys

Val

Tyr

Glu

295

Lys

GIn

Pro

Val

Ser

Ile

200

Val

Ala

Pro

val

Val

280

GIn

GIn

Ala

Pro

Glu

His

Ser

185

Glu

Pro

Lys

val

265

Asp

Tyr

Asp

Leu

Arg
345

Pro

Thr

170

Val

Asn

Pro

Glu

Asp

250

Asp

Gly

Asn

Trp

Pro

330

Glu

Val

155

Phe

Val

val

Lys

Ala

235

Thr

val

Val

Ser

Leu

315

Ala

Pro

140

Thr

Pro

Thr

Asn

Ser

220

Glu

Leu

Ser

Glu

Thr

300

Asn

Pro

GIn

val

Ala

Val

His

205

Cys

Gly

Met

His

val

285

Tyr

Gly

Ile

val

Ser

Val

Pro

190

Lys

Asp

Ala

Ile

Glu

270

Arg

Lys

Glu

Tyr
350

Trp

Leu

175

Ser

Pro

Lys

Pro

Ser

255

Asp

Asn

Val

Glu

Lys

335

Thr

Asn

160

GIn

Ser

Ser

Thr

Ser

240

Arg

Pro

Ala

Val

Tyr

320

Thr

Leu



Ser Glu Glu Met

355

Pro Pro Arg

Val
370

Phe Pro

375

Leu Lys Gly Tyr

GIn Glu Asn Asn

390

Asn Pro

385

Gly

Phe
405

Ser Asp Gly Ser Phe Leu

GIn GIn

420

Arg Trp Gly Asn Val

Asn Thr GIn

435

Leu His Tyr

<210>
<211>
<212>
<213>

481
447
PRT
Secuencia artificial

<220>
<223> Sintética: P1-071801

<400> 481

GIn val GIn Leu Val
1 5

Glu Ser

Ser Leu Arg Leu
20

Ser Cys Ala

Tyr Met Ser Trp
35

Ile Arg GIn

Ser Trp lle Ser Asn Ser Gly
50 55

Thr 1le Ser
70

Lys Gly Arg Phe
65

Thr
360

GIn Vval Ser Leu

365

Lys Asn

Ile Ala Val

380

Ser Asp Glu Trp

Thr Thr

395

Tyr Lys Pro Pro Val

Tyr Ser Lys Leu Thr Vval

410

Asp

Phe Met His

430

Ser Ser Val

425

Cys

Ser Pro
445

Lys Ser Leu Ser Leu

440

HC P1-070976_ E97P HC (1gG1

Gly Gly Gly Leu Val Lys Pro
10

Ala Ser Gly Phe Pro Phe Ser
25 30

Ala Pro Gly Lys Gly Leu Glu
40 45

Glu Pro Ile Tyr Tyr Ala Asp
60

Arg Asp Asn Ala Lys Asn Ser
75

Thr

Glu

Leu

Lys

415

Glu

Gly

.3)

Gly

Asp

Trp

Ser

Leu

Cys

Ser

Asp

400

Ser

Gly

Tyr

Val

val

Tyr
80



Leu

Ala

Leu

Leu

Cys

145

Ser

Ser

Ser

Asn

His

225

val

Thr

Glu

Lys

GIn

Arg

Val

Ala

130

Leu

Gly

Ser

Leu

Thr

210

Thr

Phe

Pro

Val

Thr

Met

His

Thr

115

Pro

Val

Ala

Gly

Gly

195

Lys

Cys

Leu

Glu

Lys

275

Lys

Asn

Glu

100

Val

Ser

Lys

Leu

Leu

180

Thr

Val

Pro

Phe

Val

260

Phe

Pro

Ser

85

Pro

Ser

Ser

Asp

Thr

165

Tyr

GIn

Asp

Pro

Pro

245

Thr

Asn

Arg

Leu

Gly

Ser

Lys

Tyr

150

Ser

Ser

Thr

Lys

Cys

230

Pro

Cys

Trp

Glu

Arg

Trp

Ala

Ser

135

Phe

Gly

Leu

Tyr

Arg

215

Pro

Lys

Val

Tyr

Glu

Ala

Glu

Ser

120

Thr

Pro

Val

Ser

Ile

200

Val

Ala

Pro

Val

Val

280

GIn

Glu

Phe

105

Thr

Ser

Glu

Ser

185

Cys

Glu

Pro

Lys

Val

265

Asp

Tyr

Asp

90

Asp

Lys

Gly

Pro

Thr

170

Val

Asn

Pro

Glu

Asp

250

Asp

Gly

Asn

Thr

Leu

Gly

Gly

val

155

Phe

Val

val

Lys

Ala

235

Thr

val

val

Ser

Ala

Trp

Pro

Thr

140

Thr

Pro

Thr

Asn

Ser

220

Glu

Leu

Ser

Glu

Thr

Val

Gly

Ser

125

Ala

Val

Ala

Val

His

205

Cys

Gly

Met

Val
285

Tyr

Tyr

Arg

110

Val

Ala

Ser

val

Pro

190

Lys

Asp

Ala

Glu
270

Arg

Tyr

95

Gly

Phe

Leu

Trp

Leu

175

Ser

Pro

Lys

Pro

Ser

255

Asp

Asn

val

Cys

Thr

Pro

Gly

Asn

160

GIn

Ser

Ser

Thr

Ser

240

Arg

Pro

Ala

val



290 295 300

Ser Val Leu Thr Val Leu His GIn Asp Trp Leu Asn Gly Lys Glu Tyr
305 310 315 320

Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro lle Glu Lys Thr
325 330 335

Ile Ser Lys Ala Lys Gly GIn Pro Arg Glu Pro GIn Val Tyr Thr Leu
340 345 350

Pro Pro Ser Arg Glu Glu Met Thr Lys Asn GIn Val Ser Leu Thr Cys
355 360 365

Leu Val Lys Gly Phe Tyr Pro Ser Asp lle Ala Val Glu Trp Glu Ser
370 375 380

Asn Gly GIn Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp
385 390 395 400

Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser
405 410 415

Arg Trp GIn GIn Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala
420 425 430

Leu His Asn His Tyr Thr GIn Lys Ser Leu Ser Leu Ser Pro Gly
435 440 445

<210> 482
<211> 214
<212> PRT
<213> Secuencia artificial

<220>

<223> Sintética: VISTA.4.A64G VK1 LC P1-071799 LC P1-070976_H95D LC
P1-070976_E97P LC P1-070976_A64G LC

