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<210> 1

<211> 294

<212> ADN

<213> Homo sapiens

<400> 1
cttgataatg aaaagtcaaa cggaacaatc attcacgtga agggcaagca cctetgtccg 60

tcacccttgt tccctggtee atccaagceca ttctgggtgt tggtegtagt gggtggagtc 120
ctcgcttgtt actctctget cgtcaccgtg gcettttataa tcttctgggt tagatccaaa 180
agaagccgcc tgctccatag cgattacatg aatatgactc cacgccgecc tggecccaca 240
aggaaacact accagcctta cgcaccacct agagatttcg ctgcctatcg gage 294
<210> 2

<211> 98

<212> PRT

<213> Homo sapiens

<400> 2

Leu Asp Asn Glu Lys Ser Asn Gly Thr lle lle His Val Lys Gly Lys

1 5 10 15

His Leu Cys Pro Ser Pro Leu Phe Pro Gly Pro Ser Lys Pro Phe Trp
20 25 30

Confidencial



Confidencial

Val Leu Val Val Val Gly Gly Val Leu Ala Cys Tyr Ser Leu Leu Val
35 40 45

Thr Val Ala Phe lle Ile Phe Trp Val Arg Ser Lys Arg Ser Arg Leu
50 55 60

Leu His Ser Asp Tyr Met Asn Met Thr Pro Arg Arg Pro Gly Pro Thr
65 70 75 80

Arg Lys His Tyr GIn Pro Tyr Ala Pro Pro Arg Asp Phe Ala Ala Tyr
85 90 95

Arg Ser

<210> 3

<211> 90

<212> ADN

<213> Homo sapiens

<400> 3
cttgataatg aaaagtcaaa cggaacaatc attcacgtga agggcaagcea cetetgtccg 60

tcacccttgt tccctggtec atccaageca 90

<210> 4

<211> 30

<212> PRT

<213> Homo sapiens

<400> 4
Leu Asp Asn Glu Lys Ser Asn Gly Thr lle lle His Val Lys Gly Lys
1 5 10 15

His Leu Cys Pro Ser Pro Leu Phe Pro Gly Pro Ser Lys Pro
20 25 30

<210> 5
<211> 81
<212> ADN



<213> Homo sapiens

<400> 5
ttctgggtgt tggtcgtagt gggtggagte ctegcettgtt actctectget cgtcacegtg 60

gcttttataa tcttctgggt t 81

<210> 6

<211> 27

<212> PRT

<213> Homo sapiens

<400> 6

Phe Trp Val Leu Val Val Val Gly Gly Val Leu Ala Cys Tyr Ser Leu
1 5 10 15

Leu Val Thr Val Ala Phe lle Ile Phe Trp Val
20 25

<210> 7

<211> 123

<212> ADN

<213> Homo sapiens

<400> 7
agatccaaaa gaagccgcct getccatage gattacatga atatgactce acgecgeect 60

ggccccacaa ggaaacacta ccagecttac gecaccaccta gagatttege tgectatcgg 120
agc 123

<210> 8

<211> 41

<212> PRT

<213> Homo sapiens

<400> 8

Arg Ser Lys Arg Ser Arg Leu Leu His Ser Asp Tyr Met Asn Met Thr
1 5 10 15

Pro Arg Arg Pro Gly Pro Thr Arg Lys His Tyr GIn Pro Tyr Ala Pro
20 25 30

Confidencial
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Pro Arg Asp Phe Ala Ala Tyr Arg Ser
35 40

<210> 9

<211> 336

<212> ADN

<213> Homo sapiens

<400> 9
agggtgaagt tttccagatc tgcagatgca ccagegtatc agcagggceca gaaccaacty 60

tataacgagc tcaacctggg acgcagggaa gagtatgacg ttttggacaa gcgcagagga 120
cgggaccctg agatgggtgg caaaccaaga cgaaaaaacc cccaggaggg tctctataat 180
gagctgcaga aggataagat ggctgaagcc tattctgaaa taggcatgaa aggagagcgg 240
agaaggggaa aagggcacga cggtttgtac cagggactca gcactgctac gaaggatact 300
tatgacgctc tccacatgca agccctgceca cctagg 336

<210> 10

<211> 112

<212> PRT

<213> Homo sapiens

<400> 10

Arg Val Lys Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr GIn GIn Gly

1 5 10 15

GIn Asn GIn Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg Glu Glu Tyr
20 25 30

Asp Val Leu Asp Lys Arg Arg Gly Arg Asp Pro Glu Met Gly Gly Lys
35 40 45

Pro Arg Arg Lys Asn Pro GIn Glu Gly Leu Tyr Asn Glu Leu GIn Lys
50 55 60

Asp Lys Met Ala Glu Ala Tyr Ser Glu lle Gly Met Lys Gly Glu Arg
65 70 75 80



Arg Arg Gly Lys Gly His Asp Gly Leu Tyr GIn Gly Leu Ser Thr Ala
85 90 95

Thr Lys Asp Thr Tyr Asp Ala Leu His Met GIn Ala Leu Pro Pro Arg
100 105 110

<210> 11

<211> 117

<212> ADN

<213> Homo sapiens

<400> 11
attgaggtga tgtatccacc gecttacctg gataacgaaa agagtaacgg taccatcatt 60

cacgtgaaag gtaaacacct gtgtccttct cccctcttce ccgggcecatc aaagece 117

<210> 12

<211> 39

<212> PRT

<213> Homo sapiens

<400> 12

lle Glu Val Met Tyr Pro Pro Pro Tyr Leu Asp Asn Glu Lys Ser Asn
1 5 10 15

Gly Thr lle lle His Val Lys Gly Lys His Leu Cys Pro Ser Pro Leu
20 25 30

Phe Pro Gly Pro Ser Lys Pro
35

<210> 13

<211> 288

<212> ADN

<213> Homo sapiens

<400> 13
gctgcagceat tgagcaactc aataatgtat tttagtcact ttgtaccagt gttcttgccg 60

gctaagecta ctaccacace cgetccacgg ccacctacee cagetectac catcgettca 120

cagcctctgt ccctgegecce agaggcttge cgaccggecy cagggggegc tgttcatace 180

Confidencial



agaggactgg atttcgcctg cgatatctat atctgggeac ccctggecgg aacctgegge 240

gtactcctgc tgtccctggt catcacgcetc tattgtaatc acaggaac 288

<210> 14

<211> 96

<212> PRT

<213> Homo sapiens

<400> 14
Ala Ala Ala Leu Ser Asn Ser lle Met Tyr Phe Ser His Phe Val Pro
1 5 10 15

Val Phe Leu Pro Ala Lys Pro Thr Thr Thr Pro Ala Pro Arg Pro Pro
20 25 30

Thr Pro Ala Pro Thr Ile Ala Ser GIn Pro Leu Ser Leu Arg Pro Glu
35 40 45

Ala Cys Arg Pro Ala Ala Gly Gly Ala Val His Thr Arg Gly Leu Asp
50 55 60

Phe Ala Cys Asp lle Tyr lle Trp Ala Pro Leu Ala Gly Thr Cys Gly
65 70 75 80

Val Leu Leu Leu Ser Leu Val lle Thr Leu Tyr Cys Asn His Arg Asn
85 90 95

<210> 15

<211> 381

<212> ADN

<213> Homo sapiens

<400> 15
caggtcacct tgaaggagtc tggtcctgtg ctggtgaaac ccacagagac cctcacgctg 60

acctgcaccg tctctgggtt ctcactcatc aatgctagaa tgggtgtgag ctggatccgt 120
cagcecccag ggaaggecct ggagtggcett geacacattt tttcgaatge cgaaaaatcg 180

tacaggacat ctctgaagag caggctcacc atctccaagg acacctccaa aagccaggty 240

Confidencial



gtccttacca tgaccaacat ggaccctgtg gacacagcca catattactg tgcacggata
ccaggctacg gtggtaacgg ggactaccac tactacggta tggacgtctg gggccaaggg
accacggtca ccgtctcctc a 381

<210> 16

<211> 127

<212> PRT

<213> Homo sapiens

<400> 16

GIn Val Thr Leu Lys Glu Ser Gly Pro Val Leu Val Lys Pro Thr Glu
1 5 10 15

Thr Leu Thr Leu Thr Cys Thr Val Ser Gly Phe Ser Leu lle Asn Ala
20 25 30

Arg Met Gly Val Ser Trp lle Arg GIn Pro Pro Gly Lys Ala Leu Glu
35 40 45

Trp Leu Ala His lle Phe Ser Asn Ala Glu Lys Ser Tyr Arg Thr Ser
50 55 60

Leu Lys Ser Arg Leu Thr Ile Ser Lys Asp Thr Ser Lys Ser Gin Val
65 70 75 80

Val Leu Thr Met Thr Asn Met Asp Pro Val Asp Thr Ala Thr Tyr Tyr
85 90 95

Cys Ala Arg lle Pro Gly Tyr Gly Gly Asn Gly Asp Tyr His Tyr Tyr
100 105 110

Gly Met Asp Val Trp Gly GIn Gly Thr Thr Val Thr Val Ser Ser
115 120 125

<210> 17
<211> 7
<212> PRT

300

360

Confidencial



<213> Homo sapiens
<400> 17

Asn Ala Arg Met Gly Val Ser
1 5

<210> 18

<211> 16

<212> PRT

<213> Homo sapiens

<400> 18
His Ile Phe Ser Asn Ala Glu Lys Ser Tyr Arg Thr Ser Leu Lys Ser
1 5 10 15

<210> 19

<211> 17

<212> PRT

<213> Homo sapiens

<400> 19

lle Pro Gly Tyr Gly Gly Asn Gly Asp Tyr His Tyr Tyr Gly Met Asp
1 5 10 15

Val

<210> 20

<211> 324

<212> ADN

<213> Homo sapiens

<400> 20
gacatccaga tgacccagtc tccatcctce ctgtctgeat ctctaggaga cagagtcace 60

atcacttgcc gggcaagtca gggcattaga aatgatttag getggtatca gcagaaacca 120
gggaaagcecc ctaagegect gatctatget tcatccactt tgcaaagtgg ggtcccatca 180
aggttcagcg gcagtggatc tgggacagag ttcactctca caatcagcag cctgcagect 240

gaagattttg caacttatta ctgtctacag cataataatt tcccgtggac gttcggtcag 300
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ggaacgaagg tggaaatcaa acga 324

<210> 21

<211> 108

<212> PRT

<213> Homo sapiens

<400> 21
Asp lle GIn Met Thr GIn Ser Pro Ser Ser Leu Ser Ala Ser Leu Gly
1 5 10 15

Asp Arg Val Thr lle Thr Cys Arg Ala Ser GIn Gly lle Arg Asn Asp
20 25 30

Leu Gly Trp Tyr GIn GIn Lys Pro Gly Lys Ala Pro Lys Arg Leu lle
35 40 45

Tyr Ala Ser Ser Thr Leu GIn Ser Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr lle Ser Ser Leu GIn Pro
65 70 75 80

Glu Asp Phe Ala Thr Tyr Tyr Cys Leu GIn His Asn Asn Phe Pro Trp

85 90 95

Thr Phe Gly GIn Gly Thr Lys Val Glu lle Lys Arg
100 105

<210> 22

<211> 11

<212> PRT

<213> Homo sapiens

<400> 22
Arg Ala Ser GIn Gly Ile Arg Asn Asp Leu Gly
1 5 10

<210> 23

Confidencial



<211> 7

<212> PRT

<213> Homo sapiens
<400> 23

Ala Ser Ser Thr Leu GIn Ser
1 5

<210> 24

<211> 9

<212> PRT

<213> Homo sapiens
<400> 24

Leu GIn His Asn Asn Phe Pro Trp Thr
1 5

<210> 25

<211> 375

<212> ADN

<213> Homo sapiens

<400> 25
caggtcacct tgaaggagtc tggtcctgtg ctggtgaaac ccacagagac cctcacgctg 60

acctgcaccg tctctgggtt ctcactcagg aatgctagaa tgggtgtaag ctggatcegt 120
cagcctcececg ggaaggecct ggagtggctt gecacacattt tttcgaatga cgaaaaaacc 180
tacagcacat ctctgaagag caggctcacc atctccaggg acacctccaa aggccaggtg 240
gtccttacca tgaccaagat ggaccctgtg gacacagcca catattactg tgcacggata 300
ccctactatg gttcggggag tcataactac ggtatggacg tctggggeca agggaccacg 360
gtcaccgtct cctca 375

<210> 26

<211> 125

<212> PRT

<213> Homo sapiens

<400> 26

GIn Val Thr Leu Lys Glu Ser Gly Pro Val Leu Val Lys Pro Thr Glu

Confidencial



1 5 10 15

Thr Leu Thr Leu Thr Cys Thr Val Ser Gly Phe Ser Leu Arg Asn Ala
20 25 30

Arg Met Gly Val Ser Trp lle Arg GIn Pro Pro Gly Lys Ala Leu Glu
35 40 45

Trp Leu Ala His Ile Phe Ser Asn Asp Glu Lys Thr Tyr Ser Thr Ser
50 55 60

Leu Lys Ser Arg Leu Thr lle Ser Arg Asp Thr Ser Lys Gly GIn Val
65 70 75 80

Val Leu Thr Met Thr Lys Met Asp Pro Val Asp Thr Ala Thr Tyr Tyr
85 90 95

Cys Ala Arg lle Pro Tyr Tyr Gly Ser Gly Ser His Asn Tyr Gly Met
100 105 110

Asp Val Trp Gly GIn Gly Thr Thr VVal Thr Val Ser Ser
115 120 125

<210> 27

<211> 15

<212> PRT

<213> Homo sapiens

<400> 27

lle Pro Tyr Tyr Gly Ser Gly Ser His Asn Tyr Gly Met Asp Val
1 5 10 15

<210> 28

<211> 324

<212> ADN

<213> Homo sapiens

<400> 28
gacatccaga tgacccagtc tccatcctce ctgtctgeat ctgtaggaga cagagtcacce 60
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atcacttgcc gggcaagtca ggacattaga aatgatttcg gectggtatca acagaaacca 120
gggaaagccc ctcagegect getctatget geatccactt tgcaaagtgg ggtcccatca 180
aggttcagcg gcagtggatc tgggacagaa ttcactctca caatcagcag cctgcagect 240
gaagattttg caacttatta ctgtctacag tataatactt acccgtggac gttcggtcag 300
ggaacgaagg tggaaatcaa acga 324

<210> 29

<211> 108

<212> PRT

<213> Homo sapiens

<400> 29

Asp lle GIn Met Thr GIn Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1 5 10 15

Asp Arg Val Thr lle Thr Cys Arg Ala Ser GIn Asp lle Arg Asn Asp
20 25 30

Phe Gly Trp Tyr GIn GIn Lys Pro Gly Lys Ala Pro GIn Arg Leu Leu
35 40 45

Tyr Ala Ala Ser Thr Leu GIn Ser Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr lle Ser Ser Leu GIn Pro
65 70 75 80

Glu Asp Phe Ala Thr Tyr Tyr Cys Leu GIn Tyr Asn Thr Tyr Pro Trp
85 90 95

Thr Phe Gly GIn Gly Thr Lys Val Glu lle Lys Arg
100 105

<210> 30

<211> 11

<212> PRT

<213> Homo sapiens



<400> 30

Arg Ala Ser GIn Asp lle Arg Asn Asp Phe Gly
1 5 10

<210> 31

<211> 7

<212> PRT

<213> Homo sapiens

<400> 31
Ala Ala Ser Thr Leu GIn Ser
1 5

<210> 32

<211> 9

<212> PRT

<213> Homo sapiens
<400> 32

Leu GIn Tyr Asn Thr Tyr Pro Trp Thr
1 5

<210> 33

<211> 360

<212> ADN

<213> Homo sapiens

<400> 33
cagatacaac tggtggagtc tgggggaggc gtggtccage ctgggaggte cctgagactc 60

tcctgtgtag cgtctggatt caccttcaag aactatggcea tgcactgggt ccgecagget 120
ccaggcaagg ggctggagtg ggtggcagtt atttggtatg atggaagtaa tgaatactat 180
ggagaccceg tgaagggccg attcaccatc tccagagaca actccaagaa catgttgtat 240
ctgcaaatga acagcctgag agccgatgac acggctgtgt attactgtge gaggtcggga 300
atagcagtgg ctggggcctt tgactactgg ggccagggaa ccctggteac cgtctectca 360

