<110>

<120>

<130>

<150>
<151>

<150>
<151>

<160>
<170>
<210>
<211>
<212>
<213>
<220>
<223>

<400>

LG CHEM, LTD.
ANTICUERPO ANTI-LILRB1 Y USOS DEL MISMO
OPP20204082KR

10-2019-0173414
23-12-2019

10-2020-0061907
22-05-2020

359
koPatentln 3.0
1

11

PRT
Secuencia artificial

CDR-L1 de E3 o E3.1 (Kabat)

1

GIn Gly Asp Ser Leu Arg Asn Phe Tyr Ala Ser

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5 10

2

7

PRT

Secuencia artificial

CDR-L2 de E3 o0 E3.1 (Kabat)

2

Gly Lys Asn Asn Arg Pro Ser

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5

3

13

PRT

Secuencia artificial

CDR-L3 de E3 o E3.1 (Kabat)

3

Asn Ser Arg Asp Ser Ser Gly Ser His Leu Thr Gly Val

1
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5 10



<210> 4

211> 5

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-HI1 de E3 0 E3.1 (Kabat)

<400> 4
Ser Tyr Ala Met Ser
1 5

<210> 5

211> 17

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H2 de E3 o E3.1 (Kabat)

<400> 5
Ala Ile Ser Gly Ser Gly Gly Ser Thr Tyr Tyr Ala Asp Ser Val Lys
1 5 10 15

Gly

<210> 6

<211> 15

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H3 de E3 o E3.1 (Kabat)

<400> 6
Asp Thr Tyr Tyr Tyr Gly Ser Gly Arg Ser Asn Ala Phe Asp Ile
1 5 10 15

<210> 7

211> 11

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-LI de B3 (Kabat)

<400> 7
GlIn Ala Ser Gln Asp Ile Ser Asn Tyr Leu Asn
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<210> 8

211> 7

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-L2 de B3 (Kabat)

<400> 8
Asp Ala Ser Asn Leu Glu Thr
1 5

<210> 9

211> 7

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-L3 de B3 (Kabat)

<400> 9
GIn Gln Tyr Asp Asn Leu Pro
1 5

<210> 10

211> 5

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H1 de B3 (Kabat)

<400> 10

Asp Tyr Ala Met His
1 5

<210> 11

<211> 17

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H2 de B3 (Kabat)

<400> 11
Gly Ile Ser Trp Asn Ser Gly Ser Ile Gly Tyr Ala Asp Ser Val Lys
1 5 10 15

file:///G/...ADO ECHEVERRY/SOLICITUDES PCT 2022/PCT-KR2020-018931/DFA_P22352COPC_Lista de secuencias (espaiiol). TXT[10/07/2022 19:34:44]



Gly

<210> 12
<211> 13
<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H3 de B3 (Kabat)

<400> 12
Val Gly Asp Ser Ser Gly Trp Ser Asp Ala Phe Asp Ile
1 5 10

<210> 13

211> 11

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-LI de A10 (Kabat)

<400> 13
Arg Ala Ser Gln Ser Val Ser Ser Asn Leu Ala
1 5 10

<210> 14

211> 7

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-L2 de A10 (Kabat)

<400> 14

Gly Ala Ser Thr Arg Ala Thr
1 5

<210> 15

<211> 11

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-L3 de A10 (Kabat)

<400> 15
GlIn GIn Tyr Gly Ser Ser Pro Arg Met Tyr Thr
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<210> 16

211> 5

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-HI1 de A10 (Kabat)

<400> 16
Ser Tyr Ala Ile Ser
1 5

<210> 17

211> 17

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H2 de A10 (Kabat)

<400> 17
Gly Ile Ile Pro Ile Phe Gly Thr Ala Asn Tyr Ala Gln Lys Phe Gln
1 5 10 15

Gly

<210> 18

211> 12

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H3 de A10 (Kabat)

<400> 18
Gly Gly Leu Gly Glu Leu Asp Asn Trp Phe Asp Pro
1 5 10

<210> 19

211> 11

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-LI de G1 (Kabat)
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<400> 19
Ser Gly Tyr Lys Leu Gly Asp Arg Tyr Val Ser
1 5 10

<210> 20

211> 7

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-L2 de G1 (Kabat)

<400> 20
Lys Asp Ser GIn Arg Pro Ser
1 5

<210> 21

211> 9

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-L3 de G1 (Kabat)

<400> 21
Gln Ala Trp Asp Ser Gly Thr Gly Val
1 5

<210> 22

211> 5

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-HI de G1 (Kabat)

<400> 22
Ser Tyr Gly Ile Ser
1 5

<210> 23

211> 17

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H2 de G1 (Kabat)

<400> 23
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Trp Ile Ser Ala Tyr Asn Gly Asn Thr Asn Tyr Ala Gln Glu Leu Gln
1 5 10 15

Gly

<210> 24

211> 9

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H3 de G1 (Kabat)

<400> 24
Val Gly Val Ala Gly Lys Leu Asp Tyr
1 5

<210> 25

211> 14

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-LI de G9 (Kabat)

<400> 25
Thr Gly Ser Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser
1 5 10

<210> 26

211> 7

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-L2 de G9 (Kabat)

<400> 26
Asp Val Ser Asn Arg Pro Ser
1 5

<210> 27

211> 12

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-L3 de G9 (Kabat)
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<400> 27
Ser Ser Tyr Thr Gly Ser Ser Thr Leu Asp Val Leu
1 5 10

<210> 28

211> 5

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-HI1 de G9 (Kabat)

<400> 28
Ser Tyr Trp Ile Gly
1 5

<210> 29

211> 17

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H2 de G9 (Kabat)

<400> 29
Ile Ile Tyr Pro Gly Asp Ser Asp Thr Arg Tyr Ser Pro Ser Phe GIn
1 5 10 15

Gly

<210> 30

<211> 11

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H3 de G9 (Kabat)

<400> 30
GIn Tyr Tyr Asp Gly Gly Tyr Tyr Met Asp Val
1 5 10

<210> 31

211> 11

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-LI de H2 (Kabat)
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<400> 31
GlIn Gly Asp Ser Leu Arg Asn Tyr Tyr Ala Ser
1 5 10

<210> 32

211> 7

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-L2 de H2 (Kabat)

<400> 32
Gly Asn Asn Lys Arg Pro Ser
1 5

<210> 33

211> 11

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-L3 de H2 (Kabat)

<400> 33
Asn Ser Leu Asp Ser Thr Tyr Asn His Pro Ile
1 5 10

<210> 34

<211> 5

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-HI1 de H2 (Kabat)

<400> 34
Ser Tyr Asp Ile His
1 5

<210> 35

211> 17

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H2 de H2 (Kabat)
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<400> 35
Trp Ile Ser Ala Tyr Asn Gly Asn Thr Asn Tyr Ala Gln Lys Leu Gln
1 5 10 15

Gly

<210> 36

211> 8

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H3 de H2 (Kabat)

<400> 36
Asp Gly Gly Asp Ala Phe Asp Ile
1 5

<210> 37

<211> 11

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-LI1 de H11 (Kabat)

<400> 37
GIn Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser
1 5 10

<210> 38

211> 7

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-L2 de H11 (Kabat)

<400> 38
Gly Arg Asn Asn Arg Pro Ser
1 5

<210> 39

<211> 11

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-L3 de H11 (Kabat)
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<400> 39
Lys Ser Arg Asp Ser Ser Gly Asn His Tyr Val
1 5 10

<210> 40

211> 5

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-HI de H11 (Kabat)

<400> 40
Ser Tyr Tyr Met His
1 5

<210> 41

211> 17

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H2 de H11 (Kabat)

<400> 41
Ile Ile Asn Pro Ser Gly Gly Ser Thr Ser Tyr Ala Gln Lys Phe Gln
1 5 10 15

Gly

<210> 42

211> 8

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H3 de H11 (Kabat)

<400> 42
Asp Ala Gly Ser Ser Ser Asp Tyr
1 5

<210> 43

211> 14

<212> PRT

<213> Secuencia artificial

<220>
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<223> CDR-LI1 de F12 (Kabat)

<400> 43
Ala Gly Thr Ser Ser Asp Ile Gly Asp Tyr Asp Tyr Val Ser
1 5 10

<210> 44

211> 7

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-L2 de F12 (Kabat)

<400> 44
Asp Val Ser Arg Arg Pro Ser
1 5

<210> 45

<211> 10

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-L3 de F12 (Kabat)

<400> 45
Ala Ser Tyr Thr Ser Ser Ser Val Val Val
1 5 10

<210> 46

211> 5

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-HI de F12 (Kabat)

<400> 46
Ser Tyr Trp Ile Gly
1 5

<210> 47

211> 17

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H2 de F12 (Kabat)
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<400> 47
Ile Ile Tyr Pro Gly Asp Ser Asp Thr Arg Tyr Ser Pro Ser Phe GIn
1 5 10 15

Gly

<210> 48

<211> 11

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H3 de F12 (Kabat)

<400> 48
Gln Tyr Tyr Asp Gly Gly Tyr Tyr Met Asp Val
1 5 10

<210> 49

211> 11

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-L1 de B9 (Kabat)

<400> 49
Arg Ala Ser GIn Ser Ile Ser Arg Tyr Leu Asn
1 5 10

<210> 50

211> 7

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-L2 de B9 (Kabat)

<400> 50
Gly Ala Ser Ser Leu GlIn Ser
1 5

<210> 51

211> 9

<212> PRT

<213> Secuencia artificial

<220>
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<223> CDR-L3 de B9 (Kabat)

<400> 51
GIn GIn Ala Tyr Gly Phe Pro Leu Thr
1 5

<210> 52

211> 5

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-HI de B9 (Kabat)

<400> 52
Ser Tyr Ala Ile Ser
1 5

<210> 53

211> 17

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H2 de B9 (Kabat)

<400> 53
Gly Ile Ile Pro Ile Phe Gly Thr Ala Asn Tyr Ala Gln Lys Phe Gln
1 5 10 15

Gly

<210> 54

211> 16

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H3 de B9 (Kabat)

<400> 54
Gly Glu Ile Ala Val Ala Gln Asn Trp Asp Tyr Tyr Gly Met Asp Val
1 5 10 15

<210> 55
211> 14
<212> PRT
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<213> Secuencia artificial

<220>
<223> CDR-LI de G11 (Kabat)

<400> 55
Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser
1 5 10

<210> 56

211> 7

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-L2 de G11 (Kabat)

<400> 56
Asp Val Ser Lys Arg Pro Ser
1 5

<210> 57

211> 11

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-L3 de G11 (Kabat)

<400> 57
Ser Ser Tyr Ser Ser Ser Ser Thr Leu Val Val
1 5 10

<210> 58

211> 5

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-HI1 de G11 (Kabat)

<400> 58
Ser Tyr Trp Ile Gly
1 5

<210> 59

211> 17

<212> PRT

<213> Secuencia artificial
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<220>
<223> CDR-H2 de G11 (Kabat)

<400> 59
Ile Ile Tyr Pro Gly Asp Ser Asp Thr Arg Tyr Ser Pro Ser Phe GIn
1 5 10 15

Gly

<210> 60

<211> 11

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H3 de G11 (Kabat)

<400> 60
GIn Tyr Tyr Asp Gly Gly Tyr Tyr Met Asp Val
1 5 10

<210> 61

211> 11

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-LI de G6 (Kabat)

<400> o6l
GlIn Gly Asp Ser Leu Arg Arg Tyr Tyr Ala Thr
1 5 10

<210> 62

211> 7

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-L2 de G6 (Kabat)

<400> 62
Gly GIn Asn Tyr Arg Pro Ser
1 5

<210> 63
<211> 11
<212> PRT
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<213> Secuencia artificial

<220>
<223> CDR-L3 de G6 (Kabat)

<400> 63
Asn Ser Arg Asp Ser Ser Gly Asn His Val Val
1 5 10

<210> 64

211> 5

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H1 de G6 (Kabat)

<400> o4
Ser Tyr Tyr Met His
1 5

<210> 65

211> 17

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H2 de G6 (Kabat)

<400> 65
Gly Ile Ile Pro Ile Phe Gly Thr Ala Asn Tyr Ala Gln Lys Phe Gln
1 5 10 15

Gly

<210> 66

<211> 10

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H3 de G6 (Kabat)

<400> 66

Gly Trp Gly Tyr Ser Ser Ser Phe Asp Tyr
1 5 10

<210> 67
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211> 13
<212> PRT
<213> Secuencia artificial

<220>
<223> CDR-L1 de F11 (Kabat)

<400> 67
Ser Gly Ser Ser Ser Asn Ile Gly Thr Asn Thr Val Asn
1 5 10

<210> 68

211> 7

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-L2 de F11 (Kabat)

<400> 68
Ser Asn Asp Gln Arg Pro Ser
1 5

<210> 69

<211> 11

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-L3 de F11 (Kabat)

<400> 69
Glu Thr Trp Asp Asp Ser Leu Lys Gly Pro Val
1 5 10

<210> 70

211> 5

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-HI de F11 (Kabat)

<400> 70
Ser Tyr Ala Met Ser
1 5

<210> 71
211> 17
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<212> PRT
<213> Secuencia artificial

<220>
<223> CDR-H2 de F11 (Kabat)

<400> 71
Thr Ile Ser Gly Ser Gly Asp Ser Thr Tyr Tyr Ala Asp Ser Val Lys
1 5 10 15

Gly

<210> 72

<211> 10

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H3 de F11 (Kabat)

<400> 72
Glu Trp Glu Leu Gly Asp Ala Phe Asp Ile
1 5 10

<210> 173

211> 11

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-L1 de D3 (Kabat)

<400> 73
Arg Ala Ser Gln Ser Ile Ser Ser Tyr Leu Asn
1 5 10

<210> 74

211> 7

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-L2 de D3 (Kabat)

<400> 74
Ala Ala Ser Ser Leu Gln Ser
1 5
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<210> 75

211> 9

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-L3 de D3 (Kabat)

<400> 75
GlIn GIn Ser Tyr Ser Thr Arg Trp Thr
1 5

<210> 76

<211> 5

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-HI1 de D3 (Kabat)

<400> 76
Ser Tyr Ala Met Ser
1 5

<210> 77

211> 17

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H2 de D3 (Kabat)

<400> 77
Ala Ile Ser Gly Ser Gly Gly Ser Thr Tyr Tyr Ala Asp Ser Val Lys
1 5 10 15

Gly

<210> 78

211> 13

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H3 de D3 (Kabat)

<400> 78
Asp Arg Gly Ser Tyr Gly Tyr Tyr Tyr Gly Met Asp Val
1 5 10
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<210> 79

<211> 11

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-L1 de B12 (Kabat)

<400> 79
Arg Ala Ser Gln Ser Ile Ser Ser Tyr Leu Asn
1 5 10

<210> &0

211> 7

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-L2 de B12 (Kabat)

<400> 80
Ala Ala Ser Ser Leu Gln Ser
1 5

<210> 81

211> 9

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-L3 de B12 (Kabat)

<400> 81
Gln GIn Ser Tyr Ser Thr Leu Arg Thr
1 5

<210> &2

211> 5

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-HI de B12 (Kabat)

<400> 82
Gly Tyr Tyr Met His
1 5
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<210> 83

211> 17

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H2 de B12 (Kabat)

<400> 83
Trp Ile Asn Pro Asn Ser Gly Gly Thr Asn Tyr Ala Gln Lys Phe GIn
1 5 10 15

Gly

<210> &4

211> 13

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H3 de B12 (Kabat)

<400> 84
Ala Gly Ala Ser Ile Val Gly Ala Thr Ala Leu Asp Tyr
1 5 10

<210> 85

<211> 13

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-LI de E4 (Kabat)

<400> 85
Thr Arg Ser Ser Gly Ser Ile Ala Ser Asn Tyr Val Gln
1 5 10

<210> 86

211> 7

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-L2 de E4 (Kabat)

<400> 86
Glu Asp Asn Gln Arg Pro Ser
1 5
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<210> 87

<211> 11

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-L3 de E4 (Kabat)

<400> 87
Gln Ser Tyr Asp Thr Gly Asn Arg Asn Tyr Val
1 5 10

<210> 88

211> 5

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-HI de E4 (Kabat)

<400> 88
Ser Tyr Thr Ile Ser
1 5

<210> &9

211> 17

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H2 de E4 (Kabat)

<400> 89

Arg Ile Ile Pro Ile Leu Gly Ile Ala Asn Tyr Ala Gln Lys Phe GIn
1 5 10 15

Gly

<210> 90

211> 12

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H3 de E4 (Kabat)

<400> 90
Gly Pro Ser Leu Asn Tyr Ala Gly Tyr Phe Asp Asn
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<210> 91

<211> 11

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-L1 de E12 (Kabat)

<400> 91
Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser
1 5 10

<210> 92

211> 7

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-L2 de E12 (Kabat)

<400> 92
Gly Lys Glu Lys Arg Pro Ser
1 5

<210> 93

<211> 11

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-L3 de E12 (Kabat)

<400> 93
Asn Ser Arg Gly Ser Thr Thr Asp Tyr Met Val
1 5 10

<210> 94

211> 5

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-HI de E12 (Kabat)

<400> 94
Ser Tyr Ala Met His
1 5
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<210> 95

211> 17

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H2 de E12 (Kabat)

<400> 95
Val lle Ser Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val Lys
1 5 10 15

Gly

<210> 96

211> 8

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H3 de E12 (Kabat)

<400> 96
Glu Arg Gly Ser Gly Met Asp Val
1 5

<210> 97

<211> 11

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-LI1 de D1 (Kabat)

<400> 97
Lys Ala Ser Gln Asp Ile Asp Asp Asp Met Asn
1 5 10

<210> 98

211> 7

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-L2 de D1 (Kabat)

<400> 98
Glu Ala Ser Thr Leu Val Pro
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<210> 99

211> 9

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-L3 de D1 (Kabat)

<400> 99
Leu Gln His Asp Lys Phe Pro Tyr Thr
1 5

<210> 100

211> 5

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-HI1 de D1 (Kabat)

<400> 100

Ser Tyr Gly Ile Ser
1 5

<210> 101

211> 17

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H2 de D1 (Kabat)

<400> 101

Trp Ile Asn Pro Asn Ser Gly Gly Thr Asn Tyr Ala Gln Lys Phe Gln
1 5 10 15

Gly

<210> 102

<211> 8§

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H3 de D1 (Kabat)
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<400> 102
Arg Gly Val Asp Glu Gly Asp Tyr
1 5

<210> 103

211> 13

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-L1 de E6 (Kabat)

<400> 103
Thr Gly Ser Ser Gly Asn Ile Ala Ser Asn Tyr Val Gln
1 5 10

<210> 104

211> 7

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-L2 de E6 (Kabat)

<400> 104
Arg Asp Asp GIn Arg Pro Ser
1 5

<210> 105

211> 9

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-L3 de E6 (Kabat)

<400> 105
Gln Ser Tyr Asp Ser Ser Ser Trp Val
1 5

<210> 106

211> 5

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-HI de E6 (Kabat)

<400> 106
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Thr Tyr Asp lle Thr
1 5

<210> 107

211> 17

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H2 de E6 (Kabat)