<400> 482

Glu 1le Val Leu Thr GIn Ser Pro Ala Thr Leu Ser Leu Ser Pro Gly
1 5 10 15



Glu Arg

Leu Ala

Tyr Asp

Ser Gly

65

Glu Asp

Thr Phe

Pro Ser

Thr Ala

130

Lys Val

145

Glu Ser

Ser Thr

Ala Cys

Phe Asn
210

Ala

Trp

Ala

Ser

Phe

Gly

Val

115

Ser

GIn

Val

Leu

Glu

195

Arg

<210> 483

<211>

354

Thr

20

Tyr

Ser

Gly

Ala

GIn

100

Phe

Val

Trp

Thr

Thr

180

Val

Gly

Leu

GIn

Asn

Thr

Val

85

Gly

Val

Lys

Glu

165

Leu

Thr

Glu

Ser

GIn

Arg

Asp

Tyr

Thr

Phe

Cys

Val

150

GIn

Ser

His

Cys

Cys

Lys

Ala

55

Phe

Tyr

Lys

Pro

Leu

135

Asp

Asp

Lys

GIn

Arg

Pro

40

Thr

Thr

Cys

val

Pro

120

Leu

Asn

Ser

Ala

Gly
200

Ala

25

Gly

Gly

Leu

GIn

Glu

105

Ser

Asn

Ala

Lys

Asp

185

Leu

Ser

GIn

Thr

GIn

90

Asp

Asn

Leu

Asp

170

Tyr

Ser

GIn

Ala

Pro

Ile

75

Arg

Lys

Glu

Phe

GIn

155

Ser

Glu

Ser

Ser

Pro

Ala

60

Ser

Asn

Arg

GIn

Tyr

140

Ser

Thr

Lys

Pro

Val

Arg

45

Arg

Ser

Asn

Thr

Leu

125

Pro

Gly

Tyr

val
205

Ser

30

Leu

Phe

Leu

Trp

Val

110

Lys

Arg

Asn

Ser

Lys

190

Thr

Ser

Leu

Ser

Glu

Pro

95

Ala

Ser

Glu

Ser

Leu

175

Val

Lys

Tyr

Ile

Gly

Pro

80

Arg

Ala

Gly

Ala

GIn

160

Ser

Tyr

Ser



<212>
<213>

ADN
<220>
<223>

<400> 483
caggtgcagt tggtggagtc

tcctgtgcag cctctggatt
ccagggaagg ggctggagtg
gcagactctg tgaagggccg
ctgcaaatga acagcctgag
gagggctggg agttcgatct
<210>
<211>

<212>
<213>

484
354
ADN

<220>
<223>

<400> 484
caggtgcagt tggtggagtc

tcctgtgcag cctctggatt
ccagggaagg ggctggagtg
gcagactctg tgaagggccg
ctgcaaatga acagcctgag
ccgggcetggg agttcgatct
<210>
<211>

<212>
<213>

485
321
ADN

<220>

<223>

<400> 485

Secuencia artificial

tgggggaggc

ccccttcagt
ggtttcatgg
attcaccatc
agccgaggac

ctggggccgt

Secuencia artificial

tgggggaggce

ccccttcagt
ggtttcatgg
attcaccatc
agccgaggac

ctggggccgt

Secuencia artificial

Sintética: P1-071799 VH ADN de P1-070976_H95D VH

ttggtcaagc ctggagggtc
gactattaca tgagctggat
attagtaata gtggtgagcc
tccagggaca acgccaagaa
acggccgtgt attactgtgc

ggcaccctgg tcactgtctc

Sintética: P1-071801 VH ADN de P1-070976_E97P VH

ttggtcaagc ctggagggtc
gactattaca tgagctggat
attagtaata gtggtgagcc
tccagggaca acgccaagaa
acggccgtgt attactgtgc

ggcaccctgg tcactgtctc

Sintética: P1-071799 VL ADN de P1-070976_H95D VL

cctgagactc
ccgccaggcet
catatactac
ctcactgtat
gagagatgaa

ctca

cctgagactc
ccgccaggcet
catatactac
ctcactgtat
gagacatgaa

ctca

gaaattgtgt tgacacagtc tccagccacc ctgtctttgt ctccagggga aagagccacc

ctctcctgca gggccagtca gagtgttagc agctacttag cctggtacca acagaaacct

60

120

180

240

300

354

60

120

180

240

300

354

60

120



ggccaggctc
aggttcagtg
gaagattttg

gggaccaagg

<210>
<211>
<212>
<213>

486
321
ADN

<220>

<223>

<400> 486

ccaggctcct catctatgat gcatccaaca gggccactgg catcccagcc

gcagtgggtc tgggacagac ttcactctca ccatcagcag cctagagcct

cagtttatta ctgtcagcag cgtaacaact ggcctcggac gttcggccaa

tggaaatcaa

a

Secuencia artificial

gaaattgtgt tgacacagtc tccagccacc

ctctcctgca
ggccaggctc
aggttcagtg
gaagattttg

gggaccaaggd

<210>
<211>
<212>
<213>

487
ADN
<220>
<223>

<400> 487
caggtgcagt

tcctgtgcag
ccagggaagg
gcagactctg
ctgcaaatga

gagggctggg

accaagggcc

1344

gggccagtca
ccaggctcct
gcagtgggtc
cagtttatta

tggaaatcaa

tggtggagtc
cctctggatt
ggctggagtg
tgaagggccg
acagcctgag
agttcgatct

catcggtctt

gagtgttagc
catctatgat
tgggacagac
ctgtcagcag

a

Secuencia artificial

tgggggaggce

ccccttcagt
ggtttcatgg
attcaccatc
agccgaggac
ctggggccgt

ccccctggea

ctgtctttgt
agctacttag
gcatccaaca
ttcactctca

cgtaacaact

ttggtcaagc
gactattaca
attagtaata
tccagggaca
acggccgtgt
ggcaccctgg

ccctcctcca

Sintética: P1-071801 VL ADN de P1-070976_E97P VL

ctccagggga
cctggtacca
gggccactgg
ccatcagcag

ggcctcggac

Sintética: P1-071799 HC ADN de P1-070976_H95D HC

ctggagggtc
tgagctggat
gtggtgagcc
acgccaagaa
attactgtgc
tcactgtctc

agagcacctc

aagagccacc
acagaaacct
catcccagcc
cctagagcct

gttcggccaa

cctgagactc
ccgccaggcet
catatactac
ctcactgtat
gagagatgaa
ctcagcgtcg

tgggggcaca

180

240

300

321

60

120

180

240

300

321

60

120

180

240

300

360

420



gcggccectgg
tcaggcgccc
tactccctca
tgcaacgtga
tgtgacaaaa
gtcttcctct
acatgcgtgg
gacggcgtgg
taccgtgtgg
aagtgcaagg
aaagggcagc
aagaaccagg
gagtgggaga
tccgacggcet
gggaacgtct
agcctctccc
<210>
<211>

