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<210> 1 

<211> 54 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<223> Descripción de la secuencia artificial: Polipéptido 



 

 

      sintético 

 

<400> 1 

Met Lys Asp Lys Gln Asp Glu Glu Gln Arg Thr Arg Arg Met Met Arg  

1               5                   10                  15       

 

 

Thr Lys Met Arg Met Arg Arg Met Arg Arg Thr Arg Arg Lys Met Arg  

            20                  25                  30           

 

 

Arg Lys Met Ser Pro Ala Arg Pro Arg Thr Ser Cys Arg Glu Ala Cys  

        35                  40                  45               

 

 

Leu Gln Gly Trp Thr Glu  

    50                   

 

 

<210> 2 

<211> 14 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<223> Descripción de la secuencia artificial: Péptido 

      sintético 

 

<400> 2 



 

 

Glu Glu Ala Glu Asp Asn Cys Arg Arg Met Met Arg Thr Lys  

1               5                   10                   

 

 

<210> 3 

<211> 71 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<223> Descripción de la secuencia artificial: Polipéptido 

      sintético 

 

<400> 3 

Met Lys Asp Lys Gln Asp Glu Glu Gln Arg Thr Arg Arg Met Met Arg  

1               5                   10                  15       

 

 

Thr Lys Met Arg Met Arg Arg Met Arg Arg Thr Arg Arg Lys Met Arg  

            20                  25                  30           

 

 

Arg Lys Met Ser Pro Ala Arg Pro Arg Thr Ser Cys Arg Glu Ala Cys  

        35                  40                  45               

 

 

Leu Gln Gly Trp Thr Glu Ala Ala Tyr Glu Glu Ala Glu Asp Asn Cys  

    50                  55                  60                   

 



 

 

 

Arg Arg Met Met Arg Thr Lys  

65                  70       

 

 

<210> 4 

<211> 30 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<223> Descripción de la secuencia artificial: Polipéptido 

      sintético 

 

<400> 4 

Lys Leu Ser His Lys His Leu Val Leu Asn Tyr Gly Val Cys Phe Cys  

1               5                   10                  15       

 

 

Gly Asp Glu Asn Ile Leu Val Gln Glu Phe Val Lys Phe Gly  

            20                  25                  30   

 

 

<210> 5 

<211> 9 

<212> PRT 

<213> Secuencia artificial 

 

<220> 



 

 

<223> Descripción de la secuencia artificial: Péptido 

      sintético 

 

<400> 5 

Val Leu Asn Tyr Gly Val Cys Phe Cys  

1               5                    

 

 

<210> 6 

<211> 9 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<223> Descripción de la secuencia artificial: Péptido 

      sintético 

 

<400> 6 

Phe Cys Gly Asp Glu Asn Ile Leu Val  

1               5                    

 

 

<210> 7 

<211> 21 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<223> Descripción de la secuencia artificial: Péptido 



 

 

      sintético 

 

<400> 7 

Val Leu Asn Tyr Gly Val Cys Phe Cys Ala Ala Tyr Phe Cys Gly Asp  

1               5                   10                  15       

 

 

Glu Asn Ile Leu Val  

            20       

 

 

<210> 8 

<211> 21 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<223> Descripción de la secuencia artificial: Péptido 

      sintético 

 

<400> 8 

Met Ala Cys Pro Gly Phe Leu Trp Ala Leu Val Ile Ser Thr Cys Leu  

1               5                   10                  15       

 

 

Glu Phe Ser Met Ala  

            20       

 

 



 

 

<210> 9 

<211> 92 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<223> Descripción de la secuencia artificial: Polipéptido 

      sintético 

 

<400> 9 

Met Ala Cys Pro Gly Phe Leu Trp Ala Leu Val Ile Ser Thr Cys Leu  

1               5                   10                  15       

 

 

Glu Phe Ser Met Ala Met Lys Asp Lys Gln Asp Glu Glu Gln Arg Thr  

            20                  25                  30           

 

 

Arg Arg Met Met Arg Thr Lys Met Arg Met Arg Arg Met Arg Arg Thr  

        35                  40                  45               

 

 

Arg Arg Lys Met Arg Arg Lys Met Ser Pro Ala Arg Pro Arg Thr Ser  

    50                  55                  60                   

 

 

Cys Arg Glu Ala Cys Leu Gln Gly Trp Thr Glu Ala Ala Tyr Glu Glu  

65                  70                  75                  80   

 



 

 

 

Ala Glu Asp Asn Cys Arg Arg Met Met Arg Thr Lys  

                85                  90           

 

 

<210> 10 

<211> 116 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<223> Descripción de la secuencia artificial: Polipéptido 

      sintético 

 

<400> 10 

Met Ala Cys Pro Gly Phe Leu Trp Ala Leu Val Ile Ser Thr Cys Leu  

1               5                   10                  15       

 

 

Glu Phe Ser Met Ala Met Lys Asp Lys Gln Asp Glu Glu Gln Arg Thr  

            20                  25                  30           

 

 

Arg Arg Met Met Arg Thr Lys Met Arg Met Arg Arg Met Arg Arg Thr  

        35                  40                  45               

 

 

Arg Arg Lys Met Arg Arg Lys Met Ser Pro Ala Arg Pro Arg Thr Ser  

    50                  55                  60                   



 

 

 

 

Cys Arg Glu Ala Cys Leu Gln Gly Trp Thr Glu Ala Ala Tyr Glu Glu  

65                  70                  75                  80   

 

 

Ala Glu Asp Asn Cys Arg Arg Met Met Arg Thr Lys Ala Ala Tyr Val  

                85                  90                  95       

 

 

Leu Asn Tyr Gly Val Cys Phe Cys Ala Ala Tyr Phe Cys Gly Asp Glu  

            100                 105                 110          

 

 

Asn Ile Leu Val  

        115      

 

 

<210> 11 

<211> 125 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<223> Descripción de la secuencia artificial: Polipéptido 

      sintético 

 

<400> 11 

Met Ala Cys Pro Gly Phe Leu Trp Ala Leu Val Ile Ser Thr Cys Leu  



 

 

1               5                   10                  15       

 

 

Glu Phe Ser Met Ala Met Lys Asp Lys Gln Asp Glu Glu Gln Arg Thr  

            20                  25                  30           

 

 

Arg Arg Met Met Arg Thr Lys Met Arg Met Arg Arg Met Arg Arg Thr  

        35                  40                  45               

 

 

Arg Arg Lys Met Arg Arg Lys Met Ser Pro Ala Arg Pro Arg Thr Ser  

    50                  55                  60                   

 

 

Cys Arg Glu Ala Cys Leu Gln Gly Trp Thr Glu Ala Ala Tyr Glu Glu  

65                  70                  75                  80   

 

 

Ala Glu Asp Asn Cys Arg Arg Met Met Arg Thr Lys Ala Ala Tyr Lys  

                85                  90                  95       

 

 

Leu Ser His Lys His Leu Val Leu Asn Tyr Gly Val Cys Phe Cys Gly  

            100                 105                 110          

 

 

Asp Glu Asn Ile Leu Val Gln Glu Phe Val Lys Phe Gly  

        115                 120                 125  



 

 

 

 

<210> 12 

<211> 95 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<223> Descripción de la secuencia artificial: Polipéptido 

      sintético 

 

<400> 12 

Met Lys Asp Lys Gln Asp Glu Glu Gln Arg Thr Arg Arg Met Met Arg  

1               5                   10                  15       

 

 

Thr Lys Met Arg Met Arg Arg Met Arg Arg Thr Arg Arg Lys Met Arg  

            20                  25                  30           

 

 

Arg Lys Met Ser Pro Ala Arg Pro Arg Thr Ser Cys Arg Glu Ala Cys  

        35                  40                  45               

 

 

Leu Gln Gly Trp Thr Glu Ala Ala Tyr Glu Glu Ala Glu Asp Asn Cys  

    50                  55                  60                   

 

 

Arg Arg Met Met Arg Thr Lys Ala Ala Tyr Val Leu Asn Tyr Gly Val  



 

 

65                  70                  75                  80   

 

 

Cys Phe Cys Ala Ala Tyr Phe Cys Gly Asp Glu Asn Ile Leu Val  

                85                  90                  95   

 

 

<210> 13 

<211> 104 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<223> Descripción de la secuencia artificial: Polipéptido 

      sintético 

 

<400> 13 

Met Lys Asp Lys Gln Asp Glu Glu Gln Arg Thr Arg Arg Met Met Arg  

1               5                   10                  15       

 

 

Thr Lys Met Arg Met Arg Arg Met Arg Arg Thr Arg Arg Lys Met Arg  

            20                  25                  30           

 

 

Arg Lys Met Ser Pro Ala Arg Pro Arg Thr Ser Cys Arg Glu Ala Cys  

        35                  40                  45               

 

 



 

 

Leu Gln Gly Trp Thr Glu Ala Ala Tyr Glu Glu Ala Glu Asp Asn Cys  

    50                  55                  60                   

 

 

Arg Arg Met Met Arg Thr Lys Ala Ala Tyr Lys Leu Ser His Lys His  

65                  70                  75                  80   

 

 

Leu Val Leu Asn Tyr Gly Val Cys Phe Cys Gly Asp Glu Asn Ile Leu  

                85                  90                  95       

 

 

Val Gln Glu Phe Val Lys Phe Gly  

            100                  

 

 

<210> 14 

<211> 171 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<223> Descripción de la secuencia artificial: Polipéptido 

      sintético 

 

<400> 14 

Met Gln Ile Phe Val Lys Thr Leu Thr Gly Lys Thr Ile Thr Leu Glu  

1               5                   10                  15       

 



 

 

 

Val Glu Pro Ser Asp Thr Ile Glu Asn Val Lys Ala Lys Ile Gln Asp  

            20                  25                  30           

 

 

Lys Glu Gly Ile Pro Pro Asp Gln Gln Arg Leu Ile Phe Ala Gly Lys  

        35                  40                  45               

 

 

Gln Leu Glu Asp Gly Arg Thr Leu Ser Asp Tyr Asn Ile Gln Lys Glu  

    50                  55                  60                   

 

 

Ser Thr Leu His Leu Val Leu Arg Leu Arg Gly Val Arg Lys Asp Lys  

65                  70                  75                  80   

 

 

Gln Asp Glu Glu Gln Arg Thr Arg Arg Met Met Arg Thr Lys Met Arg  

                85                  90                  95       

 

 

Met Arg Arg Met Arg Arg Thr Arg Arg Lys Met Arg Arg Lys Met Ser  

            100                 105                 110          

 

 

Pro Ala Arg Pro Arg Thr Ser Cys Arg Glu Ala Cys Leu Gln Gly Trp  

        115                 120                 125              

 

 



 

 

Thr Glu Ala Ala Tyr Glu Glu Ala Glu Asp Asn Cys Arg Arg Met Met  

    130                 135                 140                  

 

 

Arg Thr Lys Ala Ala Tyr Val Leu Asn Tyr Gly Val Cys Phe Cys Ala  

145                 150                 155                 160  

 

 

Ala Tyr Phe Cys Gly Asp Glu Asn Ile Leu Val  

                165                 170      

 

 

<210> 15 

<211> 180 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<223> Descripción de la secuencia artificial: Polipéptido 

      sintético 

 