<400> 107
Trp Met Asn Pro Asn Ser Gly Asn Ser Arg Ser Ala GIn Lys Phe GIn
1 5 10 15

Gly

<210> 108

211> 15

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H3 de E6 (Kabat)

<400> 108
Gly Asp Tyr Ser Gly Val Val Leu Thr Ala Thr Ala Leu Asp Tyr
1 5 10 15

<210> 109

<211> 13

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-LI de E9 (Kabat)

<400> 109
Ser Gly Ser Ser Ser Asn Ile Gly Asn Asn Tyr Val Tyr
1 5 10

<210> 110

211> 7

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-L2 de E9 (Kabat)
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<400> 110
Arg Asn Asn Gln Arg Pro Ser
1 5

<210> 111

<211> 11

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-L3 de E9 (Kabat)

<400> 111
Ala Ala Trp Asp Asp Ser Leu Ser Gly Trp Val
1 5 10

<210> 112

211> 5

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-HI de E9 (Kabat)

<400> 112
Ser Tyr Gly Met His
1 5

<210> 113

211> 17

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H2 de E9 (Kabat)

<400> 113
Asn Ile Lys Gln Asp Gly Ser Glu Lys Tyr Tyr Val Asp Ser Val Lys
1 5 10 15

Gly

<210> 114

211> 14

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H3 de E9 (Kabat)
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<400> 114
Glu Asp Arg Ile Ala Ala Ala Gly Met Arg Glu Leu Asp Tyr
1 5 10

<210> 115

211> 16

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-LI1 de Al1 (Kabat)

<400> 115
Arg Ser Ser GIn Ser Leu Leu His Ser Asn Gly Tyr Asn Tyr Leu Asp
1 5 10 15

<210> 116

211> 7

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-L2 de Al1 (Kabat)

<400> 116
Leu Gly Ser Asn Arg Ala Ser
1 5

<210> 117

<211> 10

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-L3 de A1l (Kabat)

<400> 117
Met GIn Gly Thr His Trp Pro Pro Tyr Thr
1 5 10

<210> 118

211> 5

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-HI de Al1 (Kabat)
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<400> 118
Ser Tyr Ala Met Thr
1 5

<210> 119

211> 17

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H2 de A1l (Kabat)

<400> 119
Gly Ile Ser Ser Asp Gly Thr Thr Thr Thr Tyr Ala Asp Ser Val Arg
1 5 10 15

Gly

<210> 120

211> 11

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H3 de Al1 (Kabat)

<400> 120
Asp GIn Leu Leu Gly Trp Asp Ala Leu Asn Val
1 5 10

<210> 121

211> 6

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-L1 de E3 0 E3.1 (IGMT)

<400> 121
Ser Leu Arg Asn Phe Tyr
1 5

<210> 122

211> 3

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-L2 de E3 0 E3.1 (IGMT)
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<400> 122
Gly Lys Asn
1

<210> 123

<211> 8

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-HI de E3 0 E3.1 (IGMT)

<400> 123
Gly Phe Thr Phe Ser Ser Tyr Ala
1 5

<210> 124

211> 8

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H2 de E3 0 E3.1 (IGMT)

<400> 124
Ile Ser Gly Ser Gly Gly Ser Thr
1 5

<210> 125

211> 17

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H3 de E3 0 E3.1 (IGMT)

<400> 125
Ala Arg Asp Thr Tyr Tyr Tyr Gly Ser Gly Arg Ser Asn Ala Phe Asp
1 5 10 15

Ile

<210> 126

211> 6

<212> PRT

<213> Secuencia artificial
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<220>
<223> CDR-LI de B3 (IGMT)

<400> 126
Gln Asp lle Ser Asn Tyr
1 5

<210> 127

211> 3

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-L2 de B3 (IGMT)

<400> 127
Asp Ala Ser
1

<210> 128

211> 8

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-HI de B3 (IGMT)

<400> 128
Gly Phe Thr Phe Asp Asp Tyr Ala
1 5

<210> 129

211> 8

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H2 de B3 (IGMT)

<400> 129

Ile Ser Trp Asn Ser Gly Ser Ile
1 5

<210> 130

<211> 15

<212> PRT

<213> Secuencia artificial

<220>
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<223> CDR-H3 de B3 (IGMT)

<400> 130
Ala Arg Val Gly Asp Ser Ser Gly Trp Ser Asp Ala Phe Asp Ile
1 5 10 15

<210> 131

211> 6

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-LI de A10 (IGMT)

<400> 131
Gln Ser Val Ser Ser Asn
1 5

<210> 132

<211> 3

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-L2 de A10 (IGMT)

<400> 132
Gly Ala Ser
1

<210> 133

211> 8

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-HI de A10 (IGMT)

<400> 133
Gly Gly Thr Phe Ser Ser Tyr Ala
1 5

<210> 134

<211> 8

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H2 de A10 (IGMT)
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<400> 134
Ile Ile Pro Ile Phe Gly Thr Ala
1 5

<210> 135

211> 14

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H3 de A10 (IGMT)

<400> 135
Ala Arg Gly Gly Leu Gly Glu Leu Asp Asn Trp Phe Asp Pro
1 5 10

<210> 136

211> 6

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-LI de G1 (IGMT)

<400> 136
Lys Leu Gly Asp Arg Tyr
1 5

<210> 137

211> 3

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-L2 de G1 (IGMT)

<400> 137
Lys Asp Ser
1

<210> 138

<211> 8

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-HI de G1 (IGMT)
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<400> 138
Gly Gly Thr Phe Ser Ser Tyr Gly
1 5

<210> 139

211> 8

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H2 de G1 (IGMT)

<400> 139
Ile Ser Ala Tyr Asn Gly Asn Thr
1 5

<210> 140

<211> 11

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H3 de G1 (IGMT)

<400> 140
Ala Arg Val Gly Val Ala Gly Lys Leu Asp Tyr
1 5 10

<210> 141

211> 9

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-LI de G9 (IGMT)

<400> 141
Ser Ser Asp Val Gly Gly Tyr Asn Tyr
1 5

<210> 142

211> 3

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-L2 de G9 (IGMT)

<400> 142
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Asp Val Ser
1

<210> 143

211> 8

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-HI de G9 (IGMT)

<400> 143
Gly Tyr Ser Phe Thr Ser Tyr Trp
1 5

<210> 144

<211> 8

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H2 de G9 (IGMT)

<400> 144
Ile Tyr Pro Gly Asp Ser Asp Thr
1 5

<210> 145

<211> 13

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H3 de G9 (IGMT)

<400> 145
Ala Ser GIn Tyr Tyr Asp Gly Gly Tyr Tyr Met Asp Val
1 5 10

<210> 146

211> 6

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-LI de H2 (IGMT)

<400> 146
Ser Leu Arg Asn Tyr Tyr
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<210> 147

211> 3

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-L2 de H2 (IGMT)

<400> 147
Gly Asn Asn
1

<210> 148

211> 8

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-HI de H2 (IGMT)

<400> 148
Gly Tyr Thr Phe Thr Ser Tyr Asp
1 5

<210> 149

211> 8

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H2 de H2 (IGMT)

<400> 149
Ile Ser Ala Tyr Asn Gly Asn Thr
1 5

<210> 150

211> 10

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H3 de H2 (IGMT)

<400> 150
Ala Arg Asp Gly Gly Asp Ala Phe Asp lle
1 5 10
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<210> 151

211> 6

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-LI de H11 (IGMT)

<400> 151
Ser Leu Arg Ser Tyr Tyr
1 5

<210> 152

211> 3

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-L2 de H11 (IGMT)

<400> 152
Gly Arg Asn
1

<210> 153

211> 8

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-HI de H11 (IGMT)

<400> 153
Gly Tyr Thr Phe Thr Ser Tyr Tyr
1 5

<210> 154

211> 8

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H2 de H11 (IGMT)

<400> 154
Ile Asn Pro Ser Gly Gly Ser Thr
1 5
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<210> 155

<211> 10

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H3 de H11 (IGMT)

<400> 155
Ala Arg Asp Ala Gly Ser Ser Ser Asp Tyr
1 5 10

<210> 156

<211> 9

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-L1 de F12 (IGMT)

<400> 156
Ser Ser Asp Ile Gly Asp Tyr Asp Tyr
1 5

<210> 157

211> 3

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-L2 de F12 (IGMT)

<400> 157
Asp Val Ser
1

<210> 158

<211> 8

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-HI de F12 (IGMT)

<400> 158
Gly Tyr Ser Phe Thr Ser Tyr Trp
1 5

<210> 159
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<211> §
<212> PRT
<213> Secuencia artificial

<220>
<223> CDR-H2 de F12 (IGMT)

<400> 159
Ile Tyr Pro Gly Asp Ser Asp Thr
1 5

<210> 160

211> 13

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H3 de F12 (IGMT)

<400> 160
Ala Ser Gln Tyr Tyr Asp Gly Gly Tyr Tyr Met Asp Val
1 5 10

<210> 161

211> 6

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-LI de B9 (IGMT)

<400> 161
Gln Ser Ile Ser Arg Tyr
1 5

<210> 162

211> 3

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-L2 de B9 (IGMT)

<400> 162
Gly Ala Ser
1

<210> 163
<211> 8§
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<212> PRT
<213> Secuencia artificial

<220>
<223> CDR-HI1 de B9 (IGMT)

<400> 163
Gly Gly Thr Phe Ser Ser Tyr Ala
1 5

<210> 164

211> 8

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H2 de B9 (IGMT)

<400> 164
Ile Ile Pro Ile Phe Gly Thr Ala
1 5

<210> 165

<211> 18

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H3 de B9 (IGMT)

<400> 165
Ala Arg Gly Glu Ile Ala Val Ala Gln Asn Trp Asp Tyr Tyr Gly Met
1 5 10 15

Asp Val

<210> 166

211> 9

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-L1de G11 (IGMT)

<400> 166
Ser Ser Asp Val Gly Gly Tyr Asn Tyr
1 5
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<210> 167

211> 3

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-L2de G11 (IGMT)

<400> 167
Asp Val Ser
1

<210> 168

<211> 8

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-HI de G11 (IGMT)

<400> 168
Gly Tyr Ser Phe Thr Ser Tyr Trp
1 5

<210> 169

211> 8

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H2 de G11 (IGMT)

<400> 169
Ile Tyr Pro Gly Asp Ser Asp Thr
1 5

<210> 170

<211> 13

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H3 de G11 (IGMT)

<400> 170

Ala Ser Gln Tyr Tyr Asp Gly Gly Tyr Tyr Met Asp Val
1 5 10

<210> 171
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211> 6
<212> PRT
<213> Secuencia artificial

<220>
<223> CDR-LI de G6 (IGMT)

<400> 171
Ser Leu Arg Arg Tyr Tyr
1 5

<210> 172

211> 3

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-L2 de G6 (IGMT)

<400> 172
Gly GIn Asn
1

<210> 173

211> 8

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-HI de G6 (IGMT)

<400> 173
Gly Tyr Thr Phe Thr Ser Tyr Tyr
1 5

<210> 174

211> 8

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H2 de G6 (IGMT)

<400> 174
Ile Ile Pro Ile Phe Gly Thr Ala
1 5

<210> 175
211> 12
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<212> PRT
<213> Secuencia artificial

<220>
<223> CDR-H3 de G6 (IGMT)

<400> 175
Ala Arg Gly Trp Gly Tyr Ser Ser Ser Phe Asp Tyr
1 5 10

<210> 176

211> 8

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-L1 de F11 (IGMT)

<400> 176
Ser Ser Asn Ile Gly Thr Asn Thr
1 5

<210> 177

<211> 3

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-L2 de F11 (IGMT)

<400> 177
Ser Asn Asp
1

<210> 178

211> 8

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-HI de F11 (IGMT)

<400> 178
Gly Phe Thr Phe Ser Ser Tyr Ala
1 5

<210> 179
<211> 8
<212> PRT
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<213> Secuencia artificial

<220>
<223> CDR-H2 de F11 (IGMT)

<400> 179
Ile Ser Gly Ser Gly Asp Ser Thr
1 5

<210> 180

211> 12

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H3 de F11 (IGMT)

<400> 180
Ala Arg Glu Trp Glu Leu Gly Asp Ala Phe Asp lle
1 5 10

<210> 181

211> 6

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-LI de D3 (IGMT)

<400> 181
Gln Ser Ile Ser Ser Tyr
1 5

<210> 182

211> 3

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-L2 de D3 (IGMT)

<400> 182
Ala Ala Ser
1

<210> 183

211> 8

<212> PRT

<213> Secuencia artificial
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<220>
<223> CDR-HI de D3 (IGMT)

<400> 183
Gly Ser Thr Phe Ser Ser Tyr Ala
1 5

<210> 184

211> 8

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H2 de D3 (IGMT)

<400> 184
Ile Ser Gly Ser Gly Gly Ser Thr
1 5

<210> 185

211> 15

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H3 de D3 (IGMT)

<400> 185
Ala Lys Asp Arg Gly Ser Tyr Gly Tyr Tyr Tyr Gly Met Asp Val
1 5 10 15

<210> 186

211> 6

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-LI de B12 (IGMT)

<400> 186
Gln Ser Ile Ser Ser Tyr
1 5

<210> 187

211> 3

<212> PRT

<213> Secuencia artificial

<220>
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<223> CDR-L2 de B12 (IGMT)

<400> 187
Ala Ala Ser
1

<210> 188

211> 8

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-HI de B12 (IGMT)

<400> 188
Gly Tyr Thr Phe Thr Gly Tyr Tyr
1 5

<210> 189

<211> 8

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H2 de B12 (IGMT)

<400> 189
Ile Asn Pro Asn Ser Gly Gly Thr
1 5

<210> 190

211> 15

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H3 de B12 (IGMT)

<400> 190
Thr Arg Ala Gly Ala Ser Ile Val Gly Ala Thr Ala Leu Asp Tyr
1 5 10 15

<210> 191

<211> 8

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-LI1 de E4 (IGMT)
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<400> 191
Ser Gly Ser Ile Ala Ser Asn Tyr
1 5

<210> 192

211> 3

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-L2 de E4 (IGMT)

<400> 192
Glu Asp Asn
1

<210> 193

<211> 8

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-HI de E4 (IGMT)

<400> 193
Gly Gly Thr Phe Ser Ser Tyr Thr
1 5

<210> 194

211> 8

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H2 de E4 (IGMT)

<400> 194

Ile Ile Pro Ile Leu Gly Ile Ala
1 5

<210> 195

211> 14

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H3 de E4 (IGMT)
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<400> 195
Val Arg Gly Pro Ser Leu Asn Tyr Ala Gly Tyr Phe Asp Asn
1 5 10

<210> 196

211> 6

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-LI de E12 (IGMT)

<400> 196
Ser Leu Arg Ser Tyr Tyr
1 5

<210> 197

211> 3

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-L2 de E12 (IGMT)

<400> 197
Gly Lys Glu
1

<210> 198

211> 8

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-HI de E12 (IGMT)

<400> 198
Gly Phe Thr Phe Ser Ser Tyr Ala
1 5

<210> 199

211> 8

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H2 de E12 (IGMT)

<400> 199
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Ile Ser Tyr Asp Gly Ser Asn Lys
1 5

<210> 200

<211> 10

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H3 de E12 (IGMT)

<400> 200
Ala Arg Glu Arg Gly Ser Gly Met Asp Val
1 5 10

<210> 201

211> 6

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-LI de DI (IGMT)

<400> 201
Gln Asp Ile Asp Asp Asp
1 5

<210> 202

211> 3

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-L2 de D1 (IGMT)

<400> 202
Glu Ala Ser
1

<210> 203

<211> 8

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-HI de D1 (IGMT)

<400> 203
Gly Tyr Thr Phe Thr Ser Tyr Gly
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<210> 204

211> 8

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H2 de D1 (IGMT)

<400> 204
Ile Asn Pro Asn Ser Gly Gly Thr
1 5

<210> 205

211> 10

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H3 de D1 (IGMT)

<400> 205
Ala Ser Arg Gly Val Asp Glu Gly Asp Tyr
1 5 10

<210> 206

211> 8

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-LI de E6 (IGMT)

<400> 206
Ser Gly Asn Ile Ala Ser Asn Tyr
1 5

<210> 207

211> 3

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-L2 de E6 (IGMT)

<400> 207
Arg Asp Asp
1
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<210> 208

211> 8

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-HI de E6 (IGMT)

<400> 208
Gly Tyr Thr Phe Thr Thr Tyr Asp
1 5

<210> 209

211> 8

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H2 de E6 (IGMT)

<400> 209
Met Asn Pro Asn Ser Gly Asn Ser
1 5

<210> 210

211> 17

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H3 de E6 (IGMT)

<400> 210
Ala Thr Gly Asp Tyr Ser Gly Val Val Leu Thr Ala Thr Ala Leu Asp
1 5 10 15

Tyr

<210> 211

211> 8

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-L1 de E9 (IGMT)

<400> 211
Ser Ser Asn Ile Gly Asn Asn Tyr
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<210> 212

211> 3

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-L2 de E9 (IGMT)

<400> 212
Arg Asn Asn
1

<210> 213

211> 8

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-HI de E9 (IGMT)

<400> 213
Gly Phe Thr Phe Ser Ser Tyr Gly
1 5

<210> 214

211> 8

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H2 de E9 (IGMT)

<400> 214
Ile Lys Gln Asp Gly Ser Glu Lys
1 5

<210> 215

211> 16

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H3 de E9 (IGMT)

<400> 215
Ala Arg Glu Asp Arg Ile Ala Ala Ala Gly Met Arg Glu Leu Asp Tyr
1 5 10 15
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<210> 216

211> 11

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-L1de All (IGMT)

<400> 216
GlIn Ser Leu Leu His Ser Asn Gly Tyr Asn Tyr
1 5 10

<210> 217

<211> 3

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-L2 de All (IGMT)

<400> 217
Leu Gly Ser
1

<210> 218

211> 8

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-HI de A1l (IGMT)

<400> 218
Gly Phe Ser Phe Thr Ser Tyr Ala
1 5

<210> 219

<211> 8

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H2 de A1l (IGMT)

<400> 219
Ile Ser Ser Asp Gly Thr Thr Thr
1 5
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<210> 220

<211> 13

<212> PRT

<213> Secuencia artificial

<220>
<223> CDR-H3de All (IGMT)

<400> 220
Ala Arg Asp GIn Leu Leu Gly Trp Asp Ala Leu Asn Val
1 5 10

<210> 221

<211> 116

<212> PRT

<213> Secuencia artificial

<220> N
<223> RegiA’n variable de cadena ligera (E3)

<400> 221
Ser Tyr Glu Leu Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln
1 5 10 15

Thr Val Arg Ile Thr Cys Gln Gly Asp Ser Leu Arg Asn Phe Tyr Ala
20 25 30

Ser Trp Tyr Gln GIn Lys Ser Gly Gln Ala Pro Val Leu Val Met Tyr
35 40 45

Gly Lys Asn Asn Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser
50 55 60

Thr Ser Gly Asn Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu
65 70 75 80

Asp Glu Ala Asp Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Ser His
85 90 95