<212>
<213>

488
ADN
<220>
<223>

<400> 488
caggtgcagt

tcctgtgcag
ccagggaagg
gcagactctg

ctgcaaatga

ccgggetggg

1344

gctgcctggt
tgaccagcgg
gcagcgtggt
atcacaagcc
ctcacacatg
tccccccaaa
tggtggacgt
aggtgcataa
tcagcgtcct
tctccaacaa
cccgagaacc
tcagcctgac
gcaatgggca
ccttcttcct
tctcatgctc

tgtccccggg

tggtggagtc
cctctggatt
ggctggagtg
tgaagggccg
acagcctgag

agttcgatct

caaggactac
cgtgcacacc
gaccgtgccc
cagcaacacc
cccaccgtgc
acccaaggac
gagccacgaa
tgccaagaca
caccgtcctg
agccctccca
acaggtgtac
ctgcctggtc
gccggagaac
ctatagcaag
cgtgatgcat

ttga

Secuencia artificial

ttccccgaac
ttcccggetg
tccagcagcet
aaggtggaca
ccagcacctg
accctcatga
gaccctgagg
aagccgcggg
caccaggact
gcccccatcg
accctgcccc
aaaggcttct
aactacaaga
ctcaccgtgg

gaggctctgc

cggtgacggt
tcctacagtc
tgggcaccca
agagagttga
aagccgaagg
tctcccggac
tcaagttcaa
aggagcagta
ggctgaatgg
agaaaaccat
catcccggga
atcccagcga
ccacgcctcc
acaagagcag

acaaccacta

tgggggaggc ttggtcaagc ctggagggtc

ccccttcagt gactattaca tgagctggat

ggtttcatgg attagtaata gtggtgagcc

attcaccatc tccagggaca acgccaagaa

agccgaggac

ctggggcegt

acggccgtgt

ggcaccctgg

attactgtgc

tcactgtctc

gtcgtggaac
ctcaggactc
gacctacatc
gcccaaatct
ggccccgtca
ccctgaggtc
ctggtacgtg
caacagcacg
caaggagtac
ctccaaagcc
ggagatgacc
catcgccgtg
cgtgctggac
gtggcagcag

cacgcagaag

Sintética: P1-071799 HC ADN de P1-070976_ E97P HC

cctgagactc
ccgccaggcet
catatactac
ctcactgtat
gagacatgaa

ctcagcgtcg

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1344

60

120

180

240

300

360



accaagggcc
gcggecctgg
tcaggcgccc
tactccctca
tgcaacgtga
tgtgacaaaa
gtcttcctct
acatgcgtgg
gacggcgtgg
taccgtgtgg
aagtgcaagg
aaagggcagc
aagaaccagg
gagtgggaga
tccgacggcet
gggaacgtct
agcctctccc
<210>
<211>

<212>
<213>

489
645
ADN

<220>

<223>

<400> 489

catcggtctt
gctgcctggt
tgaccagcgg
gcagcgtggt
atcacaagcc
ctcacacatg
tccccccaaa
tggtggacgt
aggtgcataa
tcagcgtcct
tctccaacaa
cccgagaacc
tcagcctgac
gcaatgggca
ccttcttcct
tctcatgctc

tgtccceggg

ccccctggcea
caaggactac
cgtgcacacc
gaccgtgccc
cagcaacacc
cccaccgtgce
acccaaggac
gagccacgaa
tgccaagaca
caccgtcctg
agccctccca
acaggtgtac
ctgcctggtc
gccggagaac
ctatagcaag
cgtgatgcat

ttga

Secuencia artificial

gaaattgtgt tgacacagtc tccagccacc

ctctcctgca gggccagtca gagtgttagc

ggccaggctc ccaggctcct catctatgat

aggttcagtg gcagtgggtc tgggacagac

gaagattttg cagtttatta ctgtcagcag

ccctcctcca
ttccccgaac
ttcccggetg
tccagcagcet
aaggtggaca
ccagcacctg
accctcatga
gaccctgagg
aagccgcggg
caccaggact
gcccccatcg
accctgcccc
aaaggcttct
aactacaaga
ctcaccgtgg

gaggctctgc

ctgtctttgt
agctacttag
gcatccaaca
ttcactctca

cgtaacaact

agagcacctc
cggtgacggt
tcctacagtc
tgggcaccca
agagagttga
aagccgaagg
tctcccggac
tcaagttcaa
aggagcagta
ggctgaatgg
agaaaaccat
catcccggga
atcccagcga
ccacgcctcc
acaagagcag

acaaccacta

Sintética: P1-071799 LC ADN de P1-070976_H95D LC

ctccagggga
cctggtacca
gggccactgg
ccatcagcag

ggcctcggac

tgggggcaca
gtcgtggaac
ctcaggactc
gacctacatc
gcccaaatct
ggccccgtca
ccctgaggtc
ctggtacgtg
caacagcacg
caaggagtac
ctccaaagcc
ggagatgacc
catcgccgtg
cgtgctggac
gtggcagcag

cacgcagaag

aagagccacc
acagaaacct
catcccagcc
cctagagcct

gttcggccaa

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1344

60

120

180

240

300



gggaccaagg
tctgatgagc
cccagagagg
gagagtgtca
ctgagcaaag
ctgagctcgc
<210>
<211>

<212>
<213>

490
645
ADN

<220>

<223>

<400> 490

tggaaatcaa
agttgaaatc
ccaaagtaca
cagagcagga
cagactacga

ccgtcacaaa

acgtacggtg
tggaactgcc
gtggaaggtg
cagcaaggac
gaaacacaaa

gagcttcaac

Secuencia artificial

gaaattgtgt tgacacagtc tccagccacc

ctctcctgca
ggccaggctc
aggttcagtg
gaagattttg
gggaccaagg
tctgatgagc
cccagagagg
gagagtgtca
ctgagcaaag
ctgagctcgc
<210>
<211>