<210> 34
<211> 120

Confidencial



<212> PRT
<213> Homo sapiens

<400> 34

GlIn lle GIn Leu Val Glu Ser Gly Gly Gly Val Val GIn Pro Gly Arg
1 5 10 15

Ser Leu Arg Leu Ser Cys Val Ala Ser Gly Phe Thr Phe Lys Asn Tyr
20 25 30

Gly Met His Trp Val Arg GIn Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Ala Val lle Trp Tyr Asp Gly Ser Asn Glu Tyr Tyr Gly Asp Pro Val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Met Leu Tyr
65 70 75 80

Leu GIn Met Asn Ser Leu Arg Ala Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Gly lle Ala Val Ala Gly Ala Phe Asp Tyr Trp Gly GIn
100 105 110

Gly Thr Leu Val Thr Val Ser Ser
115 120

<210> 35

<211> 17

<212> PRT

<213> Homo sapiens

<400> 35
Val lle Trp Tyr Asp Gly Ser Asn Glu Tyr Tyr Gly Asp Pro Val Lys
1 5 10 15

Gly

Confidencial



<210> 36

<211> 11

<212> PRT

<213> Homo sapiens

<400> 36

Ser Gly lle Ala Val Ala Gly Ala Phe Asp Tyr
1 5 10

<210> 37

<211> 327

<212> ADN

<213> Homo sapiens

<400> 37
gaaattgtgt tgacgcagtc tccagacacc ctgtctttgt ctccagggga aaaagccacc 60

ctctcctgca gggecagtca gagtgttage agcagcttct tggectggta ccagcagaaa 120
cctggacagg ctceeagtct cctcatctat gttgcatcca gaagggeegc tggeatcect 180
gacaggttca gtggcagtgg gtctgggaca gacttcactc tcaccatcag cagactggag 240
cctgaagatt ttggaatgtt ttactgtcaa cactatggta ggacaccatt cactttcggc 300
cctgggacca aagtggatat caaacga 327

<210> 38

<211> 12

<212> PRT

<213> Homo sapiens

<400> 38

Arg Ala Ser GIn Ser Val Ser Ser Ser Phe Leu Ala

1 5 10

<210> 39

211> 7

<212> PRT

<213> Homo sapiens

<400> 39

Confidencial



Val Ala Ser Arg Arg Ala Ala
1 5

<210> 40

<211> 9

<212> PRT

<213> Homo sapiens

<400> 40

GlIn His Tyr Gly Arg Thr Pro Phe Thr
1 5

<210> 41

<211> 109

<212> PRT

<213> Homo sapiens

<400> 41
Glu lle Val Leu Thr GIn Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly
1 5 10 15

Glu Lys Ala Thr Leu Ser Cys Arg Ala Ser GIn Ser Val Ser Ser Ser
20 25 30

Phe Leu Ala Trp Tyr GIn GIn Lys Pro Gly GIn Ala Pro Ser Leu Leu
35 40 45

lle Tyr Val Ala Ser Arg Arg Ala Ala Gly lle Pro Asp Arg Phe Ser
50 55 60

Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu
65 70 75 80

Pro Glu Asp Phe Gly Met Phe Tyr Cys GIn His Tyr Gly Arg Thr Pro
85 90 95

Phe Thr Phe Gly Pro Gly Thr Lys Val Asp lle Lys Arg
100 105
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<210> 42

<211> 119

<212> PRT

<213> Homo sapiens

<400> 42

GIn Val GIn Leu Val GIn Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Gly Tyr
20 25 30

Tyr lle His Trp Val Arg GIn Ala Pro Glu GIn Gly Leu Glu Trp Met
35 40 45

Gly Trp lle Asn Pro Asn Ser Gly Gly Thr Asn Tyr Ala GIn Lys Phe
50 55 60

GIn Gly Arg Val Thr Met Ala Arg Asp Thr Ser lle Ser Thr Val Tyr
65 70 75 80

Met Asp Leu Ser Arg Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg lle Arg Gly Gly Asn Ser Val Phe Asp Tyr Trp Gly GIn Gly
100 105 110

Thr Leu Val Thr Val Ser Ser
115

<210> 43

<211> 5

<212> PRT

<213> Homo sapiens

<400> 43

Gly Tyr Tyr lle His
1 5

Confidencial



<210> 44

<211> 17

<212> PRT

<213> Homo sapiens

<400> 44

Trp Ile Asn Pro Asn Ser Gly Gly Thr Asn Tyr Ala Gin Lys Phe GIn
1 5 10 15

Gly

<210> 45

<211> 10

<212> PRT

<213> Homo sapiens

<400> 45

lle Arg Gly Gly Asn Ser Val Phe Asp Tyr
1 5 10

<210> 46

<211> 342

<212> ADN

<213> Homo sapiens

<400> 46
gacatcgtga tgacccagtc tccagactce ctggcetgtgt ctctgggega gagggecace 60

atcaactgca agtccaccca gagtatttta tacacctcca acaataagaa cttcttagct 120
tggtaccagc agaaaccagg gcagcctcct aaactgctca tttcetgggc atctatccgg 180
gaatccgggg tcectgaceg attcagtgge agegggtetg ggacagattt cgetctcace 240
atcagcagcc tgcaggctga agatgtggea gtttattact gtcaacaata ttttagtact 300
atgttcagtt ttggccaggg gaccaagctg gagatcaaac ga 342

<210> 47

<211> 114

<212> PRT
<213> Homo sapiens

Confidencial



<400> 47
Asp lle Val Met Thr GIn Ser Pro Asp Ser Leu Ala Val Ser Leu Gly
1 5 10 15

Glu Arg Ala Thr Ile Asn Cys Lys Ser Thr GIn Ser Ile Leu Tyr Thr
20 25 30

Ser Asn Asn Lys Asn Phe Leu Ala Trp Tyr GIn GIn Lys Pro Gly GIn
35 40 45

Pro Pro Lys Leu Leu lle Ser Trp Ala Ser lle Arg Glu Ser Gly Val
50 55 60

Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Ala Leu Thr
65 70 75 80

lle Ser Ser Leu GIn Ala Glu Asp Val Ala Val Tyr Tyr Cys GIn GIn
85 90 95

Tyr Phe Ser Thr Met Phe Ser Phe Gly GIn Gly Thr Lys Leu Glu lle
100 105 110

Lys Arg

<210> 48

<211> 17

<212> PRT

<213> Homo sapiens
<400> 48

Lys Ser Thr GIn Ser lle Leu Tyr Thr Ser Asn Asn Lys Asn Phe Leu
1 5 10 15

Ala

<210> 49

Confidencial



<211> 7
<212> PRT
<213> Homo sapiens

<400> 49

Trp Ala Ser lle Arg Glu Ser
1 5

<210> 50

<211> 9

<212> PRT

<213> Homo sapiens

<400> 50
GIn GIn Tyr Phe Ser Thr Met Phe Ser
1 5

<210> 51

<211> 360

<212> ADN

<213> Homo sapiens

<400> 51
caggtgcagc tgcaggagtc gggceecagga ctggtgaage cttcacagac cctgtececte 60

acctgcactg tctctggtgg ctccatcagt agtggtgcat actactggac ttggatccge 120
cagcacccag ggaagggcect ggagtggatt gggtacatcc attacagtgg gagcacctac 180
tccaacccgt ccctcaagag tcgaattace atatcgttag acacgtctaa gaaccagttc 240
tccctgaage tgaactctgt gactgecgeg gacacggecg tgtattactg tgcgagacaa 300
gaggactacg gtggtttgtt tgactactgg ggccagggaa ccctggtcac cgtttcctca 360
<210> 52

<211> 120

<212> PRT

<213> Homo sapiens

<400> 52

GIn Val GIn Leu GIn Glu Ser Gly Pro Gly Leu Val Lys Pro Ser GIn
1 5 10 15

Confidencial



Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser lle Ser Ser Gly
20 25 30

Ala Tyr Tyr Trp Thr Trp lle Arg GIn His Pro Gly Lys Gly Leu Glu
35 40 45

Trp lle Gly Tyr lle His Tyr Ser Gly Ser Thr Tyr Ser Asn Pro Ser
50 55 60

Leu Lys Ser Arg lle Thr Ile Ser Leu Asp Thr Ser Lys Asn GIn Phe
65 70 75 80

Ser Leu Lys Leu Asn Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr
85 90 95

Cys Ala Arg GIn Glu Asp Tyr Gly Gly Leu Phe Asp Tyr Trp Gly GIn
100 105 110

Gly Thr Leu Val Thr Val Ser Ser
115 120

<210> 53

211> 7

<212> PRT

<213> Homo sapiens

<400> 53

Ser Gly Ala Tyr Tyr Trp Thr
1 5

<210> 54

<211> 16

<212> PRT

<213> Homo sapiens

<400> 54

Tyr Ile His Tyr Ser Gly Ser Thr Tyr Ser Asn Pro Ser Leu Lys Ser
1 5 10 15

Confidencial



<210> 55

<211> 10

<212> PRT

<213> Homo sapiens

<400> 55
GIn Glu Asp Tyr Gly Gly Leu Phe Asp Tyr
1 5 10

<210> 56

<211> 324

<212> ADN

<213> Homo sapiens

<400> 56
gaaatagtga tgacgcagtc tccagccacc ctgtctgtgt ctccagggga aagaatcacce 60

ctcteetgea gggecagtca gagtgttace accgacttag cctggtacca gecagatgect 120
ggacaggctc cccggcetect catctatgat gettccacca gggecactgg tttcccagee 180
agattcagtg gcagtgggtc tgggacagac ttcacgctca ccatcagcag cctgcagget 240
gaagattttg cagtttatta ctgtcaacat tataaaacct ggcctctcac tttcggcgga 300
gggactaagg tggagatcaa acga 324

<210> 57

<211> 108

<212> PRT

<213> Homo sapiens

<400> 57

Glu lle Val Met Thr GIn Ser Pro Ala Thr Leu Ser Val Ser Pro Gly

1 5 10 15

Glu Arg lle Thr Leu Ser Cys Arg Ala Ser GIn Ser Val Thr Thr Asp
20 25 30

Leu Ala Trp Tyr GIn GIn Met Pro Gly GIn Ala Pro Arg Leu Leu lle
35 40 45
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Tyr Asp Ala Ser Thr Arg Ala Thr Gly Phe Pro Ala Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr lle Ser Ser Leu GIn Ala
65 70 75 80

Glu Asp Phe Ala Val Tyr Tyr Cys GIn His Tyr Lys Thr Trp Pro Leu
85 90 95

Thr Phe Gly Gly Gly Thr Lys Val Glu lle Lys Arg
100 105

<210> 58

<211> 11

<212> PRT

<213> Homo sapiens

<400> 58

Arg Ala Ser GIn Ser Val Thr Thr Asp Leu Ala
1 5 10

<210> 59

211> 7

<212> PRT

<213> Homo sapiens

<400> 59

Asp Ala Ser Thr Arg Ala Thr
1 5

<210> 60

<211> 9

<212> PRT

<213> Homo sapiens

<400> 60
GIn His Tyr Lys Thr Trp Pro Leu Thr
1 5

<210> 61

Confidencial



<211> 1482
<212> ADN
<213> Homo sapiens

<400> 61
atggcactcc ccgtaactge tctgetgetg cegttggeat tgctectgea cgeegeacge 60

ccgcaggtga ccctcaaaga gtctggacce gtgetcgtaa aacctacgga gaccctgaca 120
ctcacctgca cagtctccgg cttcagectc atcaatgcca ggatgggagt ttcctggatc 180
aggcaaccgc ccggaaaggc cctggaatgg ctcgeacata ttttcagtaa cgctgaaaaa 240
agctatcgga cttctctgaa aagtcggetc acgattagta aggacacatc caagagccaa 300
gtggtgctta cgatgactaa catggaccct gtggatactg caacctatta ctgtgctcga 360
atccctggtt atggcggaaa tggggactac cactactacg gtatggatgt ctggggccaa 420
gggaccacgg ttactgtttc aagcggaggg ggagggagtg ggggtggegg atctggcgga 480
ggaggcagcyg atatccagat gacgcagtce cctagttcac tttccgeate cctgggggat 540
cgggttacca ttacatgccg cgcgtcacag ggtatccgga atgatctggg atggtaccag 600
cagaagccgg gaaaggctce taagcgecte atctacgeca getccaccect gcagagtgga 660
gtgcccteee ggttttcagg cagtggetee ggtacggagt ttactcttac aattagcage 720
ctgcagccag aagattttge aacttactac tgtttgcagc ataataattt cccctggacc 780
tttggtcagg gcaccaaggt ggagatcaaa agagcagecg ccatcgaagt aatgtatccc 840
cceecgtace ttgacaatga gaagtcaaat ggaaccatta tccatgttaa gggcaaacac 900
ctctgecectt ctecactgtt ccctggecct agtaageegt tttgggtgct ggtggtagtc 960
ggtggggtgc tggcettgtta ctetcttete gtgaccgteg cctttataat cttttgggtc 1020
agatccaaaa gaagccgcct getccatage gattacatga atatgactce acgecgeect 1080
ggccccacaa ggaaacacta ccagecttac gcaccaccta gagatttcge tgectatcgg 1140
agccgagtga aattttctag atcagctgat getcecegect atcagcaggg acagaatcaa 1200
ctttacaatg agctgaacct gggtcgcaga gaagagtacg acgttttgga caaacgccgg 1260
ggccgagatc ctgagatggg ggggaagceeg agaaggaaga atcctcaaga aggectgtac 1320

aacgagcttc aaaaagacaa aatggctgag gegtactctg agatcggceat gaagggegag 1380

Confidencial



cggagacgag gcaagggtca cgatggcttg tatcagggcc tgagtacagc cacaaaggac 1440
acctatgacg ccctccacat gcaggcactg cccccacgct ag 1482

<210> 62

<211> 493

<212> PRT

<213> Homo sapiens

<400> 62

Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu

1 5 10 15

His Ala Ala Arg Pro GIn Val Thr Leu Lys Glu Ser Gly Pro Val Leu
20 25 30

Val Lys Pro Thr Glu Thr Leu Thr Leu Thr Cys Thr Val Ser Gly Phe
35 40 45

Ser Leu lle Asn Ala Arg Met Gly Val Ser Trp lle Arg GIn Pro Pro
50 55 60

Gly Lys Ala Leu Glu Trp Leu Ala His lle Phe Ser Asn Ala Glu Lys
65 70 75 80

Ser Tyr Arg Thr Ser Leu Lys Ser Arg Leu Thr Ile Ser Lys Asp Thr
85 90 95

Ser Lys Ser GIn Val Val Leu Thr Met Thr Asn Met Asp Pro Val Asp
100 105 110

Thr Ala Thr Tyr Tyr Cys Ala Arg lle Pro Gly Tyr Gly Gly Asn Gly
115 120 125

Asp Tyr His Tyr Tyr Gly Met Asp Val Trp Gly GIn Gly Thr Thr Val
130 135 140

Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly
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145 150 155 160

Gly Gly Ser Asp lle GIn Met Thr GIn Ser Pro Ser Ser Leu Ser Ala
165 170 175

Ser Leu Gly Asp Arg Val Thr lle Thr Cys Arg Ala Ser GIn Gly lle
180 185 190

Arg Asn Asp Leu Gly Trp Tyr GIn GIn Lys Pro Gly Lys Ala Pro Lys
195 200 205

Arg Leu lle Tyr Ala Ser Ser Thr Leu GIn Ser Gly Val Pro Ser Arg
210 215 220

Phe Ser Gly Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr lle Ser Ser
225 230 235 240

Leu GIn Pro Glu Asp Phe Ala Thr Tyr Tyr Cys Leu GIn His Asn Asn
245 250 255

Phe Pro Trp Thr Phe Gly GIn Gly Thr Lys Val Glu lle Lys Arg Ala
260 265 270

Ala Ala lle Glu Val Met Tyr Pro Pro Pro Tyr Leu Asp Asn Glu Lys
275 280 285

Ser Asn Gly Thr Ile lle His Val Lys Gly Lys His Leu Cys Pro Ser
290 295 300

Pro Leu Phe Pro Gly Pro Ser Lys Pro Phe Trp Val Leu Val Val Val
305 310 315 320

Gly Gly Val Leu Ala Cys Tyr Ser Leu Leu Val Thr Val Ala Phe lle
325 330 335

Ile Phe Trp Val Arg Ser Lys Arg Ser Arg Leu Leu His Ser Asp Tyr
340 345 350
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Met Asn Met Thr Pro Arg Arg Pro Gly Pro Thr Arg Lys His Tyr GIn
355 360 365