<400> 15 

Met Gln Ile Phe Val Lys Thr Leu Thr Gly Lys Thr Ile Thr Leu Glu  

1               5                   10                  15       

 

 

Val Glu Pro Ser Asp Thr Ile Glu Asn Val Lys Ala Lys Ile Gln Asp  

            20                  25                  30           

 



 

 

 

Lys Glu Gly Ile Pro Pro Asp Gln Gln Arg Leu Ile Phe Ala Gly Lys  

        35                  40                  45               

 

 

Gln Leu Glu Asp Gly Arg Thr Leu Ser Asp Tyr Asn Ile Gln Lys Glu  

    50                  55                  60                   

 

 

Ser Thr Leu His Leu Val Leu Arg Leu Arg Gly Val Arg Lys Asp Lys  

65                  70                  75                  80   

 

 

Gln Asp Glu Glu Gln Arg Thr Arg Arg Met Met Arg Thr Lys Met Arg  

                85                  90                  95       

 

 

Met Arg Arg Met Arg Arg Thr Arg Arg Lys Met Arg Arg Lys Met Ser  

            100                 105                 110          

 

 

Pro Ala Arg Pro Arg Thr Ser Cys Arg Glu Ala Cys Leu Gln Gly Trp  

        115                 120                 125              

 

 

Thr Glu Ala Ala Tyr Glu Glu Ala Glu Asp Asn Cys Arg Arg Met Met  

    130                 135                 140                  

 

 



 

 

Arg Thr Lys Ala Ala Tyr Lys Leu Ser His Lys His Leu Val Leu Asn  

145                 150                 155                 160  

 

 

Tyr Gly Val Cys Phe Cys Gly Asp Glu Asn Ile Leu Val Gln Glu Phe  

                165                 170                 175      

 

 

Val Lys Phe Gly  

            180  

 

 

<210> 16 

<211> 276 

<212> ADN 

<213> Secuencia artificial 

 

<220> 

<223> Descripción de la secuencia artificial: Polinucleótido 

      sintético 

 

<400> 16 

atggcatgcc caggcttcct gtgggccctg gtcatcagca cctgtctgga gttttccatg       60 

 

gccatgaagg acaagcagga tgaggagcag cggacccgga gaatgatgag gacaaagatg      120 

 

cgcatgaggc gcatgcggag aacaaggcgc aagatgcgga gaaagatgtc tccagcaagg      180 

 

cctagaacca gctgcaggga ggcatgtctg cagggatgga cagaggcagc atacgaggag      240 



 

 

 

gcagaggaca actgcaggcg catgatgagg accaag                                276 

 

 

<210> 17 

<211> 348 

<212> ADN 

<213> Secuencia artificial 

 

<220> 

<223> Descripción de la secuencia artificial: Polinucleótido 

      sintético 

 

<400> 17 

atggcatgcc caggcttcct gtgggccctg gtcatcagca cctgtctgga gttttccatg       60 

 

gccatgaagg acaagcagga tgaggagcag cggacccgga gaatgatgag gacaaagatg      120 

 

cgcatgaggc gcatgcggag aacaaggcgc aagatgcgga gaaagatgtc tccagcaagg      180 

 

cctagaacca gctgcaggga ggcatgtctg cagggatgga cagaggcagc atacgaggag      240 

 

gcagaggaca actgcaggcg catgatgagg accaaggccg cctacgtgct gaattatggc      300 

 

gtgtgcttct gtgccgccta tttttgtggc gatgagaaca tcctggtg                   348 

 

 

<210> 18 

<211> 375 



 

 

<212> ADN 

<213> Secuencia artificial 

 

<220> 

<223> Descripción de la secuencia artificial: Polinucleótido 

      sintético 

 

<400> 18 

atggcatgcc caggcttcct gtgggccctg gtcatcagca cctgtctgga gttttccatg       60 

 

gccatgaagg acaagcagga tgaggagcag cggacccgga gaatgatgag gacaaagatg      120 

 

cgcatgaggc gcatgcggag aacaaggcgc aagatgcgga gaaagatgtc tccagcaagg      180 

 

cctagaacca gctgcaggga ggcatgtctg cagggatgga cagaggcagc atacgaggag      240 

 

gcagaggaca actgcaggcg catgatgagg accaaggccg cctacaagct gagccacaag      300 

 

cacctggtgc tgaactatgg cgtgtgcttc tgtggcgatg agaatatcct ggtgcaggag      360 

 

ttcgtgaagt ttggc                                                       375 

 

 

<210> 19 

<211> 285 

<212> ADN 

<213> Secuencia artificial 

 

<220> 



 

 

<223> Descripción de la secuencia artificial: Polinucleótido 

      sintético 

 

<400> 19 

atgaaggaca agcaggatga ggagcagcgg acccggagaa tgatgaggac aaagatgcgc       60 

 

atgaggcgca tgcggagaac aaggcgcaag atgcggagaa agatgtctcc agcaaggcct      120 

 

agaaccagct gcagggaggc atgtctgcag ggatggacag aggcagcata cgaggaggca      180 

 

gaggacaact gcaggcgcat gatgaggacc aaggccgcct acgtgctgaa ttatggcgtg      240 

 

tgcttctgtg ccgcctattt ttgtggcgat gagaacatcc tggtg                      285 

 

 

<210> 20 

<211> 312 

<212> ADN 

<213> Secuencia artificial 

 

<220> 

<223> Descripción de la secuencia artificial: Polinucleótido 

      sintético 

 

<400> 20 

atgaaggaca agcaggatga ggagcagcgg acccggagaa tgatgaggac aaagatgcgc       60 

 

atgaggcgca tgcggagaac aaggcgcaag atgcggagaa agatgtctcc agcaaggcct      120 

 



 

 

agaaccagct gcagggaggc atgtctgcag ggatggacag aggcagcata cgaggaggca      180 

 

gaggacaact gcaggcgcat gatgaggacc aaggccgcct acaagctgag ccacaagcac      240 

 

ctggtgctga actatggcgt gtgcttctgt ggcgatgaga atatcctggt gcaggagttc      300 

 

gtgaagtttg gc                                                          312 

 

 

<210> 21 

<211> 513 

<212> ADN 

<213> Secuencia artificial 

 

<220> 

<223> Descripción de la secuencia artificial: Polinucleótido 

      sintético 

 

<400> 21 

atgcagatct tcgtgaagac cctgacaggc aagaccatca cactggaggt ggagccctcc       60 

 

gacaccatcg agaacgtgaa ggccaagatc caggacaagg agggcatccc ccctgatcag      120 

 

cagcggctga tctttgccgg caagcagctg gaggacggca gaaccctgtc tgattacaat      180 

 

atccagaagg agagcacact gcacctggtg ctgcggctga gaggcgtgag gaaggacaag      240 

 

caggatgagg agcagcgcac ccggagaatg atgcggacaa agatgagaat gaggcgcatg      300 

 



 

 

cggagaacca ggcgcaagat gcggagaaag atgagcccag caaggccacg cacctcctgc      360 

 

agggaggcat gtctgcaggg atggacagag gcagcctatg aggaggccga ggacaactgc      420 

 

aggcgcatga tgcggacaaa ggccgcctac gtgctgaatt atggcgtgtg cttctgtgcc      480 

 

gcctattttt gtggcgatga gaacatcctg gtg                                   513 

 

 

<210> 22 

<211> 546 

<212> ADN 

<213> Secuencia artificial 

 

<220> 

<223> Descripción de la secuencia artificial: Polinucleótido 

      sintético 

 

<400> 22 

atgcagatct tcgtgaagac cctgacaggc aagaccatca cactggaggt ggagccctcc       60 

 

gacaccatcg agaacgtgaa ggccaagatc caggacaagg agggcatccc ccctgatcag      120 

 

cagcggctga tctttgccgg caagcagctg gaggacggca gaaccctgtc tgattacaat      180 

 

atccagaagg agagcacact gcacctggtg ctgcggctga gaggcgtgag gaaggacaag      240 

 

caggatgagg agcagcgcac ccggagaatg atgcggacaa agatgagaat gaggcgcatg      300 

 



 

 

cggagaacca ggcgcaagat gcggagaaag atgagcccag caaggccacg cacctcctgc      360 

 

agggaggcat gtctgcaggg atggacagag gcagcctatg aggaggccga ggacaactgc      420 

 

aggcgcatga tgcggacaaa ggccgcctac aagctgtctc acaagcacct ggtgctgaac      480 

 

tatggcgtgt gcttctgtgg cgatgagaat atcctggtgc aggagttcgt gaagtttggc      540 

 

tgataa                                                                 546 

 

 

<210> 23 

<211> 1417 

<212> ADN 

<213> Secuencia artificial 

 

<220> 

<223> Descripción de la secuencia artificial: Polinucleótido 

      sintético 

 

<400> 23 

tcaatattgg ccattagcca tattattcat tggttatata gcataaatca atattggcta       60 

 

ttggccattg catacgttgt atccatatca taatatgtac atttatattg gctcatgtcc      120 

 

aacattaccg ccatgttgac attgattatt gactagttat taatagtaat caattacggg      180 

 

gtcattagtt catagcccat atatggagtt ccgcgttaca taacttacgg taaatggccc      240 

 



 

 

gcctggctga ccgcccaacg acccccgccc attgacgtca ataatgacgt atgttcccat      300 

 

agtaacgcca atagggactt tccattgacg tcaatgggtg gagtatttac ggtaaactgc      360 

 

ccacttggca gtacatcaag tgtatcatat gccaagtacg ccccctattg acgtcaatga      420 

 

cggtaaatgg cccgcctggc attatgccca gtacatgacc ttatgggact ttcctacttg      480 

 

gcagtacatc tacgtattag tcatcgctat taccatggtg atgcggtttt ggcagtacat      540 

 

caatgggcgt ggatagcggt ttgactcacg gggatttcca agtctccacc ccattgacgt      600 

 

caatgggagt ttgttttggc accaaaatca acgggacttt ccaaaatgtc gtaacaactc      660 

 

cgccccattg acgcaaatgg gcggtaggcg tgtacggtgg gaggtctata taagcagagc      720 

 

tctccctatc agtgatagag atctccctat cagtgataga gatcgtcgac gagctcgttt      780 

 

agtgaaccgt cagatcgcct ggagacgcca tccacgctgt tttgacctcc atagaagaca      840 

 

ccgggaccga tccagcctcc gcggccggga acggtgcatt ggatctagag ccaccatggc      900 

 

atgcccaggc ttcctgtggg ccctggtcat cagcacctgt ctggagtttt ccatggccat      960 

 

gaaggacaag caggatgagg agcagcggac ccggagaatg atgaggacaa agatgcgcat     1020 

 

gaggcgcatg cggagaacaa ggcgcaagat gcggagaaag atgtctccag caaggcctag     1080 

 

aaccagctgc agggaggcat gtctgcaggg atggacagag gcagcatacg aggaggcaga     1140 



 

 

 

ggacaactgc aggcgcatga tgaggaccaa ggccgcctac aagctgagcc acaagcacct     1200 

 

ggtgctgaac tatggcgtgt gcttctgtgg cgatgagaat atcctggtgc aggagttcgt     1260 

 

gaagtttggc tgataaggta ccatccgaac ttgtttattg cagcttataa tggttacaaa     1320 

 

taaagcaata gcatcacaaa tttcacaaat aaagcatttt tttcactgca ttctagttgt     1380 

 

ggtttgtcca aactcatcaa tgtatcttat catgtct                              1417 

 