<212>
<213>

491
447
PRT

<220>
<223>

gggccagtca
ccaggctcct
gcagtgggtc
cagtttatta
tggaaatcaa
agttgaaatc
ccaaagtaca
cagagcagga
cagactacga

ccgtcacaaa

gagtgttagc
catctatgat
tgggacagac
ctgtcagcag
acgtacggtg
tggaactgcc
gtggaaggtg
cagcaaggac
gaaacacaaa

gagcttcaac

Secuencia artificial

gctgcaccat ctgtcttcat cttcccgcca

tctgttgtgt gcctgctgaa taacttctat

gataacgccc tccaatcggg taactcccag

agcacctaca gcctcagcag caccctgacg

gtctacgcct gcgaagtcac ccatcagggc

aggggagagt

ctgtcttigt
agctacttag
gcatccaaca
ttcactctca
cgtaacaact
gctgcaccat
tctgttgtgt
gataacgccc
agcacctaca

gtctacgcct

aggggagagt

Sintética: VISTA.4 HC (1gGl1.3)

gttag

ctccagggga
cctggtacca
gggccactgg
ccatcagcag
ggcctcggac
ctgtcttcat
gcctgctgaa
tccaatcggg
gcctcagcag
gcgaagtcac

gttag

Sintética: P1-071799 LC ADN de P1-070976_ E97P LC

aagagccacc
acagaaacct
catcccagcc
cctagagcct
gttcggccaa
cttcccgceca
taacttctat
taactcccag
caccctgacg