Leu Thr Gly Val Phe Gly Gly Gly Thr Lys Val Thr Val Leu Gly Gln
100 105 110

Pro Ala Ala Ala
115

<210> 222

211> 124

<212> PRT

<213> Secuencia artificial

<220> N
<223> RegiA’n variable de cadena pesada (E3 o E3.1)
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<400> 222
Gln Val GIn Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
20 25 30

Ala Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Ser Ala Ile Ser Gly Ser Gly Gly Ser Thr Tyr Tyr Ala Asp Ser Val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80

Leu GIn Met Ile Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Asp Thr Tyr Tyr Tyr Gly Ser Gly Arg Ser Asn Ala Phe Asp
100 105 110

Ile Trp Gly GIn Gly Thr Leu Val Thr Val Ser Ser
115 120

<210> 223

<211> 110

<212> PRT

<213> Secuencia artificial

<220> N
<223> RegiA’n variable de cadena ligera (B3)

<400> 223
Asp Ile GIn Met Thr GIn Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
1 5 10 15

Asp Arg Val Thr Ile Thr Cys Gln Ala Ser Gln Asp Ile Ser Asn Tyr
20 25 30

Leu Asn Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
35 40 45

Tyr Asp Ala Ser Asn Leu Glu Thr Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Phe Thr Ile Ser Ser Leu GIn Pro
65 70 75 80

Glu Asp lle Ala Thr Tyr Tyr Cys Gln Gln Tyr Asp Asn Leu Pro Phe
85 90 95

Gly Gly Gly Thr Lys Val Asp Ile Lys Arg Thr Ala Ala Ala
100 105 110
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<210> 224

211> 122

<212> PRT

<213> Secuencia artificial

<220> N
<223> RegiA’n variable de cadena pesada (B3)

<400> 224
Glu Val GIn Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Arg
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Asp Asp Tyr
20 25 30

Ala Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Ser Gly Ile Ser Trp Asn Ser Gly Ser Ile Gly Tyr Ala Asp Ser Val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80

Leu GIn Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Val Gly Asp Ser Ser Gly Trp Ser Asp Ala Phe Asp Ile Trp
100 105 110

Gly Gln Gly Thr Met Val Thr Val Ser Ser
115 120

<210> 225

<211> 114

<212> PRT

<213> Secuencia artificial

<220> N
<223> RegiA’n variable de cadena ligera (A10)

<400> 225
Asp Ile Val Met Thr Gln Ser Pro Ala Thr Leu Ser Val Ser Pro Gly
1 5 10 15

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Asn
20 25 30

Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile
35 40 45

Tyr Gly Ala Ser Thr Arg Ala Thr Gly Ile Pro Ala Arg Phe Ser Gly
50 55 60
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Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Gln Ser

65 70 75 80
Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Ser Ser Pro Arg
85 90 95

Met Tyr Thr Phe Gly GIn Gly Thr Lys Val Asp Ile Lys Arg Thr Ala
100 105 110

Ala Ala

<210> 226

<211> 121

<212> PRT

<213> Secuencia artificial

<220> N
<223> RegiA’n variable de cadena pesada (A10)

<400> 226
Gln Met Gln Leu Val GIn Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Ser Tyr
20 25 30

Ala Ile Ser Trp Val Arg Gln Ala Pro Gly GIn Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Ile Phe Gly Thr Ala Asn Tyr Ala GIn Lys Phe
50 55 60

GIn Gly Arg Val Thr Ile Thr Ala Asp Lys Ser Ile Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Gly Gly Leu Gly Glu Leu Asp Asn Trp Phe Asp Pro Trp Gly
100 105 110

Gln Gly Thr Leu Val Thr Val Ser Ser
115 120

<210> 227

211> 112

<212> PRT

<213> Secuencia artificial

<220> N
<223> RegiA’n variable de cadena ligera (G1)
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<400> 227
Ser Tyr Glu Leu Thr Gln Pro Pro Ser Leu Ser Val Ser Pro Gly GIn
1 5 10 15

Thr Ala Ser Ile Thr Cys Ser Gly Tyr Lys Leu Gly Asp Arg Tyr Val
20 25 30

Ser Trp Tyr GIn GIn Lys Thr Gly Gln Ser Pro Val Val Val lle Tyr
35 40 45

Lys Asp Ser Gln Arg Pro Ser Gly Val Pro Glu Arg Phe Ser Gly Ser
50 55 60

Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met
65 70 75 80

Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Asp Ser Gly Thr Gly Val
85 90 95

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly GIn Pro Ala Ala Ala
100 105 110

<210> 228

211> 118

<212> PRT

<213> Secuencia artificial

<220> N
<223> RegiA’n variable de cadena pesada (G1)

<400> 228
Glu Val GIln Leu Val GIn Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Ser Tyr
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Trp Ile Ser Ala Tyr Asn Gly Asn Thr Asn Tyr Ala Gln Glu Leu
50 55 60

GIn Gly Arg Val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Val Gly Val Ala Gly Lys Leu Asp Tyr Trp Gly Gln Gly Thr
100 105 110

Leu Val Thr Val Ser Ser
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115

<210> 229

211> 112

<212> PRT

<213> Secuencia artificial

<220> N
<223> RegiA3n variable de cadena ligera (B9)

<400> 229
Asp Ile GIln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
1 5 10 15

Asp Arg Val Thr lle Thr Cys Arg Ala Ser Gln Ser Ile Ser Arg Tyr
20 25 30

Leu Asn Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
35 40 45

Tyr Gly Ala Ser Ser Leu Gln Ser Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Phe Ala Thr Tyr His Cys GIn Gln Ala Tyr Gly Phe Pro Leu
85 90 95

Thr Leu Gly Gly Gly Thr Lys Val Glu Ile Lys Arg Thr Ala Ala Ala
100 105 110

<210> 230

211> 125

<212> PRT

<213> Secuencia artificial

<220> N
<223> RegiA’n variable de cadena pesada (B9)

<400> 230
Gln Val GIn Leu Val Glu Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Ser Tyr
20 25 30

Ala Ile Ser Trp Val Arg Gln Ala Pro Gly GIn Gly Leu Glu Trp Met
35 40 45

Gly Gly lle Ile Pro Ile Phe Gly Thr Ala Asn Tyr Ala Gln Lys Phe
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50 55 60

GlIn Gly Arg Val Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr

65 70 75 80
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95
Ala Arg Gly Glu Ile Ala Val Ala Gln Asn Trp Asp Tyr Tyr Gly Met
100 105 110
Asp Val Trp Gly GIn Gly Thr Leu Val Thr Val Ser Ser
115 120 125
<210> 231
<211> 114
<212> PRT

<213> Secuencia artificial

<220> N
<223> RegiA’n variable de cadena ligera (H11)

<400> 231
Ser Tyr Glu Leu Thr Gln Asp Pro Ala Ala Ser Val Ala Leu Gly Gln
1 5 10 15

Thr Val Arg Ile Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala
20 25 30

Ser Trp Tyr GIn GIn Lys Pro Gly Gln Ala Pro Val Val Val Ile Tyr
35 40 45

Gly Arg Asn Asn Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser
50 55 60

Ser Ser Gly Asp Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu
65 70 75 80

Asp Glu Ala Asp Tyr Tyr Cys Lys Ser Arg Asp Ser Ser Gly Asn His
85 90 95

Tyr Val Phe Gly Thr Gly Thr Lys Leu Thr Val Leu Gly Gln Pro Ala
100 105 110

Ala Ala

<210> 232

211> 117

<212> PRT

<213> Secuencia artificial

<220> N
<223> RegiA’n variable de cadena pesada (H11)
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<400> 232
GIn Val GIn Leu Val GIn Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr
20 25 30

Tyr Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Ile Ile Asn Pro Ser Gly Gly Ser Thr Ser Tyr Ala GIn Lys Phe
50 55 60

GIn Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Asp Ala Gly Ser Ser Ser Asp Tyr Trp Gly Arg Gly Thr Leu
100 105 110

Val Thr Val Ser Ser
115

<210> 233

211> 118

<212> PRT

<213> Secuencia artificial

<220> N
<223> RegiA’n variable de cadena ligera (G9)

<400> 233
Gln Ser Ala Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln
1 5 10 15

Ser Ile Thr Ile Ser Cys Thr Gly Ser Ser Ser Asp Val Gly Gly Tyr
20 25 30

Asn Tyr Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu
35 40 45

Met Ile Tyr Asp Val Ser Asn Arg Pro Ser Gly Val Ser Asp Arg Phe
50 55 60

Ser Gly Ser Lys Ser Gly Asn Met Ala Ser Leu Thr Ile Ser Gly Leu
65 70 75 80

GlIn Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Gly Ser
85 90 95

Ser Thr Leu Asp Val Leu Phe Gly Gly Gly Thr Lys Leu Thr Val Leu
100 105 110

file:///G/...ADO ECHEVERRY/SOLICITUDES PCT 2022/PCT-KR2020-018931/DFA_P22352COPC_Lista de secuencias (espaiiol). TXT[10/07/2022 19:34:44]



Gly GIn Pro Ala Ala Ala
115

<210> 234

<211> 120

<212> PRT

<213> Secuencia artificial

<220> N
<223> RegiA’n variable de cadena pesada (G9)

<400> 234
GlIn Val GIn Leu Val GIn Pro Gly Ala Glu Val Lys Lys Pro Gly Glu
1 5 10 15

Ser Leu Lys Ile Ser Cys Lys Gly Ser Gly Tyr Ser Phe Thr Ser Tyr
20 25 30

Trp Ile Gly Trp Val Arg Gln Met Pro Gly Lys Gly Leu Glu Trp Met
35 40 45

Gly lle Ile Tyr Pro Gly Asp Ser Asp Thr Arg Tyr Ser Pro Ser Phe
50 55 60

GlIn Gly GIn Val Thr Ile Ser Ala Asp Lys Ser Ile Ser Thr Ala Tyr
65 70 75 80

Leu GIn Trp Ser Ser Leu Lys Ala Ser Asp Thr Ala Met Tyr Tyr Cys
85 90 95

Ala Ser Gln Tyr Tyr Asp Gly Gly Tyr Tyr Met Asp Val Trp Gly Gln
100 105 110

Gly Thr Leu Val Thr Val Ser Ser
115 120

<210> 235

<211> 114

<212> PRT

<213> Secuencia artificial

<220> N
<223> RegiA’n variable de cadena ligera (H2)

<400> 235
Ser Tyr Glu Leu Thr GIn Asp Pro Ala Val Ser Val Ala Leu Gly Gln
1 5 10 15

Thr Val Arg Ile Thr Cys Gln Gly Asp Ser Leu Arg Asn Tyr Tyr Ala
20 25 30

Ser Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Ile Leu Val Ile Ser
35 40 45
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Gly Asn Asn Lys Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser

50 55 60

Ser Ser Gly Asp Thr Ala Ser Leu Thr Ile Ser Gly Ala Gln Ala Glu

65 70 75 80

Asp Glu Ala Asp Tyr Tyr Cys Asn Ser Leu Asp Ser Thr Tyr Asn His

85 90 95

Pro Ile Phe Gly Gly Gly Thr Lys Val Thr Val Leu Gly Gln Pro Ala
100 105 110

Ala Ala

<210> 236

211> 117

<212> PRT

<213> Secuencia artificial

<220> N
<223> RegiA’n variable de cadena pesada (H2)

<400> 236
GIn Val GIn Leu Val GIn Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr
20 25 30

Asp Ile His Trp Val Arg Gln Ala Thr Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Trp Ile Ser Ala Tyr Asn Gly Asn Thr Asn Tyr Ala Gln Lys Leu
50 55 60

GIn Gly Arg Val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Asp Gly Gly Asp Ala Phe Asp Ile Trp Gly GIn Gly Thr Leu
100 105 110

Val Thr Val Ser Ser
115

<210> 237

211> 116

<212> PRT

<213> Secuencia artificial

<220>
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<223> RegiA’n variable de cadena ligera (F12)

<400> 237
GIn Ser Val Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly GIn
1 5 10 15

Ser Ile Thr Ile Ser Cys Ala Gly Thr Ser Ser Asp Ile Gly Asp Tyr
20 25 30

Asp Tyr Val Ser Trp Tyr Gln GIn His Pro Gly Lys Thr Pro Lys Leu
35 40 45

Met Ile Tyr Asp Val Ser Arg Arg Pro Ser Gly Val Pro Asp Arg Phe
50 55 60

Ser Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu
65 70 75 80

GIn Thr Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Ser Tyr Thr Ser Ser
85 90 95

Ser Val Val Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly GIn
100 105 110

Pro Ala Ala Ala
115

<210> 238

<211> 120

<212> PRT

<213> Secuencia artificial

<220> N
<223> RegiA’n variable de cadena pesada (F12)

<400> 238
Gln Val GIn Leu Val GIn Ser Gly Ala Glu Val Lys Lys Pro Gly Glu
1 5 10 15

Ser Leu Lys Ile Ser Cys Lys Gly Ser Gly Tyr Ser Phe Thr Ser Tyr
20 25 30

Trp Ile Gly Trp Val Arg Gln Met Pro Gly Lys Gly Leu Glu Trp Met
35 40 45

Gly lle Ile Tyr Pro Gly Asp Ser Asp Thr Arg Tyr Ser Pro Ser Phe
50 55 60

GIn Gly Gln Val Thr Ile Ser Ala Asp Lys Ser Ile Ser Thr Ala Tyr
65 70 75 80

Leu GIn Trp Ser Ser Leu Lys Ala Ser Asp Thr Ala Met Tyr Tyr Cys
85 90 95
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Ala Ser Gln Tyr Tyr Asp Gly Gly Tyr Tyr Met Asp Val Trp Gly Gln

100 105 110
Gly Thr Leu Val Thr Val Ser Ser
115 120
<210> 239
211> 117
<212> PRT

<213> Secuencia artificial

<220> N
<223> RegiA’n variable de cadena ligera (G11)

<400> 239
Gln Ser Ala Leu Thr Gln Pro Arg Ser Val Ser Gly Ser Pro Gly Gln
1 5 10 15

Ser Val Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr
20 25 30

Asn Tyr Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu
35 40 45

Met Ile Tyr Asp Val Ser Lys Arg Pro Ser Gly Val Pro Asp Arg Phe
50 55 60

Ser Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu
65 70 75 80

Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Ser Ser Ser
85 90 95

Ser Thr Leu Val Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
100 105 110

Gln Pro Ala Ala Ala
115

<210> 240

<211> 120

<212> PRT

<213> Secuencia artificial

<220> N
<223> RegiA’n variable de cadena pesada (G11)

<400> 240
Gln Val Gln Leu Val GIn Ser Gly Ala Glu Val Lys Lys Pro Gly Glu
1 5 10 15

Ser Leu Lys Ile Ser Cys Lys Gly Ser Gly Tyr Ser Phe Thr Ser Tyr
20 25 30
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Trp Ile Gly Trp Val Arg Gln Met Pro Gly Lys Gly Leu Glu Trp Met
35 40 45

Gly Ile Ile Tyr Pro Gly Asp Ser Asp Thr Arg Tyr Ser Pro Ser Phe
50 55 60

GIn Gly GIn Val Thr Ile Ser Ala Asp Lys Ser Ile Ser Thr Ala Tyr
65 70 75 80

Leu GIn Trp Ser Ser Leu Lys Ala Ser Asp Thr Ala Met Tyr Tyr Cys
85 90 95

Ala Ser GIn Tyr Tyr Asp Gly Gly Tyr Tyr Met Asp Val Trp Gly Gln
100 105 110

Gly Thr Leu Val Thr Val Ser Ser
115 120

<210> 241

211> 114

<212> PRT

<213> Secuencia artificial

<220> N
<223> RegiA’n variable de cadena ligera (G6)

<400> 241
Ser Tyr Glu Leu Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly GIn
1 5 10 15

Thr Val Thr Ile Thr Cys Gln Gly Asp Ser Leu Arg Arg Tyr Tyr Ala
20 25 30

Thr Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Val Leu Val lle Tyr
35 40 45

Gly GIn Asn Tyr Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser
50 55 60

Asn Ser Gly Thr Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu
65 70 75 80

Asp Glu Ala Asp Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His
85 90 95

Val Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln Pro Ala
100 105 110

Ala Ala

<210> 242
<211> 119
<212> PRT
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<213> Secuencia artificial

<220> N
<223> RegiA’n variable de cadena pesada (G6)

<400> 242
Glu Val Gln Leu Val Glu Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr
20 25 30

Tyr Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly lle Ile Pro Ile Phe Gly Thr Ala Asn Tyr Ala Gln Lys Phe
50 55 60

GIn Gly Arg Val Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Gly Trp Gly Tyr Ser Ser Ser Phe Asp Tyr Trp Gly GIn Gly
100 105 110

Thr Thr Val Thr Val Ser Ser
115

<210> 243

211> 116

<212> PRT

<213> Secuencia artificial

<220> N
<223> RegiA’n variable de cadena ligera (F11)

<400> 243
GlIn Ser Val Leu Thr GIn Pro Pro Ser Thr Ser Gly Thr Pro Gly Gln
1 5 10 15

Thr Phe Ser Ile Phe Cys Ser Gly Ser Ser Ser Asn Ile Gly Thr Asn
20 25 30

Thr Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu Leu
35 40 45

Ile Tyr Ser Asn Asp Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser
50 55 60

Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln
65 70 75 80
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Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Glu Thr Trp Asp Asp Ser Leu
85 90 95

Lys Gly Pro Val Phe Gly Gly Gly Thr Lys Val Thr Val Leu Gly Gln
100 105 110

Pro Ala Ala Ala
115

<210> 244

<211> 119

<212> PRT

<213> Secuencia artificial

<220> N
<223> RegiA’n variable de cadena pesada (F11)

<400> 244
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
1 5 10 15

Ser Leu Lys Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
20 25 30

Ala Met Ser Trp Val Arg Arg Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Ser Thr Ile Ser Gly Ser Gly Asp Ser Thr Tyr Tyr Ala Asp Ser Val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80

Leu Gln Met Asn Asn Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Glu Trp Glu Leu Gly Asp Ala Phe Asp Ile Trp Gly Arg Gly
100 105 110

Thr Leu Val Thr Val Ser Ser
115

<210> 245

211> 112

<212> PRT

<213> Secuencia artificial

<220> N
<223> RegiA’n variable de cadena ligera (D3)

<400> 245
Asp Ile GIn Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
1 5 10 15
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Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Ser Ile Ser Ser Tyr
20 25 30

Leu Asn Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
35 40 45

Tyr Ala Ala Ser Ser Leu GIn Ser Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Ser Tyr Ser Thr Arg Trp
85 90 95

Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg Thr Ala Ala Ala
100 105 110

<210> 246

211> 122

<212> PRT

<213> Secuencia artificial

<220> N
<223> RegiA3n variable de cadena pesada (D3)

<400> 246
Glu Val GIn Leu Leu Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Ser Thr Phe Ser Ser Tyr
20 25 30

Ala Met Ser Trp Val Arg GIn Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Ser Ala Ile Ser Gly Ser Gly Gly Ser Thr Tyr Tyr Ala Asp Ser Val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Lys Asp Arg Gly Ser Tyr Gly Tyr Tyr Tyr Gly Met Asp Val Trp
100 105 110

Gly GIn Gly Thr Met Val Thr Val Ser Ser
115 120

<210> 247
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211> 112
<212> PRT
<213> Secuencia artificial