Pro Tyr Ala Pro Pro Arg Asp Phe Ala Ala Tyr Arg Ser Arg Val Lys
370 375 380

Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr GIn GIn Gly GIn Asn GIn
385 390 395 400

Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg Glu Glu Tyr Asp Val Leu
405 410 415

Asp Lys Arg Arg Gly Arg Asp Pro Glu Met Gly Gly Lys Pro Arg Arg
420 425 430

Lys Asn Pro GIn Glu Gly Leu Tyr Asn Glu Leu GIn Lys Asp Lys Met
435 440 445

Ala Glu Ala Tyr Ser Glu lle Gly Met Lys Gly Glu Arg Arg Arg Gly
450 455 460

Lys Gly His Asp Gly Leu Tyr GIn Gly Leu Ser Thr Ala Thr Lys Asp
465 470 475 480

Thr Tyr Asp Ala Leu His Met GIn Ala Leu Pro Pro Arg
485 490

<210> 63

<211> 1455

<212> ADN

<213> Homo sapiens

<400> 63
atggcactcc ccgtaactge tctgetgetg cegttggeat tgctectgea cgeegeacge

ccgcaagtta ctttgaagga gtctggacct gtactggtga agccaaccga gacactgaca

ctcacgtgta cagtgagtgg tttttccttg atcaacgcaa ggatgggegt cagetggate 180

aggcaacccc ctggcaagge tctggaatgg ctegetcaca tattcagcaa tgccgaaaaa

Confidencial



Confidencial

agctaccgga caagcctgaa atcccgectg actatttcca aggacactte taagtctcag 300
gtgotgctga ccatgaccaa catggacccg gtggacaccg ccacctatta ctgcgcaaga 360
atccctgggt atggtgggaa tggtgactac cattattatg ggatggatgt gtgggggcaa 420
ggcacaaccg taacggtctc aagcggtggg ggaggctcag ggggeggagg ctccggaggt 480
ggcggcteeg acattcagat gacccaaagc ccgtccagec tgtccgecag cctgggagat 540
agagtgacaa tcacgtgtag agcttcccaa gggataagaa atgatctcgg gtggtatcag 600
cagaagcccg gcaaagecce caaaaggctt atatatgcta gtagtacact geagtctgga 660
gttccttece gattttcagg tageggctcee ggtacagagt tcaccctcac gataagetca 720
ctccagcctg aggatttcge aacgtactac tgectccagce acaacaattt tcectggact 780
ttcggccagg gcaccaaggt ggagatcaag agggecgcetg cecttgataa tgaaaagtca 840
aacggaacaa tcattcacgt gaagggcaag cacctctgtc cgtcaccctt gttccctggt 900
ccatccaagc cattctgggt gttggtcgta gtgggtggag tectegcttg ttactctctg 960
ctcgtcaccg tggcttttat aatcttctgg gttagatcca aaagaagcecg cetgetccat 1020
agcgattaca tgaatatgac tccacgecge cctggceecca caaggaaaca ctaccagect 1080
tacgcaccac ctagagattt cgctgcctat cggagecgag tgaaattttc tagatcaget 1140
gatgctceeg cctatcagca gggacagaat caactttaca atgagctgaa cctgggtcge 1200
agagaagagt acgacgtttt ggacaaacgc cggggccgag atcctgagat gggggggaag 1260
ccgagaagga agaatcctca agaaggcctg tacaacgagc ttcaaaaaga caaaatggcet 1320
gaggcgtact ctgagatcgg catgaagggc gagcggagac gaggcaaggg tcacgatgge 1380
ttgtatcagg gcctgagtac agccacaaag gacacctatg acgecctcca catgcaggca 1440
ctgcceccac getag 1455

<210> 64

<211> 484

<212> PRT

<213> Homo sapiens

<400> 64



Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu
1 5 10 15

His Ala Ala Arg Pro GIn Val Thr Leu Lys Glu Ser Gly Pro Val Leu
20 25 30

Val Lys Pro Thr Glu Thr Leu Thr Leu Thr Cys Thr Val Ser Gly Phe
35 40 45

Ser Leu lle Asn Ala Arg Met Gly Val Ser Trp lle Arg GIn Pro Pro
50 55 60

Gly Lys Ala Leu Glu Trp Leu Ala His lle Phe Ser Asn Ala Glu Lys
65 70 75 80

Ser Tyr Arg Thr Ser Leu Lys Ser Arg Leu Thr Ile Ser Lys Asp Thr
85 90 95

Ser Lys Ser GIn Val Val Leu Thr Met Thr Asn Met Asp Pro Val Asp
100 105 110

Thr Ala Thr Tyr Tyr Cys Ala Arg lle Pro Gly Tyr Gly Gly Asn Gly
115 120 125

Asp Tyr His Tyr Tyr Gly Met Asp Val Trp Gly GIn Gly Thr Thr Val
130 135 140

Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly
145 150 155 160

Gly Gly Ser Asp lle GIn Met Thr GIn Ser Pro Ser Ser Leu Ser Ala
165 170 175

Ser Leu Gly Asp Arg Val Thr lle Thr Cys Arg Ala Ser GIn Gly lle
180 185 190

Arg Asn Asp Leu Gly Trp Tyr GIn GIn Lys Pro Gly Lys Ala Pro Lys
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195 200 205

Arg Leu lle Tyr Ala Ser Ser Thr Leu GIn Ser Gly Val Pro Ser Arg
210 215 220

Phe Ser Gly Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr lle Ser Ser
225 230 235 240

Leu GIn Pro Glu Asp Phe Ala Thr Tyr Tyr Cys Leu GIn His Asn Asn
245 250 255

Phe Pro Trp Thr Phe Gly GIn Gly Thr Lys Val Glu lle Lys Arg Ala
260 265 270

Ala Ala Leu Asp Asn Glu Lys Ser Asn Gly Thr lle lle His Val Lys
275 280 285

Gly Lys His Leu Cys Pro Ser Pro Leu Phe Pro Gly Pro Ser Lys Pro
290 295 300

Phe Trp Val Leu Val Val Val Gly Gly Val Leu Ala Cys Tyr Ser Leu
305 310 315 320

Leu Val Thr Val Ala Phe lle lle Phe Trp Val Arg Ser Lys Arg Ser
325 330 335

Arg Leu Leu His Ser Asp Tyr Met Asn Met Thr Pro Arg Arg Pro Gly
340 345 350

Pro Thr Arg Lys His Tyr GIn Pro Tyr Ala Pro Pro Arg Asp Phe Ala
355 360 365

Ala Tyr Arg Ser Arg Val Lys Phe Ser Arg Ser Ala Asp Ala Pro Ala
370 375 380

Tyr GIn GIn Gly GIn Asn GIn Leu Tyr Asn Glu Leu Asn Leu Gly Arg
385 390 395 400
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Arg Glu Glu Tyr Asp Val Leu Asp Lys Arg Arg Gly Arg Asp Pro Glu
405 410 415

Met Gly Gly Lys Pro Arg Arg Lys Asn Pro GIn Glu Gly Leu Tyr Asn
420 425 430

Glu Leu GIn Lys Asp Lys Met Ala Glu Ala Tyr Ser Glu Ille Gly Met
435 440 445

Lys Gly Glu Arg Arg Arg Gly Lys Gly His Asp Gly Leu Tyr Gin Gly
450 455 460

Leu Ser Thr Ala Thr Lys Asp Thr Tyr Asp Ala Leu His Met GIn Ala
465 470 475 480

Leu Pro Pro Arg

<210> 65

<211> 1563

<212> ADN

<213> Homo sapiens

<400> 65
atggcactcc ccgtaactge tctgetgetg cegttggeat tgctectgea cgeegeacge 60

ccgcaggtga cactcaagga atcagggecc gtactggtga aacctactga gaccctgaca 120
ctgacttgca ccgtgtctgg gttctetctg attaacgctc gaatgggtgt gagttggata 180
cgecagecte cagggaagge tetggagtgg ttggeccaca ttttctccaa cgecgagaag 240
agctacagga ctagtctgaa gtccagactt accatttcca aagacacaag taaatcacag 300
gtggtgctga caatgacaaa catggacceg gttgatactg ctacctatta ttgtgecccge 360
attcccggct acggeggeaa tggegactat cactattatg gtatggatgt ctgggggcag 420
gggaccactg ttaccgtgtc cagcgggggt ggtggcageg gaggtggagg gageggtggt 480
ggggggagtg atattcagat gacccagage cctagcetcte tttcegette tetgggegat 540

agagtcacca tcacctgccg ggcectctcaa ggeatccgga acgatcttgg atggtatcag 600
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cagaagcccg gcaaggceacc aaaaaggctg atctacgceat caagcaccct gecaatctggg 660
gtgccegtcecce ggttttetgg ttetggtagt gggaccgagt ttactctgac tatttcttce 720
ctgcagcctg aggactttge tacgtactat tgtctgcagc ataacaactt cccctggacg 780
ttcgggcagg gtacgaaagt ggaaattaag cgcgecgeceg ccctgtccaa ctecattatg 840
tatttctctc attttgtccc agtgttcctg cccgetaaac ccacaactac tccggegece 900
cgaccgccaa ctecegeace taccatcgca agecagccat tgagecteeg acctgaggca 960
tgtagaccag cagccggegg tgccgtgcac acaaggggac tggatttcge ctgcgacata 1020
tatatttggg cccctetgge tggaacctgt ggggttetge tgcetctetct cgttattaca 1080
ctgtattgca atcatcgcaa tagatccaaa agaagccgcec tgctccatag cgattacatg 1140
aatatgactc cacgccgccc tggecccaca aggaaacact accagectta cgcaccacct 1200
agagatttcg ctgcctatcg gagccgagtg aaattttcta gatcagcetga tgetccecgee 1260

tatcagcagg gacagaatca actttacaat gagctgaacc tgggtcgcag agaagagtac 1320

gacgttttgg acaaacgccg gggecgagat cctgagatgg gggggaagec gagaaggaag 1380

aatcctcaag aaggcctgta caacgagctt caaaaagaca aaatggctga ggegtactct 1440

gagatcggca tgaagggega geggagacga ggcaagggte acgatggcett gtatcaggge 1500

ctgagtacag ccacaaagga cacctatgac gecctecaca tgcaggceact gecccccacge 1560

tag 1563

<210> 66

<211> 520

<212> PRT

<213> Homo sapiens

<400> 66
Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu
1 5 10 15

His Ala Ala Arg Pro GIn Val Thr Leu Lys Glu Ser Gly Pro Val Leu
20 25 30
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Val Lys Pro Thr Glu Thr Leu Thr Leu Thr Cys Thr Val Ser Gly Phe
35 40 45

Ser Leu lle Asn Ala Arg Met Gly Val Ser Trp Ile Arg GIn Pro Pro
50 55 60

Gly Lys Ala Leu Glu Trp Leu Ala His lle Phe Ser Asn Ala Glu Lys
65 70 75 80

Ser Tyr Arg Thr Ser Leu Lys Ser Arg Leu Thr Ile Ser Lys Asp Thr
85 90 95

Ser Lys Ser GIn Val Val Leu Thr Met Thr Asn Met Asp Pro Val Asp
100 105 110

Thr Ala Thr Tyr Tyr Cys Ala Arg lle Pro Gly Tyr Gly Gly Asn Gly
115 120 125

Asp Tyr His Tyr Tyr Gly Met Asp Val Trp Gly GIn Gly Thr Thr Val
130 135 140

Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly
145 150 155 160

Gly Gly Ser Asp lle GIn Met Thr GIn Ser Pro Ser Ser Leu Ser Ala
165 170 175

Ser Leu Gly Asp Arg Val Thr lle Thr Cys Arg Ala Ser GIn Gly lle
180 185 190

Arg Asn Asp Leu Gly Trp Tyr GIn GIn Lys Pro Gly Lys Ala Pro Lys
195 200 205

Arg Leu lle Tyr Ala Ser Ser Thr Leu GIn Ser Gly Val Pro Ser Arg
210 215 220

Phe Ser Gly Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr lle Ser Ser
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225 230 235 240

Leu GIn Pro Glu Asp Phe Ala Thr Tyr Tyr Cys Leu GIn His Asn Asn
245 250 255

Phe Pro Trp Thr Phe Gly GIn Gly Thr Lys Val Glu lle Lys Arg Ala
260 265 270

Ala Ala Leu Ser Asn Ser lle Met Tyr Phe Ser His Phe Val Pro Val
275 280 285

Phe Leu Pro Ala Lys Pro Thr Thr Thr Pro Ala Pro Arg Pro Pro Thr
290 295 300

Pro Ala Pro Thr lle Ala Ser GIn Pro Leu Ser Leu Arg Pro Glu Ala
305 310 315 320

Cys Arg Pro Ala Ala Gly Gly Ala Val His Thr Arg Gly Leu Asp Phe
325 330 335

Ala Cys Asp lle Tyr lle Trp Ala Pro Leu Ala Gly Thr Cys Gly Val
340 345 350

Leu Leu Leu Ser Leu Val lle Thr Leu Tyr Cys Asn His Arg Asn Arg
355 360 365

Ser Lys Arg Ser Arg Leu Leu His Ser Asp Tyr Met Asn Met Thr Pro
370 375 380

Arg Arg Pro Gly Pro Thr Arg Lys His Tyr GIn Pro Tyr Ala Pro Pro
385 390 395 400

Arg Asp Phe Ala Ala Tyr Arg Ser Arg Val Lys Phe Ser Arg Ser Ala
405 410 415

Asp Ala Pro Ala Tyr GIn GIn Gly GIn Asn GIn Leu Tyr Asn Glu Leu
420 425 430
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Asn Leu Gly Arg Arg Glu Glu Tyr Asp Val Leu Asp Lys Arg Arg Gly
435 440 445

Arg Asp Pro Glu Met Gly Gly Lys Pro Arg Arg Lys Asn Pro GIn Glu
450 455 460

Gly Leu Tyr Asn Glu Leu GIn Lys Asp Lys Met Ala Glu Ala Tyr Ser
465 470 475 480

Glu lle Gly Met Lys Gly Glu Arg Arg Arg Gly Lys Gly His Asp Gly
485 490 495

Leu Tyr GIn Gly Leu Ser Thr Ala Thr Lys Asp Thr Tyr Asp Ala Leu
500 505 510

His Met GIn Ala Leu Pro Pro Arg
515 520

<210> 67

<211> 1464

<212> ADN

<213> Homo sapiens

<400> 67
atggcactcc ccgtaactge tctgetgetg cegttggeat tgctectgea cgeegeacge 60

ccgeagatce agttggtgga atcaggggge ggtgtggtgce agecgggtag gagectgaga 120
ctgtcatgcg tggegtetgg cttcacattc aagaactacy geatgeactg ggtgcgacag 180
gcecccggaa agggtttgga gtgggtegece gtgatctggt acgacggate taatgagtat 240
tacggagatc ctgtgaaggg aaggttcacc atctcccgeg acaatagcaa aaatatgetc 300
tacctgcaaa tgaactcact cagggcggat gatacggegg tctactattg cgctcgetca 360
gggattgctg tggecggegce attcgattac tggggacagg gtaccctggt gacagtatca 420
agcggaggcg geggctctgg cggeggegga tetggegggy ggggaagtga gattgtgitg 480
acacagtctc ccgataccct gtcactgtca cccggegaga aggcaacgcet gagttgcaga 540

gcaagccagt cagtctecte ttcttttctg gectggtatc agcaaaaacc aggtcaggca 600
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ccatctctcc tgatttacgt tgccagcaga cgggceggcetg geattcccga caggttctct 660
ggaagcggat ctgggaccga ttttaccctg acaattagec gettggagec cgaagacttt 720
ggtatgtttt actgccagca ctacggaagg acacctttca catttggccc gggcacgaaa 780
gtcgatataa aacgcgcagc cgccattgaa gtaatgtacc caccacctta tttggacaat 840
gaaaagtcca atggtaccat tattcacgtc aagggaaagc atctctgtcc aagecctctg 900
ttccceggcec cctccaaacc attetgggtg ctggtggteg tcggeggagt tetggeectge 960
tattctctgc tcgtgactgt tgcattcatc attttctggg tgagatccaa aagaagecge 1020
ctgctccata gegattacat gaatatgact ccacgecgec ctggecccac aaggaaacac 1080
taccagcctt acgcaccacc tagagatttc gctgcctatc ggagecgagt gaaattttct 1140
agatcagctg atgctcccge ctatcagcag ggacagaatc aactttacaa tgagctgaac 1200
ctgggtcgca gagaagagta cgacgttttg gacaaacgcc ggggecgaga tectgagatg 1260
ggggggaagce cgagaaggaa gaatcctcaa gaaggectgt acaacgagct tcaaaaagac 1320
aaaatggctg aggcgtactc tgagatcggc atgaagggeg agcggagacg aggcaagggt 1380
cacgatggct tgtatcaggg cctgagtaca gccacaaagg acacctatga cgecctccac 1440
atgcaggcac tgceccecacg ctag 1464