 

<210> 24 

<211> 1390 

<212> ADN 

<213> Secuencia artificial 

 

<220> 

<223> Descripción de la secuencia artificial: Polinucleótido 

      sintético 

 

<400> 24 

tcaatattgg ccattagcca tattattcat tggttatata gcataaatca atattggcta       60 

 

ttggccattg catacgttgt atccatatca taatatgtac atttatattg gctcatgtcc      120 

 

aacattaccg ccatgttgac attgattatt gactagttat taatagtaat caattacggg      180 

 

gtcattagtt catagcccat atatggagtt ccgcgttaca taacttacgg taaatggccc      240 



 

 

 

gcctggctga ccgcccaacg acccccgccc attgacgtca ataatgacgt atgttcccat      300 

 

agtaacgcca atagggactt tccattgacg tcaatgggtg gagtatttac ggtaaactgc      360 

 

ccacttggca gtacatcaag tgtatcatat gccaagtacg ccccctattg acgtcaatga      420 

 

cggtaaatgg cccgcctggc attatgccca gtacatgacc ttatgggact ttcctacttg      480 

 

gcagtacatc tacgtattag tcatcgctat taccatggtg atgcggtttt ggcagtacat      540 

 

caatgggcgt ggatagcggt ttgactcacg gggatttcca agtctccacc ccattgacgt      600 

 

caatgggagt ttgttttggc accaaaatca acgggacttt ccaaaatgtc gtaacaactc      660 

 

cgccccattg acgcaaatgg gcggtaggcg tgtacggtgg gaggtctata taagcagagc      720 

 

tctccctatc agtgatagag atctccctat cagtgataga gatcgtcgac gagctcgttt      780 

 

agtgaaccgt cagatcgcct ggagacgcca tccacgctgt tttgacctcc atagaagaca      840 

 

ccgggaccga tccagcctcc gcggccggga acggtgcatt ggatctagag ccaccatggc      900 

 

atgcccaggc ttcctgtggg ccctggtcat cagcacctgt ctggagtttt ccatggccat      960 

 

gaaggacaag caggatgagg agcagcggac ccggagaatg atgaggacaa agatgcgcat     1020 

 

gaggcgcatg cggagaacaa ggcgcaagat gcggagaaag atgtctccag caaggcctag     1080 

 



 

 

aaccagctgc agggaggcat gtctgcaggg atggacagag gcagcatacg aggaggcaga     1140 

 

ggacaactgc aggcgcatga tgaggaccaa ggccgcctac gtgctgaatt atggcgtgtg     1200 

 

cttctgtgcc gcctattttt gtggcgatga gaacatcctg gtgtgataag gtaccatccg     1260 

 

aacttgttta ttgcagctta taatggttac aaataaagca atagcatcac aaatttcaca     1320 

 

aataaagcat ttttttcact gcattctagt tgtggtttgt ccaaactcat caatgtatct     1380 

 

tatcatgtct                                                            1390 

 

 

<210> 25 

<211> 549 

<212> ADN 

<213> Secuencia artificial 

 

<220> 

<223> Descripción de la secuencia artificial: Polinucleótido 

      sintético 

 

<400> 25 

gatcactaat tccaaaccca cccgcttttt atagtaagtt tttcacccat aaataataaa       60 

 

tacaataatt aatttctcgt aaaagtagaa aatatattct aatttattgc acggtaagga      120 

 

agtagaatca taaagaacag tgacggatcc cgcgacttcg ccgccatggg ccagaaggaa      180 

 



 

 

cagattcata cgcttcagaa aaattctgaa cgaatgtcaa agcaattgac acgaagttct      240 

 

caggcagtaa tgaaggacaa acaagacgaa gaacaacgaa ctaggcggat gatgaggact      300 

 

aagatgagga tgcggaggat gagacggacg cgacgcaaga tgcgccggaa aatgtctccc      360 

 

gcccggccaa ggacgtcttg tcgggaagcc tgtttgcagg gctggaccga agcagcttac      420 

 

gaagaagcag aagacaattg tcggcgaatg atgagaacga aggctgctta cgtgcttaac      480 

 

tatggagtgt gcttctgcgc tgcctatttc tgcggagatg agaacattct ggtgtagtaa      540 

 

aggcgcgcc                                                              549 

 

 

<210> 26 

<211> 369 

<212> ADN 

<213> Secuencia artificial 

 

<220> 

<223> Descripción de la secuencia artificial: Polinucleótido 

      sintético 

 

<400> 26 

atgggccaga aggaacagat tcatacgctt cagaaaaatt ctgaacgaat gtcaaagcaa       60 

 

ttgacacgaa gttctcaggc agtaatgaag gacaaacaag acgaagaaca acgaactagg      120 

 



 

 

cggatgatga ggactaagat gaggatgcgg aggatgagac ggacgcgacg caagatgcgc      180 

 

cggaaaatgt ctcccgcccg gccaaggacg tcttgtcggg aagcctgttt gcagggctgg      240 

 

accgaagcag cttacgaaga agcagaagac aattgtcggc gaatgatgag aacgaaggct      300 

 

gcttacgtgc ttaactatgg agtgtgcttc tgcgctgcct atttctgcgg agatgagaac      360 

 

attctggtg                                                              369 

 

 

<210> 27 

<211> 284 

<212> ADN 

<213> Secuencia artificial 

 

<220> 

<223> Descripción de la secuencia artificial: Polinucleótido 

      sintético 

 

<400> 27 

atgaaggaca aacaagacga agaacaacga actaggcgga tgatgaggac taagatgagg       60 

 

atgcggagga tgagacggac gcgacgcaag atgcgccgga aaatgtctcc cgcccggcca      120 

 

aggacgtctt gtcgggaagc ctgtttgcag ggctggaccg aagcagctta cgaagaagca      180 

 

gaagacaatt gtcggcgaat gatgagaacg aaggctgctt acgtgcttaa ctatggagtg      240 

 



 

 

tgcttctgcg ctgcctattt ctgcggagat gagaacattc tggt                       284 

 

 

<210> 28 

<211> 21 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<223> Descripción de la secuencia artificial: Péptido 

      sintético 

 

<400> 28 

Phe Cys Gly Asp Glu Asn Ile Leu Val Ala Ala Tyr Phe Cys Gly Asp  

1               5                   10                  15       

 

 

Glu Asn Ile Leu Val  

            20       

 

 

<210> 29 

<211> 28 

<212> PRT 

<213> Secuencia artificial 

 

<220> 

<223> Descripción de la secuencia artificial: Péptido 

      sintético 



 

 

 

<400> 29 

Met Gly Gln Lys Glu Gln Ile His Thr Leu Gln Lys Asn Ser Glu Arg  

1               5                   10                  15       

 

 

Met Ser Lys Gln Leu Thr Arg Ser Ser Gln Ala Val  

            20                  25               

 

 

<210> 30 

<211> 84 

<212> ADN 

<213> Secuencia artificial 

 

<220> 

<223> Descripción de la secuencia artificial: Oligonucleótido 

      sintético 

 

<400> 30 

atgggccaga aggaacagat tcatacgctt cagaaaaatt ctgaacgaat gtcaaagcaa       60 

 

ttgacacgaa gttctcaggc agta                                              84 

 

 

<210> 31 

<211> 123 

<212> PRT 

<213> Secuencia artificial 



 

 

 

<220> 

<223> Descripción de la secuencia artificial: Polipéptido 

      sintético 

 

<400> 31 

Met Gly Gln Lys Glu Gln Ile His Thr Leu Gln Lys Asn Ser Glu Arg  

1               5                   10                  15       

 

 

Met Ser Lys Gln Leu Thr Arg Ser Ser Gln Ala Val Met Lys Asp Lys  

            20                  25                  30           

 

 

Gln Asp Glu Glu Gln Arg Thr Arg Arg Met Met Arg Thr Lys Met Arg  

        35                  40                  45               

 

 

Met Arg Arg Met Arg Arg Thr Arg Arg Lys Met Arg Arg Lys Met Ser  

    50                  55                  60                   

 

 

Pro Ala Arg Pro Arg Thr Ser Cys Arg Glu Ala Cys Leu Gln Gly Trp  

65                  70                  75                  80   

 

 

Thr Glu Ala Ala Tyr Glu Glu Ala Glu Asp Asn Cys Arg Arg Met Met  

                85                  90                  95       

 



 

 

 

Arg Thr Lys Ala Ala Tyr Val Leu Asn Tyr Gly Val Cys Phe Cys Ala  

            100                 105                 110          

 

 

Ala Tyr Phe Cys Gly Asp Glu Asn Ile Leu Val  

        115                 120              

 

 

<210> 32 

<211> 149 

<212> ADN 

<213> Secuencia artificial 

 

<220> 

<223> Descripción de la secuencia artificial: Polinucleótido 

      sintético 

 

<400> 32 

gatcactaat tccaaaccca cccgcttttt atagtaagtt tttcacccat aaataataaa       60 

 

tacaataatt aatttctcgt aaaagtagaa aatatattct aatttattgc acggtaagga      120 

 

agtagaatca taaagaacag tgacggatc                                        149 

 

 

<210> 33 

<211> 10712 

<212> ADN 



 

 

<213> Secuencia artificial 

 

<220> 

<223> Descripción de la secuencia artificial: Polinucleótido 

      sintético 

 

<400> 33 

taatacgact cactatagat aggcggcgca tgagagaagc ccagaccaat tacctaccca       60 

 

aataggagaa agttcacgtt gacatcgagg aagacagccc attcctcaga gctttgcagc      120 

 

ggagcttccc gcagtttgag gtagaagcca agcaggtcac tgataatgac catgctaatg      180 

 

ccagagcgtt ttcgcatctg gcttcaaaac tgatcgaaac ggaggtggac ccatccgaca      240 

 

cgatccttga cattggaata gtcagcatag tacatttcat ctgactaata ctacaacacc      300 

 

accaccatga atagaggatt ctttaacatg ctcggccgcc gccccttccc ggcccccact      360 

 

gccatgtgga ggccgcggag aaggaggcag gcggccccgg gaagcggagc tactaacttc      420 

 

agcctgctga agcaggctgg agacgtggag gagaaccctg gacctgagaa agttcacgtt      480 

 

gacatcgagg aagacagccc attcctcaga gctttgcagc ggagcttccc gcagtttgag      540 

 

gtagaagcca agcaggtcac tgataatgac catgctaatg ccagagcgtt ttcgcatctg      600 

 

gcttcaaaac tgatcgaaac ggaggtggac ccatccgaca cgatccttga cattggaagt      660 

 



 