<220> N
<223> RegiA’n variable de cadena ligera (B12)

<400> 247
Asp Ile GIln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
1 5 10 15

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Ser Ile Ser Ser Tyr
20 25 30

Leu Asn Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
35 40 45

Tyr Ala Ala Ser Ser Leu Gln Ser Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Ser Tyr Ser Thr Leu Arg
85 90 95

Thr Phe Gly GIn Gly Thr Lys Val Glu Ile Lys Arg Thr Ala Ala Ala
100 105 110

<210> 248

211> 122

<212> PRT

<213> Secuencia artificial

<220> N
<223> RegiA’n variable de cadena pesada (B12)

<400> 248
GIn Val Gln Leu Val GIn Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Gly Tyr
20 25 30

Tyr Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Trp Ile Asn Pro Asn Ser Gly Gly Thr Asn Tyr Ala Gln Lys Phe
50 55 60

GIn Gly Arg Val Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr
65 70 75 80
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Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys

85 90 95

Thr Arg Ala Gly Ala Ser Ile Val Gly Ala Thr Ala Leu Asp Tyr Trp

100 105 110
Gly GIn Gly Thr Leu Val Thr Val Ser Ser

115 120

<210> 249
<211> 118
<212> PRT

<213> Secuencia artificial

<220> N
<223> RegiA3n variable de cadena ligera (E4)

<400> 249
Asn Phe Met Leu Thr Gln Pro His Ser Val Ser Glu Ser Pro Gly Lys
1 5 10 15

Thr Val Thr Ile Ser Cys Thr Arg Ser Ser Gly Ser Ile Ala Ser Asn
20 25 30

Tyr Val Gln Trp Tyr Gln Gln Arg Pro Gly Ser Ser Pro Thr Thr Val
35 40 45

Ile Tyr Glu Asp Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser
50 55 60

Gly Ser Ile Asp Ser Ser Ser Asn Ser Ala Ser Leu Thr Ile Ser Gly
65 70 75 80

Leu Lys Thr Glu Asp Glu Ala Asp Tyr Tyr Cys Gln Ser Tyr Asp Thr
85 90 95

Gly Asn Arg Asn Tyr Val Phe Gly Thr Gly Thr GIn Leu Thr Val Leu
100 105 110

Gly Gln Pro Ala Ala Ala
115

<210> 250

<211> 121

<212> PRT

<213> Secuencia artificial

<220> N
<223> RegiA3n variable de cadena pesada (E4)

<400> 250
GlIn Val GIn Leu Val GIn Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15
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Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Ser Tyr
20 25 30

Thr Ile Ser Trp Val Arg GIn Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Arg Ile Ile Pro Ile Leu Gly Ile Ala Asn Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Arg Asp Met Ser Thr Asp Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Thr Tyr Asp Asp Thr Ala Val Tyr Phe Cys
85 90 95

Val Arg Gly Pro Ser Leu Asn Tyr Ala Gly Tyr Phe Asp Asn Trp Gly
100 105 110

GlIn Gly Thr Leu Val Thr Val Ser Ser
115 120

<210> 251

<211> 114

<212> PRT

<213> Secuencia artificial

<220> N
<223> RegiA’n variable de cadena ligera (E12)

<400> 251
Ser Tyr Glu Leu Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln
1 5 10 15

Thr Val Arg Ile Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala
20 25 30

Ser Trp Tyr Gln GIn Lys Ser Gly Gln Ala Pro Val Leu Val Ile Tyr
35 40 45

Gly Lys Glu Lys Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser
50 55 60

Ser Ser Gly Asn Thr Ala Ser Leu Thr Ile Thr Gly Ala Arg Ala Glu
65 70 75 80

Asp Glu Ala Asp Tyr Tyr Cys Asn Ser Arg Gly Ser Thr Thr Asp Tyr
85 90 95

Met Val Phe Gly Gly Gly Thr Gln Leu Thr Val Leu Gly GIn Pro Ala
100 105 110

Ala Ala
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<210> 252

211> 117

<212> PRT

<213> Secuencia artificial

<220> N
<223> RegiA’n variable de cadena pesada (E12)

<400> 252
GlIn Val GIn Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
1 5 10 15
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
20 25 30
Ala Met His Trp Val Arg GIn Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45
Ala Val Ile Ser Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val
50 55 60
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80
Leu GIn Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95
Ala Arg Glu Arg Gly Ser Gly Met Asp Val Trp Gly Gln Gly Thr Leu
100 105 110
Val Thr Val Ser Ser
115
<210> 253
211> 112
<212> PRT

<213> Secuencia artificial

<220> N
<223> RegiA’n variable de cadena ligera (D1)

<400> 253
Glu Thr Thr Leu Thr Gln Ser Pro Ala Phe Met Ser Ala Thr Pro Gly
1 5 10 15

Asp Lys Val Asn Ile Ser Cys Lys Ala Ser Gln Asp Ile Asp Asp Asp
20 25 30

Met Asn Trp Tyr Gln GIn Lys Pro Gly Glu Ala Ala Ile Ser Ile Ile
35 40 45

GlIn Glu Ala Ser Thr Leu Val Pro Gly Ile Pro Pro Arg Phe Ser Gly
50 55 60
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Ser Gly Tyr Gly Thr Asp Phe Thr Leu Thr Ile Asn Asn Ile Glu Ser

65 70 75 80
Glu Asp Ala Ala Tyr Tyr Phe Cys Leu GIn His Asp Lys Phe Pro Tyr
85 90 95

Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys Arg Thr Ala Ala Ala
100 105 110

<210> 254

211> 117

<212> PRT

<213> Secuencia artificial

<220> N
<223> RegiA’n variable de cadena pesada (D1)

<400> 254
Glu Val GIn Leu Val GIn Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly GIn Gly Leu Glu Trp Met
35 40 45

Gly Trp Ile Asn Pro Asn Ser Gly Gly Thr Asn Tyr Ala Gln Lys Phe
50 55 60

GlIn Gly Arg Val Thr Met Thr Arg Asp Thr Ser Ile Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Arg Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Ser Arg Gly Val Asp Glu Gly Asp Tyr Trp Gly Gln Gly Thr Met
100 105 110

Val Thr Val Ser Ser
115

<210> 255

<211> 116

<212> PRT

<213> Secuencia artificial

<220> N
<223> RegiA3n variable de cadena ligera (E6)

<400> 255
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Asn Phe Met Leu Thr Gln Pro His Ser Val Ser Glu Ser Pro Gly Lys
1 5 10 15

Thr Val Thr Leu Ser Cys Thr Gly Ser Ser Gly Asn Ile Ala Ser Asn
20 25 30

Tyr Val Gln Trp Tyr Gln His Arg Pro Gly Ser Ala Pro Thr Thr Val
35 40 45

Ile Tyr Arg Asp Asp Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser
50 55 60

Gly Ser Ile Asp Ser Ser Ser Asn Ser Ala Ser Leu Thr Ile Ser Gly
65 70 75 80

Leu Arg Pro Glu Asp Glu Ala Asp Tyr Tyr Cys Gln Ser Tyr Asp Ser
85 90 95

Ser Ser Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln
100 105 110

Pro Ala Ala Ala
115

<210> 256

211> 124

<212> PRT

<213> Secuencia artificial

<220> N
<223> RegiA’n variable de cadena pesada (E6)

<400> 256
GIn Val Gln Leu Val GIn Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Thr Tyr
20 25 30

Asp Ile Thr Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Trp Met Asn Pro Asn Ser Gly Asn Ser Arg Ser Ala GIn Lys Phe
50 55 60

GIn Gly Arg Val Ser Met Thr Ser Asp Ser Ser Ile Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Thr Gly Asp Tyr Ser Gly Val Val Leu Thr Ala Thr Ala Leu Asp
100 105 110

Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser
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115 120

<210> 257

<211> 116

<212> PRT

<213> Secuencia artificial

<220> N
<223> RegiA3n variable de cadena ligera (E9)

<400> 257
Gln Ser Glu Leu Thr GIn Leu Pro Ser Ala Ser Glu Thr Pro Gly Gln
1 5 10 15
Arg Val Thr Ile Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Asn Asn
20 25 30
Tyr Val Tyr Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu Leu
35 40 45
Ile Tyr Arg Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser
50 55 60
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Arg
65 70 75 80
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Ala Trp Asp Asp Ser Leu
85 90 95
Ser Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln
100 105 110
Pro Ala Ala Ala
115
<210> 258
<211> 123
<212> PRT

<213> Secuencia artificial

<220> N
<223> RegiA’n variable de cadena pesada (E9)

<400> 258
GIn Val GIn Leu Val Glu Ser Gly Gly Gly Leu Val GIn Pro Gly Arg
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
20 25 30

Gly Met His Trp Val Arg GIn Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45
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Ala Asn Ile Lys GIn Asp Gly Ser Glu Lys Tyr Tyr Val Asp Ser Val

50 55 60
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Thr Leu Tyr
65 70 75 80
Leu GIn Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95
Ala Arg Glu Asp Arg Ile Ala Ala Ala Gly Met Arg Glu Leu Asp Tyr
100 105 110
Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser
115 120
<210> 259
<211> 118
<212> PRT

<213> Secuencia artificial

<220> N
<223> RegiA’n variable de cadena ligera (A11)

<400> 259
Asp Ile Val Met Thr Gln Ser Pro Leu Ser Leu Pro Val Thr Pro Gly
1 5 10 15
Glu Pro Ala Ser Ile Ser Cys Arg Ser Ser Gln Ser Leu Leu His Ser
20 25 30
Asn Gly Tyr Asn Tyr Leu Asp Trp Tyr Leu Gln Lys Pro Gly Gln Ser
35 40 45
Pro GIn Leu Leu Ile Tyr Leu Gly Ser Asn Arg Ala Ser Gly Val Pro
50 55 60
Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys Ile
65 70 75 80
Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Met Gln Gly
85 90 95
Thr His Trp Pro Pro Tyr Thr Phe Gly GIn Gly Thr Lys Val Glu Ile
100 105 110
Lys Arg Thr Ala Ala Ala
115
<210> 260
<211> 120
<212> PRT

<213> Secuencia artificial

<220>
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<223> RegiA’n variable de cadena pesada (A11)

<400> 260
Glu Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Glu GIn Pro Gly Gly
1 5 10 15

Phe Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Phe Thr Ser Tyr
20 25 30

Ala Met Thr Trp Val Arg GIn Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Ser Gly Ile Ser Ser Asp Gly Thr Thr Thr Thr Tyr Ala Asp Ser Val
50 55 60

Arg Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Thr Val Tyr
65 70 75 80

Leu GIn Met Asn Ser Leu Arg Asp Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Asp GIn Leu Leu Gly Trp Asp Ala Leu Asn Val Trp Gly GIn
100 105 110

Gly Thr Met Val Thr Val Ser Ser
115 120

<210> 261

<211> 348

<212> ADN

<213> Secuencia artificial

<220> B

<223> Gen que codifica para la regiA’n variable de cadena ligera (E3)
<400> 261

tcctatgage tgactcagga cectgetgtg tetgtggect tgggacagac agtcaggate 60
acatgccagg gagacagcect cagaaacttt tatgcaagct ggtaccagea gaagtcagga 120
caggccccag ttcttgtcat gtatggtaaa aacaaccgge cctcagggat cccagaccga 180
ttctetgget ccacctcagg aaacacagcet teettgacca tcactgggge tcaggeggaa 240
gatgaggctg actattactg taactcccgg gacagceagtg gtagecattt gacgggcegta 300
ttcggeggag ggaccaaggt caccgtecta ggtcageeeg cggecgea 348
<210> 262

<211> 372

<212> ADN
<213> Secuencia artificial
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<220>
<223> Gen que codifica para la regiA®n variable de cadena pesada (E3 o E3.1)

<400> 262
caggtgcagc tggtggagtc tgggggaggc ttggtacage ctggggggte cctgagacte 60

tcetgtgeag cetctggatt cacctttage agctatgeca tgagetgggt ccgecagget 120
ccagggaagg ggctggagtg ggtctcaget attagtggta gtggtggtag cacatactac 180
gcagactccg tgaagggcecg gttcaccatc tccagagaca attccaagaa tacgcetgtat 240
ctgcaaatga ttagcctgag agctgaggac acggcetgtgt attactgtge gagagatacg 300
tattactatg gttcggggag aagtaatgct tttgatatat ggggccaggg aaccctggtc 360
accgtctcga gt 372

<210> 263

<211> 330

<212> ADN

<213> Secuencia artificial

<220> .

<223> Gen que codifica para la regiA®n variable de cadena ligera (B3)
<400> 263

gacatccaga tgacccagtc tccatcctce ctgtctgeat ctgtaggaga cagagtcacce 60
atcacttgcc aggcgagtca ggacattage aactatttga attggtatca gcagaaacca 120
gggaaagcecce ctaagetect gatctacgat gcatccaatt tggaaacagg ggtcccatca 180
aggttcagtg gaagtggatc tgggacagat tttactttca ccatcagcag cctgecagect 240
gaagatattg caacatatta ctgtcaacag tatgataatc tccctttcgg cggagggacce 300
aaagtggata tcaaacgtac cgcggecgea 330

<210> 264

<211> 366

<212> ADN

<213> Secuencia artificial

<220>

<223>  Gen que codifica para la regiAn variable de cadena pesada (B3)

<400> 264
gaggtgcage tgttggagtc tgggggaggc ttggtacage ctggeaggte cctgagacte 60

tcetgtgeag cetetggatt cacctttgat gattatgeca tgeactgggt ccggeaaget 120
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ccagggaagg gectggagtg getctcaggt attagttgga atagtggtag cataggetac 180
gcagactceg tgaagggcecg attcaccatc tccagagaca attccaagaa cacgcetgtat 240
cttcaaatga acagtctgag agccgaggac acggecgtgt attactgtge gagagttggg 300
gatagcagtg gectggtececga tgcttttgat atctggggec aagggacaat ggtcaccgte 360
tcgagt 366

<210> 265

211> 342

<212> ADN

<213> Secuencia artificial

<220> ~

<223> Gen que codifica para la regiA®n variable de cadena ligera (A10)
<400> 265

gatattgtga tgacacagtc tccagecacc ctgtetgtgt ctccagggga aagagecace 60
ctctectgea gggecagteca gagtgttage agcaacttag cctggtacca gecagaaacct 120
ggecaggcete ccaggcetect catctatggt gecatccacca gggecaccgg tatcccagec 180
aggttcagtg gcagtgggtc tgggacagag ttcactctca ccatcageag cctgeagtct 240
gaagattttg cagtttatta ctgtcagcag tatggtagct cacctcggat gtacactttt 300
ggccagggea ccaaagtgga tatcaaacgt accgeggecg ca 342
<210> 266

<211> 363

<212> ADN

<213> Secuencia artificial

<220> 3

<223>  Gen que codifica para la regiA’n variable de cadena pesada (A10)

<400> 266
caaatgcagc tggtgcagte tggggctgag gtgaagaage ctgggtcecte ggtgaaggtc 60

tcctgcaagg cttctggagg caccttcage agetatgceta tcagetgggt gecgacaggece 120
cctggacaag ggcettgagtg gatgggotggg atcatcecta tetttggtac agcaaactac 180
gcacagaagt tccagggcag agtcacgatt accgcggaca aatccatcag cacagcectac 240
atggagctga gcagcectgag atctgaggac acggecgtgt attactgtge gagaggeggce 300
ctcggggagt tggacaactg gttcgacccce tggggcecagg gaaccctggt caccgteteg 360

agt 363
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<210> 267

<211> 336

<212> ADN

<213> Secuencia artificial

<220> 3

<223> Gen que codifica para la regiA®n variable de cadena ligera (G1)
<400> 267

tcctatgage tgactcagec accctcactg tecegtgtece caggacagac agecageatc 60
acctgctcag gatataaact gggagataga tatgtttcct ggtatcagcea gaagacaggce 120
cagtcecectg tggtggtceat ctataaagat agccagegge cctcaggggt ccctgaacga 180
ttctetgget ccaactctgg gaacacagcec actctgacca tcagegggac ccaggetatg 240

gatgaggctg actattactg tcaggegtgg gacageggcea ctggggtatt cggeggaggg 300

accaagctga ccgtcctagg tcageeegeg gecgea 336

<210> 268

<211> 354

<212> ADN

<213> Secuencia artificial

<220>

<223>  Gen que codifica para la regiAn variable de cadena pesada (G1)

<400> 268
gaagtgcagc tggtgcagte tggggctgag gtgaagaage ctgggtecte ggtgaaggte 60

tcctgecaagg cttctggagg caccttcage agetatggta tcagetgggt gecgacaggece 120
cctggacaag ggcttgagtg gatgggatgg atcagegett acaatggtaa cacaaactat 180
gcacaggagce tccagggceag agtcaccatg accacagaca catccacgag cacagcectat 240
atggagctga ggagectgag atctgacgac acggecgtgt attactgtge gagagtagge 300
gtggctggta aacttgacta ctggggccaa ggaaccctgg tcaccgtete gagt 354
<210> 269

211> 354

<212> ADN

<213> Secuencia artificial

<220>

<223>  Gen que codifica para la regiA®n variable de cadena ligera (G9)

<400> 269
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cagtctgecge tgactcagece tgectecgtg tetgggtete ctggacagte gatcaccate 60
tcctgeactg gaagcageag tgacgttggt ggttataact atgtctcetg gtaccagcaa 120
cacccaggca aagcccccaa actcatgatt tatgatgtca gtaatcggec ctcaggggtt 180
tctgatcgct tetectggete caagtectgge aacatggect cecctgaccat ctetgggete 240
caggctgagg acgaggctga ttattactge agctcatata caggaagceag cactctcgac 300
gtgctattcg gcggagggac caagetgacc gtectaggte ageeccgegge cgea 354
<210> 270

211> 360

<212> ADN

<213> Secuencia artificial

<220>

<223>  Gen que codifica para la regiA®n variable de cadena pesada (G9)

<400> 270
caggtgcagc tggtgcagece tggagcagag gtgaaaaage cgggggagte tctgaagate 60

tcctgtaagg gttctggata cagctttacc agetactgga tcggetgggt gegecagatg 120

cccgggaagg gectggagtg gatgggegate atctatectg gtgactetga taccagatac 180

agccegtect tccaaggeca ggtcaccate tcagecgaca agtccatcag caccgectac 240

ctgcagtgga gcagectgaa ggectcggac accgecatgt attactgtge gagtcaatat 300

tacgatgggg gttactacat ggacgtctgg ggccagggaa ccctggteac cgtctegagt 360
360

<210> 271

211> 342

<212> ADN

<213> Secuencia artificial

<220> 3

<223>  Gen que codifica para la regiA’n variable de cadena ligera (H2)

<400> 271

tcctatgage tgactcagga cectgetgtg teggtggcct tgggacagac agtcaggate 60

acatgccaag gagacagcct cagaaactat tatgcaagct ggtaccagca gaagccagga 120

caggccccta ttettgtcat ctetggtaac aacaaacggce cctcggggat cccagaccga 180

ttctctgget ccagetcagg agacacagct tecttgacca tetctgggge tcaggeggaa 240

gatgaggctg actattactg taactcccta gacagcactt ataaccatce gatattcgge 300
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ggagggacca aggtcaccgt cctaggtcag cccgeggeeg ca 342