<210> 68

<211> 487

<212> PRT

<213> Homo sapiens

<400> 68

Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu

1 5 10 15

His Ala Ala Arg Pro Gin lle GIn Leu Val Glu Ser Gly Gly Gly Val
20 25 30

Val GIn Pro Gly Arg Ser Leu Arg Leu Ser Cys Val Ala Ser Gly Phe
35 40 45
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Thr Phe Lys Asn Tyr Gly Met His Trp Val Arg GIn Ala Pro Gly Lys
50 55 60

Gly Leu Glu Trp Val Ala Val lle Trp Tyr Asp Gly Ser Asn Glu Tyr
65 70 75 80

Tyr Gly Asp Pro Val Lys Gly Arg Phe Thr lle Ser Arg Asp Asn Ser
85 90 95

Lys Asn Met Leu Tyr Leu GIn Met Asn Ser Leu Arg Ala Asp Asp Thr
100 105 110

Ala Val Tyr Tyr Cys Ala Arg Ser Gly lle Ala Val Ala Gly Ala Phe
115 120 125

Asp Tyr Trp Gly GIn Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly
130 135 140

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Glu lle Val Leu
145 150 155 160

Thr GIn Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Lys Ala Thr
165 170 175

Leu Ser Cys Arg Ala Ser GIn Ser Val Ser Ser Ser Phe Leu Ala Trp
180 185 190

Tyr GIn GIn Lys Pro Gly GIn Ala Pro Ser Leu Leu lle Tyr Val Ala
195 200 205

Ser Arg Arg Ala Ala Gly Ile Pro Asp Arg Phe Ser Gly Ser Gly Ser
210 215 220

Gly Thr Asp Phe Thr Leu Thr lle Ser Arg Leu Glu Pro Glu Asp Phe
225 230 235 240

Gly Met Phe Tyr Cys GIn His Tyr Gly Arg Thr Pro Phe Thr Phe Gly
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245 250 255

Pro Gly Thr Lys Val Asp lle Lys Arg Ala Ala Ala lle Glu Val Met
260 265 270

Tyr Pro Pro Pro Tyr Leu Asp Asn Glu Lys Ser Asn Gly Thr lle lle
275 280 285

His Val Lys Gly Lys His Leu Cys Pro Ser Pro Leu Phe Pro Gly Pro
290 295 300

Ser Lys Pro Phe Trp Val Leu Val Val Val Gly Gly Val Leu Ala Cys
305 310 315 320

Tyr Ser Leu Leu Val Thr VVal Ala Phe lle Ile Phe Trp Val Arg Ser
325 330 335

Lys Arg Ser Arg Leu Leu His Ser Asp Tyr Met Asn Met Thr Pro Arg
340 345 350

Arg Pro Gly Pro Thr Arg Lys His Tyr GlIn Pro Tyr Ala Pro Pro Arg
355 360 365

Asp Phe Ala Ala Tyr Arg Ser Arg Val Lys Phe Ser Arg Ser Ala Asp
370 375 380

Ala Pro Ala Tyr GIn GIn Gly GIn Asn GIn Leu Tyr Asn Glu Leu Asn
385 390 395 400

Leu Gly Arg Arg Glu Glu Tyr Asp Val Leu Asp Lys Arg Arg Gly Arg
405 410 415

Asp Pro Glu Met Gly Gly Lys Pro Arg Arg Lys Asn Pro GIn Glu Gly
420 425 430

Leu Tyr Asn Glu Leu GIn Lys Asp Lys Met Ala Glu Ala Tyr Ser Glu
435 440 445
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lle Gly Met Lys Gly Glu Arg Arg Arg Gly Lys Gly His Asp Gly Leu
450 455 460

Tyr GIn Gly Leu Ser Thr Ala Thr Lys Asp Thr Tyr Asp Ala Leu His
465 470 475 480

Met GIn Ala Leu Pro Pro Arg
485

<210> 69

<211> 1437

<212> ADN

<213> Homo sapiens

<400> 69
atggcactcc ccgtaactge tctgetgetg cegttggeat tgctectgea cgeegeacge 60

ccgeagattc agetcgtgga gtcaggtggt ggegtggtte ageceggacg gteectgcga 120
ctctettgty tggcaagegg atttaccttt aagaactatg geatgcactg ggtgaggcag 180
gcecctggaa aaggactgga gtgggttget gtgatctggt acgacgggte caacgaatat 240
tatggcgatc ctgtgaaggg acggtttaca atctcacgeg ataactcaaa gaacatgctg 300
tacctgcaaa tgaactctct gcgegcetgat gacactgecg tgtattattg cgctcggagt 360
ggtatcgccg tcgcaggagc atttgattat tgggggcaag ggaccctegt gacagtgagt 420
tccggagggyg gaggttetgg tggaggeggce tetggtgggg gaggeagega gategttetg 480
acccagtctc ctgacacact gtcactgtcc cctggtgaaa aggccacact gtcttgtaga 540
gcgtcecaga gegttteeag ttecttectt geatggtate aacaaaaace cgggeagget 600
ccaagcttgce tgatctacgt ggecageege cgggecgeag geatcectga taggtttage 660
ggttctggga gegggacgga cttcacctty acaatatcac ggctggaace cgaagacttc 720
ggaatgtttt attgccagcea ctacggaaga actccattca cctttggece gggaacgaag 780
gtagacatca agagagcagc agccctcgac aacgagaaat ccaatggaac cattatccat 840
gtgaagggga aacatctctg cccttcacca ttgttcectg gacccageaa gectttttgg 900

gttctggteg tggtygggggg cgtectggct tgttacteec tectegttac agtegectte 960

Confidencial



Confidencial

ataatctttt gggttagatc caaaagaagc cgcectgctcc atagcgatta catgaatatg 1020
actccacgce geectggecc cacaaggaaa cactaccagc cttacgcacc acctagagat 1080
ttcgetgect atcggageceg agtgaaattt tetagatcag ctgatgetee cgectatcag 1140
cagggacaga atcaacttta caatgagctg aacctgggtc gcagagaaga gtacgacgtt 1200
ttggacaaac gccggggeceg agatcctgag atggggggga agccgagaag gaagaatcct 1260
caagaaggcc tgtacaacga gcttcaaaaa gacaaaatgg ctgaggegta ctctgagatc 1320
ggcatgaagg gcgagcggag acgaggcaag ggtcacgatg gettgtatca gggectgagt 1380
acagccacaa aggacaccta tgacgccctc cacatgcagg cactgccccc acgctag 1437
<210> 70

<211> 478

<212> PRT

<213> Homo sapiens

<400> 70

Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu

1 5 10 15

His Ala Ala Arg Pro GIn lle GIn Leu Val Glu Ser Gly Gly Gly Val
20 25 30

Val GIn Pro Gly Arg Ser Leu Arg Leu Ser Cys Val Ala Ser Gly Phe
35 40 45

Thr Phe Lys Asn Tyr Gly Met His Trp Val Arg GIn Ala Pro Gly Lys
50 55 60

Gly Leu Glu Trp Val Ala Val lle Trp Tyr Asp Gly Ser Asn Glu Tyr
65 70 75 80

Tyr Gly Asp Pro Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser
85 90 95

Lys Asn Met Leu Tyr Leu GIn Met Asn Ser Leu Arg Ala Asp Asp Thr



100 105 110

Ala Val Tyr Tyr Cys Ala Arg Ser Gly lle Ala Val Ala Gly Ala Phe
115 120 125

Asp Tyr Trp Gly GIn Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly
130 135 140

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Glu Ile Val Leu
145 150 155 160

Thr GIn Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Lys Ala Thr
165 170 175

Leu Ser Cys Arg Ala Ser GIn Ser Val Ser Ser Ser Phe Leu Ala Trp
180 185 190

Tyr GIn GIn Lys Pro Gly GIn Ala Pro Ser Leu Leu lle Tyr Val Ala
195 200 205

Ser Arg Arg Ala Ala Gly Ile Pro Asp Arg Phe Ser Gly Ser Gly Ser
210 215 220

Gly Thr Asp Phe Thr Leu Thr lle Ser Arg Leu Glu Pro Glu Asp Phe
225 230 235 240

Gly Met Phe Tyr Cys GIn His Tyr Gly Arg Thr Pro Phe Thr Phe Gly
245 250 255

Pro Gly Thr Lys Val Asp lle Lys Arg Ala Ala Ala Leu Asp Asn Glu
260 265 270

Lys Ser Asn Gly Thr Ile lle His Val Lys Gly Lys His Leu Cys Pro
275 280 285

Ser Pro Leu Phe Pro Gly Pro Ser Lys Pro Phe Trp Val Leu Val Val
290 295 300
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Val Gly Gly Val Leu Ala Cys Tyr Ser Leu Leu Val Thr Val Ala Phe
305 310 315 320

Ile Ile Phe Trp Val Arg Ser Lys Arg Ser Arg Leu Leu His Ser Asp
325 330 335

Tyr Met Asn Met Thr Pro Arg Arg Pro Gly Pro Thr Arg Lys His Tyr
340 345 350

GlIn Pro Tyr Ala Pro Pro Arg Asp Phe Ala Ala Tyr Arg Ser Arg Val
355 360 365

Lys Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr GIn GIn Gly GIn Asn
370 375 380

GIn Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg Glu Glu Tyr Asp Val
385 390 395 400

Leu Asp Lys Arg Arg Gly Arg Asp Pro Glu Met Gly Gly Lys Pro Arg
405 410 415

Arg Lys Asn Pro GIn Glu Gly Leu Tyr Asn Glu Leu GIn Lys Asp Lys
420 425 430

Met Ala Glu Ala Tyr Ser Glu Ile Gly Met Lys Gly Glu Arg Arg Arg
435 440 445

Gly Lys Gly His Asp Gly Leu Tyr GIn Gly Leu Ser Thr Ala Thr Lys
450 455 460

Asp Thr Tyr Asp Ala Leu His Met GIn Ala Leu Pro Pro Arg
465 470 475

<210> 71

<211> 1545

<212> ADN

<213> Homo sapiens

Confidencial



<400> 71
atggcactcc ccgtaactge tctgetgetg cegttggeat tgctectgea cgeegeacge 60

ccgeagatac agcttgtcga atccggtgge ggggtggtge agectggacg cagectgegg 120
ctttcttgcy tggecagegg atttaccttc aagaactacg ggatgeattg ggtccgeccag 180
gcacccggca aaggccttga gtgggttgea gtgatctggt acgacggeag taacgagtat 240
tatggcgacc ccgtgaaggy aaggtttact atttcaagag ataatagtaa gaacatgttgy 300
tatctgcaaa tgaacagtct gagagcggac gacactgecg tgtactactg tgctcgetce 360
ggcatcgety tggcaggggc ctttgactac tggggtcagg ggacgcetggt cacggttagt 420
tccgggggcg gtggttccgg aggaggeggt tecggeggeg geggatcaga aategttett 480
actcagagtc ccgatacgct gtccttgtct ccgggagaaa aagccacact gagetgccga 540
gcctcacagt cagtaagttc ttcattcctc gectggtace agcaaaaace ggggeaggee 600
cctteectgc ttatctacgt ggectctagy agagecgecg gtattectga ceggttcage 660
ggaagtggtt ccgggactga ttttacgcete acgatcteee gattggagece cgaggatttc 720
gggatgttct actgtcagca ttatggaaga acgeccttta ccttcggtce gggaactaag 780
gttgatatta agcgggctge tgcccttage aactccatea tgtatttttc tcacttcgty 840
ccagtattcc tgccagccaa accgaccaca accccageac ctagacctee tactcceget 900
cccaccatag cttcacagec getgagtttg aggecagagg cctgteggec tgetgcagge 960
ggagcagttc acaccagggg acttgacttt gcatgtgaca tctatatttg ggctccactg 1020
gcgggaacct geggggtgct cettttgtea ctegttatca cactgtattg caatcatagg 1080
aatagatcca aaagaagccg cctgctccat agegattaca tgaatatgac tccacgecge 1140
cctggeecca caaggaaaca ctaccagcect tacgcaccac ctagagattt cgctgectat 1200
cggagcecgag tgaaattttc tagatcagct gatgetceeg cctatcagea gggacagaat 1260
caactttaca atgagctgaa cctgggtcge agagaagagt acgacgtttt ggacaaacgc 1320
cggggccgag atcctgagat gggggggaag ccgagaagga agaatcetca agaaggecty 1380
tacaacgagc ttcaaaaaga caaaatggct gaggcgtact ctgagatcgg catgaaggge 1440

gagcggagac gaggcaaggg tcacgatggce ttgtatcagg gectgagtac agccacaaag 1500
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gacacctatg acgccctcea catgcaggea ctgececcac getag 1545

<210> 72

<211> 514

<212> PRT

<213> Homo sapiens

<400> 72
Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu
1 5 10 15

His Ala Ala Arg Pro Gin lle GIn Leu Val Glu Ser Gly Gly Gly Val
20 25 30

Val GIn Pro Gly Arg Ser Leu Arg Leu Ser Cys Val Ala Ser Gly Phe
35 40 45

Thr Phe Lys Asn Tyr Gly Met His Trp Val Arg GIn Ala Pro Gly Lys
50 55 60

Gly Leu Glu Trp Val Ala Val lle Trp Tyr Asp Gly Ser Asn Glu Tyr
65 70 75 80

Tyr Gly Asp Pro Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser
85 90 95

Lys Asn Met Leu Tyr Leu GIn Met Asn Ser Leu Arg Ala Asp Asp Thr
100 105 110

Ala Val Tyr Tyr Cys Ala Arg Ser Gly Ile Ala Val Ala Gly Ala Phe
115 120 125

Asp Tyr Trp Gly GIn Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly
130 135 140

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Glu lle Val Leu
145 150 155 160
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Thr GIn Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Lys Ala Thr
165 170 175

Leu Ser Cys Arg Ala Ser GIn Ser Val Ser Ser Ser Phe Leu Ala Trp
180 185 190

Tyr GIn GIn Lys Pro Gly GIn Ala Pro Ser Leu Leu lle Tyr Val Ala
195 200 205

Ser Arg Arg Ala Ala Gly Ile Pro Asp Arg Phe Ser Gly Ser Gly Ser
210 215 220

Gly Thr Asp Phe Thr Leu Thr lle Ser Arg Leu Glu Pro Glu Asp Phe
225 230 235 240

Gly Met Phe Tyr Cys GIn His Tyr Gly Arg Thr Pro Phe Thr Phe Gly
245 250 255

Pro Gly Thr Lys Val Asp lle Lys Arg Ala Ala Ala Leu Ser Asn Ser
260 265 270

Ile Met Tyr Phe Ser His Phe Val Pro Val Phe Leu Pro Ala Lys Pro
275 280 285

Thr Thr Thr Pro Ala Pro Arg Pro Pro Thr Pro Ala Pro Thr lle Ala
290 295 300

Ser GIn Pro Leu Ser Leu Arg Pro Glu Ala Cys Arg Pro Ala Ala Gly
305 310 315 320

Gly Ala Val His Thr Arg Gly Leu Asp Phe Ala Cys Asp lle Tyr lle
325 330 335

Trp Ala Pro Leu Ala Gly Thr Cys Gly Val Leu Leu Leu Ser Leu Val
340 345 350

lle Thr Leu Tyr Cys Asn His Arg Asn Arg Ser Lys Arg Ser Arg Leu
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355 360 365