ccatcagggc

360

420

480

540

600

645

60

120

180

240

300

360

420

480

540

600

645



<400>

GIn Vval
1

Ser Leu

Tyr Met

Ser Tyr
50

Lys Gly
65

Leu GIn

Ala Arg

Leu Val

Leu Ala

130

Cys Leu

145

Ser Gly

Ser Ser

Ser Leu

491

GIn

Arg

Ser

35

Arg

Met

Asp

Thr

115

Pro

Val

Ala

Gly

Gly
195

Leu

Leu

20

Trp

Ser

Phe

Asn

Leu

100

Val

Ser

Lys

Leu

Leu

180

Thr

Asn

Thr

Ser

85

Pro

Ser

Ser

Asp

Thr

165

Tyr

GIn

Glu

Cys

Arg

Ser

Ile

70

Leu

Gly

Ser

Lys

Tyr

150

Ser

Ser

Thr

Ser

Ala

GIn

Gly

Ser

Arg

Trp

Ala

Ser

135

Phe

Gly

Leu

Tyr

Gly

Ala

Ala

40

Ser

Arg

Ala

Tyr

Ser

120

Thr

Pro

Val

Ser

Ile
200

Gly

Ser

25

Pro

Pro

Asp

Glu

Phe

105

Thr

Ser

Glu

His

Ser

185

Cys

Gly
10

Gly

Gly

Asn

Asp

90

Asp

Lys

Gly

Pro

Thr

170

Val

Asn

Leu

Phe

Lys

Tyr

Ala

75

Thr

Leu

Gly

Gly

Val

155

Phe

Val

Val

Val

Thr

Gly

Tyr

60

Lys

Ala

Trp

Pro

Thr

140

Thr

Pro

Thr

Asn

Lys

Phe

Leu

45

Ala

Asn

Val

Gly

Ser

125

Ala

Val

Ala

Val

His
205

Pro

Ser

30

Glu

Asp

Ser

Tyr

Arg

110

Val

Ala

Ser

val

Pro

190

Lys

Gly

15

Asp

Trp

Ser

Leu

Tyr

95

Gly

Phe

Leu

Trp

Leu

175

Ser

Pro

Gly

Tyr

val

Val

Tyr

80

Cys

Thr

Pro

Gly

Asn

160

GIn

Ser

Ser



Asn

His

225

Val

Thr

Glu

Lys

Ser

305

Lys

Ile

Pro

Leu

Asn

385

Ser

Arg

Thr

210

Thr

Phe

Pro

val

Thr

290

Val

Cys

Ser

Pro

Val

370

Gly

Asp

Trp

Lys

Cys

Leu

Glu

Lys

275

Lys

Leu

Lys

Lys

Ser

355

Lys

GIn

Gly

GIn

Val

Pro

Phe

Val

260

Phe

Pro

Thr

Val

Ala

340

Arg

Gly

Pro

Ser

GIn
420

Asp

Pro

Pro

245

Thr

Asn

Arg

Val

Ser

325

Lys

Glu

Phe

Glu

Phe

405

Gly

Lys

Cys

230

Pro

Cys

Trp

Glu

Leu

310

Asn

Gly

Glu

Tyr

Asn

390

Phe

Asn

Arg

215

Pro

Lys

Val

Tyr

Glu

295

Lys

GIn

Met

Pro

375

Asn

Leu

Val

Val

Ala

Pro

val

Val

280

GIn

GIn

Ala

Pro

Thr

360

Ser

Tyr

Tyr

Phe

Glu

Pro

Lys

val

265

Asp

Tyr

Asp

Leu

Arg

345

Lys

Asp

Lys

Ser

Ser
425

Pro

Glu

Asp

250

Asp

Gly

Asn

Trp

Pro

330

Glu

Asn

Ile

Thr

Lys

410

Cys

Lys

Ala

235

Thr

val

Val

Ser

Leu

315

Ala

Pro

GIn

Ala

Thr

395

Leu

Ser

Ser

220

Glu

Leu

Ser

Glu

Thr

300

Asn

Pro

GIn

Val

Val

380

Pro

Thr

Val

Cys

Gly

Met

His

Val

285

Tyr

Gly

Ile

Val

Ser

365

Glu

Pro

Val

Met

Asp

Ala

Glu

270

Arg

Lys

Glu

Tyr

350

Leu

Trp

val

Asp

His
430

Lys

Pro

Ser

255

Asp

Asn

Val

Glu

Lys

335

Thr

Thr

Glu

Leu

Lys

415

Glu

Thr

Ser

240

Arg

Pro

Ala

Val

Tyr

320

Thr

Leu

Cys

Ser

Asp

400

Ser

Ala



Leu His Asn His Tyr Thr GIn Lys Ser Leu Ser Leu Ser Pro Gly

<210>
<211>
<212>
<213>

<220>
<223>

<400>

GIn Vval
1

Ser Leu

Tyr Met

Ser Tyr
50

Lys Gly
65

Leu GIn

Ala Arg

Leu Val

<210>
<211>
<212>
<213>

<220>

435

492
118
PRT

Secuencia artificial

440

Sintética: VISTA.4 VH 41F11

492

GIn

Arg

Ser
35

Ile

Arg

Met

Asp

Thr
115

493
107
PRT

Leu

Leu

20

Trp

Ser

Phe

Asn

Leu

100

Val

Val

5

Ser

Ile

Asn

Thr

Ser

85

Pro

Ser

Glu

Cys

Arg

Ser

Ile

70

Leu

Gly

Ser

Ser Gly Gly

Ala

GIn

Gly

55

Ser

Arg

Trp

Secuencia artificial

Ala

Ala

40

Ser

Arg

Ala

Tyr

Ser

25

Pro

Pro

Asp

Glu

Phe
105

Sin

Gly

Gly

Gly

Ile

Asn

Asp

90

Asp

445

secuencia senal

Leu Val Lys

Phe Thr Phe

Lys Gly Leu
45

Tyr Tyr Ala
60

Ala Lys Asn
75

Thr Ala Val

Leu Trp Gly

Pro

Ser

30

Glu

Asp

Ser

Tyr

Arg
110

Gly

Asp

Trp

Ser

Leu

Tyr

95

Gly

Gly

Tyr

Val

val

Tyr

80

Cys

Thr



<223> Sintética: VISTA.4 VK1 VL sin secuencia seial
<400> 493

Glu 1le Val Leu Thr GIn Ser Pro Ala Thr Leu Ser Leu Ser Pro Gly
1 5 10 15

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser GIn Ser Val Ser Ser Tyr
20 25 30

Leu Ala Trp Tyr GIn GIn Lys Pro Gly GIn Ala Pro Arg Leu Leu lle
35 40 45

Tyr Asp Ala Ser Asn Arg Ala Thr Gly I1le Pro Ala Arg Phe Ser Ala
50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Glu Pro
65 70 75 80

Glu Asp Phe Ala Val Tyr Tyr Cys GIn GIn Arg Asn Asn Trp Pro Arg
85 90 95

Thr Phe Gly GIn Gly Thr Lys Val Glu lle Lys
100 105

<210> 494
<211> 214
<212> PRT
<213> Secuencia artificial

<220>
<223> Sintética: VISTA.4 LC sin secuencia senal

<400> 494
Glu Ile Val Leu Thr GIn Ser Pro Ala Thr Leu Ser Leu Ser Pro Gly
1 5 10 15

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser GIn Ser Val Ser Ser Tyr
20 25 30