 

gcgcccgccc gcagaatgta ttctaagcac aagtatcatt gtatctgtcc gatgagatgt      720 

 

gcggaagatc cggacagatt gtataagtat gcaactaagc tgaagaaaaa ctgtaaggaa      780 

 

ataactgata aggaattgga caagaaaatg aaggagctcg ccgccgtcat gagcgaccct      840 

 

gacctggaaa ctgagactat gtgcctccac gacgacgagt cgtgtcgcta cgaagggcaa      900 

 

gtcgctgttt accaggatgt atacgcggtt gacggaccga caagtctcta tcaccaagcc      960 

 

aataagggag ttagagtcgc ctactggata ggctttgaca ccaccccttt tatgtttaag     1020 

 

aacttggctg gagcatatcc atcatactct accaactggg ccgacgaaac cgtgttaacg     1080 

 

gctcgtaaca taggcctatg cagctctgac gttatggagc ggtcacgtag agggatgtcc     1140 

 

attcttagaa agaagtattt gaaaccatcc aacaatgttc tattctctgt tggctcgacc     1200 

 

atctaccacg agaagaggga cttactgagg agctggcacc tgccgtctgt atttcactta     1260 

 

cgtggcaagc aaaattacac atgtcggtgt gagactatag ttagttgcga cgggtacgtc     1320 

 

gttaaaagaa tagctatcag tccaggcctg tatgggaagc cttcaggcta tgctgctacg     1380 

 

atgcaccgcg agggattctt gtgctgcaaa gtgacagaca cattgaacgg ggagagggtc     1440 

 

tcttttcccg tgtgcacgta tgtgccagct acattgtgtg accaaatgac tggcatactg     1500 

 

gcaacagatg tcagtgcgga cgacgcgcaa aaactgctgg ttgggctcaa ccagcgtata     1560 



 

 

 

gtcgtcaacg gtcgcaccca gagaaacacc aataccatga aaaattacct tttgcccgta     1620 

 

gtggcccagg catttgctag gtgggcaaag gaatataagg aagatcaaga agatgaaagg     1680 

 

ccactaggac tacgagatag acagttagtc atggggtgtt gttgggcttt tagaaggcac     1740 

 

aagataacat ctatttataa gcgcccggat acccaaacca tcatcaaagt gaacagcgat     1800 

 

ttccactcat tcgtgctgcc caggataggc agtaacacat tggagatcgg gctgagaaca     1860 

 

agaatcagga aaatgttaga ggagcacaag gagccgtcac ctctcattac cgccgaggac     1920 

 

gtacaagaag ctaagtgcgc agccgatgag gctaaggagg tgcgtgaagc cgaggagttg     1980 

 

cgcgcagctc taccaccttt ggcagctgat gttgaggagc ccactctgga agccgatgtc     2040 

 

gacttgatgt tacaagaggc tggggccggc tcagtggaga cacctcgtgg cttgataaag     2100 

 

gttaccagct acgatggcga ggacaagatc ggctcttacg ctgtgctttc tccgcaggct     2160 

 

gtactcaaga gtgaaaaatt atcttgcatc caccctctcg ctgaacaagt catagtgata     2220 

 

acacactctg gccgaaaagg gcgttatgcc gtggaaccat accatggtaa agtagtggtg     2280 

 

ccagagggac atgcaatacc cgtccaggac tttcaagctc tgagtgaaag tgccaccatt     2340 

 

gtgtacaacg aacgtgagtt cgtaaacagg tacctgcacc atattgccac acatggagga     2400 

 



 

 

gcgctgaaca ctgatgaaga atattacaaa actgtcaagc ccagcgagca cgacggcgaa     2460 

 

tacctgtacg acatcgacag gaaacagtgc gtcaagaaag aactagtcac tgggctaggg     2520 

 

ctcacaggcg agctggtgga tcctcccttc catgaattcg cctacgagag tctgagaaca     2580 

 

cgaccagccg ctccttacca agtaccaacc ataggggtgt atggcgtgcc aggatcaggc     2640 

 

aagtctggca tcattaaaag cgcagtcacc aaaaaagatc tagtggtgag cgccaagaaa     2700 

 

gaaaactgtg cagaaattat aagggacgtc aagaaaatga aagggctgga cgtcaatgcc     2760 

 

agaactgtgg actcagtgct cttgaatgga tgcaaacacc ccgtagagac cctgtatatt     2820 

 

gacgaagctt ttgcttgtca tgcaggtact ctcagagcgc tcatagccat tataagacct     2880 

 

aaaaaggcag tgctctgcgg ggatcccaaa cagtgcggtt tttttaacat gatgtgcctg     2940 

 

aaagtgcatt ttaaccacga gatttgcaca caagtcttcc acaaaagcat ctctcgccgt     3000 

 

tgcactaaat ctgtgacttc ggtcgtctca accttgtttt acgacaaaaa aatgagaacg     3060 

 

acgaatccga aagagactaa gattgtgatt gacactaccg gcagtaccaa acctaagcag     3120 

 

gacgatctca ttctcacttg tttcagaggg tgggtgaagc agttgcaaat agattacaaa     3180 

 

ggcaacgaaa taatgacggc agctgcctct caagggctga cccgtaaagg tgtgtatgcc     3240 

 

gttcggtaca aggtgaatga aaatcctctg tacgcaccca cctctgaaca tgtgaacgtc     3300 



 

 

 

ctactgaccc gcacggagga ccgcatcgtg tggaaaacac tagccggcga cccatggata     3360 

 

aaaacactga ctgccaagta ccctgggaat ttcactgcca cgatagagga gtggcaagca     3420 

 

gagcatgatg ccatcatgag gcacatcttg gagagaccgg accctaccga cgtcttccag     3480 

 

aataaggcaa acgtgtgttg ggccaaggct ttagtgccgg tgctgaagac cgctggcata     3540 

 

gacatgacca ctgaacaatg gaacactgtg gattattttg aaacggacaa agctcactca     3600 

 

gcagagatag tattgaacca actatgcgtg aggttctttg gactcgatct ggactccggt     3660 

 

ctattttctg cacccactgt tccgttatcc attaggaata atcactggga taactccccg     3720 

 

tcgcctaaca tgtacgggct gaataaagaa gtggtccgtc agctctctcg caggtaccca     3780 

 

caactgcctc gggcagttgc cactggaaga gtctatgaca tgaacactgg tacactgcgc     3840 

 

aattatgatc cgcgcataaa cctagtacct gtaaacagaa gactgcctca tgctttagtc     3900 

 

ctccaccata atgaacaccc acagagtgac ttttcttcat tcgtcagcaa attgaagggc     3960 

 

agaactgtcc tggtggtcgg ggaaaagttg tccgtcccag gcaaaatggt tgactggttg     4020 

 

tcagaccggc ctgaggctac cttcagagct cggctggatt taggcatccc aggtgatgtg     4080 

 

cccaaatatg acataatatt tgttaatgtg aggaccccat ataaatacca tcactatcag     4140 

 



 

 

cagtgtgaag accatgccat taagcttagc atgttgacca agaaagcttg tctgcatctg     4200 

 

aatcccggcg gaacctgtgt cagcataggt tatggttacg ctgacagggc cagcgaaagc     4260 

 

atcattggtg ctatagcgcg gcagttcaag ttttcccggg tatgcaaacc gaaatcctca     4320 

 

cttgaagaga cggaagttct gtttgtattc attgggtacg atcgcaaggc ccgtacgcac     4380 

 

aatccttaca agctttcatc aaccttgacc aacatttata caggttccag actccacgaa     4440 

 

gccggatgtg caccctcata tcatgtggtg cgaggggata ttgccacggc caccgaagga     4500 

 

gtgattataa atgctgctaa cagcaaagga caacctggcg gaggggtgtg cggagcgctg     4560 

 

tataagaaat tcccggaaag cttcgattta cagccgatcg aagtaggaaa agcgcgactg     4620 

 

gtcaaaggtg cagctaaaca tatcattcat gccgtaggac caaacttcaa caaagtttcg     4680 

 

gaggttgaag gtgacaaaca gttggcagag gcttatgagt ccatcgctaa gattgtcaac     4740 

 

gataacaatt acaagtcagt agcgattcca ctgttgtcca ccggcatctt ttccgggaac     4800 

 

aaagatcgac taacccaatc attgaaccat ttgctgacag ctttagacac cactgatgca     4860 

 

gatgtagcca tatactgcag ggacaagaaa tgggaaatga ctctcaagga agcagtggct     4920 

 

aggagagaag cagtggagga gatatgcata tccgacgact cttcagtgac agaacctgat     4980 

 

gcagagctgg tgagggtgca tccgaagagt tctttggctg gaaggaaggg ctacagcaca     5040 



 

 

 

agcgatggca aaactttctc atatttggaa gggaccaagt ttcaccaggc ggccaaggat     5100 

 

atagcagaaa ttaatgccat gtggcccgtt gcaacggagg ccaatgagca ggtatgcatg     5160 

 

tatatcctcg gagaaagcat gagcagtatt aggtcgaaat gccccgtcga agagtcggaa     5220 

 

gcctccacac cacctagcac gctgccttgc ttgtgcatcc atgccatgac tccagaaaga     5280 

 

gtacagcgcc taaaagcctc acgtccagaa caaattactg tgtgctcatc ctttccattg     5340 

 

ccgaagtata gaatcactgg tgtgcagaag atccaatgct cccagcctat attgttctca     5400 

 

ccgaaagtgc ctgcgtatat tcatccaagg aagtatctcg tggaaacacc accggtagac     5460 

 

gagactccgg agccatcggc agagaaccaa tccacagagg ggacacctga acaaccacca     5520 

 

cttataaccg aggatgagac caggactaga acgcctgagc cgatcatcat cgaagaggaa     5580 

 

gaagaggata gcataagttt gctgtcagat ggcccgaccc accaggtgct gcaagtcgag     5640 

 

gcagacattc acgggccgcc ctctgtatct agctcatcct ggtccattcc tcatgcatcc     5700 

 

gactttgatg tggacagttt atccatactt gacaccctgg agggagctag cgtgaccagc     5760 

 

ggggcaacgt cagccgagac taactcttac ttcgcaaaga gtatggagtt tctggcgcga     5820 

 

ccggtgcctg cgcctcgaac agtattcagg aaccctccac atcccgctcc gcgcacaaga     5880 

 



 

 

acaccgtcac ttgcacccag cagggcctgc tcgagaacca gcctagtttc caccccgcca     5940 

 

ggcgtgaata gggtgatcac tagagaggag ctcgaggcgc ttaccccgtc acgcactcct     6000 

 

agcaggtcgg tctcgagaac cagcctggtc tccaacccgc caggcgtaaa tagggtgatt     6060 

 

acaagagagg agtttgaggc gttcgtagca caacaacaat gacggtttga tgcgggtgca     6120 

 

tacatctttt cctccgacac cggtcaaggg catttacaac aaaaatcagt aaggcaaacg     6180 

 

gtgctatccg aagtggtgtt ggagaggacc gaattggaga tttcgtatgc cccgcgcctc     6240 

 

gaccaagaaa aagaagaatt actacgcaag aaattacagt taaatcccac acctgctaac     6300 

 

agaagcagat accagtccag gaaggtggag aacatgaaag ccataacagc tagacgtatt     6360 

 

ctgcaaggcc tagggcatta tttgaaggca gaaggaaaag tggagtgcta ccgaaccctg     6420 

 

catcctgttc ctttgtattc atctagtgtg aaccgtgcct tttcaagccc caaggtcgca     6480 

 

gtggaagcct gtaacgccat gttgaaagag aactttccga ctgtggcttc ttactgtatt     6540 

 

attccagagt acgatgccta tttggacatg gttgacggag cttcatgctg cttagacact     6600 

 

gccagttttt gccctgcaaa gctgcgcagc tttccaaaga aacactccta tttggaaccc     6660 

 

acaatacgat cggcagtgcc ttcagcgatc cagaacacgc tccagaacgt cctggcagct     6720 

 

gccacaaaaa gaaattgcaa tgtcacgcaa atgagagaat tgcccgtatt ggattcggcg     6780 



 