<210> 272

<211> 351

<212> ADN

<213> Secuencia artificial

<220>

<223>  Gen que codifica para la regiA®n variable de cadena pesada (H2)

<400> 272
caggtccagc ttgtgcagtc tgggactgag gtgaagaage ctggggcectc agtgaaggtc 60

tcetgcaagg cttctggata caccttcacce agttatgata tccactgggt gcgacaggcec 120
actggacaag ggcttgagtg gatgggatgg atcagegcett acaatggtaa cacaaactat 180
gcacagaagc tccagggceag agtcaccatg accacagaca catccacgag cacagectac 240
atggagctga ggagectgag atctgacgac acggecgtgt attactgtge gagagatgge 300
ggtgatgctt ttgatatctg gggeccaagga accctggtca cegtetegag t 351
<210> 273

211> 342

<212> ADN

<213> Secuencia artificial

<220> 3

<223> Gen que codifica para la regiA®n variable de cadena ligera (H11)
<400> 273

tcctatgage tgactcagga cectgetgeg tetgtggect tgggacagac agtcaggate 60
acatgccaag gagacagcct cagaagctat tatgcaagct ggtaccagcea gaagecagga 120
caggcccctg tagttgtcat ctatggtaga aacaaccgge cctcagggat cccagaccga 180
ttetetgget ccagetcagg agacacagcet tecttgacca tcactggggce tcaggeggaa 240
gatgaggctg actattactg taagtcccgg gacagceagtg gtaaccatta tgtcttcgga 300
actgggacca agctgaccgt cctaggtcag cccgeggeceg ca 342

<210> 274

211> 351

<212> ADN

<213> Secuencia artificial

<220>
<223>  Gen que codifica para la regiA3n variable de cadena pesada (H11)
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<400> 274
caggtgcagc tggtgcagte tggggctgag gtgaagaage ctggggcecte agtgaaggtt 60

tcctgecaagg catctggata caccttcacc agetactata tgcactgggt gcgacaggec 120
cctggacaag ggcttgagtg gatgggaata atcaacccta gtggtggtag cacaagetac 180
gcacagaagt tccagggceag agtcaccatg accagggaca cgtccacgag cacagtctac 240
atggagctga gecagcectgag atctgaggac acggecegtgt attactgtge gagagatgec 300
ggcagcetegt ccgattactg gggccgtgge accctggtea cegtetegag t 351
<210> 275

211> 348

<212> ADN

<213> Secuencia artificial

<220> 3

<223>  Gen que codifica para la regiA’n variable de cadena ligera (F12)
<400> 275

cagtctgtgc tgactcagece tgectecgtg tetgggtcte ctggacagte gatcaccate 60
tectgegetg gaaccageag tgacattggt gattatgact atgtctectg gtaccaacag 120
cacccaggca agactcccaa actcatgatt tatgatgtca gtaggcggcece ctcaggggte 180
cctgatcgct tetctggete caagtetgge aacacggect ccctgaccat ctetgggcte 240
cagactgagg acgaggctga ttattactgce gecctcatata caagcageag cgtegtggte 300
ttcggcggag ggaccaagcet gaccgtecta ggtcageecg cggeegea 348
<210> 276

211> 360

<212> ADN

<213> Secuencia artificial

<220> 3

<223>  Gen que codifica para la regiA®n variable de cadena pesada (F12)
<400> 276

caggtgcagc tggtgcagtc tggagcagag gtgaaaaage ccggggagtc tctgaagate 60
tcctgtaagg gttctggata cagctttacc agetactgga tcggetgggt gegecagatg 120
cccgggaaag gectggagtg gatggggate atctatcctg gtgactctga taccagatac 180

agcccgtect tccaaggeca ggtcaccate tcagecgaca agtccatcag caccgectac 240

ctgcagtgga gcagectgaa ggectcggac accgecatgt attactgtge gagtcaatat 300
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tacgatgggg gttactacat ggacgtctgg ggeccagggcea cectggtecac cgtetcgagt 360
360

<210> 277

<211> 336

<212> ADN

<213> Secuencia artificial

<220> 3

<223>  Gen que codifica para la regiA’n variable de cadena ligera (B9)

<400> 277

gacatccaga tgacccagtc tccatcctece ctgtctgeat ctgtaggaga cagagtcacc 60

atcacttgce gggcaagtca gagcattage aggtatttaa attggtatca gcagaaacca 120

gggaaagcecc ccaagetect gatctatggt gecatccagtt tgcaaagtgg ggteccatca 180

aggttcagtg gcagtggatc tgggacagat ttcactctca ccatcageag tetgecagect 240

gaagatttcg caacttacca ttgtcaacag gcttacggtt tcccecteac tetcggegga 300

gggaccaagg tggagatcaa acgtaccgeg geegea 336

<210> 278

<211> 375

<212> ADN

<213> Secuencia artificial

<220>

<223> Gen que codifica para la regiA®n variable de cadena de pesada (B9)

<400> 278
caggtgcagce tggtggagtc tggggctgag gtgaagaage ctgggtecte ggtgaaggtc 60

tcectgecaagg cttetggagg caccttcage agcetatgeta tcagetgggt gcgacaggec 120
cctggacaag ggcttgagtg gatgggaggg atcatcccta tetttggtac agcaaactac 180
gcacagaagt tccagggeag agtcacgatt accgeggacg aatccacgag cacagectac 240
atggagctga gcagectgag atctgaggac acggecgtgt attactgtge gagaggggaa 300
atagcagtgg ctcaaaactg ggactactac ggtatggacg tctggggcca gggeaccetg 360
gtcaccgtct cgagt 375

<210> 279

211> 351

<212> ADN
<213> Secuencia artificial
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<220>
<223>  Gen que codifica para la regiA®n variable de cadena ligera (G11)

<400> 279

cagtctgcgce tgactcagece tcgetcagtg tccgggtcte ctggacagte agtcaccate 60

tcetgecactg gaaccagceag tgatgttggt ggttataact atgtctectg gtaccaacag 120

cacccaggca aagcccccaa actcatgatt tatgatgtca gtaageggcece ctcaggggte 180

cctgatcgct tetctggete caagtctgge aacacggect ccetgacaat ctetgggcte 240

caggctgagg acgaggctga ttattactge agctcatatt caagcagceag cactctegtg 300

gttttcggeg gagggaccaa getgaccgte ctaggtcage ccgeggeege a 351

<210> 280

<211> 360

<212> ADN

<213> Secuencia artificial

<220> .

<223> Gen que codifica para la regiA®n variable de cadena pesada (G11)

<400> 280

caggtccagc tggtacagtc tggagcagag gtgaaaaage cgggggagtce tctgaagate 60

tcetgtaagg gttctggata cagcetttacc agctactgga teggetgggt gegecagatg 120

cccgggaaag gectggagtg gatgggogate atctatcctg gtgactctga taccagatac 180

agcccgtecet tccaaggeca ggtcaccate tcagecgaca agtccatcag caccgectac 240

ctgcagtgga gcagectgaa ggectcggac accgecatgt attactgtge gagtcaatat 300

tacgatgggg gttactacat ggacgtctgg ggeccagggaa cectggtecac cgtetcgagt 360
360

<210> 281

211> 342

<212> ADN

<213> Secuencia artificial

<220> B

<223> Gen que codifica para la regiA’n variable de cadena ligera (G6)

<400> 281

tcctatgage tgactcagga cectgetgtg tetgtggect tgggacagac agtcacgate 60

acatgccaag gagacagect cagaaggtat tatgcaacct ggtaccagea gaagccagga 120
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caggcccctg tecttgtecat ctatggtcaa aactaccgge cetcggggat cccagaccga 180
ttctctgget ccaactcagg aaccacagcet tecttgacca tcactggggce tcaggeggaa 240
gatgaggctg actattactg taactcccgg gacagceagtg gtaaccatgt ggtattcggce 300
ggagggacca agcetgaccgt cctaggtcag cccgeggeeg ca 342
<210> 282

211> 357

<212> ADN

<213> Secuencia artificial

<220>

<223> Gen que codifica para la regiA’n variable de cadena pesada (G6)

<400> 282
gaggtgcagc tggtggagtc tggggctgag gtgaagaage ctggggcctc agtgaaggtt 60

tcctgcaagg catctggata caccttcacc agctactata tgcactgggt gcgacaggcec 120
cctggacaag ggcttgagtg gatgggageg atcatcecta tctttggtac agcaaactac 180
gcacagaagt tccagggceag agtcacgatt accgeggacg aatccacgag cacagectac 240
atggagctga gcagcectgag atctgaggac acggecgtgt actactgtge gagagggteg 300
gggtatagea getcgtttga ctactgggge caagggacca cggtcacegt ctecgagt 357
<210> 283

211> 348

<212> ADN

<213> Secuencia artificial

<220> .

<223> Gen que codifica para la regiA®n variable de cadena ligera (F11)
<400> 283

cagtectgtge tgactcagee accctcaacg tectgggaccee ccgggeagac gttctecatt 60
ttttgttctg gaagcagttc gaacatcgga actaatactg ttaattggta ccagcagcetc 120
ccaggaacgg cccccaaact cctcatctat agtaatgatc ageggecectec aggggtecct 180
gaccgattct ctggcetccaa gtctggeacc tcagectcec tggecatcag tgggetecag 240
tctgaggatg aggctgatta ttactgtgaa acatgggatg acagectgaa aggeeecggtg 300
ttcggegggg ggaccaaggt caccgtecta ggtcageecg cggecgea 348

<210> 284
<211> 357
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<212> ADN
<213> Secuencia artificial

<220>

<223> Gen que codifica para la regiA®n variable de cadena pesada (F11)

<400> 284
gaggtgcage tggtggagtce tgggggaggc ttggtccage ctggggggte cectgaaactc 60

tectgtgeag cgtetggatt cacctttage agetatgeca tgagetgggt ccgeegggct 120
ccagggaagg ggctggagte gotctcaact attagtggta gtggtgatag cacatactac 180
gcagactceg tgaagggcceg gttcaccatc tccagagaca attccaagaa cacgcetgtat 240
ctgcaaatga acaacctgag agccgaggac acggecgtat attactgtge gagagaatgg 300
gaactaggcg atgcttttga tatctggggc cgtggcaccc tggtcaccgt ctcgagt 357
<210> 285

211> 336

<212> ADN

<213> Secuencia artificial

<220>
<223> Gen que codifica para la regiA*n variable de cadena ligera (D3)

<400> 285
gacatccaga tgacccagtc tccatcctce ctgtctgeat ctgtaggaga cagagtcacce 60

atcacttgcc gggcaagtca gagcattagce agctatttaa attggtatca gcagaaacca 120
gggaaagccce ctaagetect gatctatget gecatccagtt tgcaaagtgg ggtcecatca 180
aggttcagtg gecagtggatc tgggacagat ttcactctca ccatcageag tctgcaacct 240
gaagattttg caacttacta ctgtcaacag agttacagta cccggtggac gttcggeccaa 300
gggaccaagg tggaaatcaa acgtaccgeg gecgea 336

<210> 286

<211> 366

<212> ADN

<213> Secuencia artificial

<220>

<223> Gen que codifica para la regiA®n variable de cadena pesada (D3)

<400> 286
gaggtgcage tgttggagte tgggggaggc gtggtccage ctgggaggte cetgagacte 60

tcetgtgeag cetetggate cacctttage agctatgeca tgagetgggt ccgecagget 120
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ccagggaagg ggctggagte gotctcagcet attagtggta gtggtggtag cacatactac 180
gcagactceg tgaagggccg gttcaccatc tccagagaca attccaagaa cacgcetgtat 240
ctgcaaatga acagcctgag agecgaggac acggcecgtat attactgtge gaaagacaga 300
ggcagctatg gttactacta cggtatggac gtctggggcce aagggacaat ggtcaccgtc 360
tcgagt 366

<210> 287

<211> 336

<212> ADN

<213> Secuencia artificial

<220> ~

<223> Gen que codifica para la regiA®n variable de cadena ligera (B12)
<400> 287

gacatccaga tgacccagtc tccatcctece ctgtctgeat ctgtaggaga cagagtcacc 60
atcacttgcc gggcaagtca gagcattage agctatttaa attggtatca gcagaaacca 120
gggaaagecc ctaagetect gatctatget geatccagtt tgcaaagtgg ggtececatca 180
aggttcagtg gcagtggatc tgggacagat ttcactctca ccatcageag tctgcaacct 240
gaagattttg caacttacta ctgtcaacag agttacagta ccctccggac gttcggccaa 300
gggaccaagg tggagatcaa acgtaccgeg geegea 336

<210> 288

211> 366

<212> ADN

<213> Secuencia artificial

<220>

<223> Gen que codifica para la regiA®n variable de cadena pesada (B12)

<400> 288
caggtccagce tggtacagtc tggggctgag gtgaagaage ctggggccte agtgaaggtc 60

tcctgcaagg cttctggata caccttcacc ggctactata tgecactgggt gcgacaggcece 120
cctggacaag ggcttgagte gatgggatgg atcaacccta acagtggtgg cacaaactac 180
gcacagaagt tccagggcag agtcacgatt accgcggacg aatccacgag cacagectac 240
atggagctga gcagcectgag atctgaggac acggecgtgt attactgtac gagagecggt 300
gcttctatag tgggagetac cgegettgac tactggggec agggaaccct ggtcaccgte 360

tcgagt 366
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<210> 289

<211> 354

<212> ADN

<213> Secuencia artificial

<220> 3

<223> Gen que codifica para la regiA®n variable de cadena ligera (E4)
<400> 289

aattttatgc tgactcagcc ccactctgtg tcggagtete cgggaaagac ggtaaccatce 60
tcetgeacce geageagtgg cageattgee agcaactatg tgcagtggta ccageagege 120
ccgggceagtt cccecaccac tgtgatctat gaggataacce aaagacccte tggggteect 180
gatcggttct ctggctecat cgacagetece tccaactetg ccteccteac catetetgga 240
ctgaagactg aggacgaggc tgactactac tgtcagtctt atgataccgg caatcggaat 300
tatgtcttcg gaactgggac ccagctcacc gtcctaggte ageecgegge cgea 354
<210> 290

<211> 363

<212> ADN

<213> Secuencia artificial

<220>

<223> Gen que codifica para la regiA®n variable de cadena pesada (E4)

<400> 290
caggtgcagc tggtgcaatce tggggctgag gtgaagaage ctgggtecte ggtgaaggte 60

tcctgcaagg cttctggagg caccttcage agctatacta tcagetgggt gcgacaggec 120
cctggacaag ggcttgagte gatgggaagg atcatcccta teettggtat agcaaactac 180
gcacagaagt tccagggcag agtcaccatg accagggaca tgtccacaga cacagectac 240
atggagttga gcagcectgac atatgatgac acggcecgtat atttttgtgt gagaggccect 300
agtcttaatt atgccggcta ttttgacaac tggggccagg gecaccetggt caccgteteg 360
agt 363

<210> 291

211> 342

<212> ADN

<213> Secuencia artificial

<220>
<223> Gen que codifica para la regiA®n variable de cadena ligera (E12)
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<400> 291
tectatgage tgactcagga cectgetgtg tetgtggect tgggacagac agtcaggate 60

acatgccaag gagacagcct cagaagctat tatgcaagct ggtaccagea gaagtcagga 120
caggcccctg tacttgtcat ctatggtaaa gaaaagcgcece cctcagggat cccagaccga 180
ttctetgget ccagetcagg aaacacagct teettgacca tcactggggce tcgggeggaa 240
gatgaggctg actattactg taactcccgg ggeagceacta ctgactatat ggtgttegge 300
ggggggoacce agetcaccgt cctaggtcag cecegeggecg ca 342
<210> 292

<211> 351

<212> ADN

<213> Secuencia artificial

<220> .

<223> Gen que codifica para la regiAn variable de cadena pesada (E12)

<400> 292
caggtgcagc tggtggagtc cgggggagac ttagttcage ctggggggte cctgagacte 60

tectgtgeag cctetggatt caccttcagt agetatgeta tgecactgggt ccgecaggcet 120
ccaggcaagg ggctggagtg getgocagtt atatcatatg atggaagcaa taaatactac 180
gcagactccg tgaagggccg attcaccatc tccagagaca attccaagaa cacgctgtat 240
ctgcaaatga acagcctgag agctgaggac acggcetgtgt attactgtge gagagaacgg 300
ggaagtggta tggacgtetg gggccaagga accetggtea cegtetcgag t 351
<210> 293

211> 336

<212> ADN

<213> Secuencia artificial

<220>
<223> Gen que codifica para la regiA*n variable de cadena ligera (D1)

<400> 293
gaaacgacac tcacgcagtc tccagcattc atgtcagega ctccaggaga caaagtcaac 60
atctcctgca aagccageca agacattgat gatgatatga actggtacca acagaaacca 120

ggagaagctg ctatttccat tattcaagaa getagtactce tegttcctgg aatcccacct 180
cgattcagtg gcagcgggta tggaacagat tttaccctca caattaataa catagaatct 240

gaggatgctg catattactt ctgtctacaa catgataagt tcccgtacac ttttggecag 300
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gggaccaage tggagatcaa acgtaccgeg gecgea 336

<210> 294

<211> 351

<212> ADN

<213> Secuencia artificial

<220>

<223> Gen que codifica para la regiA®n variable de cadena pesada (D1)

<400> 294
gaagtgcagc tggtgcagte tggagetgag gtgaagaage ctggggcecte agtgaaggtc 60

tcctgcaagg cttctggtta cacctttacc agetatggta tcagetgggt gegacaggec 120
cctggacaag ggcettgagtg gatgggatgg atcaacccta acagtggtgg cacaaactat 180
gcacagaagt ttcagggcag ggtcaccatg accagggaca cgtccatcag cacagectac 240
atggagctga gecaggcetgag atctgacgac acggecegtgt attactgtge gagtcgggee 300
gttgatgagg gggactactg gggecaaggg acaatggtcea cegtctcgag t 351
<210> 295

211> 348

<212> ADN

<213> Secuencia artificial

<220> .

<223> Gen que codifica para la regiA’n variable de cadena ligera (E6)
<400> 295

aattttatgc tgactcagcc ccactetgtg tcggagtctc cggggaagac ggttacecte 60
tcctgecaccg gecagecagegg caacattgee agtaactatg tgecagtggta ccagecaccgce 120
ccgggeagtg cecececcaccac tgtgatetac cgggatgacce aaagacccte tggagtcect 180
gatcgcttct ctggcetccat cgacagttca tccaactctg cctcectcac gatctctgga 240
ctgaggectg aggacgaggc tgactattac tgtcagtctt atgatagcag ctettgggtg 300
ttcggcggag ggaccaagcet gaccgtecta ggtcageecg cggeegea 348
<210> 296

211> 372

<212> ADN

<213> Secuencia artificial

<220>
<223> Gen que codifica para la regiA’n variable de cadena pesada (E6)
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<400> 296
caggtccagc ttgtgcagtc tggagcagag gtgaagaage ctggggccte agtgaaggte 60

tcctgcaagg cttctggata caccttcacc acttatgata tcacctgggt gecgacaggec 120
cctggacaag gecttgagtg gatgggatgg atgaacccga acagtggtaa ctcacgetct 180
gcacagaagt tccagggceag agtcagcatg accagtgact cctccataag cacagcectac 240
atggagctga gcagcectgag atctgaggac acggecgtgt attactgtge aacaggagac 300
tactcgggtg tggtactaac tgcaacagcea cttgactact ggggccaggg aaccctggte 360
accgtctcga gt 372

<210> 297

211> 348

<212> ADN

<213> Secuencia artificial

<220> .