Leu His Ser Asp Tyr Met Asn Met Thr Pro Arg Arg Pro Gly Pro Thr
370 375 380

Arg Lys His Tyr GIn Pro Tyr Ala Pro Pro Arg Asp Phe Ala Ala Tyr
385 390 395 400

Arg Ser Arg Val Lys Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr GIn
405 410 415

GIn Gly GIn Asn GIn Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg Glu
420 425 430

Glu Tyr Asp Val Leu Asp Lys Arg Arg Gly Arg Asp Pro Glu Met Gly
435 440 445

Gly Lys Pro Arg Arg Lys Asn Pro GIn Glu Gly Leu Tyr Asn Glu Leu
450 455 460

GIn Lys Asp Lys Met Ala Glu Ala Tyr Ser Glu Ille Gly Met Lys Gly
465 470 475 480

Glu Arg Arg Arg Gly Lys Gly His Asp Gly Leu Tyr GIn Gly Leu Ser
485 490 495

Thr Ala Thr Lys Asp Thr Tyr Asp Ala Leu His Met GIn Ala Leu Pro
500 505 510

Pro Arg

<210> 73

<211> 1476

<212> ADN

<213> Homo sapiens

<400> 73

atggcactcc ccgtaactge tctgetgetg cegttggeat tgctectgea cgeegeacge 60

Confidencial



Confidencial

ccgcaggtge agcetggtgca gagtggggcea gaagtaaaga agectggtgce ctetgtcaaa 120
gttagttgca aagcatctgg gtatactttc accggttact atatccattg ggttcggcag 180
gccecggage agggactgga gtggatgggc tggatcaacc caaattcagg cggeactaac 240
tatgctcaaa agttccaggg cagggtcaca atggcccggg atacttcaat tagcaccgtc 300
tatatggatc ttagtcggct gcgcagtgac gataccgcetg tctactattg cgcaaggatc 360
aggggcggca attctgtttt tgactattgg ggccagggaa cactggtgac cgtctectct 420
ggtggaggcg gtagtggtgg aggcgggtce ggaggaggag getccgatat agtgatgact 480
caaagtcccg atagcttgge agtatctctt ggggaacgeg ccactattaa ctgtaaatcc 540
acccagtcca ttctctatac ctctaacaac aagaatttcc tcgcgtggta tcagcaaaaa 600
cccgggceage cacctaaact gettatatce tgggecagcea tcagggagte cggegtecect 660
gatcggttca gcggtagtgg cagcgggaca gacttcgcete tgaccatcag tagectccag 720
gctgaagatg tcgeagtgta ttattgccag cagtacttca gcacgatgtt tagettcggg 780
cagggaacca agctggaaat aaagagagct gcagcaatcg aggtgatgta cccacctcca 840
tatctggaca atgaaaagtc caatggcact atcatacacg tgaagggcaa acacctgtgt 900
ccatctccac ttttcccggg cecgtctaaa cetttctggg tgetggtggt ggtgggegga 960
gttctggcect gttattcact getggtcacc gtggctttca tcattttttg ggtaagatcc 1020
aaaagaagcc gectgcteca tagegattac atgaatatga ctccacgeeg ccetggecee 1080
acaaggaaac actaccagcc ttacgcacca cctagagatt tcgetgecta tcggagecga 1140
gtgaaatttt ctagatcagc tgatgctcec gectatcage agggacagaa tcaactttac 1200
aatgagctga acctgggtcg cagagaagag tacgacgttt tggacaaacg ccggggecga 1260
gatcctgaga tgggggggaa gecgagaagg aagaatcetc aagaaggect gtacaacgag 1320
cttcaaaaag acaaaatggc tgaggcgtac tctgagatcg gcatgaaggg cgagcggaga 1380
cgaggcaagg gtcacgatgg cttgtatcag ggcctgagta cagccacaaa ggacacctat 1440

gacgccctce acatgcagge actgecccca cgctag 1476



<210> 74

<211> 491

<212> PRT

<213> Homo sapiens

<400> 74
Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu
1 5 10 15

His Ala Ala Arg Pro GIn Val GIn Leu Val GIn Ser Gly Ala Glu Val
20 25 30

Lys Lys Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr
35 40 45

Thr Phe Thr Gly Tyr Tyr lle His Trp Val Arg GIn Ala Pro Glu GlIn
50 55 60

Gly Leu Glu Trp Met Gly Trp lle Asn Pro Asn Ser Gly Gly Thr Asn
65 70 75 80

Tyr Ala GIn Lys Phe GIn Gly Arg Val Thr Met Ala Arg Asp Thr Ser
85 90 95

Ile Ser Thr Val Tyr Met Asp Leu Ser Arg Leu Arg Ser Asp Asp Thr
100 105 110

Ala Val Tyr Tyr Cys Ala Arg lle Arg Gly Gly Asn Ser Val Phe Asp
115 120 125

Tyr Trp Gly GIn Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly
130 135 140

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Asp lle Val Met Thr
145 150 155 160

GIn Ser Pro Asp Ser Leu Ala Val Ser Leu Gly Glu Arg Ala Thr lle
165 170 175
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Asn Cys Lys Ser Thr GIn Ser Ile Leu Tyr Thr Ser Asn Asn Lys Asn
180 185 190

Phe Leu Ala Trp Tyr GIn GIn Lys Pro Gly GIn Pro Pro Lys Leu Leu
195 200 205

Ile Ser Trp Ala Ser lle Arg Glu Ser Gly Val Pro Asp Arg Phe Ser
210 215 220

Gly Ser Gly Ser Gly Thr Asp Phe Ala Leu Thr Ile Ser Ser Leu GIn
225 230 235 240

Ala Glu Asp Val Ala Val Tyr Tyr Cys GIn GIn Tyr Phe Ser Thr Met
245 250 255

Phe Ser Phe Gly GIn Gly Thr Lys Leu Glu lle Lys Arg Ala Ala Ala
260 265 270

lle Glu Val Met Tyr Pro Pro Pro Tyr Leu Asp Asn Glu Lys Ser Asn
275 280 285

Gly Thr lle lle His Val Lys Gly Lys His Leu Cys Pro Ser Pro Leu
290 295 300

Phe Pro Gly Pro Ser Lys Pro Phe Trp Val Leu Val Val Val Gly Gly
305 310 315 320

Val Leu Ala Cys Tyr Ser Leu Leu Val Thr Val Ala Phe lle lle Phe
325 330 335

Trp Val Arg Ser Lys Arg Ser Arg Leu Leu His Ser Asp Tyr Met Asn
340 345 350

Met Thr Pro Arg Arg Pro Gly Pro Thr Arg Lys His Tyr GIn Pro Tyr
355 360 365

Ala Pro Pro Arg Asp Phe Ala Ala Tyr Arg Ser Arg Val Lys Phe Ser
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370 375 380

Arg Ser Ala Asp Ala Pro Ala Tyr GIn GIn Gly GIn Asn Gin Leu Tyr
385 390 395 400

Asn Glu Leu Asn Leu Gly Arg Arg Glu Glu Tyr Asp Val Leu Asp Lys
405 410 415

Arg Arg Gly Arg Asp Pro Glu Met Gly Gly Lys Pro Arg Arg Lys Asn
420 425 430

Pro GIn Glu Gly Leu Tyr Asn Glu Leu GIn Lys Asp Lys Met Ala Glu
435 440 445

Ala Tyr Ser Glu lle Gly Met Lys Gly Glu Arg Arg Arg Gly Lys Gly
450 455 460

His Asp Gly Leu Tyr GIn Gly Leu Ser Thr Ala Thr Lys Asp Thr Tyr
465 470 475 480

Asp Ala Leu His Met GIn Ala Leu Pro Pro Arg
485 490

<210> 75

<211> 1449

<212> ADN

<213> Homo sapiens

<400> 75
atggcactcc ccgtaactge tctgetgetg cegttggeat tgctectgea cgeegeacge 60

ccgeaggtac agetggtgca gageggggec gaggtcaaaa ageecggggce ttecagttaag 120
gttagctgca aggcttcegg ctacaccttt accggttact atattcactg ggttagacag 180
gcacctgage aaggactgga gtggatgggg tggattaace ccaatagegg tgggaccaac 240
tacgcccaga agtttcaagg ccgagtgaca atggcacgag acacctccat ttccactgtg 300
tacatggact tgagccgect caggtcagac gacaccgcag tgtactactg tgcgcgaatc 360

cgcggeggaa acagegtgtt tgactactgg ggtcagggea cgttggtgac cgtgtcttcc 420
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99aggggggg gatctggtgg cgggggcetce ggcggaggey gtagtgatat tgtgatgact 480
cagtcaccgg acagtcttgc tgtttcactt ggtgagaggg ccaccataaa ttgtaaaagc 540
acccagagca ttctctacac atctaacaac aaaaatttcc tggcctggta ccagcagaag 600
cccggacagce cacccaaatt getgattage tgggcecagea ttcgagaate tggggttceg 660
gaccgctttt ccgggtctgg ctctgggacc gacttcgett tgaccataag ctctcttcag 720
gccgaagacg tcgeagtata ctattgtcaa cagtattttt ctaccatgtt ttccttcgge 780
cagggaacta agttggagat caagagagca gctgcattgg ataatgagaa gtccaatggc 840
actattatcc acgtgaaagg taaacacctg tgtccctcac ccctgtttcc aggacctagt 900
aaaccattct gggtcttggt tgtagtcggg ggcegttttgg catgttattc ccttcttgtg 960
acagtcgcct ttatcatttt ctgggtgaga tccaaaagaa gecgectgcet ccatagcgat 1020
tacatgaata tgactccacg ccgecctgge cccacaagga aacactacca gecttacgca 1080
ccacctagag atttcgctge ctatcggagce cgagtgaaat tttctagatc agetgatget 1140
cccgcctatc agcagggaca gaatcaactt tacaatgagc tgaacctggg tcgcagagaa 1200
gagtacgacg ttttggacaa acgccggggc cgagatcetg agatgggggg gaagccgaga 1260
aggaagaatc ctcaagaagg cctgtacaac gagcttcaaa aagacaaaat ggctgaggeg 1320
tactctgaga tcggcatgaa gggcgagegg agacgaggea agggtcacga tggettgtat 1380
cagggcctga gtacagccac aaaggacacc tatgacgecc tccacatgea ggcactgcee 1440
ccacgctag 1449

<210> 76

<211> 482

<212> PRT

<213> Homo sapiens

<400> 76

Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu

1 5 10 15

His Ala Ala Arg Pro GIn Val GIn Leu Val GIn Ser Gly Ala Glu Val

Confidencial



20 25 30

Lys Lys Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr
35 40 45

Thr Phe Thr Gly Tyr Tyr lle His Trp Val Arg GIn Ala Pro Glu GlIn
50 55 60

Gly Leu Glu Trp Met Gly Trp lle Asn Pro Asn Ser Gly Gly Thr Asn
65 70 75 80

Tyr Ala GIn Lys Phe GIn Gly Arg Val Thr Met Ala Arg Asp Thr Ser
85 90 95

Ile Ser Thr Val Tyr Met Asp Leu Ser Arg Leu Arg Ser Asp Asp Thr
100 105 110

Ala Val Tyr Tyr Cys Ala Arg lle Arg Gly Gly Asn Ser Val Phe Asp
115 120 125

Tyr Trp Gly GIn Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly
130 135 140

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Asp lle Val Met Thr
145 150 155 160

GlIn Ser Pro Asp Ser Leu Ala Val Ser Leu Gly Glu Arg Ala Thr lle
165 170 175

Asn Cys Lys Ser Thr GIn Ser Ile Leu Tyr Thr Ser Asn Asn Lys Asn
180 185 190

Phe Leu Ala Trp Tyr GIn GIn Lys Pro Gly GIn Pro Pro Lys Leu Leu
195 200 205

lle Ser Trp Ala Ser lle Arg Glu Ser Gly Val Pro Asp Arg Phe Ser
210 215 220
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Gly Ser Gly Ser Gly Thr Asp Phe Ala Leu Thr Ile Ser Ser Leu GlIn
225 230 235 240

Ala Glu Asp Val Ala Val Tyr Tyr Cys GIn GIn Tyr Phe Ser Thr Met
245 250 255

Phe Ser Phe Gly GIn Gly Thr Lys Leu Glu lle Lys Arg Ala Ala Ala
260 265 270

Leu Asp Asn Glu Lys Ser Asn Gly Thr lle lle His Val Lys Gly Lys
275 280 285

His Leu Cys Pro Ser Pro Leu Phe Pro Gly Pro Ser Lys Pro Phe Trp
290 295 300

Val Leu Val Val Val Gly Gly Val Leu Ala Cys Tyr Ser Leu Leu Val
305 310 315 320

Thr Val Ala Phe lle lle Phe Trp Val Arg Ser Lys Arg Ser Arg Leu
325 330 335

Leu His Ser Asp Tyr Met Asn Met Thr Pro Arg Arg Pro Gly Pro Thr
340 345 350

Arg Lys His Tyr GIn Pro Tyr Ala Pro Pro Arg Asp Phe Ala Ala Tyr
355 360 365

Arg Ser Arg Val Lys Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr GIn
370 375 380

GIn Gly GIn Asn GIn Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg Glu

385 390 395 400

Glu Tyr Asp Val Leu Asp Lys Arg Arg Gly Arg Asp Pro Glu Met Gly

405 410 415

Gly Lys Pro Arg Arg Lys Asn Pro GIn Glu Gly Leu Tyr Asn Glu Leu
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420 425 430

GIn Lys Asp Lys Met Ala Glu Ala Tyr Ser Glu lle Gly Met Lys Gly
435 440 445

Glu Arg Arg Arg Gly Lys Gly His Asp Gly Leu Tyr GIn Gly Leu Ser
450 455 460

Thr Ala Thr Lys Asp Thr Tyr Asp Ala Leu His Met GIn Ala Leu Pro
465 470 475 480

Pro Arg

<210> 77

<211> 1557

<212> ADN

<213> Homo sapiens

<400> 77
atggcactcc ccgtaactge tctgetgetg cegttggeat tgctectgea cgeegeacge 60

ccgcaagttc agcettgtgca gagcggagcet gaggtgaaaa aaccaggege cteegttaag 120
gtgtcttgca aagccagegg atacacattt accgggtact atattcactg ggtgaggcag 180
gcecctgaac agggecttga atggatgggg tggatcaatc caaattccgg gggaaccaat 240
tatgctcaga aatttcaggg cagagtgaca atggccaggg acacctcaat cagcacagtc 300
tacatggacc tgagccgect gaggtctgat gacacagecg tctactactg tgcccggatc 360
agagggggaa acagtgtctt cgactattgg gggcagggaa ccctggtgac tgtctectce 420
9999929999 gtagcggggg aggcggcage ggcgggggty gtictgacat tgttatgacc 480
caatccecag actetetgge cgtgagecty ggtgagagag ccaccatcaa ttgcaagtce 540
acccagagca tactctatac gtcaaacaat aagaatttcc tggcgtggta tcagcaaaag 600
ccgggtcaac cacccaagtt gttgattage tgggeatcaa ttcgagaatce tggegteect 660
gataggttta gcgggagcegg tagtggaacc gactttgcge tgaccatttc atcccttcag 720

gcagaggacg tggctgtgta ttactgtcaa cagtacttca gcacgatgtt ttctttcgge 780
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caggggacga agctggagat aaagcgggcc gcagcactca gcaacageat catgtacttt 840
tctcatttcg tcccagtttt tctccecgec aaacccacca ctaccectge tectaggect 900
cccactcceg cacccaccat tgettcecaa cetetgtcat tgaggeccga agectgcaga 960
cctgccgeag gaggggetgt geacaccege ggtetggatt ttgettgtga tatctacatt 1020
tgggcccctt tggccggaac ctgcggagtg ttgttgetga gecttgttat cacgttgtac 1080
tgtaatcaca gaaacagatc caaaagaagc cgcctgctcc atagcgatta catgaatatg 1140
actccacgcc geectggecc cacaaggaaa cactaccage cttacgcacc acctagagat 1200
ttcgctgect atcggagecg agtgaaattt tctagatcag ctgatgetce cgectatcag 1260

cagggacaga atcaacttta caatgagctg aacctgggtc gcagagaaga gtacgacgtt 1320

ttggacaaac gccggggcecyg agatcctgag atggggggga agecgagaag gaagaatcct 1380

caagaaggcc tgtacaacga gcttcaaaaa gacaaaatgg ctgaggcgta ctctgagatc 1440
ggcatgaagg gcgagcggag acgaggcaag ggtcacgatg gcettgtatca gggectgagt 1500
acagccacaa aggacaccta tgacgccctc cacatgcagg cactgccccc acgctag 1557
<210> 78