 

 

gcctttaatg tggaatgctt caagaaatat gcgtgtaata atgaatattg ggaaacgttt     6840 

 

aaagaaaacc ccatcaggct tactgaagaa aacgtggtaa attacattac caaattaaaa     6900 

 

ggaccaaaag ctgctgctct ttttgcgaag acacataatt tgaatatgtt gcaggacata     6960 

 

ccaatggaca ggtttgtaat ggacttaaag agagacgtga aagtgactcc aggaacaaaa     7020 

 

catactgaag aacggcccaa ggtacaggtg atccaggctg ccgatccgct agcaacagcg     7080 

 

tatctgtgcg gaatccaccg agagctggtt aggagattaa atgcggtcct gcttccgaac     7140 

 

attcatacac tgtttgatat gtcggctgaa gactttgacg ctattatagc cgagcacttc     7200 

 

cagcctgggg attgtgttct ggaaactgac atcgcgtcgt ttgataaaag tgaggacgac     7260 

 

gccatggctc tgaccgcgtt aatgattctg gaagacttag gtgtggacgc agagctgttg     7320 

 

acgctgattg aggcggcttt cggcgaaatt tcatcaatac atttgcccac taaaactaaa     7380 

 

tttaaattcg gagccatgat gaaatctgga atgttcctca cactgtttgt gaacacagtc     7440 

 

attaacattg taatcgcaag cagagtgttg agagaacggc taaccggatc accatgtgca     7500 

 

gcattcattg gagatgacaa tatcgtgaaa ggagtcaaat cggacaaatt aatggcagac     7560 

 

aggtgcgcca cctggttgaa tatggaagtc aagattatag atgctgtggt gggcgagaaa     7620 

 



 

 

gcgccttatt tctgtggagg gtttattttg tgtgactccg tgaccggcac agcgtgccgt     7680 

 

gtggcagacc ccctaaaaag gctgtttaag cttggcaaac ctctggcagc agacgatgaa     7740 

 

catgatgatg acaggagaag ggcattgcat gaagagtcaa cacgctggaa ccgagtgggt     7800 

 

attctttcag agctgtgcaa ggcagtagaa tcaaggtatg aaaccgtagg aacttccatc     7860 

 

atagttatgg ccatgactac tctagctagc agtgttaaat cattcagcta cctgagaggg     7920 

 

gcccctataa ctctctacgg ctaacctgaa tggactacga catagtctag tccgccaaga     7980 

 

tatcggcgcg ccgtttaaac ggccggcctt aattaagtaa cgatacagca gcaattggca     8040 

 

agctgcttac atagaactcg cggcgattgg catgccgctt taaaattttt attttatttt     8100 

 

tcttttcttt tccgaatcgg attttgtttt taatatttca aaaaaaaaaa aaaaaaaaaa     8160 

 

aaaaaaaaaa aaaaaaaacc cctctctaaa cggaggggtt tttttcagcg taactggact     8220 

 

ggccacagtt aggcggccgc gcatgttcat catcagtaac ccgtatcgtg agcatcctct     8280 

 

ctcgtttcat cggtatcatt acctccatga acagaaatcc cccttacacg gaggcatcag     8340 

 

tgaccaaaca ggaaaaaacc gcccttaaca tggcccgctt tatcagaagc cagacattaa     8400 

 

cgcttctgga gaaactcaac gagctggacg cggatgaaca ggcagacatc tgtgaatcgc     8460 

 

ttcacgacca cgctgatgag ctttaccgca gctgcctcgc gcgtttcggt gatgacggtg     8520 



 

 

 

aaaacctctg acacatgcag ctcccggaga cggtcacagc ttgtctgtaa gcggatgccg     8580 

 

ggagcagaca agcccgtcag ggcgcgtcag cgggtgttgg cgggtgtcgg ggcgcagcca     8640 

 

tgacccagtc acgtagcgat agcggagtgt atactggctt aactatgcgg catcagagca     8700 

 

gattgtactg agagtgcacc atatgcggtg tgaaataccg cacagatgcg taaggagaaa     8760 

 

ataccgcatc aggcgctcgc ttcctcgctc actgactcgc tgcgctcggt cgttcggctg     8820 

 

cggcgagcgg tatcagctca ctcaaaggcg gtaatacggt tatccacaga atcaggggat     8880 

 

aacgcaggaa agaacatgtg agcaaaaggc cagcaaaagg ccaggaaccg taaaaaggcc     8940 

 

gcgttgctgg cgtttttcca taggctccgc ccccctgacg agcatcacaa aaatcgacgc     9000 

 

tcaagtcaga ggtggcgaaa cccgacagga ctataaagat accaggcgtt tccccctgga     9060 

 

agctccctcg tgcgctctcc tgttccgacc ctgccgctta ccggatacct gtccgccttt     9120 

 

ctcccttcgg gaagcgtggc gctttctcat agctcacgct gtaggtatct cagttcggtg     9180 

 

taggtcgttc gctccaagct gggctgtgtg cacgaacccc ccgttcagcc cgaccgctgc     9240 

 

gccttatccg gtaactatcg tcttgagtcc aacccggtaa gacacgactt atcgccactg     9300 

 

gcagcagcca ctggtaacag gattagcaga gcgaggtatg taggcggtgc tacagagttc     9360 

 



 

 

ttgaagtggt ggcctaacta cggctacact agaaggacag tatttggtat ctgcgctctg     9420 

 

ctgaagccag ttaccttcgg aaaaagagtt ggtagctctt gatccggcaa acaaaccacc     9480 

 

gctggtagcg gtggtttttt tgtttgcaag cagcagatta cgcgcagaaa aaaaggatct     9540 

 

caagaagatc ctttgatctt ttctacgggg tctgacgctc agtggaacga aaactcacgt     9600 

 

taagggattt tggtcatgag attatcaaaa aggatcttca cctagatcct tttaaattaa     9660 

 

aaatgaagtt ttaaatcaat ctaaagtata tatgagtaaa cttggtctga cagttattag     9720 

 

aaaaattcat ccagcagacg ataaaacgca atacgctggc tatccggtgc cgcaatgcca     9780 

 

tacagcacca gaaaacgatc cgcccattcg ccgcccagtt cttccgcaat atcacgggtg     9840 

 

gccagcgcaa tatcctgata acgatccgcc acgcccagac ggccgcaatc aataaagccg     9900 

 

ctaaaacggc cattttccac cataatgttc ggcaggcacg catcaccatg ggtcaccacc     9960 

 

agatcttcgc catccggcat gctcgctttc agacgcgcaa acagctctgc cggtgccagg    10020 

 

ccctgatgtt cttcatccag atcatcctga tccaccaggc ccgcttccat acgggtacgc    10080 

 

gcacgttcaa tacgatgttt cgcctgatga tcaaacggac aggtcgccgg gtccagggta    10140 

 

tgcagacgac gcatggcatc cgccataatg ctcacttttt ctgccggcgc cagatggcta    10200 

 

gacagcagat cctgacccgg cacttcgccc agcagcagcc aatcacggcc cgcttcggtc    10260 



 

 

 

accacatcca gcaccgccgc acacggaaca ccggtggtgg ccagccagct cagacgcgcc    10320 

 

gcttcatcct gcagctcgtt cagcgcaccg ctcagatcgg ttttcacaaa cagcaccgga    10380 

 

cgaccctgcg cgctcagacg aaacaccgcc gcatcagagc agccaatggt ctgctgcgcc    10440 

 

caatcatagc caaacagacg ttccacccac gctgccgggc tacccgcatg caggccatcc    10500 

 

tgttcaatca tactcttcct ttttcaatat tattgaagca tttatcaggg ttattgtctc    10560 

 

atgagcggat acatatttga atgtatttag aaaaataaac aaataggggt tccgcgcaca    10620 

 

tttccccgaa aagtgccacc tgacgtctaa gaaaccatta ttatcatgac attaagcatc    10680 

 

cgcctttcgt tttatttgac catgttggta tg                                  10712 

 

 

<210> 34 

<211> 29 

<212> ADN 

<213> Secuencia artificial 

 

<220> 

<223> Descripción de la secuencia artificial: Oligonucleótido 

      sintético 

 

<400> 34 

aacccctctc taaacggagg ggttttttt                                         29 



 

 

 

 

<210> 35 

<211> 105 

<212> ADN 

<213> Secuencia artificial 

 

<220> 

<223> Descripción de la secuencia artificial: Polinucleótido 

      sintético 

 

<400> 35 

cgcggaaccc ctatttgttt atttttctaa atacattcaa atatgtatcc gctcatgaga       60 

 

caataaccct gataaatgct tcaataatat tgaaaaagga agagt                      105 

 

 

<210> 36 

<211> 24 

<212> ADN 

<213> Secuencia artificial 

 

<220> 

<223> Descripción de la secuencia artificial: Oligonucleótido 

      sintético 

 

<400> 36 

ctctctacgg ctaacctgaa tgga                                              24 

 



 

 

 

<210> 37 

<211> 18 

<212> ADN 

<213> Secuencia artificial 

 

<220> 

<223> Descripción de la secuencia artificial: Oligonucleótido 

      sintético 

 

<400> 37 

taatacgact cactatag                                                     18 

 

 

<210> 38 

<211> 39 

<212> RNA 

<213> Secuencia artificial 

 

<220> 

<223> Descripción de la secuencia artificial: Oligonucleótido 

      sintético 

 

<400> 38 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaa                              39 

 

 

<210> 39 

<211> 195 



 

 

<212> ADN 

<213> Secuencia artificial 

 

<220> 

<223> Descripción de la secuencia artificial: Polinucleótido 

      sintético 

 

<400> 39 

taggagaaag ttcacgttga catcgaggaa gacagcccat tcctcagagc tttgcagcgg       60 

 

agcttcccgc agtttgaggt agaagccaag caggtcactg ataatgacca tgctaatgcc      120 

 

agagcgtttt cgcatctggc ttcaaaactg atcgaaacgg aggtggaccc atccgacacg      180 

 

atccttgaca ttgga                                                       195 

 

 

<210> 40 

<211> 142 

<212> ADN 

<213> Secuencia artificial 

 

<220> 

<223> Descripción de la secuencia artificial: Polinucleótido 

      sintético 

 

<400> 40 

atagtcagca tagtacattt catctgacta atactacaac accaccacca tgaatagagg       60 

 



 

 

attctttaac atgctcggcc gccgcccctt cccggccccc actgccatgt ggaggccgcg      120 

 

gagaaggagg caggcggccc cg                                               142 

 

 

<210> 41 

<211> 66 

<212> ADN 

<213> Secuencia artificial 

 

<220> 

<223> Descripción de la secuencia artificial: Oligonucleótido 

      sintético 

 

<400> 41 

ggaagcggag ctactaactt cagcctgctg aagcaggctg gagacgtgga ggagaaccct       60 

 

ggacct                                                                  66 

 

 

<210> 42 

<211> 141 

<212> ADN 

<213> Secuencia artificial 

 

<220> 

<223> Descripción de la secuencia artificial: Polinucleótido 

      sintético 

 



 

 