<223> Gen que codifica para la regiAn variable de cadena ligera (E9)
<400> 297

cagtctgagce tgactcagct accctcageg tectgagaccee ccgggeagag ggtcaccate 60
tettgttctg gaagcagcete caacatcgga aataattatg tatactggta ccagcaactc 120
cccggaacgg cccccaaact cctcatctat aggaataate ageggeccte aggggtecct 180
gaccgattct ctggctccaa gtctggceacc tcagectece tggecatcag tgggetecegg 240
tccgaggatg aggctgatta ttactgtgca geatgggatg acagectgag tggttgggtg 300
ttcggcggag ggaccaagcet gaccgtecta ggtcageecg cggeegea 348
<210> 298

211> 369

<212> ADN

<213> Secuencia artificial

<220>

<223> Gen que codifica para la regiA’n variable de cadena pesada (E9)

<400> 298
caggtgcagc tggtggagtc tgggggagoc ttggtacage ctgggaggtc cctgagacte 60

tcetgtgeag cgtetggatt caccttcagt agetatggea tgeactgggt cecgecagget 120
ccagggaagg ggctggagtg ggtggccaac ataaagcaag atggaagtga gaaatactat 180

gtggactctg tgaagggcecg attcaccatc tccagagaca acgccaagaa cacgetgtat 240
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ctccaaatga acagcctgag agetgaggac acggetgtgt attactgtge gagagaggac 300
cgtatagcag cagctgggat gcgggagttg gactactggg geccagggeac cetggtecacce 360
gtctcgagt 369

<210> 299

211> 354

<212> ADN

<213> Secuencia artificial

<220> ~

<223> Gen que codifica para la regiA®n variable de cadena ligera (A11)
<400> 299

gatattgtga tgacccagtc tccactctce ctgeccgtea cecetggaga gecggectee 60
atctcctgea ggtctagtca gagectectg catagtaatg gatacaacta tttggattgg 120
tacctgcaga agccagggca gtctccacag ctectgatct atttgggttc taaccgggcece 180
tccggggtee ctgacaggtt cagtggeagt ggatcaggea cagattttac actgaaaatc 240
agcagagtgg aggctgagga tgttgggogott tattactgea tgecaaggtac acactggect 300
ccgtacacct ttggecaggg gaccaaggtg gagatcaaac gtaccgegge cgea 354
<210> 300

211> 360

<212> ADN

<213> Secuencia artificial

<220>

<223> Gen que codifica para la regiA®n variable de cadena pesada (A11)

<400> 300
gaggtgcagce tgttggagtc tgggggagoc ttggaacage ctggggegtt cctgagactc 60

tectgtgeag cctetggatt ctectttace agetacgeca tgacctgggt ccgecagget 120

ccagggaagg ggctggagte gotctcaggt attagtagtg atgggaccac tacaacctac 180

gcggacteeg tgaggggecg gttcaccate tccagagaca acgccaagaa cacggtgtat 240

ctccaaatga acagtctgag agacgaggac acggcetgtgt attattgtgc aagagatcaa 300

ttgttgggct gggatgctct gaatgtctgg ggccaaggga caatggtcac cgtetcgagt 360
360

<210> 301
<211> 216
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<212> PRT
<213> Secuencia artificial

<220>
<223> Cadena ligera (E3)

<400> 301
Ser Tyr Glu Leu Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln
1 5 10 15

Thr Val Arg Ile Thr Cys Gln Gly Asp Ser Leu Arg Asn Phe Tyr Ala
20 25 30

Ser Trp Tyr Gln GIn Lys Ser Gly Gln Ala Pro Val Leu Val Met Tyr
35 40 45

Gly Lys Asn Asn Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser
50 55 60

Thr Ser Gly Asn Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu
65 70 75 80

Asp Glu Ala Asp Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Ser His
85 90 95

Leu Thr Gly Val Phe Gly Gly Gly Thr Lys Val Thr Val Leu Gly Gln
100 105 110

Pro Ala Ala Ala Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu
115 120 125

Leu GIn Ala Asn Lys Ala Thr Leu Val Cys Leu lle Ser Asp Phe Tyr
130 135 140

Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys
145 150 155 160

Ala Gly Val Glu Thr Thr Thr Pro Ser Lys GIn Ser Asn Asn Lys Tyr
165 170 175

Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His
180 185 190

Arg Ser Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys
195 200 205

Thr Val Ala Pro Thr Glu Cys Ser
210 215

<210> 302

<211> 451

<212> PRT

<213> Secuencia artificial

<220>
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<223> Cadena pesada (E3 o E3.1)

<400> 302
GIn Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
20 25 30

Ala Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Ser Ala Ile Ser Gly Ser Gly Gly Ser Thr Tyr Tyr Ala Asp Ser Val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80

Leu Gln Met Ile Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Asp Thr Tyr Tyr Tyr Gly Ser Gly Arg Ser Asn Ala Phe Asp
100 105 110

Ile Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys
115 120 125

Gly Pro Ser Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu
130 135 140

Ser Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro
145 150 155 160

Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr
165 170 175

Phe Pro Ala Val Leu GIn Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val
180 185 190

Val Thr Val Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn
195 200 205

Val Asp His Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser
210 215 220

Lys Tyr Gly Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe Leu Gly
225 230 235 240

Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met
245 250 255

Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser GIn
260 265 270

Glu Asp Pro Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val
275 280 285
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His Asn Ala Lys Thr Lys Pro Arg Glu Glu GIn Phe Asn Ser Thr Tyr
290 295 300

Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly
305 310 315 320

Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile
325 330 335

Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val
340 345 350

Tyr Thr Leu Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser
355 360 365

Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp lle Ala Val Glu
370 375 380

Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro
385 390 395 400

Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val
405 410 415

Asp Lys Ser Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met
420 425 430

His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser
435 440 445

Leu Gly Lys
450

<210> 303

211> 212

<212> PRT

<213> Secuencia artificial

<220>
<223> Cadena ligera (B3)

<400> 303
Asp Ile GIn Met Thr GIn Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
1 5 10 15

Asp Arg Val Thr Ile Thr Cys Gln Ala Ser Gln Asp Ile Ser Asn Tyr
20 25 30

Leu Asn Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
35 40 45

Tyr Asp Ala Ser Asn Leu Glu Thr Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Phe Thr Ile Ser Ser Leu GIn Pro
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65 70 75 80

Glu Asp Ile Ala Thr Tyr Tyr Cys Gln Gln Tyr Asp Asn Leu Pro Phe
85 90 95

Gly Gly Gly Thr Lys Val Asp lle Lys Arg Thr Ala Ala Ala Pro Ser
100 105 110

Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly Thr Ala
115 120 125

Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala Lys Val
130 135 140

GlIn Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln Glu Ser
145 150 155 160

Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser Ser Thr
165 170 175

Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Leu Tyr Ala Cys
180 185 190

Glu Val Thr His GIn Gly Leu Ser Ser Pro Val Thr Lys Ser Phe Asn
195 200 205

Arg Gly Glu Cys
210

<210> 304

<211> 449

<212> PRT

<213> Secuencia artificial

<220>
<223> Cadena pesada (B3)

<400> 304
Glu Val GIn Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Arg
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Asp Asp Tyr
20 25 30

Ala Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Ser Gly Ile Ser Trp Asn Ser Gly Ser Ile Gly Tyr Ala Asp Ser Val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95
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Ala Arg Val Gly Asp Ser Ser Gly Trp Ser Asp Ala Phe Asp Ile Trp
100 105 110

Gly GIn Gly Thr Met Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro
115 120 125

Ser Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr
130 135 140

Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr
145 150 155 160

Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro
165 170 175

Ala Val Leu GlIn Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr
180 185 190

Val Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val Asp
195 200 205

His Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys Tyr
210 215 220

Gly Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe Leu Gly Gly Pro
225 230 235 240

Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser
245 250 255

Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu Asp
260 265 270

Pro Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn
275 280 285

Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg Val
290 295 300

Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu
305 310 315 320

Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys
325 330 335

Thr Ile Ser Lys Ala Lys Gly GIn Pro Arg Glu Pro Gln Val Tyr Thr
340 345 350

Leu Pro Pro Ser Gln Glu Glu Met Thr Lys Asn GIn Val Ser Leu Thr
355 360 365

Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu
370 375 380

Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu
385 390 395 400
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Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys

405 410 415
Ser Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His Glu
420 425 430
Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu Gly
435 440 445
Lys
<210> 305
<211> 216
<212> PRT

<213> Secuencia artificial

<220>
<223> Cadena ligera (A10)

<400> 305
Asp Ile Val Met Thr Gln Ser Pro Ala Thr Leu Ser Val Ser Pro Gly
1 5 10 15

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Asn
20 25 30

Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile
35 40 45

Tyr Gly Ala Ser Thr Arg Ala Thr Gly Ile Pro Ala Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Gln Ser
65 70 75 80

Glu Asp Phe Ala Val Tyr Tyr Cys Gln GIn Tyr Gly Ser Ser Pro Arg
85 90 95

Met Tyr Thr Phe Gly GIn Gly Thr Lys Val Asp Ile Lys Arg Thr Ala
100 105 110

Ala Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys
115 120 125

Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg
130 135 140

Glu Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn
145 150 155 160

Ser Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser
165 170 175

Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys
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180 185 190

Leu Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr

195 200 205
Lys Ser Phe Asn Arg Gly Glu Cys
210 215
<210> 306
<211> 448
<212> PRT

<213> Secuencia artificial

<220>
<223> Cadena pesada (A10)

<400> 306
Gln Met Gln Leu Val GIn Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Ser Tyr
20 25 30

Ala Ile Ser Trp Val Arg Gln Ala Pro Gly GIn Gly Leu Glu Trp Met
35 40 45

Gly Gly lle Ile Pro Ile Phe Gly Thr Ala Asn Tyr Ala Gln Lys Phe
50 55 60

GIn Gly Arg Val Thr Ile Thr Ala Asp Lys Ser Ile Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Gly Gly Leu Gly Glu Leu Asp Asn Trp Phe Asp Pro Trp Gly
100 105 110

GlIn Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser
115 120 125

Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala
130 135 140

Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val
145 150 155 160

Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala
165 170 175

Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val
180 185 190

Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val Asp His
195 200 205
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Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys Tyr Gly
210 215 220

Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe Leu Gly Gly Pro Ser
225 230 235 240

Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg
245 250 255

Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu Asp Pro
260 265 270

Glu Val GIn Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala
275 280 285

Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg Val Val
290 295 300

Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr
305 310 315 320

Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr
325 330 335

Ile Ser Lys Ala Lys Gly GIn Pro Arg Glu Pro Gln Val Tyr Thr Leu
340 345 350

Pro Pro Ser GIn Glu Glu Met Thr Lys Asn GIn Val Ser Leu Thr Cys
355 360 365

Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser
370 375 380

Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp
385 390 395 400

Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser
405 410 415

Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala
420 425 430

Leu His Asn His Tyr Thr GIn Lys Ser Leu Ser Leu Ser Leu Gly Lys
435 440 445

<210> 307

<211> 212

<212> PRT

<213> Secuencia artificial

<220>
<223> Cadena ligera (G1)
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<400> 307
Ser Tyr Glu Leu Thr Gln Pro Pro Ser Leu Ser Val Ser Pro Gly GIn
1 5 10 15

Thr Ala Ser Ile Thr Cys Ser Gly Tyr Lys Leu Gly Asp Arg Tyr Val
20 25 30

Ser Trp Tyr GIn GIn Lys Thr Gly Gln Ser Pro Val Val Val lle Tyr
35 40 45

Lys Asp Ser Gln Arg Pro Ser Gly Val Pro Glu Arg Phe Ser Gly Ser
50 55 60

Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met
65 70 75 80

Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Asp Ser Gly Thr Gly Val
85 90 95

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly GIn Pro Ala Ala Ala
100 105 110

Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu Leu Gln Ala Asn
115 120 125

Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr Pro Gly Ala Val
130 135 140

Thr Val Ala Trp Lys Glu Asp Ser Ser Pro Val Lys Ala Gly Val Glu
145 150 155 160

Thr Thr Thr Pro Ser Lys GIn Ser Asn Asn Lys Tyr Ala Ala Ser Ser
165 170 175

Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His Arg Ser Tyr Ser
180 185 190

Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys Thr Val Ala Pro
195 200 205

Thr Glu Cys Ser
210

<210> 308

<211> 445

<212> PRT

<213> Secuencia artificial

<220>
<223> Cadena pesada (G1)

<400> 308
Glu Val GIn Leu Val GIn Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15
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Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Ser Tyr
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly GIn Gly Leu Glu Trp Met
35 40 45

Gly Trp Ile Ser Ala Tyr Asn Gly Asn Thr Asn Tyr Ala Gln Glu Leu
50 55 60

Gln Gly Arg Val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Val Gly Val Ala Gly Lys Leu Asp Tyr Trp Gly Gln Gly Thr
100 105 110

Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro
115 120 125

Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala Ala Leu Gly
130 135 140

Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn
145 150 155 160

Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln
165 170 175

Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser
180 185 190

Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val Asp His Lys Pro Ser
195 200 205

Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys Tyr Gly Pro Pro Cys
210 215 220

Pro Pro Cys Pro Ala Pro Glu Phe Leu Gly Gly Pro Ser Val Phe Leu
225 230 235 240

Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu
245 250 255

Val Thr Cys Val Val Val Asp Val Ser GIn Glu Asp Pro Glu Val GIn
260 265 270

Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys
275 280 285

Pro Arg Glu Glu GIn Phe Asn Ser Thr Tyr Arg Val Val Ser Val Leu
290 295 300

Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys
305 310 315 320
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Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr Ile Ser Lys
325 330 335

Ala Lys Gly GIn Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser
340 345 350

GIn Glu Glu Met Thr Lys Asn GIn Val Ser Leu Thr Cys Leu Val Lys
355 360 365

Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln
370 375 380

Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly
385 390 395 400

Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser Arg Trp Gln
405 410 415

Glu Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn
420 425 430

His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu Gly Lys
435 440 445

<210> 309

211> 218

<212> PRT

<213> Secuencia artificial

<220>
<223> Cadena ligera (G9)

<400> 309
Gln Ser Ala Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln
1 5 10 15

Ser Ile Thr Ile Ser Cys Thr Gly Ser Ser Ser Asp Val Gly Gly Tyr
20 25 30

Asn Tyr Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu
35 40 45

Met Ile Tyr Asp Val Ser Asn Arg Pro Ser Gly Val Ser Asp Arg Phe
50 55 60

Ser Gly Ser Lys Ser Gly Asn Met Ala Ser Leu Thr Ile Ser Gly Leu
65 70 75 80

GlIn Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Gly Ser
85 90 95

Ser Thr Leu Asp Val Leu Phe Gly Gly Gly Thr Lys Leu Thr Val Leu
100 105 110

Gly GIn Pro Ala Ala Ala Pro Ser Val Thr Leu Phe Pro Pro Ser Ser
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115 120 125

Glu Glu Leu GIn Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp
130 135 140

Phe Tyr Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Ser Ser Pro
145 150 155 160

Val Lys Ala Gly Val Glu Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn
165 170 175

Lys Tyr Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys
180 185 190

Ser His Arg Ser Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val
195 200 205

Glu Lys Thr Val Ala Pro Thr Glu Cys Ser
210 215

<210> 310

211> 447

<212> PRT

<213> Secuencia artificial

<220>
<223> Cadena pesada (G9)

<400> 310
Gln Val GIn Leu Val GIn Pro Gly Ala Glu Val Lys Lys Pro Gly Glu
1 5 10 15

Ser Leu Lys Ile Ser Cys Lys Gly Ser Gly Tyr Ser Phe Thr Ser Tyr
20 25 30

Trp Ile Gly Trp Val Arg Gln Met Pro Gly Lys Gly Leu Glu Trp Met
35 40 45

Gly lle Ile Tyr Pro Gly Asp Ser Asp Thr Arg Tyr Ser Pro Ser Phe
50 55 60

GIn Gly Gln Val Thr Ile Ser Ala Asp Lys Ser Ile Ser Thr Ala Tyr
65 70 75 80

Leu GIn Trp Ser Ser Leu Lys Ala Ser Asp Thr Ala Met Tyr Tyr Cys
85 90 95

Ala Ser GIn Tyr Tyr Asp Gly Gly Tyr Tyr Met Asp Val Trp Gly Gln
100 105 110

Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val
115 120 125

Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala Ala
130 135 140
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Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser
145 150 155 160

Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val
165 170 175

Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro
180 185 190

Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val Asp His Lys
195 200 205

Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys Tyr Gly Pro
210 215 220

Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe Leu Gly Gly Pro Ser Val
225 230 235 240

Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr
245 250 255

Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu Asp Pro Glu
260 265 270

Val GIn Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys
275 280 285

Thr Lys Pro Arg Glu Glu GIn Phe Asn Ser Thr Tyr Arg Val Val Ser
290 295 300

Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys
305 310 315 320

Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr Ile
325 330 335

Ser Lys Ala Lys Gly GIn Pro Arg Glu Pro GIn Val Tyr Thr Leu Pro
340 345 350

Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu
355 360 365

Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn
370 375 380

Gly GIn Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser
385 390 395 400

Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser Arg
405 410 415

Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu
420 425 430

His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu Gly Lys
435 440 445
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<210> 311

<211> 214

<212> PRT

<213> Secuencia artificial

<220>
<223> Cadena ligera (H2)

<400> 311
Ser Tyr Glu Leu Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln
1 5 10 15

Thr Val Arg Ile Thr Cys Gln Gly Asp Ser Leu Arg Asn Tyr Tyr Ala
20 25 30

Ser Trp Tyr Gln GIn Lys Pro Gly Gln Ala Pro Ile Leu Val Ile Ser
35 40 45

Gly Asn Asn Lys Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser
50 55 60

Ser Ser Gly Asp Thr Ala Ser Leu Thr Ile Ser Gly Ala Gln Ala Glu
65 70 75 80

Asp Glu Ala Asp Tyr Tyr Cys Asn Ser Leu Asp Ser Thr Tyr Asn His
85 90 95

Pro Ile Phe Gly Gly Gly Thr Lys Val Thr Val Leu Gly GIn Pro Ala
100 105 110

Ala Ala Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu Leu Gln
115 120 125

Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr Pro Gly
130 135 140

Ala Val Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys Ala Gly
145 150 155 160

Val Glu Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys Tyr Ala Ala
165 170 175

Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His Arg Ser
180 185 190

Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys Thr Val
195 200 205

Ala Pro Thr Glu Cys Ser
210

<210> 312
<211> 444
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<212> PRT
<213> Secuencia artificial

<220>
<223> Cadena pesada (H2)

<400> 312
GIn Val Gln Leu Val GIn Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr
20 25 30