Leu Ala Trp Tyr GIn GIn Lys Pro Gly GIn Ala Pro Arg Leu Leu lle
35 40 45



Tyr Asp
50

Ser Gly
65

Glu Asp

Thr Phe

Pro Ser

Thr Ala

130

Lys Val

145

Glu Ser

Ser Thr

Ala Cys

Phe Asn
210

Ala

Ser

Phe

Gly

Val

115

Ser

GIn

Val

Leu

Glu

195

Arg

<210> 495

<211>
<212>
<213>

<220>
<223>

121
PRT
Secuencia artificial

<400> 495

Ser

Gly

Ala

GIn

100

Phe

Val

Trp

Thr

Thr

180

Val

Gly

Asn

Thr

Val

85

Gly

Val

Lys

Glu

165

Leu

Thr

Glu

Arg

Asp

70

Tyr

Thr

Phe

Cys

Val

150

GIn

Ser

His

Cys

Ala

55

Phe

Tyr

Lys

Pro

Leu

135

Asp

Asp

Lys

GIn

Sintética: VISTA.5 VH

Thr

Thr

Cys

val

Pro

120

Leu

Asn

Ser

Ala

Gly
200

Gly

Leu

GIn

Glu

105

Ser

Asn

Ala

Lys

Asp

185

Leu

Thr

GIn

90

Asp

Asn

Leu

Asp

170

Tyr

Ser

Pro

Ile

75

Arg

Lys

Glu

Phe

GIn

155

Ser

Glu

Ser

Ala

60

Ser

Asn

Arg

GIn

Tyr

140

Ser

Thr

Lys

Pro

Arg

Ser

Asn

Thr

Leu

125

Pro

Gly

Tyr

Val
205

Phe

Leu

Trp

val

110

Lys

Arg

Asn

Ser

Lys

190

Thr

Ser

Glu

Pro

95

Ala

Ser

Glu

Ser

Leu

175

Val

Lys

Ala

Pro

80

Arg

Ala

Gly

Ala

GIn

160

Ser

Ser



Ala Val

Ser Leu

Tyr Ala

Leu Gly

Glu Ser

65

Leu His

Ala Arg

Ala Gly

GIn

Ser

Trp

Phe

Arg

Leu

Ser

Thr
115

<210> 496

<211>
<212>
<213>

<220>
<223>

111
PRT

Leu

Leu
20

Asn

Asn

Leu
100

Thr

GIn

Thr

Trp

Gly

Ser

Ser

85

Tyr

Val

Glu

Cys

Tyr

Ile

70

Met

Gly

Thr

Ser

Thr

Arg

Ser

55

Thr

Thr

Gly

Val

Secuencia artificial

Sintética: VISTA.5 VK1 VL

<400> 496

Gly

Val

GIn

40

Gly

Arg

Thr

Ser

Ser
120

Pro

Thr

25

Phe

Asn

Glu

His
105

Ser

Asp 1le Val Leu Thr GIn Ser Pro Ala

1

5

Gly

10

Asp

Pro

Thr

Thr

Asp

90

Trp

Leu

Tyr

Gly

Asn

Ser

75

Thr

Tyr

Val

Ser

Ser

Tyr

60

Lys

Ala

Phe

Ser Leu Ala

10

GIn Arg Ala Thr Ile Ser Cys Arg Gly Ser Glu Ser

20

25

Gly Thr I1le Leu Met GIn Trp Tyr GIn GIn Lys Pro

35

40

Arg

Ile

Lys

45

Asn

Asn

Thr

Asp

val

Val

Gly
45

Pro Ser
15

Thr Ser
30

Leu Glu

Pro Ser

GIn Phe

Tyr Tyr
95

Val Trp
110

Ser Leu
15

Glu Tyr
30

GIn Pro

GIn

Asp

Trp

Leu

Phe

80

Cys

Gly

Gly

Tyr

Pro



Lys Leu Leu Ile Tyr Gly Ala Ser Asn Val Glu Ser
50 55 60

Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Ser
65 70 75

Pro Val Glu Glu Asp Asp Ile Ala Met Tyr Phe Cys
85 90

Lys Val Pro Trp Thr Phe Gly Gly Gly Thr Lys Leu
100 105

<210> 497

<211> 12

<212> PRT

<213> Secuencia artificial

<220>
<223> Sintética: hVISTA residuos 86 a 97

<400> 497

Arg Arg Pro lle Arg Asn Leu Thr Phe GIn Asp Leu
1 5 10

<210> 498

<211> 12

<212> PRT

<213> Secuencia artificial

<220>
<223> Sintética: hVISTA residuos 57 a 68

<400> 498

Leu Gly Pro Val Asp Lys Gly His Asp Val Thr Phe
1 5 10

<210> 499

<211> 18

<212> PRT

<213> Secuencia artificial

<220>
<223> Sintética: hVISTA residuos 148 a 165

<400> 499

Gly val

Leu Asn

GIn GIn

Glu Ile
110

Pro Ala

Ile His
80

Ser Arg
95

Lys



Val Val Glu lle Arg His His His Ser Glu His Arg Val His Gly Ala
1 5 10 15

Met Glu

<210> 500

<211> 11

<212> PRT

<213> Secuencia artificial

<220>
<223> Sintética: VL CDR1 VISTA.4

<400> 500

Arg Ala Ser GIn Ser Val Ser Ser Tyr Leu Ala
1 5 10

<210> 501

<211> 7

<212> PRT

<213> Secuencia artificial

<220>
<223> Sintética: VL CDR2 VISTA.4

<400> 501

Asp Ala Ser Asn Arg Ala Thr
1 5

<210> 502

<211> 9

<212> PRT

<213> Secuencia artificial

<220>
<223> Sintética: VL CDR3 VISTA.4

<400> 502

GIn GIn Arg Asn Asn Trp Pro Arg Thr
1 5

<210> 503

<211> 10

<212> PRT

<213> Secuencia artificial



<220>
<223> Sintética: VH CDR1 VISTA.4

<400> 503

Gly Phe Thr Phe Ser Asp Tyr Tyr Met Ser
1 5 10

<210> 504

<211> 17

<212> PRT

<213> Secuencia artificial

<220>
<223> Sintética: VH CDR2 VISTA.4

<400> 504

Tyr lle Ser Asn Ser Gly Ser Pro Ile Tyr Tyr Ala Asp Ser Val Lys
1 5 10 15

Gly

<210> 505

<211> 9

<212> PRT

<213> Secuencia artificial

<220>
<223> Sintética: VH CDR3 VISTA.4

<400> 505

Asp Leu Pro Gly Trp Tyr Phe Asp Leu
1 5

<210> 506

<211> 10

<212> PRT

<213> Secuencia artificial

<220>
<223> Sintética: VH CDR1 P1-065333

<400> 506

Gly Phe Pro Phe Ser Asp Tyr Tyr Met Ser
1 5 10



<210> 507

<211> 17

<212> PRT

<213> Secuencia artificial

<220>
<223> Sintética: VH CDR2 P1-065333

<400> 507

Trp lle Ser Asn Ser Gly Glu Pro Ile Tyr Tyr Ala Asp Ser Val Lys
1 5 10 15

Gly

<210> 508

<211> 9

<212> PRT

<213> Secuencia artificial

<220>
<223> Sintética: VH CDR3 P1-065333

<400> 508

Asp Glu Pro Gly Trp Glu Phe Asp Leu
1 5

<210> 509

<211> 10

<212> PRT

<213> Secuencia artificial

<220>
<223> Sintética: VH CDR1 P1-070976

<400> 509

Gly Phe Pro Phe Ser Asp Tyr Tyr Met Ser
1 5 10

<210> 510

<211> 17

<212> PRT

<213> Secuencia artificial

<220>



<223> Sintética: VH CDR2 P1-070976
<400> 510

Trp Ile Ser Asn Ser Gly Glu Pro Ile Tyr Tyr Ala Asp Ser Val Lys
1 5 10 15

Gly

<210> 511

<211> 9

<212> PRT

<213> Secuencia artificial

<220>
<223> Sintética: VH CDR3 P1-070976

<400> 511

His Glu Glu Gly Trp Glu Phe Asp Leu
1 5

<210> 512

<211> 10

<212> PRT

<213> Secuencia artificial

<220>
<223> Sintética: VH CDR1 P1-070976 H95D (P1-071799)

<400> 512
Gly Phe Pro Phe Ser Asp Tyr Tyr Met Ser
1 5 10

<210> 513

<211> 17

<212> PRT

<213> Secuencia artificial

<220>
<223> Sintética: VH CDR2 P1-070976 H95D (P1-071799)

<400> 513

Trp Ile Ser Asn Ser Gly Glu Pro Ile Tyr Tyr Ala Asp Ser Val Lys
1 5 10 15



Gly

<210> 514

<211> 9

<212> PRT

<213> Secuencia artificial

<220>
<223> Sintética: VH CDR3 P1-070976 H95D (P1-071799)

<400> 514

Asp Glu Glu Gly Trp Glu Phe Asp Leu
1 5

<210> 515

<211> 10

<212> PRT

<213> Secuencia artificial

<220>
<223> Sintética: VH CDR1 P1-070976 E97P (P1-071801)

<400> 515

Gly Phe Pro Phe Ser Asp Tyr Tyr Met Ser
1 5 10

<210> 516

<211> 17

<212> PRT

<213> Secuencia artificial

<220>
<223> Sintética: VH CDR2 P1-070976 E97P (P1-071801)

<400> 516
Trp Ile Ser Asn Ser Gly Glu Pro Ile Tyr Tyr Ala Asp Ser Val Lys
1 5 10 15

Gly

<210> 517

<211> 9

<212> PRT

<213> Secuencia artificial



<220>
<223> Sintética: VH CDR3 P1-070976 E97P (P1-071801)