<400> 42 

cgcagccatg acccagtcac gtagcgatag cggagtgtat actggcttaa ctatgcggca       60 

 

tcagagcaga ttgtactgag agtgcaccat atgcggtgtg aaataccgca cagatgcgta      120 

 

aggagaaaat accgcatcag g                                                141 

 

 

<210> 43 

<211> 5796 

<212> ADN 

<213> Secuencia artificial 

 

<220> 

<223> Descripción de la secuencia artificial: Polinucleótido 

      sintético 

 

<400> 43 

atgaatagag gattctttaa catgctcggc cgccgcccct tcccggcccc cactgccatg       60 

 

tggaggccgc ggagaaggag gcaggcggcc ccgggaagcg gagctactaa cttcagcctg      120 

 

ctgaagcagg ctggagacgt ggaggagaac cctggacctg agaaagttca cgttgacatc      180 

 

gaggaagaca gcccattcct cagagctttg cagcggagct tcccgcagtt tgaggtagaa      240 

 

gccaagcagg tcactgataa tgaccatgct aatgccagag cgttttcgca tctggcttca      300 

 

aaactgatcg aaacggaggt ggacccatcc gacacgatcc ttgacattgg aagtgcgccc      360 



 

 

 

gcccgcagaa tgtattctaa gcacaagtat cattgtatct gtccgatgag atgtgcggaa      420 

 

gatccggaca gattgtataa gtatgcaact aagctgaaga aaaactgtaa ggaaataact      480 

 

gataaggaat tggacaagaa aatgaaggag ctcgccgccg tcatgagcga ccctgacctg      540 

 

gaaactgaga ctatgtgcct ccacgacgac gagtcgtgtc gctacgaagg gcaagtcgct      600 

 

gtttaccagg atgtatacgc ggttgacgga ccgacaagtc tctatcacca agccaataag      660 

 

ggagttagag tcgcctactg gataggcttt gacaccaccc cttttatgtt taagaacttg      720 

 

gctggagcat atccatcata ctctaccaac tgggccgacg aaaccgtgtt aacggctcgt      780 

 

aacataggcc tatgcagctc tgacgttatg gagcggtcac gtagagggat gtccattctt      840 

 

agaaagaagt atttgaaacc atccaacaat gttctattct ctgttggctc gaccatctac      900 

 

cacgagaaga gggacttact gaggagctgg cacctgccgt ctgtatttca cttacgtggc      960 

 

aagcaaaatt acacatgtcg gtgtgagact atagttagtt gcgacgggta cgtcgttaaa     1020 

 

agaatagcta tcagtccagg cctgtatggg aagccttcag gctatgctgc tacgatgcac     1080 

 

cgcgagggat tcttgtgctg caaagtgaca gacacattga acggggagag ggtctctttt     1140 

 

cccgtgtgca cgtatgtgcc agctacattg tgtgaccaaa tgactggcat actggcaaca     1200 

 



 

 

gatgtcagtg cggacgacgc gcaaaaactg ctggttgggc tcaaccagcg tatagtcgtc     1260 

 

aacggtcgca cccagagaaa caccaatacc atgaaaaatt accttttgcc cgtagtggcc     1320 

 

caggcatttg ctaggtgggc aaaggaatat aaggaagatc aagaagatga aaggccacta     1380 

 

ggactacgag atagacagtt agtcatgggg tgttgttggg cttttagaag gcacaagata     1440 

 

acatctattt ataagcgccc ggatacccaa accatcatca aagtgaacag cgatttccac     1500 

 

tcattcgtgc tgcccaggat aggcagtaac acattggaga tcgggctgag aacaagaatc     1560 

 

aggaaaatgt tagaggagca caaggagccg tcacctctca ttaccgccga ggacgtacaa     1620 

 

gaagctaagt gcgcagccga tgaggctaag gaggtgcgtg aagccgagga gttgcgcgca     1680 

 

gctctaccac ctttggcagc tgatgttgag gagcccactc tggaagccga tgtcgacttg     1740 

 

atgttacaag aggctggggc cggctcagtg gagacacctc gtggcttgat aaaggttacc     1800 

 

agctacgatg gcgaggacaa gatcggctct tacgctgtgc tttctccgca ggctgtactc     1860 

 

aagagtgaaa aattatcttg catccaccct ctcgctgaac aagtcatagt gataacacac     1920 

 

tctggccgaa aagggcgtta tgccgtggaa ccataccatg gtaaagtagt ggtgccagag     1980 

 

ggacatgcaa tacccgtcca ggactttcaa gctctgagtg aaagtgccac cattgtgtac     2040 

 

aacgaacgtg agttcgtaaa caggtacctg caccatattg ccacacatgg aggagcgctg     2100 



 

 

 

aacactgatg aagaatatta caaaactgtc aagcccagcg agcacgacgg cgaatacctg     2160 

 

tacgacatcg acaggaaaca gtgcgtcaag aaagaactag tcactgggct agggctcaca     2220 

 

ggcgagctgg tggatcctcc cttccatgaa ttcgcctacg agagtctgag aacacgacca     2280 

 

gccgctcctt accaagtacc aaccataggg gtgtatggcg tgccaggatc aggcaagtct     2340 

 

ggcatcatta aaagcgcagt caccaaaaaa gatctagtgg tgagcgccaa gaaagaaaac     2400 

 

tgtgcagaaa ttataaggga cgtcaagaaa atgaaagggc tggacgtcaa tgccagaact     2460 

 

gtggactcag tgctcttgaa tggatgcaaa caccccgtag agaccctgta tattgacgaa     2520 

 

gcttttgctt gtcatgcagg tactctcaga gcgctcatag ccattataag acctaaaaag     2580 

 

gcagtgctct gcggggatcc caaacagtgc ggttttttta acatgatgtg cctgaaagtg     2640 

 

cattttaacc acgagatttg cacacaagtc ttccacaaaa gcatctctcg ccgttgcact     2700 

 

aaatctgtga cttcggtcgt ctcaaccttg ttttacgaca aaaaaatgag aacgacgaat     2760 

 

ccgaaagaga ctaagattgt gattgacact accggcagta ccaaacctaa gcaggacgat     2820 

 

ctcattctca cttgtttcag agggtgggtg aagcagttgc aaatagatta caaaggcaac     2880 

 

gaaataatga cggcagctgc ctctcaaggg ctgacccgta aaggtgtgta tgccgttcgg     2940 

 



 

 

tacaaggtga atgaaaatcc tctgtacgca cccacctctg aacatgtgaa cgtcctactg     3000 

 

acccgcacgg aggaccgcat cgtgtggaaa acactagccg gcgacccatg gataaaaaca     3060 

 

ctgactgcca agtaccctgg gaatttcact gccacgatag aggagtggca agcagagcat     3120 

 

gatgccatca tgaggcacat cttggagaga ccggacccta ccgacgtctt ccagaataag     3180 

 

gcaaacgtgt gttgggccaa ggctttagtg ccggtgctga agaccgctgg catagacatg     3240 

 

accactgaac aatggaacac tgtggattat tttgaaacgg acaaagctca ctcagcagag     3300 

 

atagtattga accaactatg cgtgaggttc tttggactcg atctggactc cggtctattt     3360 

 

tctgcaccca ctgttccgtt atccattagg aataatcact gggataactc cccgtcgcct     3420 

 

aacatgtacg ggctgaataa agaagtggtc cgtcagctct ctcgcaggta cccacaactg     3480 

 

cctcgggcag ttgccactgg aagagtctat gacatgaaca ctggtacact gcgcaattat     3540 

 

gatccgcgca taaacctagt acctgtaaac agaagactgc ctcatgcttt agtcctccac     3600 

 

cataatgaac acccacagag tgacttttct tcattcgtca gcaaattgaa gggcagaact     3660 

 

gtcctggtgg tcggggaaaa gttgtccgtc ccaggcaaaa tggttgactg gttgtcagac     3720 

 

cggcctgagg ctaccttcag agctcggctg gatttaggca tcccaggtga tgtgcccaaa     3780 

 

tatgacataa tatttgttaa tgtgaggacc ccatataaat accatcacta tcagcagtgt     3840 



 

 

 

gaagaccatg ccattaagct tagcatgttg accaagaaag cttgtctgca tctgaatccc     3900 

 

ggcggaacct gtgtcagcat aggttatggt tacgctgaca gggccagcga aagcatcatt     3960 

 

ggtgctatag cgcggcagtt caagttttcc cgggtatgca aaccgaaatc ctcacttgaa     4020 

 

gagacggaag ttctgtttgt attcattggg tacgatcgca aggcccgtac gcacaatcct     4080 

 

tacaagcttt catcaacctt gaccaacatt tatacaggtt ccagactcca cgaagccgga     4140 

 

tgtgcaccct catatcatgt ggtgcgaggg gatattgcca cggccaccga aggagtgatt     4200 

 

ataaatgctg ctaacagcaa aggacaacct ggcggagggg tgtgcggagc gctgtataag     4260 

 

aaattcccgg aaagcttcga tttacagccg atcgaagtag gaaaagcgcg actggtcaaa     4320 

 

ggtgcagcta aacatatcat tcatgccgta ggaccaaact tcaacaaagt ttcggaggtt     4380 

 

gaaggtgaca aacagttggc agaggcttat gagtccatcg ctaagattgt caacgataac     4440 

 

aattacaagt cagtagcgat tccactgttg tccaccggca tcttttccgg gaacaaagat     4500 

 

cgactaaccc aatcattgaa ccatttgctg acagctttag acaccactga tgcagatgta     4560 

 

gccatatact gcagggacaa gaaatgggaa atgactctca aggaagcagt ggctaggaga     4620 

 

gaagcagtgg aggagatatg catatccgac gactcttcag tgacagaacc tgatgcagag     4680 

 



 

 

ctggtgaggg tgcatccgaa gagttctttg gctggaagga agggctacag cacaagcgat     4740 

 

ggcaaaactt tctcatattt ggaagggacc aagtttcacc aggcggccaa ggatatagca     4800 

 

gaaattaatg ccatgtggcc cgttgcaacg gaggccaatg agcaggtatg catgtatatc     4860 

 

ctcggagaaa gcatgagcag tattaggtcg aaatgccccg tcgaagagtc ggaagcctcc     4920 

 

acaccaccta gcacgctgcc ttgcttgtgc atccatgcca tgactccaga aagagtacag     4980 

 

cgcctaaaag cctcacgtcc agaacaaatt actgtgtgct catcctttcc attgccgaag     5040 

 

tatagaatca ctggtgtgca gaagatccaa tgctcccagc ctatattgtt ctcaccgaaa     5100 

 

gtgcctgcgt atattcatcc aaggaagtat ctcgtggaaa caccaccggt agacgagact     5160 

 

ccggagccat cggcagagaa ccaatccaca gaggggacac ctgaacaacc accacttata     5220 

 

accgaggatg agaccaggac tagaacgcct gagccgatca tcatcgaaga ggaagaagag     5280 

 

gatagcataa gtttgctgtc agatggcccg acccaccagg tgctgcaagt cgaggcagac     5340 

 

attcacgggc cgccctctgt atctagctca tcctggtcca ttcctcatgc atccgacttt     5400 

 

gatgtggaca gtttatccat acttgacacc ctggagggag ctagcgtgac cagcggggca     5460 

 

acgtcagccg agactaactc ttacttcgca aagagtatgg agtttctggc gcgaccggtg     5520 

 

cctgcgcctc gaacagtatt caggaaccct ccacatcccg ctccgcgcac aagaacaccg     5580 



 