<211> 518

<212> PRT

<213> Homo sapiens

<400> 78

Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu

1 5 10 15

His Ala Ala Arg Pro GIn Val GIn Leu Val GIn Ser Gly Ala Glu Val
20 25 30

Lys Lys Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr
35 40 45

Thr Phe Thr Gly Tyr Tyr lle His Trp Val Arg GIn Ala Pro Glu GlIn
50 55 60

Confidencial
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Gly Leu Glu Trp Met Gly Trp lle Asn Pro Asn Ser Gly Gly Thr Asn
65 70 75 80

Tyr Ala GIn Lys Phe GIn Gly Arg Val Thr Met Ala Arg Asp Thr Ser
85 90 95

Ile Ser Thr Val Tyr Met Asp Leu Ser Arg Leu Arg Ser Asp Asp Thr
100 105 110

Ala Val Tyr Tyr Cys Ala Arg lle Arg Gly Gly Asn Ser Val Phe Asp
115 120 125

Tyr Trp Gly GIn Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly
130 135 140

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Asp lle Val Met Thr
145 150 155 160

GIn Ser Pro Asp Ser Leu Ala Val Ser Leu Gly Glu Arg Ala Thr lle
165 170 175

Asn Cys Lys Ser Thr GIn Ser Ile Leu Tyr Thr Ser Asn Asn Lys Asn
180 185 190

Phe Leu Ala Trp Tyr GIn GIn Lys Pro Gly GIn Pro Pro Lys Leu Leu
195 200 205

lle Ser Trp Ala Ser lle Arg Glu Ser Gly Val Pro Asp Arg Phe Ser
210 215 220

Gly Ser Gly Ser Gly Thr Asp Phe Ala Leu Thr Ile Ser Ser Leu GIn
225 230 235 240

Ala Glu Asp Val Ala Val Tyr Tyr Cys GIn GIn Tyr Phe Ser Thr Met
245 250 255

Phe Ser Phe Gly GIn Gly Thr Lys Leu Glu lle Lys Arg Ala Ala Ala



260 265 270

Leu Ser Asn Ser Ile Met Tyr Phe Ser His Phe Val Pro Val Phe Leu
275 280 285

Pro Ala Lys Pro Thr Thr Thr Pro Ala Pro Arg Pro Pro Thr Pro Ala
290 295 300

Pro Thr lle Ala Ser GIn Pro Leu Ser Leu Arg Pro Glu Ala Cys Arg
305 310 315 320

Pro Ala Ala Gly Gly Ala Val His Thr Arg Gly Leu Asp Phe Ala Cys
325 330 335

Asp lle Tyr lle Trp Ala Pro Leu Ala Gly Thr Cys Gly Val Leu Leu
340 345 350

Leu Ser Leu Val lle Thr Leu Tyr Cys Asn His Arg Asn Arg Ser Lys
355 360 365

Arg Ser Arg Leu Leu His Ser Asp Tyr Met Asn Met Thr Pro Arg Arg
370 375 380

Pro Gly Pro Thr Arg Lys His Tyr GIn Pro Tyr Ala Pro Pro Arg Asp
385 390 395 400

Phe Ala Ala Tyr Arg Ser Arg Val Lys Phe Ser Arg Ser Ala Asp Ala
405 410 415

Pro Ala Tyr GIn GIn Gly GIn Asn GIn Leu Tyr Asn Glu Leu Asn Leu
420 425 430

Gly Arg Arg Glu Glu Tyr Asp Val Leu Asp Lys Arg Arg Gly Arg Asp
435 440 445

Pro Glu Met Gly Gly Lys Pro Arg Arg Lys Asn Pro GIn Glu Gly Leu
450 455 460
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Tyr Asn Glu Leu GIn Lys Asp Lys Met Ala Glu Ala Tyr Ser Glu lle
465 470 475 480

Gly Met Lys Gly Glu Arg Arg Arg Gly Lys Gly His Asp Gly Leu Tyr
485 490 495

GIn Gly Leu Ser Thr Ala Thr Lys Asp Thr Tyr Asp Ala Leu His Met
500 505 510

GlIn Ala Leu Pro Pro Arg
515

<210> 79

<211> 1461

<212> ADN

<213> Homo sapiens

<400> 79
atggcactcc ccgtaactge tctgetgetg cegttggeat tgctectgea cgeegeacge 60

ccgeaggtge agetccaaga gtcaggacca ggacttgtca aaccaageca gaccctcage 120
cttacctgca ccgtcagcgg gggctecate agetctgggg cttactactg gacatggata 180
cgacagcatc ccggtaaagg tctggagtgg atcgggtaca tacactatag tggttccaca 240
tattctaatc catctcttaa gagtcgaatt acaatttcac tcgatacttc aaagaatcag 300
ttcagcttga aactgaactc cgtgaccgeg getgacaccg cegtgtacta ctgtgcacge 360

caagaggatt atggcggact gttcgattat tgggggcagg gaactctcgt gacagtgage 420

tccggeggag geggeagegy tgggggtgga agtggtggag ggggcagega gatcgtgatg 480

acccagagtc ctgccacact gtcagtgagt cctggggage gaatcacact ttectgtcga 540
gcgtctcagt ccgtgaccac ggacctggeg tggtaccage agatgecagg ccaggegeca 600
agactcctga tctacgacgc ttctaccege getactggtt teccegecag attctcegga 660
agcgggtceg ggacggattt tacacttacc atctcttcat tgcaggetga ggattttgce 720
gtgtactact gtcagcatta caaaacctgg cccctcactt tcgggggegg aacaaaagtg 780

gaaattaaac gggcagcagc tattgaggtg atgtacccac ccccctacct ggacaacgag 840

Confidencial



aaatccaatg gcaccatcat ccacgttaag ggtaagcact tgtgtccctc accactcttc 900
cctgggcecta gcaagccatt ctgggtectg gtggtcgtgg gaggegtget ggectgetat 960
tccctectgg ttaccgttgce ctttatcata ttttgggtca gatccaaaag aagecgectg 1020
ctccatagcg attacatgaa tatgactcca cgecgecctg geccccacaag gaaacactac 1080
cagccttacg caccacctag agatttcgct gectatcgga gecgagtgaa attttctaga 1140
tcagctgatg ctcccgecta tcagcaggga cagaatcaac tttacaatga getgaacctg 1200
ggtcgcagag aagagtacga cgttttggac aaacgccggg gecgagatcee tgagatgggg 1260
gggaagccga gaaggaagaa tcctcaagaa ggcectgtaca acgagcttca aaaagacaaa 1320
atggctgagg cgtactctga gatcggceatg aagggcgage ggagacgagg caagggtcac 1380
gatggcttgt atcagggcct gagtacagec acaaaggaca cctatgacgce cctccacatg 1440
caggcactgc ccccacgcta g 1461

<210> 80

<211> 486

<212> PRT

<213> Homo sapiens

<400> 80

Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu

1 5 10 15

His Ala Ala Arg Pro GIn Val Gin Leu GIn Glu Ser Gly Pro Gly Leu
20 25 30

Val Lys Pro Ser GIn Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly
35 40 45

Ser lle Ser Ser Gly Ala Tyr Tyr Trp Thr Trp lle Arg GIn His Pro
50 55 60

Gly Lys Gly Leu Glu Trp lle Gly Tyr Ile His Tyr Ser Gly Ser Thr
65 70 75 80
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Tyr Ser Asn Pro Ser Leu Lys Ser Arg lle Thr Ile Ser Leu Asp Thr
85 90 95

Ser Lys Asn GIn Phe Ser Leu Lys Leu Asn Ser Val Thr Ala Ala Asp
100 105 110

Thr Ala Val Tyr Tyr Cys Ala Arg GIn Glu Asp Tyr Gly Gly Leu Phe
115 120 125

Asp Tyr Trp Gly GIn Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly
130 135 140

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Glu lle Val Met
145 150 155 160

Thr GIn Ser Pro Ala Thr Leu Ser Val Ser Pro Gly Glu Arg lle Thr
165 170 175

Leu Ser Cys Arg Ala Ser GIn Ser Val Thr Thr Asp Leu Ala Trp Tyr
180 185 190

GIn GIn Met Pro Gly GIn Ala Pro Arg Leu Leu Ile Tyr Asp Ala Ser
195 200 205

Thr Arg Ala Thr Gly Phe Pro Ala Arg Phe Ser Gly Ser Gly Ser Gly
210 215 220

Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu GIn Ala Glu Asp Phe Ala
225 230 235 240

Val Tyr Tyr Cys GIn His Tyr Lys Thr Trp Pro Leu Thr Phe Gly Gly
245 250 255

Gly Thr Lys Val Glu lle Lys Arg Ala Ala Ala lle Glu Val Met Tyr
260 265 270

Pro Pro Pro Tyr Leu Asp Asn Glu Lys Ser Asn Gly Thr lle lle His

Confidencial



275 280 285

Val Lys Gly Lys His Leu Cys Pro Ser Pro Leu Phe Pro Gly Pro Ser
290 295 300

Lys Pro Phe Trp Val Leu Val Val Val Gly Gly Val Leu Ala Cys Tyr
305 310 315 320

Ser Leu Leu Val Thr Val Ala Phe lle lle Phe Trp Val Arg Ser Lys
325 330 335

Arg Ser Arg Leu Leu His Ser Asp Tyr Met Asn Met Thr Pro Arg Arg
340 345 350

Pro Gly Pro Thr Arg Lys His Tyr GIn Pro Tyr Ala Pro Pro Arg Asp
355 360 365

Phe Ala Ala Tyr Arg Ser Arg Val Lys Phe Ser Arg Ser Ala Asp Ala
370 375 380

Pro Ala Tyr GIn GIn Gly GIn Asn GIn Leu Tyr Asn Glu Leu Asn Leu
385 390 395 400

Gly Arg Arg Glu Glu Tyr Asp Val Leu Asp Lys Arg Arg Gly Arg Asp
405 410 415

Pro Glu Met Gly Gly Lys Pro Arg Arg Lys Asn Pro GIn Glu Gly Leu
420 425 430

Tyr Asn Glu Leu GIn Lys Asp Lys Met Ala Glu Ala Tyr Ser Glu lle
435 440 445

Gly Met Lys Gly Glu Arg Arg Arg Gly Lys Gly His Asp Gly Leu Tyr
450 455 460

GIn Gly Leu Ser Thr Ala Thr Lys Asp Thr Tyr Asp Ala Leu His Met
465 470 475 480

Confidencial



GlIn Ala Leu Pro Pro Arg
485

<210> 81

<211> 1434

<212> ADN

<213> Homo sapiens

<400> 81
atggcactcc ccgtaactge tctgetgetg cegttggeat tgctectgea cgeegeacge 60

ccgeaggtge agttgcagga gagegggeca ggectggtga ageccageca aacactgage 120
ctcacctgta ctgtgtccgg tggtageatt tccagegggg cgtattattg gacatggata 180
cgccaacacc ctggaaaagg gttggagtgg attggataca tccattattc tgggtccace 240
tatagtaacc cttctctcaa gtctcgeatt actattagtt tggatacctc taagaatcag 300
tttagtctga agctgaacag tgtaaccgec gecgacaccyg cggtctacta ctgtgctagg 360
caggaggatt acgggggact gttcgattac tggggccagg ggacattggt caccgtttca 420
agcgggggcyg geggatetgg cggaggggga tetggaggeg gaggetetga gatcgtaatg 480
actcagagcc cagccaccct gteegtetct cccggegaac geatcactct gagetgtagg 540
gcatcacagt ctgttaccac agatctggct tggtatcaac aaatgcctgg gcaggecceg 600
cgactgttga tttatgacgc ctctacgcgg gecacaggat ttcctgeeeg gttctccggg 660
tctggttctg geaccgattt taccttgaca atcagtagct tgcaggcaga agatttcget 720
gtgtattact gccaacatta taagacatgg cctttgacat tcggcggggg aaccaaagtg 780
gagatcaaac gcgeegeage cctggacaat gagaagtcta atgggaccat cattcacgtc 840
aaagggaaac acctgtgccc ctetectetg tteccaggec cttctaagec cttetgggtt 900
ctcgtggtgg tgggeggtgt cetggectge tatteectte ttgtgacagt ggectttatc 960
attttttggg tgagatccaa aagaagecgce ctgctccata gegattacat gaatatgact 1020
ccacgecgcee ctggecccac aaggaaacac taccagectt acgcaccacc tagagatttc - 1080
gctgectatc ggagecgagt gaaattttct agatcagcetg atgctceege ctatcagcag 1140

ggacagaatc aactttacaa tgagctgaac ctgggtcgca gagaagagta cgacgttttg 1200
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gacaaacgcc ggggccgaga tcctgagatg ggggggaage cgagaaggaa gaatcctcaa 1260
gaaggcctgt acaacgagct tcaaaaagac aaaatggctg aggcgtactc tgagatcgge 1320
atgaagggcg agcggagacg aggcaagggt cacgatggct tgtatcaggg cctgagtaca 1380
gccacaaagg acacctatga cgccctecac atgcaggeac tgeccccacg ctag 1434
<210> 82

<211> 477

<212> PRT

<213> Homo sapiens

<400> 82

Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu

1 5 10 15

His Ala Ala Arg Pro GIn Val GIn Leu GIn Glu Ser Gly Pro Gly Leu
20 25 30

Val Lys Pro Ser GIn Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly
35 40 45

Ser lle Ser Ser Gly Ala Tyr Tyr Trp Thr Trp lle Arg GIn His Pro
50 55 60

Gly Lys Gly Leu Glu Trp lle Gly Tyr Ile His Tyr Ser Gly Ser Thr
65 70 75 80

Tyr Ser Asn Pro Ser Leu Lys Ser Arg lle Thr Ile Ser Leu Asp Thr
85 90 95

Ser Lys Asn GIn Phe Ser Leu Lys Leu Asn Ser Val Thr Ala Ala Asp
100 105 110

Thr Ala Val Tyr Tyr Cys Ala Arg GIn Glu Asp Tyr Gly Gly Leu Phe
115 120 125

Asp Tyr Trp Gly GIn Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly
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130 135 140

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Glu lle Val Met
145 150 155 160

Thr GIn Ser Pro Ala Thr Leu Ser Val Ser Pro Gly Glu Arg lle Thr
165 170 175

Leu Ser Cys Arg Ala Ser GIn Ser Val Thr Thr Asp Leu Ala Trp Tyr
180 185 190

GIn GIn Met Pro Gly GIn Ala Pro Arg Leu Leu lle Tyr Asp Ala Ser
195 200 205

Thr Arg Ala Thr Gly Phe Pro Ala Arg Phe Ser Gly Ser Gly Ser Gly
210 215 220

Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu GIn Ala Glu Asp Phe Ala
225 230 235 240

Val Tyr Tyr Cys GIn His Tyr Lys Thr Trp Pro Leu Thr Phe Gly Gly
245 250 255

Gly Thr Lys Val Glu lle Lys Arg Ala Ala Ala Leu Asp Asn Glu Lys
260 265 270

Ser Asn Gly Thr Ile lle His Val Lys Gly Lys His Leu Cys Pro Ser
275 280 285

Pro Leu Phe Pro Gly Pro Ser Lys Pro Phe Trp Val Leu Val Val Val
290 295 300

Gly Gly Val Leu Ala Cys Tyr Ser Leu Leu Val Thr Val Ala Phe lle
305 310 315 320

Ile Phe Trp Val Arg Ser Lys Arg Ser Arg Leu Leu His Ser Asp Tyr
325 330 335
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Met Asn Met Thr Pro Arg Arg Pro Gly Pro Thr Arg Lys His Tyr GIn
340 345 350