<400> 517

His Glu Pro Gly Trp Glu Phe Asp Leu
1 5

<210> 518

<211> 10

<212> PRT

<213> Secuencia artificial

<220>
<223> Sintética: P1-60129 HC CDR1

<400> 518

Gly Phe Thr Leu Asp Asp Tyr Ala Met His
1 5 10

<210> 519

<211> 17

<212> PRT

<213> Secuencia artificial

<220>
<223> Sintética: P1-60129 HC CDR2

<400> 519
Gly 1le Asn Trp Asn Ser Ala Asn lle Gly Tyr Ala Asp Ser Val Lys
1 5 10 15

Gly

<210> 520

<211> 14

<212> PRT

<213> Secuencia artificial

<220>
<223> Sintética: P1-60129 HC CDR3

<400> 520

Val Pro Gly Tyr Ser Gly Gly Trp Ile Asp Ala Phe Asp Val
1 5 10



<210> 521

<211> 354

<212> ADN

<213> Secuencia artificial

<220>

<223> Sintética: ADN de 41F11 (VISTA.4) VH

<400> 521

caggtgcagt tggtggagtc tgggggaggc ttggtcaagc

tcctgtgcag cctctggatt caccttcagt gactattaca

ccagggaagg ggctggagtg ggtttcatac attagtaata

gcagactctg tgaagggccg attcaccatc tccagggaca

ctgcaaatga acagcctgag agccgaggac acggccgtgt

ccgggetggt acttcgatct ctggggccgt ggcaccctgg

<210> 522

<211> 98

<212> PRT

<213> Secuencia artificial

<220>

<223> Sintética: VH3 3-11 Segmento V

<400> 522

GIn Val GIn Leu Val Glu Ser Gly Gly Gly Leu

1 5 10

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe

20 25
Tyr Met Ser Trp lle Arg GIn Ala Pro Gly Lys
35 40

Ser Tyr lle Ser Ser Ser Gly Ser Thr lle Tyr
50 55

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala

65 70 75

ctggagggtc
tgagctggat
gtggtagtcc
acgccaagaa
attactgtgc

tcactgtctc

Val Lys Pro

Thr Phe Ser
30

Gly Leu Glu
45

Tyr Ala Asp
60

Lys Asn Ser

cctgagactc
ccgccaggcet
catatactac
ctcactgtat
gagagatctc

ctca

Gly Gly

15

Asp Tyr

Trp Val

Ser Val

Leu Tyr
80

60

120

180

240

300

354



Leu GIn Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys

Ala Arg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

85 90

523

16

PRT

Secuencia artificial

Sintética: JH2 2 Segmento J

523

95

Trp Tyr Phe Asp Leu Trp Gly Arg Gly Thr Leu Val Thr Val Ser Ser

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5 10

524
321
ADN
Secuencia artificial

Sintética: 41F11 (VISTA.4) VK1

524

gaaattgtgt tgacacagtc tccagccacc ctgtctttgt ctccagggga

ctctcctgca gggccagtca gagtgttagc agctacttag cctggtacca

ggccaggctc ccaggctcct catctatgat gcatccaaca gggccactgg

aggttcagtg ccagtgggtc tgggacagac ttcactctca ccatcagcag

gaagattttg cagtttatta ctgtcagcag cgtaacaact ggcctcggac

gggaccaagg tggaaatcaa a

<210>
<211>
<212>
<213>

<220>
<223>

<400>

525
94
PRT
Secuencia artificial

Sintética: VK3 L6 Segmento V

525

15

aagagccacc
acagaaacct
catcccagcc
cctagagcct

gttcggccaa

60

120

180

240

300

321



Glu Ile Val Leu Thr GIn Ser Pro

Glu Arg Ala Thr Leu Ser Cys Arg

20

Leu Ala Trp Tyr GIn GIn Lys Pro

35 40

Tyr Asp Ala Ser Asn Arg Ala Thr

50

55

Ser Gly Ser Gly Thr Asp Phe Thr

65

Glu Asp Phe Ala Vval Tyr Tyr Cys

<210>
<211>
<212>
<213>

<220>
<223>

<400>

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

85

526

11

PRT

Secuencia artificial

Sintética: JK1 Segmento J

526

527
107
PRT
Secuencia artificial

Sintética: Vista VK2

527

Ala

Ala

25

Gly

Gly

Leu

GIn

Thr

10

Ser

GIn

Ile

Thr

GIn
90

10

Leu

GIn

Ala

Pro

Ile

75

Arg

Thr Phe Gly GIn Gly Thr Lys Val Glu lle Lys
5

Ser

Ser

Pro

Ala

60

Ser

Ser

Leu

Val

Arg

Arg

Ser

Asn

Ser

Ser

30

Leu

Phe

Leu

Trp

Pro Gly

15

Ser Tyr

Leu Ile

Ser Gly

Glu Pro
80

Asp lle GIn Met Thr GIn Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1

5

10

15

Asp Arg Val Thr I1le Thr Cys Arg Ala Ser GIn Gly Ile Ser Ser Trp

20

25

30



Leu Ala Trp Tyr GIn GIn Lys
35

Tyr Ala Ala Ser Ser Leu GIn
50 55

Ser Gly Ser Gly Thr Asp Phe
65 70

Glu Asp Phe Ala Thr Tyr Tyr
85

Thr Phe Gly GIn Gly Thr Lys
100

<210>
<211>
<212>
<213>

528
321
ADN
Secuencia artificial

<220>
<223> Sintética: Vista VK2

<400> 528

Pro

40

Ser

Thr

Cys

Val

Glu Lys Ala

Gly val Pro

Leu Thr 1lle
75

GIn GIn Tyr
90

Glu lle Lys
105

gacatccaga tgacccagtc tccatcctca ctgtctgcat

atcacttgtc gggcgagtca gggtattagc

gagaaagccc ctaagtccct

aggttcagcg gcagtggatc tgggacagat

gaagattttg caacttatta ctgccaacag

gggaccaagg tggaaatcaa a

<210> 529

<211> 94

<212> PRT

<213> Secuencia artificial

<220>
<223>

<400> 529

gatctatgct

agctggttag
gcatccagtt
ttcactctca

tataatagtt

Sintética: VK1 L15 Segmento V

Pro Lys Ser Leu lle
45

Ser Arg Phe Ser Gly
60

Ser Ser Leu GIn Pro
80

Asn Ser Tyr Pro Arg
95

ctgtaggaga cagagtcacc
cctggtatca gcagaaacca
tgcaaagtgg ggtcccatca
ccatcagcag cctgcagcct

accctcggac gttcggccaa

60

120

180

240

300

321



Asp 1le GIn Met Thr GIn Ser Pro Ser

Asp Arg Val Thr Ile Thr Cys Arg Ala

20 25

Leu Ala Trp Tyr GIn GIn Lys Pro Glu

50

65

<210>
<211>

35 40
Tyr Ala Ala Ser Ser Leu GIn Ser Gly
55
Ser Gly Ser Gly Thr Asp Phe Thr Leu
70
Glu Asp Phe Ala Thr Tyr Tyr Cys GlIn
85
530
11
PRT

