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gggttcacac

aagctcaacc

ttcaaacact

gtcaacgacg

gcagacaaac

ggcatgttca

gttctggagt

agctaggggc

acgggaacaa

gcaaaaccta

acgtcatcgt

tctctgaaaa

tgaaaaagaa

agctgggtgt

agcagtcccc

tccggaacat

agaaggtcct

tggagtcctg

tgcaggagtt

atgacacaga

caggattcca

acatgaacat

gagcttttca

ggctgcagct

cagtctcttc

gcagcacctg

catcaacatg

gccctccacc

gaggaacctc

aaaaaccaag

ggaccaggag

acagccacag

tttcaagcag

taacacagtc

ccgtagcatg

ccaccacctc

ccagtccggce

cctcaacaac

cgactttgac

tgcatttgac

caccatgtat



<210> 3

<211> 720
<212> ADN
<213>
<220>
<223>
<220>
<221>
<223>
<400> 3
ccactacggg
60
ggttataatt
120
gagcggttac
180
cgctctaaaa
240
gaggcaaggc
300
ccccccecceccee
360
cttaggctct
420
atccactacg
480
ctggttataa
540
ctgagcggtt
600
ctcgctctaa
660
agtcacaccc
720

<210> 4

<211> 22

tctaggctgce

aaccccaaca

cccaccccgg

ataaccctgt

ctggggacac

caacacctgc

gtacaccatg

ggtctaggcect

ttaaccccaa

accccacccce

aaataaccct

tgtaggctcc

Secuencia Artificial

Polinucledétido sintético

misc caracteristica
promotor tMCK

ccatgtaagg

cctgctgcecc

tgcctgggtce

ccctggtgga

ccgagatgcc

tgcctgagcece

gaggagaagc

gcccatgtaa

cacctgctgc

ggtgcctggg

gtccctggtg

tctatataac

aggcaaggcc

cccececeeccecce

ttaggctctg

tccactacgg

tggttataat

tgagcggtta

tcgctctaaa

ggaggcaagg

ccceececececcecece

tcttaggctc

gatcctcccect

ccaggggcac

tggggacacc

aacacctgct

tacaccatgg

gtctaggctg

taaccccaac

ccccecaccecceccg

aataaccctg

cctggggaca

ccaacacctg

tgtacaccat

ggggacagcc

aggggctgcecc

cgagatgcct

gcctgagcect

aggagaagct

cccatgtaag

acctgctgcecc

gtgcctgggt

tccctggtgg

cccgagatgce

ctgcctgagc

ggaggagaag

cctcctggcet

cccgggtcac



<212>
<213>

<220>
<223>

<220>
<221>
<223>

<400>

ADN
Secuencia Artificial

Polinucledétido sintético

misc caracteristica
cebador directo de MCK

4

cccgagatgc ctggttataa tt

22

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<223>

<400>

5

19

ADN

Secuencia Artificial

Polinucledétido sintético

misc caracteristica
cebador inverso de MCK

5

gctcaggcag caggtgttg

19

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<223>

<400>

6

22

ADN

Secuencia Artificial

Polinucledétido sintético

misc caracteristica
sonda de MCK

6

ccagacatgt ggctgctccc cc

22

<210>
<211>

7
821



<212>
<213>

<400>

PRT
Homo

Met Pro Thr

1

Pro

Glu

Arg

His

65

Pro

Phe

Ile

Cys

Leu

145

Gly

Val

Lys

Arg

Ala

Asn

50

Lys

Pro

Val

Asp

Trp

130

Phe

Ile

Ile

Ser

Ser

Gly

35

Phe

Lys

Asp

Trp

Gly

115