Asp Ile His Trp Val Arg Gln Ala Thr Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Trp Ile Ser Ala Tyr Asn Gly Asn Thr Asn Tyr Ala Gln Lys Leu
50 55 60

GIn Gly Arg Val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Asp Gly Gly Asp Ala Phe Asp Ile Trp Gly GIn Gly Thr Leu
100 105 110

Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu
115 120 125

Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala Ala Leu Gly Cys
130 135 140

Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser
145 150 155 160

Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu GIn Ser
165 170 175

Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser
180 185 190

Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val Asp His Lys Pro Ser Asn
195 200 205

Thr Lys Val Asp Lys Arg Val Glu Ser Lys Tyr Gly Pro Pro Cys Pro
210 215 220

Pro Cys Pro Ala Pro Glu Phe Leu Gly Gly Pro Ser Val Phe Leu Phe
225 230 235 240

Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val
245 250 255

Thr Cys Val Val Val Asp Val Ser Gln Glu Asp Pro Glu Val GIn Phe
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260 265 270

Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro
275 280 285

Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr
290 295 300

Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val
305 310 315 320

Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr Ile Ser Lys Ala
325 330 335

Lys Gly GIn Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Gln
340 345 350

Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly
355 360 365

Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro
370 375 380

Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser
385 390 395 400

Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser Arg Trp Gln Glu
405 410 415

Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His
420 425 430

Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu Gly Lys
435 440

<210> 313

<211> 214

<212> PRT

<213> Secuencia artificial

<220>
<223> Cadena ligera (H11)

<400> 313
Ser Tyr Glu Leu Thr GIn Asp Pro Ala Ala Ser Val Ala Leu Gly Gln
1 5 10 15

Thr Val Arg Ile Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala
20 25 30

Ser Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Val Val Val Ille Tyr
35 40 45

Gly Arg Asn Asn Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser
50 55 60
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Ser Ser Gly Asp Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu

65 70 75 80
Asp Glu Ala Asp Tyr Tyr Cys Lys Ser Arg Asp Ser Ser Gly Asn His
85 90 95

Tyr Val Phe Gly Thr Gly Thr Lys Leu Thr Val Leu Gly Gln Pro Ala
100 105 110

Ala Ala Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu Leu Gln

115 120 125
Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr Pro Gly
130 135 140

Ala Val Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys Ala Gly

145 150 155 160

Val Glu Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys Tyr Ala Ala

165 170 175

Ser Ser Tyr Leu Ser Leu Thr Pro Glu GIn Trp Lys Ser His Arg Ser
180 185 190

Tyr Ser Cys GIn Val Thr His Glu Gly Ser Thr Val Glu Lys Thr Val

195 200 205
Ala Pro Thr Glu Cys Ser
210

<210> 314

<211> 444

<212> PRT

<213> Secuencia artificial

<220>
<223> Cadena pesada (H11)

<400> 314
GIn Val Gln Leu Val GIn Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr
20 25 30

Tyr Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Ile Ile Asn Pro Ser Gly Gly Ser Thr Ser Tyr Ala Gln Lys Phe
50 55 60

GIn Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
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&5 90 95

Ala Arg Asp Ala Gly Ser Ser Ser Asp Tyr Trp Gly Arg Gly Thr Leu
100 105 110

Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu
115 120 125

Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala Ala Leu Gly Cys
130 135 140

Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser
145 150 155 160

Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu GIn Ser
165 170 175

Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser
180 185 190

Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val Asp His Lys Pro Ser Asn
195 200 205

Thr Lys Val Asp Lys Arg Val Glu Ser Lys Tyr Gly Pro Pro Cys Pro
210 215 220

Pro Cys Pro Ala Pro Glu Phe Leu Gly Gly Pro Ser Val Phe Leu Phe
225 230 235 240

Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val
245 250 255

Thr Cys Val Val Val Asp Val Ser Gln Glu Asp Pro Glu Val GIn Phe
260 265 270

Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro
275 280 285

Arg Glu Glu GIn Phe Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr
290 295 300

Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val
305 310 315 320

Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr Ile Ser Lys Ala
325 330 335

Lys Gly Gln Pro Arg Glu Pro GIn Val Tyr Thr Leu Pro Pro Ser Gln
340 345 350

Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly
355 360 365

Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro
370 375 380

Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser
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385 390 395 400

Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser Arg Trp Gln Glu

405 410 415
Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His
420 425 430
Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu Gly Lys
435 440
<210> 315
<211> 216
<212> PRT

<213> Secuencia artificial

<220>
<223> Cadena ligera (F12)

<400> 315
GlIn Ser Val Leu Thr GIn Pro Ala Ser Val Ser Gly Ser Pro Gly Gln
1 5 10 15

Ser Ile Thr Ile Ser Cys Ala Gly Thr Ser Ser Asp Ile Gly Asp Tyr
20 25 30

Asp Tyr Val Ser Trp Tyr GIn GIn His Pro Gly Lys Thr Pro Lys Leu
35 40 45

Met Ile Tyr Asp Val Ser Arg Arg Pro Ser Gly Val Pro Asp Arg Phe
50 55 60

Ser Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu
65 70 75 80

Gln Thr Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Ser Tyr Thr Ser Ser
85 90 95

Ser Val Val Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln
100 105 110

Pro Ala Ala Ala Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu
115 120 125

Leu GIn Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr
130 135 140

Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys
145 150 155 160

Ala Gly Val Glu Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys Tyr
165 170 175

Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His
180 185 190
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Arg Ser Tyr Ser Cys GIn Val Thr His Glu Gly Ser Thr Val Glu Lys

195 200 205
Thr Val Ala Pro Thr Glu Cys Ser
210 215
<210> 316
211> 447
<212> PRT

<213> Secuencia artificial

<220>
<223> Cadena pesada (F12)

<400> 316
Gln Val GIn Leu Val GIn Ser Gly Ala Glu Val Lys Lys Pro Gly Glu
1 5 10 15

Ser Leu Lys Ile Ser Cys Lys Gly Ser Gly Tyr Ser Phe Thr Ser Tyr
20 25 30

Trp Ile Gly Trp Val Arg Gln Met Pro Gly Lys Gly Leu Glu Trp Met
35 40 45

Gly lle Ile Tyr Pro Gly Asp Ser Asp Thr Arg Tyr Ser Pro Ser Phe
50 55 60

GIn Gly Gln Val Thr Ile Ser Ala Asp Lys Ser Ile Ser Thr Ala Tyr
65 70 75 80

Leu GIn Trp Ser Ser Leu Lys Ala Ser Asp Thr Ala Met Tyr Tyr Cys
85 90 95

Ala Ser GIn Tyr Tyr Asp Gly Gly Tyr Tyr Met Asp Val Trp Gly Gln
100 105 110

Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val
115 120 125

Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala Ala
130 135 140

Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser
145 150 155 160

Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val
165 170 175

Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro
180 185 190

Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val Asp His Lys
195 200 205

Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys Tyr Gly Pro
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210 215 220

Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe Leu Gly Gly Pro Ser Val
225 230 235 240

Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met lle Ser Arg Thr
245 250 255

Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu Asp Pro Glu
260 265 270

Val GIn Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys
275 280 285

Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg Val Val Ser
290 295 300

Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys
305 310 315 320

Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr Ile
325 330 335

Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro
340 345 350

Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu
355 360 365

Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn
370 375 380

Gly GIn Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser
385 390 395 400

Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser Arg
405 410 415

Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu
420 425 430

His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu Gly Lys
435 440 445

<210> 317

<211> 214

<212> PRT

<213> Secuencia artificial

<220>
<223> Cadena ligera (B9)

<400> 317
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Asp Ile GIn Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
1 5 10 15

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Ser Ile Ser Arg Tyr
20 25 30

Leu Asn Trp Tyr Gln GIn Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
35 40 45

Tyr Gly Ala Ser Ser Leu Gln Ser Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Phe Ala Thr Tyr His Cys Gln Gln Ala Tyr Gly Phe Pro Leu
85 90 95

Thr Leu Gly Gly Gly Thr Lys Val Glu Ile Lys Arg Thr Ala Ala Ala
100 105 110

Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu GIn Leu Lys Ser Gly
115 120 125

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala
130 135 140

Lys Val GIn Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln
145 150 155 160

Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser
165 170 175

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Leu Tyr
180 185 190

Ala Cys Glu Val Thr His GIn Gly Leu Ser Ser Pro Val Thr Lys Ser
195 200 205

Phe Asn Arg Gly Glu Cys
210

<210> 318

<211> 452

<212> PRT

<213> Secuencia artificial

<220>
<223> Cadena pesada (B9)

<400> 318
GlIn Val GIn Leu Val Glu Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Ser Tyr
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20 25 30

Ala Ile Ser Trp Val Arg Gln Ala Pro Gly GIn Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Ile Phe Gly Thr Ala Asn Tyr Ala GIn Lys Phe
50 55 60

GIn Gly Arg Val Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Gly Glu Ile Ala Val Ala Gln Asn Trp Asp Tyr Tyr Gly Met
100 105 110

Asp Val Trp Gly GIn Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr
115 120 125

Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser
130 135 140

Glu Ser Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu
145 150 155 160

Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His
165 170 175

Thr Phe Pro Ala Val Leu GIn Ser Ser Gly Leu Tyr Ser Leu Ser Ser
180 185 190

Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys
195 200 205

Asn Val Asp His Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu
210 215 220

Ser Lys Tyr Gly Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe Leu
225 230 235 240

Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu
245 250 255

Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser
260 265 270

GIn Glu Asp Pro Glu Val GIn Phe Asn Trp Tyr Val Asp Gly Val Glu
275 280 285

Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu GIn Phe Asn Ser Thr
290 295 300

Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn
305 310 315 320

Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser
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325 330 335

Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln
340 345 350

Val Tyr Thr Leu Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val
355 360 365

Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val
370 375 380

Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro
385 390 395 400

Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr
405 410 415

Val Asp Lys Ser Arg Trp GIn Glu Gly Asn Val Phe Ser Cys Ser Val
420 425 430

Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu
435 440 445

Ser Leu Gly Lys
450

<210> 319

211> 217

<212> PRT

<213> Secuencia artificial

<220>
<223> Cadena ligera (G11)

<400> 319
Gln Ser Ala Leu Thr Gln Pro Arg Ser Val Ser Gly Ser Pro Gly Gln
1 5 10 15

Ser Val Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr
20 25 30

Asn Tyr Val Ser Trp Tyr Gln GIn His Pro Gly Lys Ala Pro Lys Leu
35 40 45

Met Ile Tyr Asp Val Ser Lys Arg Pro Ser Gly Val Pro Asp Arg Phe
50 55 60

Ser Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu
65 70 75 80

GIn Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Ser Ser Ser
85 90 95

Ser Thr Leu Val Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
100 105 110
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Gln Pro Ala Ala Ala Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu
115 120 125

Glu Leu GIn Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe
130 135 140

Tyr Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val
145 150 155 160

Lys Ala Gly Val Glu Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys
165 170 175

Tyr Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser
180 185 190

His Arg Ser Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu
195 200 205

Lys Thr Val Ala Pro Thr Glu Cys Ser
210 215

<210> 320

211> 447

<212> PRT

<213> Secuencia artificial

<220>
<223> Cadena pesada (G11)

<400> 320
GlIn Val GIn Leu Val GIn Ser Gly Ala Glu Val Lys Lys Pro Gly Glu
1 5 10 15

Ser Leu Lys Ile Ser Cys Lys Gly Ser Gly Tyr Ser Phe Thr Ser Tyr
20 25 30

Trp Ile Gly Trp Val Arg Gln Met Pro Gly Lys Gly Leu Glu Trp Met
35 40 45

Gly lle Ile Tyr Pro Gly Asp Ser Asp Thr Arg Tyr Ser Pro Ser Phe
50 55 60

GlIn Gly GIn Val Thr Ile Ser Ala Asp Lys Ser Ile Ser Thr Ala Tyr
65 70 75 80

Leu GIn Trp Ser Ser Leu Lys Ala Ser Asp Thr Ala Met Tyr Tyr Cys
85 90 95

Ala Ser Gln Tyr Tyr Asp Gly Gly Tyr Tyr Met Asp Val Trp Gly Gln
100 105 110

Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val
115 120 125

Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala Ala
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130 135 140

Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser
145 150 155 160

Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val
165 170 175

Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro
180 185 190

Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val Asp His Lys
195 200 205

Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys Tyr Gly Pro
210 215 220

Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe Leu Gly Gly Pro Ser Val
225 230 235 240

Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr
245 250 255

Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu Asp Pro Glu
260 265 270

Val GIn Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys
275 280 285

Thr Lys Pro Arg Glu Glu GIn Phe Asn Ser Thr Tyr Arg Val Val Ser
290 295 300

Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys
305 310 315 320

Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr Ile
325 330 335

Ser Lys Ala Lys Gly GIn Pro Arg Glu Pro GIn Val Tyr Thr Leu Pro
340 345 350

Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu
355 360 365

Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn
370 375 380

Gly GIn Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser
385 390 395 400

Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser Arg
405 410 415

Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu
420 425 430

His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu Gly Lys
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435 440 445

<210> 321

211> 214

<212> PRT

<213> Secuencia artificial

<220>
<223> Cadena ligera (G6)

<400> 321
Ser Tyr Glu Leu Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly GIn
1 5 10 15

Thr Val Thr Ile Thr Cys Gln Gly Asp Ser Leu Arg Arg Tyr Tyr Ala
20 25 30

Thr Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Val Leu Val lle Tyr
35 40 45

Gly GIn Asn Tyr Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser
50 55 60

Asn Ser Gly Thr Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu
65 70 75 80

Asp Glu Ala Asp Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His
85 90 95

Val Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln Pro Ala
100 105 110

Ala Ala Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu Leu GIn
115 120 125

Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr Pro Gly
130 135 140

Ala Val Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys Ala Gly
145 150 155 160

Val Glu Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys Tyr Ala Ala
165 170 175

Ser Ser Tyr Leu Ser Leu Thr Pro Glu GIn Trp Lys Ser His Arg Ser
180 185 190

Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys Thr Val
195 200 205

Ala Pro Thr Glu Cys Ser
210
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<210> 322

<211> 446

<212> PRT

<213> Secuencia artificial

<220>
<223> Cadena pesada (G6)

<400> 322
Glu Val GIn Leu Val Glu Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr
20 25 30

Tyr Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Ile Phe Gly Thr Ala Asn Tyr Ala GIn Lys Phe
50 55 60

GIn Gly Arg Val Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Gly Trp Gly Tyr Ser Ser Ser Phe Asp Tyr Trp Gly Gln Gly
100 105 110

Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe
115 120 125

Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala Ala Leu
130 135 140

Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp
145 150 155 160

Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu
165 170 175

Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser
180 185 190

Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val Asp His Lys Pro
195 200 205

Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys Tyr Gly Pro Pro
210 215 220

Cys Pro Pro Cys Pro Ala Pro Glu Phe Leu Gly Gly Pro Ser Val Phe
225 230 235 240

Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro
245 250 255
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Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu Asp Pro Glu Val
260 265 270

GIn Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr
275 280 285

Lys Pro Arg Glu Glu GIn Phe Asn Ser Thr Tyr Arg Val Val Ser Val
290 295 300

Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys
305 310 315 320

Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr Ile Ser
325 330 335

Lys Ala Lys Gly GIn Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro
340 345 350

Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val
355 360 365

Lys Gly Phe Tyr Pro Ser Asp lle Ala Val Glu Trp Glu Ser Asn Gly
370 375 380

GIn Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp
385 390 395 400

Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser Arg Trp
405 410 415

GlIn Glu Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His
420 425 430

Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu Gly Lys
435 440 445

<210> 323

<211> 216

<212> PRT

<213> Secuencia artificial

<220>
<223> Cadena ligera (F11)

<400> 323
GIn Ser Val Leu Thr Gln Pro Pro Ser Thr Ser Gly Thr Pro Gly Gln
1 5 10 15

Thr Phe Ser Ile Phe Cys Ser Gly Ser Ser Ser Asn Ile Gly Thr Asn
20 25 30

Thr Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu Leu
35 40 45
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Ile Tyr Ser Asn Asp GIn Arg Pro Ser Gly Val Pro Asp Arg Phe Ser

50 55 60
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln
65 70 75 80
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Glu Thr Trp Asp Asp Ser Leu
85 90 95
Lys Gly Pro Val Phe Gly Gly Gly Thr Lys Val Thr Val Leu Gly Gln
100 105 110
Pro Ala Ala Ala Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu
115 120 125
Leu GIn Ala Asn Lys Ala Thr Leu Val Cys Leu lle Ser Asp Phe Tyr
130 135 140
Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys
145 150 155 160
Ala Gly Val Glu Thr Thr Thr Pro Ser Lys GIn Ser Asn Asn Lys Tyr
165 170 175
Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His
180 185 190
Arg Ser Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys
195 200 205
Thr Val Ala Pro Thr Glu Cys Ser
210 215
<210> 324
<211> 446
<212> PRT

<213> Secuencia artificial

<220>
<223> Cadena pesada (F11)

<400> 324
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
1 5 10 15

Ser Leu Lys Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
20 25 30

Ala Met Ser Trp Val Arg Arg Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Ser Thr Ile Ser Gly Ser Gly Asp Ser Thr Tyr Tyr Ala Asp Ser Val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
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65 70 75 80

Leu GIn Met Asn Asn Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Glu Trp Glu Leu Gly Asp Ala Phe Asp Ile Trp Gly Arg Gly
100 105 110

Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe
115 120 125

Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala Ala Leu
130 135 140

Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp
145 150 155 160

Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu
165 170 175

Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser
180 185 190

Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val Asp His Lys Pro
195 200 205

Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys Tyr Gly Pro Pro
210 215 220

Cys Pro Pro Cys Pro Ala Pro Glu Phe Leu Gly Gly Pro Ser Val Phe
225 230 235 240

Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro
245 250 255

Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu Asp Pro Glu Val
260 265 270

GlIn Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr
275 280 285

Lys Pro Arg Glu Glu GIn Phe Asn Ser Thr Tyr Arg Val Val Ser Val
290 295 300

Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys
305 310 315 320

Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr Ile Ser
325 330 335

Lys Ala Lys Gly GIn Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro
340 345 350

Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val
355 360 365

Lys Gly Phe Tyr Pro Ser Asp lle Ala Val Glu Trp Glu Ser Asn Gly
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370 375 380

GlIn Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp
385 390 395 400

Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser Arg Trp
405 410 415

GIn Glu Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His
420 425 430

Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu Gly Lys
435 440 445

<210> 325

211> 212

<212> PRT

<213> Secuencia artificial

<220>
<223> Cadena ligera (D3)

<400> 325
Asp Ile GIn Met Thr GIn Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
1 5 10 15

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Ser Ile Ser Ser Tyr
20 25 30

Leu Asn Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
35 40 45

Tyr Ala Ala Ser Ser Leu GlIn Ser Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Ser Tyr Ser Thr Arg Trp
85 90 95

Thr Phe Gly GIn Gly Thr Lys Val Glu Ile Lys Arg Thr Ala Ala Ala
100 105 110

Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu Leu Gln Ala Asn
115 120 125

Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr Pro Gly Ala Val
130 135 140

Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys Ala Gly Val Glu
145 150 155 160

Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys Tyr Ala Ala Ser Ser
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165 170 175

Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His Arg Ser Tyr Ser
180 185 190

Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys Thr Val Ala Pro
195 200 205