<212>
<213>

<220>
<223>

<400>

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Secuencia artificial

Sintética: JK1 1 Segmento J

530

531
108
PRT
Secuencia artificial

Sintética: Vista VK3

531

Ser

10

Ser

Lys

val

Thr

GIn
90

10

Leu

GIn

Ala

Pro

Ile

75

Tyr

Thr Phe Gly GIn Gly Thr Lys Val Glu lle Lys
5

Ser

Gly

Pro

Ser

60

Ser

Asn

Ala

Lys

45

Arg

Ser

Ser

Ser

Ser

30

Ser

Phe

Leu

Tyr

Val

15

Ser

Leu

Ser

GIn

Gly

Trp

Ile

Gly

Pro
80

Glu Ile Vval Leu Thr GIn Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly

1

5

10

15

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser GIn Ser Val Ser Ser Ser

20 25

30



Tyr Leu Ala Trp Tyr GIn GIn Lys

35

Ile Tyr Gly Ala Ser Ser Arg

50

Gly Ser Gly Ser Gly Thr Asp
65 70

Pro Glu Asp Phe Ala Val Tyr

85

Trp Thr Phe Gly GIn Gly Thr

100

<210> 532
<211> 324
<212> ADN

40

55

<213> Secuencia artificial

<220>

<223> Sintética: Vista VK3

<400> 532
gaaattgtgt tgacgcagtc

ctctcctgca gggccagtca
cctggccagg ctcccaggcet
gacaggttca gtggcagtgg
cctgaagatt ttgcagtgta
caagggacca aggtggaaat
<210> 533

<211> 95
<212> PRT

tccaggcacc
gagtgttagc
cctcatctat
gtctgggaca
ttactgtcag

Caaa

<213> Secuencia artificial

<220>

Pro Gly GIn

Ala Thr Gly lle

Phe Thr Leu Thr

75

Tyr Cys GIn GIn

90

Lys Vval Glu lle

105

ctgtctttgt
agcagctact
ggtgcatcca
gacttcactc

cagtatggta

<223> Sintética: VK3 A27 Segmento V

<400> 533

Ala Pro Arg Leu Leu
45

Pro Asp Arg Phe Ser
60

Ile Ser Arg Leu Glu
80

Tyr Gly Ser Ser Pro
95

Lys

ctccagggga aagagccacc
tagcctggta ccagcagaaa
gcagggccac tggcatccca
tcaccatcag cagactggag

gctcaccgtg gacgttcggc

60

120

180

240

300

324



Glu lle

Glu Arg

Tyr Leu

50

Gly Ser

Pro Glu

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Val Leu Thr GIn Ser Pro Gly

Ala Thr Leu Ser Cys Arg Ala
20 25

Ala Trp Tyr GIn GIn Lys Pro
35 40

Gly Ala Ser Ser Arg Ala Thr

Gly Ser Gly Thr Asp Phe Thr
70

Asp Phe Ala val Tyr Tyr Cys
85

534

12

PRT

Secuencia artificial

Sintética: JK1 1 Segmento J

534

Thr

10

Ser

Gly

Gly

Leu

GIn
90

Leu

GIn

GIn

Thr
75

GIn

Ser

Ser

Ala

Pro

60

Ile

Tyr

Trp Thr Phe Gly GIn Gly Thr Lys Val Glu lle Lys

1

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>

5

535
200
PRT
Homo sapiens

misc_feature

(1) --(200)

fragmento de dominio extracelular de VISTA humano

535

10

Leu

Val

Pro

45

Asp

Ser

Gly

Ser

Ser

30

Arg

Arg

Arg

Ser

Pro

15

Ser

Leu

Phe

Leu

Ser
95

Gly

Ser

Leu

Ser

Glu
80

Met Gly Val Pro Thr Ala Leu Glu Ala Gly Ser Trp Arg Trp Gly Ser

1

5

10

15



Leu

Phe

Asn

Asp

65

GIn

Leu

Leu

Phe

Cys

145

Asn

Ala

Leu

Lys

Val

50

Val

Thr

His

Ala

Ser

130

Cys

Gly

Cys

Ala

Phe

Val

35

Thr

Thr

Cys

Leu

GIn

115

Ile

Leu

Ala

Val

Ala
195

Ala

20

Ala

Leu

Phe

Ser

His

100

Arg

Thr

Val

Met

Val

180

Leu

Leu

Thr

Thr

Tyr

Glu
85

Met

Val

Glu

165

Tyr

Ala

Phe

Pro

Cys

Lys

70

Arg

Gly

Gly

Arg

Glu

150

Leu

Pro

Thr

Leu

Tyr

Arg

55

Thr

Arg

Gly

Leu

Asn

135

Ile

GIn

Ser

Gly

Ala

Ser

40

Leu

Trp

Pro

His

Glu

120

Leu

Arg

Val

Ser

Ala
200

Ala

25

Leu

Leu

Tyr

Ile

GIn

105

Ser

Thr

His

GIn

Ser
185

Ser

Tyr

Gly

Arg

Arg

90

Ala

Ala

Leu

Thr
170

GIn

Leu

val

Pro

Ser

75

Asn

Ala

Ser

Leu

His

155

Gly

Asp

Cys

Val

60

Ser

Leu

Asn

Asp

Asp

140

Ser

Lys

Ser

Pro

Pro

45

Asp

Arg

Thr

Thr

His

125

Ser

Glu

Asp

Glu

Val

30

Glu

Lys

Gly

Phe

Ser
110

Ala

Asn
190

Ala

Gly

Gly

Glu

GIn

95

His

Gly

Leu

Arg

Pro

175

Ile

Ala

GIn

His

Val

80

Asp

Asp

Asn

Tyr

Val

160

Ser

Thr