Phe

Arg

Phe

Asp

Asn

Sapiens

Val Ile
5

Pro Gly
20

Gly Gly

Pro Ile

Cys Leu

Glu Thr
85

Lys Arg
100

Ala Asn

Leu Ala

Val Ile

His Phe
165

Asp Cys
180

His Arg

Ser

Pro

Asn

Ile

Glu

70

Ser

Pro

Arg

Ala

Pro

150

Gln

Leu

Asn

Ala

Val

Pro

Gly

55

Lys

Leu

Pro

Thr

Ile

135

His

Phe

Pro

Glu

Ser

Pro

Ser

40

Val

Lys

Phe

Glu

Asp

120

Ala

Asp

Trp

Thr

Phe

Val

His

25

Gly

Lys

Val

Tyr

Ile

105

Ile

Cys

Gln

Arg

Tyr

185

Trp

Ala

10

Pro

Ile

Glu

Leu

Ser

90

Cys

Cys

Leu

Ser

Tyr

170

Asn

Ser

Pro

Ala

Tyr

Lys

Tyr

75

Gln

Glu

Gln

Thr

Phe

155

Gly

Asn

Ala

Arg

Gln

Ser

Thr

60

Val

Lys

Asn

Gly

Leu

140

Ile

Glu

Gln

Leu

Thr

Ser

Ala

45

Phe

Asp

Phe

Pro

Glu

125

Asn

Glu

Trp

Leu

Leu

Ala

Lys

30

Ile

Glu

Pro

Pro

Arg

110

Leu

Gln

Asn

Val

Val

190

Glu

Ala

15

Ala

Ile

Gln

Glu

Ile

95

Phe

Gly

His

Tyr

Asp

175

Phe

Lys

Glu

Thr

Ser

Leu

Phe

80

Gln

Ile

Asp

Leu

Ala

160

Val

Thr

Ala



Tyr

Thr

225

Ile

Glu

Thr

Arg

Asp

305

Gln

Ser

Leu

Trp

Ala

385

Tyr

Ala

210

Glu

Arg

Arg

Tyr

Met

290

Pro

Tyr

Val

Val

Ser

370

Arg

Glu

195

Lys

Ala

Asp

Gly

Gly

275

Val

Arg

Glu

Thr

Arg

355

Asp

Leu

Asp

Leu

Met

Ala

Ser

260

Thr

Arg

Gly

Thr

Gly

340

Leu

Arg

Gln

Phe

His

Glu

Pro

245

Leu

Ser

Asn

Ser

Arg

325

Leu

Arg

Trp

His

Ile
405

Gly

Asp

230

Ser

Met

Pro

Met

Asp

310

Met

Asp

Asn

Lys

Gln

390

Tyr

Ser

215

Phe

Asp

Gly

Ser

Asp

295

Glu

Ala

Glu

Pro

Asp

375

Val

His

200

Tyr

Thr

Met

Cys

Gly

280

Asn

Arg

Cys

Val

Trp

360

Trp

Thr

Phe

Glu

Gly

Tyr

Ser

265

Leu

Ser

Pro

Gly

Pro

345

Gly

Ser

Glu

Thr

Ala

Gly

Lys

250

Ile

Asn

Leu

Thr

Leu

330

Phe

Gln

Phe

Asp

Lys
410

Leu

Val

235

Ile

Asp

Met

Leu

Arg

315

Val

Lys

Val

Val

Gly

395

Leu

Lys

220

Ala

Met

Asp

Gly

Gln

300

Thr

Arg

Gly

Glu

Asp

380

Glu

Glu

205

Gly

Glu

Lys

Gly

Glu

285

Asp

Ile

Gly

Glu

Trp

365

Lys

Phe

Ile

Gly

Phe

Lys

Thr

270

Leu

Ser

Ile

His

Lys

350

Asn

Asp

Trp

Cys

Asn

Phe

Ala

255

Asn

Ile

Asp

Pro

Ala

335

Val

Glu

Met

Asn
415

Thr

Glu

240

Ile

Met

Ala

Leu

Val

320

Tyr

Ser

Lys

Ser

400

Leu



Thr

Val

Asn

Leu

465

Leu

Ala

Met

Ala

Gln

545

Tyr

Lys

Pro

Ala

Lys

Ala

Asn

Phe

450

Glu

Val

Ser

His

Ser

530

Arg

Glu

Arg

Val

Asn

610

Gly

Asp

Glu

435

Pro

Glu

Ala

Leu

Gly

515

Lys

Phe

Pro

Asn