Pro Tyr Ala Pro Pro Arg Asp Phe Ala Ala Tyr Arg Ser Arg Val Lys
355 360 365

Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr GIn GIn Gly GIn Asn GIn
370 375 380

Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg Glu Glu Tyr Asp Val Leu
385 390 395 400

Asp Lys Arg Arg Gly Arg Asp Pro Glu Met Gly Gly Lys Pro Arg Arg
405 410 415

Lys Asn Pro GIn Glu Gly Leu Tyr Asn Glu Leu GIn Lys Asp Lys Met
420 425 430

Ala Glu Ala Tyr Ser Glu lle Gly Met Lys Gly Glu Arg Arg Arg Gly
435 440 445

Lys Gly His Asp Gly Leu Tyr GIn Gly Leu Ser Thr Ala Thr Lys Asp
450 455 460

Thr Tyr Asp Ala Leu His Met GIn Ala Leu Pro Pro Arg
465 470 475

<210> 83

<211> 1542

<212> ADN

<213> Homo sapiens

<400> 83

atggcactcc ccgtaactge tctgetgetg cegttggeat tgctectgea cgeegeacge 60

ccgcaggtac agttgcagga aageggecce ggecttgtaa aaccaageca gactctcagt

ttgacttgca ccgtctcagyg aggaagcatt tccagtgggg cttattattg gacttggatt 180

cggcagceatc ctgggaaagyg gttggaatgg atcggttata ttcattatag cggtagcace 240

Confidencial



Confidencial

tattccaatc cgtctttgaa aagcagaatc actatttcac tcgacacctc taagaaccag 300
ttcagtctca aactgaactc cgtgacagcg gccgacacag ctgtgtacta ctgtgcacgg 360
caagaagatt atggggggct gttcgattat tggggccaag gcacactggt gacagtatca 420
agcggtggag gaggetecgg gggcggagga agtggaggeg gggggagega aattgtgatg 430
acccagtctc cagccacgct gtcagtgtct ccgggagaac geataaccct ctectgcegg 540
gccagtcagt ccgtcacgac cgatttgget tggtatcaac agatgectgg gcaggeccce 600
cgcttgctga tctatgacgce ctccaccaga geaactggtt tcccegececg gttcagcgga 660
tctggaagcg gtacagattt tacacttacc atctcatcat tgcaagctga ggattttgcc 720
gtgtactact gccagcacta caagacctgg cctttgacgt tcggcggegg aacaaaagtg 780
gagattaaaa gagccgetgc cctcagtaac tcaatcatgt actttagtca ctttgtgect 840
gtgtttctge cagcaaagcec aacaaccaca ccagcaccee geectccaac gectgeccca 900
accatcgcct cccagectct gagettgagg cctgaggctt gtcgeccage tgctggaggt 960
gctgtgcata cacgaggact ggatttcgec tgcgatatct atatctggge accacttgcc 1020
ggtacttgtg gtgtgttgct getctcactg gtcatcacge tgtactgtaa ccataggaat 1080
agatccaaaa gaagccgcct getccatage gattacatga atatgactce acgecgeect 1140
ggccccacaa ggaaacacta ccagecttac gcaccaccta gagatttcge tgectatcgg 1200
agccgagtga aattttctag atcagctgat gctccegect atcagcaggg acagaatcaa 1260
ctttacaatg agctgaacct gggtcgcaga gaagagtacg acgttttgga caaacgccgg 1320
ggccgagatc ctgagatggg ggggaageeg agaaggaaga atcctcaaga aggectgtac 1380
aacgagcttc aaaaagacaa aatggctgag gegtactctg agatcggcat gaagggcgag 1440
cggagacgag gcaagggtca cgatggcettg tatcagggcec tgagtacage cacaaaggac 1500
acctatgacg ccctccacat gcaggceactg cccccacgcet ag 1542

<210> 84

<211> 513

<212> PRT
<213> Homo sapiens



Confidencial

<400> 84
Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu
1 5 10 15

His Ala Ala Arg Pro GIn Val GIn Leu GIn Glu Ser Gly Pro Gly Leu
20 25 30

Val Lys Pro Ser GIn Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly
35 40 45

Ser lle Ser Ser Gly Ala Tyr Tyr Trp Thr Trp lle Arg GIn His Pro
50 55 60

Gly Lys Gly Leu Glu Trp lle Gly Tyr Ile His Tyr Ser Gly Ser Thr
65 70 75 80

Tyr Ser Asn Pro Ser Leu Lys Ser Arg lle Thr Ile Ser Leu Asp Thr
85 90 95

Ser Lys Asn GIn Phe Ser Leu Lys Leu Asn Ser Val Thr Ala Ala Asp
100 105 110

Thr Ala Val Tyr Tyr Cys Ala Arg GIn Glu Asp Tyr Gly Gly Leu Phe
115 120 125

Asp Tyr Trp Gly GIn Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly
130 135 140

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Glu lle Val Met
145 150 155 160

Thr GIn Ser Pro Ala Thr Leu Ser Val Ser Pro Gly Glu Arg lle Thr
165 170 175

Leu Ser Cys Arg Ala Ser GIn Ser Val Thr Thr Asp Leu Ala Trp Tyr
180 185 190



GIn GIn Met Pro Gly GIn Ala Pro Arg Leu Leu Ile Tyr Asp Ala Ser
195 200 205

Thr Arg Ala Thr Gly Phe Pro Ala Arg Phe Ser Gly Ser Gly Ser Gly
210 215 220

Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu GIn Ala Glu Asp Phe Ala
225 230 235 240

Val Tyr Tyr Cys GIn His Tyr Lys Thr Trp Pro Leu Thr Phe Gly Gly
245 250 255

Gly Thr Lys Val Glu lle Lys Arg Ala Ala Ala Leu Ser Asn Ser lle
260 265 270

Met Tyr Phe Ser His Phe Val Pro Val Phe Leu Pro Ala Lys Pro Thr
275 280 285

Thr Thr Pro Ala Pro Arg Pro Pro Thr Pro Ala Pro Thr Ile Ala Ser
290 295 300

GlIn Pro Leu Ser Leu Arg Pro Glu Ala Cys Arg Pro Ala Ala Gly Gly
305 310 315 320

Ala Val His Thr Arg Gly Leu Asp Phe Ala Cys Asp lle Tyr Ile Trp
325 330 335

Ala Pro Leu Ala Gly Thr Cys Gly Val Leu Leu Leu Ser Leu Val lle
340 345 350

Thr Leu Tyr Cys Asn His Arg Asn Arg Ser Lys Arg Ser Arg Leu Leu
355 360 365

His Ser Asp Tyr Met Asn Met Thr Pro Arg Arg Pro Gly Pro Thr Arg
370 375 380

Lys His Tyr GIn Pro Tyr Ala Pro Pro Arg Asp Phe Ala Ala Tyr Arg
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385 390 395 400

Ser Arg Val Lys Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr GIn GIn
405 410 415

Gly GIn Asn GIn Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg Glu Glu
420 425 430

Tyr Asp Val Leu Asp Lys Arg Arg Gly Arg Asp Pro Glu Met Gly Gly
435 440 445

Lys Pro Arg Arg Lys Asn Pro GIn Glu Gly Leu Tyr Asn Glu Leu GlIn
450 455 460

Lys Asp Lys Met Ala Glu Ala Tyr Ser Glu lle Gly Met Lys Gly Glu
465 470 475 480

Arg Arg Arg Gly Lys Gly His Asp Gly Leu Tyr GIn Gly Leu Ser Thr
485 490 495

Ala Thr Lys Asp Thr Tyr Asp Ala Leu His Met GIn Ala Leu Pro Pro
500 505 510

Arg

<210> 85

<211> 993

<212> PRT

<213> Homo sapiens

<400> 85
Met Pro Ala Leu Ala Arg Asp Gly Gly GIn Leu Pro Leu Leu Val Val
1 5 10 15

Phe Ser Ala Met lle Phe Gly Thr lle Thr Asn GIn Asp Leu Pro Val
20 25 30

Confidencial



lle Lys Cys Val Leu Ile Asn His Lys Asn Asn Asp Ser Ser Val Gly
35 40 45

Lys Ser Ser Ser Tyr Pro Met Val Ser Glu Ser Pro Glu Asp Leu Gly
50 55 60

Cys Ala Leu Arg Pro GIn Ser Ser Gly Thr Val Tyr Glu Ala Ala Ala
65 70 75 80

Val Glu Val Asp Val Ser Ala Ser lle Thr Leu GIn Val Leu Val Asp
85 90 95

Ala Pro Gly Asn lle Ser Cys Leu Trp Val Phe Lys His Ser Ser Leu
100 105 110

Asn Cys GIn Pro His Phe Asp Leu GIn Asn Arg Gly Val Val Ser Met
115 120 125

Val lle Leu Lys Met Thr Glu Thr GIn Ala Gly Glu Tyr Leu Leu Phe
130 135 140

lle GIn Ser Glu Ala Thr Asn Tyr Thr Ile Leu Phe Thr Val Ser lle
145 150 155 160

Arg Asn Thr Leu Leu Tyr Thr Leu Arg Arg Pro Tyr Phe Arg Lys Met
165 170 175

Glu Asn GIn Asp Ala Leu Val Cys lle Ser Glu Ser Val Pro Glu Pro
180 185 190

lle Val Glu Trp Val Leu Cys Asp Ser GIn Gly Glu Ser Cys Lys Glu
195 200 205

Glu Ser Pro Ala Val Val Lys Lys Glu Glu Lys Val Leu His Glu Leu
210 215 220

Phe Gly Thr Asp lle Arg Cys Cys Ala Arg Asn Glu Leu Gly Arg Glu
225 230 235 240

Confidencial



Cys Thr Arg Leu Phe Thr Ile Asp Leu Asn GIn Thr Pro GIn Thr Thr
245 250 255

Leu Pro GIn Leu Phe Leu Lys Val Gly Glu Pro Leu Trp lle Arg Cys
260 265 270

Lys Ala Val His Val Asn His Gly Phe Gly Leu Thr Trp Glu Leu Glu
275 280 285

Asn Lys Ala Leu Glu Glu Gly Asn Tyr Phe Glu Met Ser Thr Tyr Ser
290 295 300

Thr Asn Arg Thr Met Ile Arg lle Leu Phe Ala Phe Val Ser Ser Val
305 310 315 320

Ala Arg Asn Asp Thr Gly Tyr Tyr Thr Cys Ser Ser Ser Lys His Pro
325 330 335

Ser GIn Ser Ala Leu Val Thr lle Val Glu Lys Gly Phe lle Asn Ala
340 345 350

Thr Asn Ser Ser Glu Asp Tyr Glu lle Asp GIn Tyr Glu Glu Phe Cys
355 360 365

Phe Ser Val Arg Phe Lys Ala Tyr Pro Glin lle Arg Cys Thr Trp Thr
370 375 380

Phe Ser Arg Lys Ser Phe Pro Cys Glu GIn Lys Gly Leu Asp Asn Gly
385 390 395 400

Tyr Ser lle Ser Lys Phe Cys Asn His Lys His GIn Pro Gly Glu Tyr
405 410 415

Ile Phe His Ala Glu Asn Asp Asp Ala GIn Phe Thr Lys Met Phe Thr
420 425 430

Confidencial



Leu Asn lle Arg Arg Lys Pro GIn Val Leu Ala Glu Ala Ser Ala Ser
435 440 445

GIn Ala Ser Cys Phe Ser Asp Gly Tyr Pro Leu Pro Ser Trp Thr Trp
450 455 460

Lys Lys Cys Ser Asp Lys Ser Pro Asn Cys Thr Glu Glu lle Thr Glu
465 470 475 480

Gly Val Trp Asn Arg Lys Ala Asn Arg Lys Val Phe Gly GIn Trp Val
485 490 495

Ser Ser Ser Thr Leu Asn Met Ser Glu Ala lle Lys Gly Phe Leu Val
500 505 510

Lys Cys Cys Ala Tyr Asn Ser Leu Gly Thr Ser Cys Glu Thr lle Leu
515 520 525

Leu Asn Ser Pro Gly Pro Phe Pro Phe lle GIn Asp Asn lle Ser Phe
530 535 540

Tyr Ala Thr lle Gly Val Cys Leu Leu Phe Ile Val Val Leu Thr Leu
545 550 555 560

Leu lle Cys His Lys Tyr Lys Lys GIn Phe Arg Tyr Glu Ser GIn Leu
565 570 575

GIn Met Val GIn Val Thr Gly Ser Ser Asp Asn Glu Tyr Phe Tyr Val
580 585 590

Asp Phe Arg Glu Tyr Glu Tyr Asp Leu Lys Trp Glu Phe Pro Arg Glu
595 600 605

Asn Leu Glu Phe Gly Lys Val Leu Gly Ser Gly Ala Phe Gly Lys Val
610 615 620

Met Asn Ala Thr Ala Tyr Gly lle Ser Lys Thr Gly Val Ser lle GIn
625 630 635 640
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Val Ala Val Lys Met Leu Lys Glu Lys Ala Asp Ser Ser Glu Arg Glu
645 650 655

Ala Leu Met Ser Glu Leu Lys Met Met Thr GIn Leu Gly Ser His Glu
660 665 670

Asn lle Val Asn Leu Leu Gly Ala Cys Thr Leu Ser Gly Pro lle Tyr
675 680 685

Leu lle Phe Glu Tyr Cys Cys Tyr Gly Asp Leu Leu Asn Tyr Leu Arg
690 695 700

Ser Lys Arg Glu Lys Phe His Arg Thr Trp Thr Glu lle Phe Lys Glu
705 710 715 720

His Asn Phe Ser Phe Tyr Pro Thr Phe GIn Ser His Pro Asn Ser Ser
725 730 735

Met Pro Gly Ser Arg Glu Val Gln Ile His Pro Asp Ser Asp Gin lle
740 745 750

Ser Gly Leu His Gly Asn Ser Phe His Ser Glu Asp Glu lle Glu Tyr
755 760 765

Glu Asn GIn Lys Arg Leu Glu Glu Glu Glu Asp Leu Asn Val Leu Thr
770 775 780

Phe Glu Asp Leu Leu Cys Phe Ala Tyr GIn Val Ala Lys Gly Met Glu
785 790 795 800

Phe Leu Glu Phe Lys Ser Cys Val His Arg Asp Leu Ala Ala Arg Asn
805 810 815

Val Leu Val Thr His Gly Lys Val Val Lys lle Cys Asp Phe Gly Leu
820 825 830
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Ala Arg Asp lle Met Ser Asp Ser Asn Tyr Val Val Arg Gly Asn Ala
835 840 845

Arg Leu Pro Val Lys Trp Met Ala Pro Glu Ser Leu Phe Glu Gly lle
850 855 860

Tyr Thr lle Lys Ser Asp Val Trp Ser Tyr Gly lle Leu Leu Trp Glu
865 870 875 880

Ile Phe Ser Leu Gly Val Asn Pro Tyr Pro Gly lle Pro Val Asp Ala
885 890 895

Asn Phe Tyr Lys Leu lle GIn Asn Gly Phe Lys Met Asp GIn Pro Phe
900 905 910

Tyr Ala Thr Glu Glu lle Tyr lle lle Met GIn Ser Cys Trp Ala Phe
915 920 925

Asp Ser Arg Lys Arg Pro Ser Phe Pro Asn Leu Thr Ser Phe Leu Gly
930 935 940

Cys GIn Leu Ala Asp Ala Glu Glu Ala Met Tyr GIn Asn Val Asp Gly
945 950 955 960

Arg Val Ser Glu Cys Pro His Thr Tyr GIn Asn Arg Arg Pro Phe Ser
965 970 975

Arg Glu Met Asp Leu Gly Leu Leu Ser Pro GIn Ala GIn Val Glu Asp
980 985 990

Ser

<210> 86

<211> 63

<212> ADN

<213> Homo sapiens

<400> 86

Confidencial



atggcactcc ccgtaactgc tctgetgetg cegttggeat tgctectgea cgeegcacge 60

ccg 63

<210> 87

<211> 21

<212> PRT

<213> Homo sapiens

<400> 87

Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu
1 5 10 15

His Ala Ala Arg Pro
20

<210> 88

<211> 45

<212> ADN

<213> Homo sapiens

<400> 88
ggcggtggag getcecggagg ggggggctct ggeggagggg getee 45

<210> 89

<211> 15

<212> PRT

<213> Homo sapiens

<400> 89

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser
1 5 10 15

<210> 90

<211> 54

<212> ADN

<213> Homo sapiens

<400> 90
gggtctacat ccggetcegg gaagecegga agtggegaag gtagtacaaa gggg 54

<210> 91

Confidencial



Confidencial

<211> 18
<212> PRT
<213> Homo sapiens

<400> 91
Gly Ser Thr Ser Gly Ser Gly Lys Pro Gly Ser Gly Glu Gly Ser Thr
1 5 10 15