 

 

tcacttgcac ccagcagggc ctgctcgaga accagcctag tttccacccc gccaggcgtg     5640 

 

aatagggtga tcactagaga ggagctcgag gcgcttaccc cgtcacgcac tcctagcagg     5700 

 

tcggtctcga gaaccagcct ggtctccaac ccgccaggcg taaatagggt gattacaaga     5760 

 

gaggagtttg aggcgttcgt agcacaacaa caatga                               5796 

 

 

<210> 44 

<211> 2382 

<212> ADN 

<213> Secuencia artificial 

 

<220> 

<223> Descripción de la secuencia artificial: Polinucleótido 

      sintético 

 

<400> 44 

ggctcagtgg agacacctcg tggcttgata aaggttacca gctacgatgg cgaggacaag       60 

 

atcggctctt acgctgtgct ttctccgcag gctgtactca agagtgaaaa attatcttgc      120 

 

atccaccctc tcgctgaaca agtcatagtg ataacacact ctggccgaaa agggcgttat      180 

 

gccgtggaac cataccatgg taaagtagtg gtgccagagg gacatgcaat acccgtccag      240 

 

gactttcaag ctctgagtga aagtgccacc attgtgtaca acgaacgtga gttcgtaaac      300 



 

 

 

aggtacctgc accatattgc cacacatgga ggagcgctga acactgatga agaatattac      360 

 

aaaactgtca agcccagcga gcacgacggc gaatacctgt acgacatcga caggaaacag      420 

 

tgcgtcaaga aagaactagt cactgggcta gggctcacag gcgagctggt ggatcctccc      480 

 

ttccatgaat tcgcctacga gagtctgaga acacgaccag ccgctcctta ccaagtacca      540 

 

accatagggg tgtatggcgt gccaggatca ggcaagtctg gcatcattaa aagcgcagtc      600 

 

accaaaaaag atctagtggt gagcgccaag aaagaaaact gtgcagaaat tataagggac      660 

 

gtcaagaaaa tgaaagggct ggacgtcaat gccagaactg tggactcagt gctcttgaat      720 

 

ggatgcaaac accccgtaga gaccctgtat attgacgaag cttttgcttg tcatgcaggt      780 

 

actctcagag cgctcatagc cattataaga cctaaaaagg cagtgctctg cggggatccc      840 

 

aaacagtgcg gtttttttaa catgatgtgc ctgaaagtgc attttaacca cgagatttgc      900 

 

acacaagtct tccacaaaag catctctcgc cgttgcacta aatctgtgac ttcggtcgtc      960 

 

tcaaccttgt tttacgacaa aaaaatgaga acgacgaatc cgaaagagac taagattgtg     1020 

 

attgacacta ccggcagtac caaacctaag caggacgatc tcattctcac ttgtttcaga     1080 

 

gggtgggtga agcagttgca aatagattac aaaggcaacg aaataatgac ggcagctgcc     1140 

 



 

 

tctcaagggc tgacccgtaa aggtgtgtat gccgttcggt acaaggtgaa tgaaaatcct     1200 

 

ctgtacgcac ccacctctga acatgtgaac gtcctactga cccgcacgga ggaccgcatc     1260 

 

gtgtggaaaa cactagccgg cgacccatgg ataaaaacac tgactgccaa gtaccctggg     1320 

 

aatttcactg ccacgataga ggagtggcaa gcagagcatg atgccatcat gaggcacatc     1380 

 

ttggagagac cggaccctac cgacgtcttc cagaataagg caaacgtgtg ttgggccaag     1440 

 

gctttagtgc cggtgctgaa gaccgctggc atagacatga ccactgaaca atggaacact     1500 

 

gtggattatt ttgaaacgga caaagctcac tcagcagaga tagtattgaa ccaactatgc     1560 

 

gtgaggttct ttggactcga tctggactcc ggtctatttt ctgcacccac tgttccgtta     1620 

 

tccattagga ataatcactg ggataactcc ccgtcgccta acatgtacgg gctgaataaa     1680 

 

gaagtggtcc gtcagctctc tcgcaggtac ccacaactgc ctcgggcagt tgccactgga     1740 

 

agagtctatg acatgaacac tggtacactg cgcaattatg atccgcgcat aaacctagta     1800 

 

cctgtaaaca gaagactgcc tcatgcttta gtcctccacc ataatgaaca cccacagagt     1860 

 

gacttttctt cattcgtcag caaattgaag ggcagaactg tcctggtggt cggggaaaag     1920 

 

ttgtccgtcc caggcaaaat ggttgactgg ttgtcagacc ggcctgaggc taccttcaga     1980 

 

gctcggctgg atttaggcat cccaggtgat gtgcccaaat atgacataat atttgttaat     2040 



 

 

 

gtgaggaccc catataaata ccatcactat cagcagtgtg aagaccatgc cattaagctt     2100 

 

agcatgttga ccaagaaagc ttgtctgcat ctgaatcccg gcggaacctg tgtcagcata     2160 

 

ggttatggtt acgctgacag ggccagcgaa agcatcattg gtgctatagc gcggcagttc     2220 

 

aagttttccc gggtatgcaa accgaaatcc tcacttgaag agacggaagt tctgtttgta     2280 

 

ttcattgggt acgatcgcaa ggcccgtacg cacaatcctt acaagctttc atcaaccttg     2340 

 

accaacattt atacaggttc cagactccac gaagccggat gt                        2382 

 

 

<210> 45 

<211> 1821 

<212> ADN 

<213> Secuencia artificial 

 

<220> 

<223> Descripción de la secuencia artificial: Polinucleótido 

      sintético 

 

<400> 45 

tacatctttt cctccgacac cggtcaaggg catttacaac aaaaatcagt aaggcaaacg       60 

 

gtgctatccg aagtggtgtt ggagaggacc gaattggaga tttcgtatgc cccgcgcctc      120 

 

gaccaagaaa aagaagaatt actacgcaag aaattacagt taaatcccac acctgctaac      180 



 

 

 

agaagcagat accagtccag gaaggtggag aacatgaaag ccataacagc tagacgtatt      240 

 

ctgcaaggcc tagggcatta tttgaaggca gaaggaaaag tggagtgcta ccgaaccctg      300 

 

catcctgttc ctttgtattc atctagtgtg aaccgtgcct tttcaagccc caaggtcgca      360 

 

gtggaagcct gtaacgccat gttgaaagag aactttccga ctgtggcttc ttactgtatt      420 

 

attccagagt acgatgccta tttggacatg gttgacggag cttcatgctg cttagacact      480 

 

gccagttttt gccctgcaaa gctgcgcagc tttccaaaga aacactccta tttggaaccc      540 

 

acaatacgat cggcagtgcc ttcagcgatc cagaacacgc tccagaacgt cctggcagct      600 

 

gccacaaaaa gaaattgcaa tgtcacgcaa atgagagaat tgcccgtatt ggattcggcg      660 

 

gcctttaatg tggaatgctt caagaaatat gcgtgtaata atgaatattg ggaaacgttt      720 

 

aaagaaaacc ccatcaggct tactgaagaa aacgtggtaa attacattac caaattaaaa      780 

 

ggaccaaaag ctgctgctct ttttgcgaag acacataatt tgaatatgtt gcaggacata      840 

 

ccaatggaca ggtttgtaat ggacttaaag agagacgtga aagtgactcc aggaacaaaa      900 

 

catactgaag aacggcccaa ggtacaggtg atccaggctg ccgatccgct agcaacagcg      960 

 

tatctgtgcg gaatccaccg agagctggtt aggagattaa atgcggtcct gcttccgaac     1020 

 



 

 

attcatacac tgtttgatat gtcggctgaa gactttgacg ctattatagc cgagcacttc     1080 

 

cagcctgggg attgtgttct ggaaactgac atcgcgtcgt ttgataaaag tgaggacgac     1140 

 

gccatggctc tgaccgcgtt aatgattctg gaagacttag gtgtggacgc agagctgttg     1200 

 

acgctgattg aggcggcttt cggcgaaatt tcatcaatac atttgcccac taaaactaaa     1260 

 

tttaaattcg gagccatgat gaaatctgga atgttcctca cactgtttgt gaacacagtc     1320 

 

attaacattg taatcgcaag cagagtgttg agagaacggc taaccggatc accatgtgca     1380 

 

gcattcattg gagatgacaa tatcgtgaaa ggagtcaaat cggacaaatt aatggcagac     1440 

 

aggtgcgcca cctggttgaa tatggaagtc aagattatag atgctgtggt gggcgagaaa     1500 

 

gcgccttatt tctgtggagg gtttattttg tgtgactccg tgaccggcac agcgtgccgt     1560 

 

gtggcagacc ccctaaaaag gctgtttaag cttggcaaac ctctggcagc agacgatgaa     1620 

 

catgatgatg acaggagaag ggcattgcat gaagagtcaa cacgctggaa ccgagtgggt     1680 

 

attctttcag agctgtgcaa ggcagtagaa tcaaggtatg aaaccgtagg aacttccatc     1740 

 

atagttatgg ccatgactac tctagctagc agtgttaaat cattcagcta cctgagaggg     1800 

 

gcccctataa ctctctacgg c                                               1821 

 

 



 

 

<210> 46 

<211> 1671 

<212> ADN 

<213> Secuencia artificial 

 

<220> 

<223> Descripción de la secuencia artificial: Polinucleótido 

      sintético 

 

<400> 46 

gcaccctcat atcatgtggt gcgaggggat attgccacgg ccaccgaagg agtgattata       60 

 

aatgctgcta acagcaaagg acaacctggc ggaggggtgt gcggagcgct gtataagaaa      120 

 

ttcccggaaa gcttcgattt acagccgatc gaagtaggaa aagcgcgact ggtcaaaggt      180 

 

gcagctaaac atatcattca tgccgtagga ccaaacttca acaaagtttc ggaggttgaa      240 

 

ggtgacaaac agttggcaga ggcttatgag tccatcgcta agattgtcaa cgataacaat      300 

 

tacaagtcag tagcgattcc actgttgtcc accggcatct tttccgggaa caaagatcga      360 

 

ctaacccaat cattgaacca tttgctgaca gctttagaca ccactgatgc agatgtagcc      420 

 

atatactgca gggacaagaa atgggaaatg actctcaagg aagcagtggc taggagagaa      480 

 

gcagtggagg agatatgcat atccgacgac tcttcagtga cagaacctga tgcagagctg      540 

 

gtgagggtgc atccgaagag ttctttggct ggaaggaagg gctacagcac aagcgatggc      600 



 

 