Lys

595

Ser

Lys

Ala

420

Gly

Asp

Asp

Leu

Phe

500

Asn

Ala

Arg

His

Leu

580

Lys

Asn

Thr

Leu

Arg

Thr

Asp

Met

485

Thr

Lys

Arg

Leu

Gln

565

Ser

Lys

Lys

Ser

Gln

Trp

Phe

Asp

470

Gln

Ile

Gln

Ser

Pro

550

Glu

Glu

Lys

Glu

Pro

Ser

Val

Trp

455

Pro

Lys

Gly

His

Lys

535

Pro

Gly

Glu

Thr

Leu

615

Asp

Asp

Arg

440

Thr

Asp

Asn

Phe

Leu

520

Thr

Ser

Glu

Val

Lys

600

Gly

Lys

Lys

425

Gly

Asn

Asp

Arg

Ala

505

Gln

Tyr

Glu

Phe

Glu

585

Pro

Val

Gln

Leu

Cys

Pro

Ser

Arg

490

Ile

Lys

Ile

Tyr

Ile

570

Asn

Ile

Asp

Lys

Gln

Ser

Gln

Glu

475

Lys

Tyr

Asp

Asn

Val

555

Leu

Thr

Ile

Gln

Gln

Thr

Ala

Tyr

460

Val

Asp

Glu

Phe

Met

540

Ile

Arg

Ile

Phe

Glu

620

Ser

Trp

Gly

445

Arg

Ile

Arg

Val

Phe

525

Arg

Val

Val

Ser

Val

605

Ser

Pro

Thr

430

Gly

Leu

Cys

Lys

Pro

510

Leu

Glu

Pro

Phe

Val

590

Ser

Glu

Gln

Val

Cys

Lys

Ser

Leu

495

Lys

Tyr

Val

Ser

Ser

575

Asp

Asp

Glu

Pro

Ser

Arg

Leu

Phe

480

Gly

Glu

Asn

Ser

Thr

560

Glu

Arg

Arg

Gln



625

Pro

Ile

Leu

Thr

Asp

705

Trp

Asp

Asp

Arg

Cys

785

Lys

Leu

Gly

Phe

Lys

His

690

Thr

Asn

Gln

Ala

Tyr

770

Phe

Asp

Thr

<210>
<211>
<212>

Ser

Lys

Lys

675

Gly

Asp

Lys

Ser

Gly

755

Ala

Val

Gly

Met

19
ADN

Ser

Gln

660

Val

Phe

Gly

Ile

Gly

740

Phe

Asp

Arg

Asp

Tyr
820

Asp

645

Ile

Leu

Thr

Ser

Lys

725

Thr

His

Lys

Leu

630

Gln

Ala

Asn

Leu

Gly

710

Ala

Ile

Leu

His

Glu
790

Gly Ile

805

Ala

Glu

Gly

Thr

Glu

695

Lys

Trp

Asn

Asn

Met

775

Gly

Ile

Ser

Asp

Val

680

Ser

Leu

Gln

Ser

Asn

760

Asn

Met

Lys

Glu

Asp

665

Val

Cys

Asn

Lys

Tyr

745

Gln

Ile

Phe

Leu

Glu

650

Met

Asn

Arg

Leu

Ile

730

Glu

Leu

Asp

Arg

Asn
810

635

Gln

Glu

Lys

Ser

Gln

715

Phe

Met

Tyr

Phe

Ala

795

Val

Gln

Ile

His

Met

700

Glu

Lys

Arg

Asp

Asp

780

Phe

Leu

Gln

Cys

Lys

685

Ile

Phe

His

Asn

Ile

765

Ser

His

Glu

Phe

Ala

670

Asp

Ala

His

Tyr

Ala

750

Ile

Phe

Ala

Trp

Arg

655

Asp

Leu

Leu

His

Asp

735

Val

Thr

Ile

Phe

Leu
815

640

Asn

Glu

Lys

Met

Leu

720

Thr

Asn

Met

Cys

Asp

800

Gln



<213>

<220>
<223>

<400>

Secuencia Artificial

Cebador sintético

8

cggagagcaa ctgcataag

19

<210>
<211>
<212>
<213>

<220>
<223>

<400>

9

20

ADN

Secuencia Artificial

Cebador sintético

9

ggctgatgat ggctgaatag
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