Lys Gly

<210> 92

<211> 126

<212> PRT

<213> Homo sapiens

<400> 92
Ala Ala Gly Cys Gly Cys Gly Gly Cys Ala Gly Gly Ala Ala Gly Ala
1 5 10 15

Ala Gly Cys Thr Cys Cys Thr Cys Thr Ala Cys Ala Thr Thr Thr Thr
20 25 30

Thr Ala Ala Gly Cys Ala Gly Cys Cys Thr Thr Thr Thr Ala Thr Gly
35 40 45

Ala Gly Gly Cys Cys Cys Gly Thr Ala Cys Ala Gly Ala Cys Ala Ala
50 55 60

Cys Ala Cys Ala Gly Gly Ala Gly Gly Ala Ala Gly Ala Thr Gly Gly
65 70 75 80

Cys Thr Gly Thr Ala Gly Cys Thr Gly Cys Ala Gly Ala Thr Thr Thr
85 90 95

Cys Cys Cys Gly Ala Gly Gly Ala Gly Gly Ala Gly Gly Ala Ala Gly
100 105 110

Gly Thr Gly Gly Gly Thr Gly Cys Gly Ala Gly Cys Thr Gly



115 120 125

<210> 93

<211> 42

<212> PRT

<213> Homo sapiens

<400> 93

Lys Arg Gly Arg Lys Lys Leu Leu Tyr lle Phe Lys GIn Pro Phe Met
1 5 10 15

Arg Pro Val GIn Thr Thr GIn Glu Glu Asp Gly Cys Ser Cys Arg Phe
20 25 30

Pro Glu Glu Glu Glu Gly Gly Cys Glu Leu
35 40

<210> 94

<211> 37

<212> PRT

<213> Homo sapiens

<400> 94

Arg Arg Asp GIn Arg Leu Pro Pro Asp Ala His Lys Pro Pro Gly Gly
1 5 10 15

Gly Ser Phe Arg Thr Pro lle GIn Glu Glu GIn Ala Asp Ala His Ser
20 25 30

Thr Leu Ala Lys lle
35

<210> 95

<211> 6762

<212> ADN

<213> Secuencia artificial

<220>
<223> Vector plasmido

<400> 95

Confidencial



ctgacgcgcc ctgtagcgge geattaageg cggegggtgt ggtggttacg cgcagegtga 60
ccgctacact tgccagegece ctagegeecg ctectttegc tttetteect tectttctcg 120
ccacgttcgce cggctttcee cgtcaagctc taaatcgggg geteccttta gggttccgat 180
ttagtgcttt acggcacctc gaccccaaaa aacttgatta gggtgatggt tcacgtagty 240
ggccatcgcce ctgatagacg gtttttcgec ctttgacgtt ggagtccacg ttctttaata 300
gtggactctt gttccaaact ggaacaacac tcaaccctat ctcggtctat tettttgatt 360
tataagggat tttgccgatt tcggcctatt ggttaaaaaa tgagctgatt taacaaaaat 420
ttaacgcgaa ttttaacaaa atattaacgc ttacaatttg ccattcgcca ttcaggctgc 480
gcaactgttg ggaagggcga tcggtgeggg cctettegcet attacgecag ctggcgaaag 540
ggggatgtgc tgcaaggcga ttaagttggg taacgccagg gttttcccag tcacgacgtt 600
gtaaaacgac ggccagtgaa ttgtaatacg actcactata gggcgacccg gggatggcge 660
gccagtaatc aattacgggg tcattagttc atagcccata tatggagttc cgegttacat 720
aacttacggt aaatggcccg cctggetgac cgeccaacga cceccgecca ttgacgtcaa 780
taatgacgta tgttcccata gtaacgccaa tagggacttt ccattgacgt caatgggtgg 840
agtatttacg gtaaactgcc cacttggcag tacatcaagt gtatcatatg ccaagtacgc 900
cccctattga cgtcaatgac ggtaaatggce ccgectggca ttatgeccag tacatgacct 960
tatgggactt tcctacttgg cagtacatct acgtattagt catcgctatt accatgctga 1020
tgcggttttg gcagtacatc aatgggegtg gatageggtt tgactcacgg ggatttccaa 1080
gtctccaccc cattgacgtc aatgggagtt tgttttggca ccaaaatcaa cgggactttc 1140
caaaatgtcg taacaactcc gccccattga cgcaaatggg cggtaggegt gtacggtggg 1200
aggtctatat aagcagagct ggtttagtga accggggtct ctctggttag accagatctg 1260
agcctgggag ctetetggct aactagggaa cccactgctt aagectcaat aaagettgec 1320
ttgagtgctt caagtagtgt gtgcccgtct gttgtgtgac tctggtaact agagatccct 1380

cagacccttt tagtcagtgt ggaaaatctc tagcagtggc gcccgaacag ggacttgaaa 1440

gcgaaaggga aaccagagga gctctctega cgeaggacte ggcttgetga agegegecacg 1500

Confidencial



gcaagaggcg aggggcggcg actggtgagt acgccaaaaa ttttgactag cggaggetag 1560
aaggagagag atgggtgcga gagcegtcagt attaagcggg ggagaattag atcgcgatgg 1620
gaaaaaattc ggttaaggcc agggggaaag aaaaaatata aattaaaaca tatagtatgg 1680
gcaagcaggg agctagaacg attcgcagtt aatcctggcc tgttagaaac atcagaaggc 1740
tgtagacaaa tactgggaca gctacaacca tcccttcaga caggatcaga agaacttaga 1800
tcattatata atacagtagc aaccctctat tgtgtgcatc aaaggataga gataaaagac 1860
accaaggaag ctttagacaa gatagaggaa gagcaaaaca aaagtaagac caccgcacag 1920
caagccgcecg ctgatcttca gacctggagg aggagatatg agggacaatt ggagaagtga 1980
attatataaa tataaagtag taaaaattga accattagga gtagcaccca ccaaggcaaa 2040
gagaagagtg gtgcagagag aaaaaagagc agtgggaata ggagctttgt tccttgggtt 2100
cttgggagca gcaggaagca ctatgggcge agegtcaatg acgetgacgg tacaggccag 2160
acaattattg tctggtatag tgcagcagca gaacaatttg ctgagggcta ttgaggcgca 2220
acagcatctg ttgcaactca cagtctgggg catcaagcag ctccaggcaa gaatcctgge 2280
tgtggaaaga tacctaaagg atcaacagct cctggggatt tggggttgct ctggaaaact 2340
catttgcacc actgctgtgc cttggaatgc tagttggagt aataaatctc tggaacagat 2400
ttggaatcac acgacctgga tggagtggga cagagaaatt aacaattaca caagcttaat 2460
acactcctta attgaagaat cgcaaaacca gcaagaaaag aatgaacaag aattattgga 2520
attagataaa tgggcaagtt tgtggaattg gtttaacata acaaattggc tgtggtatat 2580
aaaattattc ataatgatag taggaggctt ggtaggttta agaatagttt ttgctgtact 2640

ttctatagtg aatagagtta ggcagggata ttcaccatta tcgtttcaga cccacctccc 2700

aaccccgagg ggacccgaca ggeccgaagg aatagaagaa gaaggtggag agagagacag 2760

agacagatcc attcgattag tgaacggatc tcgacggtat cggttaactt ttaaaagaaa 2820
aggggggatt ggggggtaca gtgcagggga aagaatagta gacataatag caacagacat 2880
acaaactaaa gaattacaaa aacaaattac aaaattcaaa attttatcgc gatcgcggaa 2940

tgaaagaccc cacctgtagg tttggcaagc tagcttaagt aacgccattt tgcaaggcat 3000

Confidencial



ggaaaataca taactgagaa tagagaagtt cagatcaagg ttaggaacag agagacagca 3060
gaatatgggc caaacaggat atctgtggta agcagttcct gcceeggcetc agggccaaga 3120
acagatggtc cccagatgcg gtcccgecct cagceagtttc tagagaacca tcagatgttt 3180
ccagggtgcec ccaaggacct gaaaatgacc ctgtgcctta tttgaactaa ccaatcagtt 3240
cgcttctegc ttetgttcge gegcettetge tcceccgagcet caataaaaga geccacaace 3300
cctcactcgg cgcgecagtc cttcgaagta gatctttgtc gatcctacca tccactcgac 3360
acacccgcca geggcecgcetg ccaagcettcc gagctctcga attaattcac ggtacccacce 3420
atggcctagg gagactagtc gaatcgatat caacctctgg attacaaaat ttgtgaaaga 3480
ttgactggta ttcttaacta tgttgctcct tttacgctat gtggatacgc tgctttaatg 3540
cctttgtatc atgctattge ttccegtatg getttcattt tetectectt gtataaatcc 3600
tggttgctgt ctctttatga ggagttgtgg ccegttgtca ggcaacgtgg cgtggtgtge 3660
actgtgtttg ctgacgcaac ccccactggt tggggcattg ccaccacctg tcagcetectt 3720
tccgggactt tegcttteec ceteectatt geccacggegg aactcatcge cgectgectt 3780
gcccgcetget ggacaggggc tcggcetgttg ggceactgaca attcegtggt gttgtcgggg 3840
aagctgacgt ccttttcatg gctgcetcgec tgtgttgeca cctggattct gcgcgggacg 3900
tccttetget acgtcccttc ggecectcaat ccageggacc ttecttceeg cggecetgetg 3960
ccggctetge ggcectettee gegtcttegce cttcgeecte agacgagteg gatcteectt 4020
tgggccgcct ccececgectgg ttaattaaag tacctttaag accaatgact tacaaggcag 4080
ctgtagatct tagccacttt ttaaaagaaa aggggggact ggaagggcga attcactccc 4140
aacgaagaca agatctgctt tttgcttgta ctgggtctct ctggttagac cagatctgag 4200
cctgggagct ctctggctaa ctagggaacc cactgcttaa gectcaataa agcettgectt 4260
gagtgcttca agtagtgtgt gcccgtctgt tgtgtgactc tggtaactag agatccctca 4320
gaccctttta gtcagtgtgg aaaatctcta gcaggcatgc cagacatgat aagatacatt 4380
gatgagtttg gacaaaccac aactagaatg cagtgaaaaa aatgctttat ttgtgaaatt 4440

tgtgatgcta ttgctttatt tgtaaccatt ataagctgca ataaacaagt taacaacaac 4500

Confidencial



Confidencial

aattgcattc attttatgtt tcaggttcag ggggaggtgt gggaggtttt ttggcgegec 4560
atcgtcgagg ttccctttag tgagggttaa ttgcgagctt ggegtaatca tggtcatagec 4620
tgtttcctgt gtgaaattgt tatccgetca caattccaca caacatacga gccggaagca 4680
taaagtgtaa agcctggggt gectaatgag tgagctaact cacattaatt gegttgeget 4740
cactgcccgc tttccagtcg ggaaacctgt cgtgecagct geattaatga atcggccaac 4800
gcgcggggag aggeggtttg cgtattgggce getcttecgce ttectegete actgactcge 4860
tgcgcteggt cgttcggetg cggegagegg tatcagcetca ctcaaaggeg gtaatacggt 4920
tatccacaga atcaggggat aacgcaggaa agaacatgtg agcaaaaggc cagcaaaagg 4980
ccaggaaccg taaaaaggcc gegttgetgg cgtttttcca taggcetcege cccectgacg 5040
agcatcacaa aaatcgacgc tcaagtcaga ggtggcgaaa cccgacagga ctataaagat 5100
accaggcgtt tcccectgga agcetececteg tgegcetcetece tgttccgacc ctgeecgetta 5160
ccggatacct gtccgecttt ctcecttcgg gaagegtggce getttctcat agetcacget 5220
gtaggtatct cagttcggtg taggtcgttc gctccaagct gggctgtgtg cacgaaccce 5280
ccgttcagec cgaccgctge gecttatceg gtaactatcg tcttgagtcc aacccggtaa 5340
gacacgactt atcgccactg gcagcagcca ctggtaacag gattagcaga gcgaggtatg 5400
taggcggtgc tacagagttc ttgaagtggt ggcctaacta cggctacact agaagaacag 5460
tatttggtat ctgcgctctg ctgaagccag ttaccttcgg aaaaagagtt ggtagctctt 5520
gatccggcaa acaaaccacc getggtageg gtgotttttt tgtttgcaag cagcagatta 5580
cgcgcagaaa aaaaggatct caagaagatc ctttgatctt ttctacgggg tctgacgetc 5640
agtggaacga aaactcacgt taagggattt tggtcatgag attatcaaaa aggatcttca 5700
cctagatcct tttaaattaa aaatgaagtt ttaaatcaat ctaaagtata tatgagtaaa 5760
cttggtctga cagttaccaa tgcttaatca gtgaggcacc tatctcagcg atctgtctat 5820
ttcgttcatc catagttgcc tgactccccg tegtgtagat aactacgata cgggaggget 5880
taccatctgg ccccagtgct gcaatgatac cgcgagaccc acgcetcaccg gctccagatt 5940

tatcagcaat aaaccagcca gccggaaggg ccgagcgceag aagtggtect geaactttat 6000



Confidencial

ccgcctecat ccagtctatt aattgttgec gggaagctag agtaagtagt tcgecagtta 6060
atagtttgcg caacgttgtt gccattgcta caggcatcgt ggtgtcacgc tegtegtttg 6120
gtatggcttc attcagctcc ggttcccaac gatcaaggcg agttacatga tcccccatgt 6180
tgtgcaaaaa agcggttagc tccttcggtce ctcecgategt tgtcagaagt aagttggecg 6240
cagtgttatc actcatggtt atggcagcac tgcataattc tcttactgtc atgccatccg 6300
taagatgctt ttctgtgact ggtgagtact caaccaagtc attctgagaa tagtgtatgc 6360
ggcgaccgag ttgctcttge ccggegtcaa tacgggataa taccgcgceca catagcagaa 6420
ctttaaaagt gctcatcatt ggaaaacgtt cttcggggcg aaaactctca aggatcttac 6480
cgctgttgag atccagttcg atgtaaccca ctcgtgcacc caactgatct tcagcatctt 6540
ttactttcac cagcgtttct gggtgagcaa aaacaggaag gcaaaatgcc gcaaaaaagg 6600
gaataagggc gacacggaaa tgttgaatac tcatactctt cctttttcaa tattattgaa 6660
gcatttatca gggttattgt ctcatgagcg gatacatatt tgaatgtatt tagaaaaata 6720
aacaaatagg ggttccgcegce acatttccece gaaaagtgec ac 6762

<210> 96

<211> 15

<212> PRT

<213> Homo sapiens

<400> 96

lle Pro Tyr Tyr Gly Ser Gly Ser His Asn Tyr Gly Met Asp Val

1 5 10 15

<210> 97

<211> 5

<212> PRT

<213> Homo sapiens

<400> 97
Asn Tyr Gly Met His
1 5

<210> 98



<211> 357
<212> ADN
<213> Homo sapiens

<400> 98
caggtgcagc tggtgcagtc tggggetgag gtgaagaage ctggggecte agtgaaggtc 60

tcctgcaagg cttctggata caccttcace ggctactata tacactgggt gcgacaggee 120

cctgaacaag ggcttgagtg gatgggatgg atcaacccta acagtggtgg cacaaactat 180
gcacagaagt ttcagggcag ggtcaccatg gccagggaca cgtccatcag cacagtttac 240
atggacctga gcaggctgag atctgacgac acggecgtgt attactgtge gagaatacgc 300

ggtggtaact cggtctttga ctactggggce cagggaacce tggtcaccgt ctectca 357

Confidencial