 

aaaactttct catatttgga agggaccaag tttcaccagg cggccaagga tatagcagaa      660 

 

attaatgcca tgtggcccgt tgcaacggag gccaatgagc aggtatgcat gtatatcctc      720 

 

ggagaaagca tgagcagtat taggtcgaaa tgccccgtcg aagagtcgga agcctccaca      780 

 

ccacctagca cgctgccttg cttgtgcatc catgccatga ctccagaaag agtacagcgc      840 

 

ctaaaagcct cacgtccaga acaaattact gtgtgctcat cctttccatt gccgaagtat      900 

 

agaatcactg gtgtgcagaa gatccaatgc tcccagccta tattgttctc accgaaagtg      960 

 

cctgcgtata ttcatccaag gaagtatctc gtggaaacac caccggtaga cgagactccg     1020 

 

gagccatcgg cagagaacca atccacagag gggacacctg aacaaccacc acttataacc     1080 

 

gaggatgaga ccaggactag aacgcctgag ccgatcatca tcgaagagga agaagaggat     1140 

 

agcataagtt tgctgtcaga tggcccgacc caccaggtgc tgcaagtcga ggcagacatt     1200 

 

cacgggccgc cctctgtatc tagctcatcc tggtccattc ctcatgcatc cgactttgat     1260 

 

gtggacagtt tatccatact tgacaccctg gagggagcta gcgtgaccag cggggcaacg     1320 

 

tcagccgaga ctaactctta cttcgcaaag agtatggagt ttctggcgcg accggtgcct     1380 

 

gcgcctcgaa cagtattcag gaaccctcca catcccgctc cgcgcacaag aacaccgtca     1440 

 



 

 

cttgcaccca gcagggcctg ctcgagaacc agcctagttt ccaccccgcc aggcgtgaat     1500 

 

agggtgatca ctagagagga gctcgaggcg cttaccccgt cacgcactcc tagcaggtcg     1560 

 

gtctcgagaa ccagcctggt ctccaacccg ccaggcgtaa atagggtgat tacaagagag     1620 

 

gagtttgagg cgttcgtagc acaacaacaa tgacggtttg atgcgggtgc a              1671 

 

 

<210> 47 

<211> 1602 

<212> ADN 

<213> Secuencia artificial 

 

<220> 

<223> Descripción de la secuencia artificial: Polinucleótido 

      sintético 

 

<400> 47 

gagaaagttc acgttgacat cgaggaagac agcccattcc tcagagcttt gcagcggagc       60 

 

ttcccgcagt ttgaggtaga agccaagcag gtcactgata atgaccatgc taatgccaga      120 

 

gcgttttcgc atctggcttc aaaactgatc gaaacggagg tggacccatc cgacacgatc      180 

 

cttgacattg gaagtgcgcc cgcccgcaga atgtattcta agcacaagta tcattgtatc      240 

 

tgtccgatga gatgtgcgga agatccggac agattgtata agtatgcaac taagctgaag      300 

 



 

 

aaaaactgta aggaaataac tgataaggaa ttggacaaga aaatgaagga gctcgccgcc      360 

 

gtcatgagcg accctgacct ggaaactgag actatgtgcc tccacgacga cgagtcgtgt      420 

 

cgctacgaag ggcaagtcgc tgtttaccag gatgtatacg cggttgacgg accgacaagt      480 

 

ctctatcacc aagccaataa gggagttaga gtcgcctact ggataggctt tgacaccacc      540 

 

ccttttatgt ttaagaactt ggctggagca tatccatcat actctaccaa ctgggccgac      600 

 

gaaaccgtgt taacggctcg taacataggc ctatgcagct ctgacgttat ggagcggtca      660 

 

cgtagaggga tgtccattct tagaaagaag tatttgaaac catccaacaa tgttctattc      720 

 

tctgttggct cgaccatcta ccacgagaag agggacttac tgaggagctg gcacctgccg      780 

 

tctgtatttc acttacgtgg caagcaaaat tacacatgtc ggtgtgagac tatagttagt      840 

 

tgcgacgggt acgtcgttaa aagaatagct atcagtccag gcctgtatgg gaagccttca      900 

 

ggctatgctg ctacgatgca ccgcgaggga ttcttgtgct gcaaagtgac agacacattg      960 

 

aacggggaga gggtctcttt tcccgtgtgc acgtatgtgc cagctacatt gtgtgaccaa     1020 

 

atgactggca tactggcaac agatgtcagt gcggacgacg cgcaaaaact gctggttggg     1080 

 

ctcaaccagc gtatagtcgt caacggtcgc acccagagaa acaccaatac catgaaaaat     1140 

 

taccttttgc ccgtagtggc ccaggcattt gctaggtggg caaaggaata taaggaagat     1200 



 

 

 

caagaagatg aaaggccact aggactacga gatagacagt tagtcatggg gtgttgttgg     1260 

 

gcttttagaa ggcacaagat aacatctatt tataagcgcc cggataccca aaccatcatc     1320 

 

aaagtgaaca gcgatttcca ctcattcgtg ctgcccagga taggcagtaa cacattggag     1380 

 

atcgggctga gaacaagaat caggaaaatg ttagaggagc acaaggagcc gtcacctctc     1440 

 

attaccgccg aggacgtaca agaagctaag tgcgcagccg atgaggctaa ggaggtgcgt     1500 

 

gaagccgagg agttgcgcgc agctctacca cctttggcag ctgatgttga ggagcccact     1560 

 

ctggaagccg atgtcgactt gatgttacaa gaggctgggg cc                        1602 

 

 

<210> 48 

<211> 798 

<212> ADN 

<213> Secuencia artificial 

 

<220> 

<223> Descripción de la secuencia artificial: Polinucleótido 

      sintético 

 

<400> 48 

atgattgaac aggatggcct gcatgcgggt agcccggcag cgtgggtgga acgtctgttt       60 

 

ggctatgatt gggcgcagca gaccattggc tgctctgatg cggcggtgtt tcgtctgagc      120 



 

 

 

gcgcagggtc gtccggtgct gtttgtgaaa accgatctga gcggtgcgct gaacgagctg      180 

 

caggatgaag cggcgcgtct gagctggctg gccaccaccg gtgttccgtg tgcggcggtg      240 

 

ctggatgtgg tgaccgaagc gggccgtgat tggctgctgc tgggcgaagt gccgggtcag      300 

 

gatctgctgt ctagccatct ggcgccggca gaaaaagtga gcattatggc ggatgccatg      360 

 

cgtcgtctgc ataccctgga cccggcgacc tgtccgtttg atcatcaggc gaaacatcgt      420 

 

attgaacgtg cgcgtacccg tatggaagcg ggcctggtgg atcaggatga tctggatgaa      480 

 

gaacatcagg gcctggcacc ggcagagctg tttgcgcgtc tgaaagcgag catgccggat      540 

 

ggcgaagatc tggtggtgac ccatggtgat gcgtgcctgc cgaacattat ggtggaaaat      600 

 

ggccgtttta gcggctttat tgattgcggc cgtctgggcg tggcggatcg ttatcaggat      660 

 

attgcgctgg ccacccgtga tattgcggaa gaactgggcg gcgaatgggc ggatcgtttt      720 

 

ctggtgctgt atggcattgc ggcaccggat agccagcgta ttgcgtttta tcgtctgctg      780 

 

gatgaatttt tctaataa                                                    798 

 

 

<210> 49 

<211> 192 

<212> ADN 



 

 

<213> Secuencia artificial 

 

<220> 

<223> Descripción de la secuencia artificial: Polinucleótido 

      sintético 

 

<400> 49 

gtgaccaaac aggaaaaaac cgcccttaac atggcccgct ttatcagaag ccagacatta       60 

 

acgcttctgg agaaactcaa cgagctggac gcggatgaac aggcagacat ctgtgaatcg      120 

 

cttcacgacc acgctgatga gctttaccgc agctgcctcg cgcgtttcgg tgatgacggt      180 

 

gaaaacctct ga                                                          192 

 

 

<210> 50 

<211> 44 

<212> ADN 

<213> Secuencia artificial 

 

<220> 

<223> Descripción de la secuencia artificial: Oligonucleótido 

      sintético 

 

<400> 50 

ataggcggcg catgagagaa gcccagacca attacctacc caaa                        44 

 

 



 

 

<210> 51 

<211> 117 

<212> ADN 
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<220> 

<223> Descripción de la secuencia artificial: Polinucleótido 

      sintético 

 

<400> 51 

atacagcagc aattggcaag ctgcttacat agaactcgcg gcgattggca tgccgcttta       60 

 

aaatttttat tttatttttc ttttcttttc cgaatcggat tttgttttta atatttc         117 

 

 

<210> 52 

<211> 845 

<212> ADN 

<213> Secuencia artificial 

 

<220> 

<223> Descripción de la secuencia artificial: Polinucleótido 

      sintético 

 

<400> 52 

ccattgcata cgttgtatcc atatcataat atgtacattt atattggctc atgtccaaca       60 

 

ttaccgccat gttgacattg attattgact agttattaat agtaatcaat tacggggtca      120 

 



 

 

ttagttcata gcccatatat ggagttccgc gttacataac ttacggtaaa tggcccgcct      180 

 

ggctgaccgc ccaacgaccc ccgcccattg acgtcaataa tgacgtatgt tcccatagta      240 

 

acgccaatag ggactttcca ttgacgtcaa tgggtggagt atttacggta aactgcccac      300 

 

ttggcagtac atcaagtgta tcatatgcca agtacgcccc ctattgacgt caatgacggt      360 

 

aaatggcccg cctggcatta tgcccagtac atgaccttat gggactttcc tacttggcag      420 

 

tacatctacg tattagtcat cgctattacc atggtgatgc ggttttggca gtacatcaat      480 

 

gggcgtggat agcggtttga ctcacgggga tttccaagtc tccaccccat tgacgtcaat      540 

 

gggagtttgt tttggcacca aaatcaacgg gactttccaa aatgtcgtaa caactccgcc      600 

 

ccattgacgc aaatgggcgg taggcgtgta cggtgggagg tctatataag cagagctctc      660 

 

cctatcagtg atagagatct ccctatcagt gatagagatc gtcgacgagc tcgtttagtg      720 

 

aaccgtcaga tcgcctggag acgccatcca cgctgttttg acctccatag aagacaccgg      780 

 

gaccgatcca gcctccgcgg ccgggaacgg tgcattggaa cgcggattcc ccgtgccaag      840 

 

agtga                                                                  845 

 

 

<210> 53 

<211> 227 
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<213> Secuencia artificial 

 

<220> 

<223> Descripción de la secuencia artificial: Polinucleótido 

      sintético 

 

<400> 53 

ctgtgccttc tagttgccag ccatctgttg tttgcccctc ccccgtgcct tccttgaccc       60 

 

tggaaggtgc cactcccact gtcctttcct aataaaatga ggaaattgca tcgcattgtc      120 

 

tgagtaggtg tcattctatt ctggggggtg gggtggggca ggacagcaag ggggaggatt      180 

 

gggaagacaa tagcaggcat gctggggatg cggtgggctc tatggcc                    227 

 

 

<210>  54 

<211>  77 

<212>  PRT 

<213> Secuencia artificial 

 

<220> 

<223> Descripción de la secuencia artificial: Polipéptido 

      sintético 

 

<400>  54 

 

Met Gln Ile Phe Val Lys Thr Leu Thr Gly Lys Thr Ile Thr Leu Glu  



 

 

1               5                   10                  15       

 

 

Val Glu Pro Ser Asp Thr Ile Glu Asn Val Lys Ala Lys Ile Gln Asp  

            20                  25                  30           

 

 

Lys Glu Gly Ile Pro Pro Asp Gln Gln Arg Leu Ile Phe Ala Gly Lys  

        35                  40                  45               

 

 

Gln Leu Glu Asp Gly Arg Thr Leu Ser Asp Tyr Asn Ile Gln Lys Glu  

    50                  55                  60                   

 

 

Ser Thr Leu His Leu Val Leu Arg Leu Arg Gly Val Arg  

65                  70                  75           

 

 