Thr Glu Cys Ser
210

<210> 326

<211> 449

<212> PRT

<213> Secuencia artificial

<220>
<223> Cadena pesada (D3)

<400> 326
Glu Val GIn Leu Leu Glu Ser Gly Gly Gly Val Val GIn Pro Gly Arg
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Ser Thr Phe Ser Ser Tyr
20 25 30

Ala Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Ser Ala Ile Ser Gly Ser Gly Gly Ser Thr Tyr Tyr Ala Asp Ser Val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80

Leu GIn Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Lys Asp Arg Gly Ser Tyr Gly Tyr Tyr Tyr Gly Met Asp Val Trp
100 105 110

Gly GIn Gly Thr Met Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro
115 120 125

Ser Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr
130 135 140

Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr
145 150 155 160

Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro
165 170 175

Ala Val Leu GIn Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr
180 185 190
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Val Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val Asp
195 200 205

His Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys Tyr
210 215 220

Gly Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe Leu Gly Gly Pro
225 230 235 240

Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser
245 250 255

Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu Asp
260 265 270

Pro Glu Val GIn Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn
275 280 285

Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg Val
290 295 300

Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu
305 310 315 320

Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys
325 330 335

Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro GIn Val Tyr Thr
340 345 350

Leu Pro Pro Ser GIn Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr
355 360 365

Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu
370 375 380

Ser Asn Gly GIn Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu
385 390 395 400

Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys
405 410 415

Ser Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His Glu
420 425 430

Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu Gly
435 440 445

Lys

<210> 327

<211> 214

<212> PRT

<213> Secuencia artificial
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<220>
<223> Cadena ligera (B12)

<400> 327
Asp Ile GIln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
1 5 10 15

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Ser Ile Ser Ser Tyr
20 25 30

Leu Asn Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
35 40 45

Tyr Ala Ala Ser Ser Leu Gln Ser Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Ser Tyr Ser Thr Leu Arg
85 90 95

Thr Phe Gly GIn Gly Thr Lys Val Glu Ile Lys Arg Thr Ala Ala Ala
100 105 110

Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu GIn Leu Lys Ser Gly
115 120 125

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala
130 135 140

Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser GIn
145 150 155 160

Glu Ser Val Thr Glu GIn Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser
165 170 175

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Leu Tyr
180 185 190

Ala Cys Glu Val Thr His GIn Gly Leu Ser Ser Pro Val Thr Lys Ser
195 200 205

Phe Asn Arg Gly Glu Cys
210

<210> 328

<211> 449

<212> PRT

<213> Secuencia artificial

<220>
<223> Cadena pesada (B12)

file:///G/...ADO ECHEVERRY/SOLICITUDES PCT 2022/PCT-KR2020-018931/DFA_P22352COPC_Lista de secuencias (espaiiol). TXT[10/07/2022 19:34:44]



<400> 328
Gln Val Gln Leu Val GIn Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Gly Tyr
20 25 30

Tyr Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Trp Ile Asn Pro Asn Ser Gly Gly Thr Asn Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr lle Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Thr Arg Ala Gly Ala Ser Ile Val Gly Ala Thr Ala Leu Asp Tyr Trp
100 105 110

Gly GIn Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro
115 120 125

Ser Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr
130 135 140

Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr
145 150 155 160

Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro
165 170 175

Ala Val Leu GlIn Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr
180 185 190

Val Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val Asp
195 200 205

His Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys Tyr
210 215 220

Gly Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe Leu Gly Gly Pro
225 230 235 240

Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser
245 250 255

Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu Asp
260 265 270

Pro Glu Val GIn Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn
275 280 285

Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg Val
290 295 300
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Val Ser Val Leu Thr Val Leu His GIn Asp Trp Leu Asn Gly Lys Glu
305 310 315 320

Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys
325 330 335

Thr Ile Ser Lys Ala Lys Gly GIn Pro Arg Glu Pro Gln Val Tyr Thr
340 345 350

Leu Pro Pro Ser GIn Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr
355 360 365

Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu
370 375 380

Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu
385 390 395 400

Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys
405 410 415

Ser Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His Glu
420 425 430

Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu Gly
435 440 445

Lys

<210> 329

211> 218

<212> PRT

<213> Secuencia artificial

<220>
<223> Cadena ligera (E4)

<400> 329
Asn Phe Met Leu Thr Gln Pro His Ser Val Ser Glu Ser Pro Gly Lys
1 5 10 15

Thr Val Thr Ile Ser Cys Thr Arg Ser Ser Gly Ser Ile Ala Ser Asn
20 25 30

Tyr Val Gln Trp Tyr Gln Gln Arg Pro Gly Ser Ser Pro Thr Thr Val
35 40 45

Ile Tyr Glu Asp Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser
50 55 60

Gly Ser Ile Asp Ser Ser Ser Asn Ser Ala Ser Leu Thr Ile Ser Gly
65 70 75 80

Leu Lys Thr Glu Asp Glu Ala Asp Tyr Tyr Cys GIn Ser Tyr Asp Thr
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&5 90 95

Gly Asn Arg Asn Tyr Val Phe Gly Thr Gly Thr Gln Leu Thr Val Leu
100 105 110

Gly GIn Pro Ala Ala Ala Pro Ser Val Thr Leu Phe Pro Pro Ser Ser
115 120 125

Glu Glu Ile GIn Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp
130 135 140

Phe Tyr Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Ser Ser Pro
145 150 155 160

Val Lys Ala Gly Val Glu Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn
165 170 175

Lys Tyr Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys
180 185 190

Ser His Arg Ser Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val
195 200 205

Glu Lys Thr Val Ala Pro Thr Glu Cys Ser
210 215

<210> 330

<211> 448

<212> PRT

<213> Secuencia artificial

<220>
<223> Cadena pesada (E4)

<400> 330
GlIn Val GIn Leu Val GIn Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Ser Tyr
20 25 30

Thr Ile Ser Trp Val Arg GIn Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Arg Ile Ile Pro Ile Leu Gly Ile Ala Asn Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Arg Asp Met Ser Thr Asp Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Thr Tyr Asp Asp Thr Ala Val Tyr Phe Cys
85 90 95

Val Arg Gly Pro Ser Leu Asn Tyr Ala Gly Tyr Phe Asp Asn Trp Gly
100 105 110
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GlIn Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser
115 120 125

Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala
130 135 140

Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val
145 150 155 160

Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala
165 170 175

Val Leu GIn Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val
180 185 190

Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val Asp His
195 200 205

Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys Tyr Gly
210 215 220

Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe Leu Gly Gly Pro Ser
225 230 235 240

Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg
245 250 255

Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu Asp Pro
260 265 270

Glu Val GIn Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala
275 280 285

Lys Thr Lys Pro Arg Glu Glu GIn Phe Asn Ser Thr Tyr Arg Val Val
290 295 300

Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr
305 310 315 320

Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr
325 330 335

Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro GIn Val Tyr Thr Leu
340 345 350

Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys
355 360 365

Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser
370 375 380

Asn Gly GIn Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp
385 390 395 400

Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser
405 410 415
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Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala

420 425 430
Leu His Asn His Tyr Thr GIn Lys Ser Leu Ser Leu Ser Leu Gly Lys
435 440 445
<210> 331
<211> 214
<212> PRT

<213> Secuencia artificial

<220>
<223> Cadena ligera (E12)

<400> 331
Ser Tyr Glu Leu Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly GIn
1 5 10 15

Thr Val Arg Ile Thr Cys GIn Gly Asp Ser Leu Arg Ser Tyr Tyr Ala
20 25 30

Ser Trp Tyr Gln GIn Lys Ser Gly Gln Ala Pro Val Leu Val Ile Tyr
35 40 45

Gly Lys Glu Lys Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser
50 55 60

Ser Ser Gly Asn Thr Ala Ser Leu Thr Ile Thr Gly Ala Arg Ala Glu
65 70 75 80

Asp Glu Ala Asp Tyr Tyr Cys Asn Ser Arg Gly Ser Thr Thr Asp Tyr
85 90 95

Met Val Phe Gly Gly Gly Thr Gln Leu Thr Val Leu Gly GIn Pro Ala
100 105 110

Ala Ala Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu Leu GIn
115 120 125

Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr Pro Gly
130 135 140

Ala Val Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys Ala Gly
145 150 155 160

Val Glu Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys Tyr Ala Ala
165 170 175

Ser Ser Tyr Leu Ser Leu Thr Pro Glu GIn Trp Lys Ser His Arg Ser
180 185 190

Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys Thr Val
195 200 205
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Ala Pro Thr Glu Cys Ser
210

<210> 332

<211> 444

<212> PRT

<213> Secuencia artificial

<220>
<223> Cadena pesada (E12)

<400> 332
GIn Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
20 25 30

Ala Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Ala Val Ile Ser Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Glu Arg Gly Ser Gly Met Asp Val Trp Gly GIn Gly Thr Leu
100 105 110

Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu
115 120 125

Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala Ala Leu Gly Cys
130 135 140

Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser
145 150 155 160

Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu GIn Ser
165 170 175

Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser
180 185 190

Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val Asp His Lys Pro Ser Asn
195 200 205

Thr Lys Val Asp Lys Arg Val Glu Ser Lys Tyr Gly Pro Pro Cys Pro
210 215 220

Pro Cys Pro Ala Pro Glu Phe Leu Gly Gly Pro Ser Val Phe Leu Phe
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225 230 235 240

Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val
245 250 255

Thr Cys Val Val Val Asp Val Ser Gln Glu Asp Pro Glu Val Gln Phe
260 265 270

Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro
275 280 285

Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr
290 295 300

Val Leu His GIn Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val
305 310 315 320

Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr Ile Ser Lys Ala
325 330 335

Lys Gly Gln Pro Arg Glu Pro GIn Val Tyr Thr Leu Pro Pro Ser Gln
340 345 350

Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly
355 360 365

Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly GIn Pro
370 375 380

Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser
385 390 395 400

Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser Arg Trp Gln Glu
405 410 415

Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His
420 425 430

Tyr Thr GIn Lys Ser Leu Ser Leu Ser Leu Gly Lys
435 440

<210> 333

<211> 214

<212> PRT

<213> Secuencia artificial

<220>
<223> Cadena ligera (D1)

<400> 333
Glu Thr Thr Leu Thr Gln Ser Pro Ala Phe Met Ser Ala Thr Pro Gly
1 5 10 15

Asp Lys Val Asn Ile Ser Cys Lys Ala Ser Gln Asp Ile Asp Asp Asp
20 25 30

file:///G/...ADO ECHEVERRY/SOLICITUDES PCT 2022/PCT-KR2020-018931/DFA_P22352COPC_Lista de secuencias (espaiiol). TXT[10/07/2022 19:34:44]



Met Asn Trp Tyr Gln GIn Lys Pro Gly Glu Ala Ala Ile Ser Ile Ile
35 40 45

GlIn Glu Ala Ser Thr Leu Val Pro Gly Ile Pro Pro Arg Phe Ser Gly
50 55 60

Ser Gly Tyr Gly Thr Asp Phe Thr Leu Thr Ile Asn Asn Ile Glu Ser
65 70 75 80

Glu Asp Ala Ala Tyr Tyr Phe Cys Leu GIn His Asp Lys Phe Pro Tyr
85 90 95

Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys Arg Thr Ala Ala Ala
100 105 110

Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly
115 120 125

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala
130 135 140

Lys Val GIn Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln
145 150 155 160

Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser
165 170 175

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Leu Tyr
180 185 190

Ala Cys Glu Val Thr His GIn Gly Leu Ser Ser Pro Val Thr Lys Ser
195 200 205

Phe Asn Arg Gly Glu Cys
210

<210> 334

<211> 444

<212> PRT

<213> Secuencia artificial

<220>
<223> Cadena pesada (D1)

<400> 334
Glu Val Gln Leu Val GIn Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly GIn Gly Leu Glu Trp Met
35 40 45

Gly Trp Ile Asn Pro Asn Ser Gly Gly Thr Asn Tyr Ala Gln Lys Phe
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50 55 60

GlIn Gly Arg Val Thr Met Thr Arg Asp Thr Ser Ile Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Arg Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Ser Arg Gly Val Asp Glu Gly Asp Tyr Trp Gly Gln Gly Thr Met
100 105 110

Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu
115 120 125

Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala Ala Leu Gly Cys
130 135 140

Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser
145 150 155 160

Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln Ser
165 170 175

Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser
180 185 190

Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val Asp His Lys Pro Ser Asn
195 200 205

Thr Lys Val Asp Lys Arg Val Glu Ser Lys Tyr Gly Pro Pro Cys Pro
210 215 220

Pro Cys Pro Ala Pro Glu Phe Leu Gly Gly Pro Ser Val Phe Leu Phe
225 230 235 240

Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val
245 250 255

Thr Cys Val Val Val Asp Val Ser Gln Glu Asp Pro Glu Val Gln Phe
260 265 270

Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro
275 280 285

Arg Glu Glu GIn Phe Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr
290 295 300

Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val
305 310 315 320

Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr Ile Ser Lys Ala
325 330 335

Lys Gly GIn Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Gln
340 345 350

Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly
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355 360 365

Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly GIn Pro
370 375 380

Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser
385 390 395 400

Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser Arg Trp Gln Glu
405 410 415

Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His
420 425 430

Tyr Thr GIn Lys Ser Leu Ser Leu Ser Leu Gly Lys
435 440

<210> 335

211> 216

<212> PRT

<213> Secuencia artificial

<220>
<223> Cadena ligera (E6)

<400> 335
Asn Phe Met Leu Thr Gln Pro His Ser Val Ser Glu Ser Pro Gly Lys
1 5 10 15

Thr Val Thr Leu Ser Cys Thr Gly Ser Ser Gly Asn Ile Ala Ser Asn
20 25 30

Tyr Val GIn Trp Tyr Gln His Arg Pro Gly Ser Ala Pro Thr Thr Val
35 40 45

Ile Tyr Arg Asp Asp Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser
50 55 60

Gly Ser Ile Asp Ser Ser Ser Asn Ser Ala Ser Leu Thr Ile Ser Gly
65 70 75 80

Leu Arg Pro Glu Asp Glu Ala Asp Tyr Tyr Cys Gln Ser Tyr Asp Ser
85 90 95

Ser Ser Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln
100 105 110

Pro Ala Ala Ala Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu
115 120 125

Leu GIn Ala Asn Lys Ala Thr Leu Val Cys Leu lle Ser Asp Phe Tyr
130 135 140

Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys
145 150 155 160
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Ala Gly Val Glu Thr Thr Thr Pro Ser Lys GIn Ser Asn Asn Lys Tyr

165 170 175
Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His
180 185 190
Arg Ser Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys
195 200 205
Thr Val Ala Pro Thr Glu Cys Ser
210 215
<210> 336
<211> 451
<212> PRT

<213> Secuencia artificial

<220>
<223> Cadena pesada (E6)

<400> 336
Gln Val Gln Leu Val GIn Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Thr Tyr
20 25 30

Asp Ile Thr Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Trp Met Asn Pro Asn Ser Gly Asn Ser Arg Ser Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Ser Met Thr Ser Asp Ser Ser Ile Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Thr Gly Asp Tyr Ser Gly Val Val Leu Thr Ala Thr Ala Leu Asp
100 105 110

Tyr Trp Gly GIn Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys
115 120 125

Gly Pro Ser Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu
130 135 140

Ser Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro
145 150 155 160

Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr
165 170 175

Phe Pro Ala Val Leu GIn Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val
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180 185 190

Val Thr Val Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn
195 200 205

Val Asp His Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser
210 215 220

Lys Tyr Gly Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe Leu Gly
225 230 235 240

Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met
245 250 255

Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln
260 265 270

Glu Asp Pro Glu Val GIn Phe Asn Trp Tyr Val Asp Gly Val Glu Val
275 280 285

His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr
290 295 300

Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly
305 310 315 320

Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile
325 330 335

Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val
340 345 350

Tyr Thr Leu Pro Pro Ser GIn Glu Glu Met Thr Lys Asn Gln Val Ser
355 360 365

Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu
370 375 380

Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro
385 390 395 400

Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val
405 410 415

Asp Lys Ser Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met
420 425 430

His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser
435 440 445

Leu Gly Lys
450

<210> 337
<211> 216
<212> PRT
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<213> Secuencia artificial

<220>
<223> C(Cadena ligera (E9)

<400> 337
GIn Ser Glu Leu Thr Gln Leu Pro Ser Ala Ser Glu Thr Pro Gly GIn
1 5 10 15

Arg Val Thr Ile Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Asn Asn
20 25 30

Tyr Val Tyr Trp Tyr Gln GIn Leu Pro Gly Thr Ala Pro Lys Leu Leu
35 40 45

Ile Tyr Arg Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser
50 55 60

Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Arg
65 70 75 80

Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Ala Trp Asp Asp Ser Leu
85 90 95

Ser Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln
100 105 110

Pro Ala Ala Ala Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu
115 120 125

Leu GIn Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr
130 135 140

Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys
145 150 155 160

Ala Gly Val Glu Thr Thr Thr Pro Ser Lys GIn Ser Asn Asn Lys Tyr
165 170 175

Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His
180 185 190

Arg Ser Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys
195 200 205

Thr Val Ala Pro Thr Glu Cys Ser
210 215

<210> 338

<211> 450

<212> PRT

<213> Secuencia artificial

<220>
<223> Cadena pesada (E9)
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<400> 338
GIn Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val GIn Pro Gly Arg
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
20 25 30

Gly Met His Trp Val Arg GIn Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Ala Asn Ile Lys GIn Asp Gly Ser Glu Lys Tyr Tyr Val Asp Ser Val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Thr Leu Tyr
65 70 75 80

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Glu Asp Arg Ile Ala Ala Ala Gly Met Arg Glu Leu Asp Tyr
100 105 110

Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly
115 120 125

Pro Ser Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser
130 135 140

Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val
145 150 155 160

Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe
165 170 175

Pro Ala Val Leu GIn Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val
180 185 190

Thr Val Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val
195 200 205

Asp His Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys
210 215 220

Tyr Gly Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe Leu Gly Gly
225 230 235 240

Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile
245 250 255

Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu
260 265 270

Asp Pro Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val His
275 280 285

Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg
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290 295 300

Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys

305 310 315 320
Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu
325 330 335
Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr
340 345 350
Thr Leu Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu
355 360 365
Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp
370 375 380
Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val
385 390 395 400
Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp
405 410 415
Lys Ser Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His
420 425 430
Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu
435 440 445
Gly Lys
450
<210> 339
<211> 220
<212> PRT

<213> Secuencia artificial

<220>
<223> Cadena ligera (A11)

<400> 339
Asp Ile Val Met Thr Gln Ser Pro Leu Ser Leu Pro Val Thr Pro Gly
1 5 10 15

Glu Pro Ala Ser Ile Ser Cys Arg Ser Ser Gln Ser Leu Leu His Ser
20 25 30

Asn Gly Tyr Asn Tyr Leu Asp Trp Tyr Leu Gln Lys Pro Gly GIn Ser
35 40 45

Pro GIn Leu Leu Ile Tyr Leu Gly Ser Asn Arg Ala Ser Gly Val Pro
50 55 60

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys Ile
65 70 75 80
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Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Met Gln Gly
85 90 95

Thr His Trp Pro Pro Tyr Thr Phe Gly Gln Gly Thr Lys Val Glu Ile
100 105 110

Lys Arg Thr Ala Ala Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp
115 120 125

Glu GIn Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn
130 135 140

Phe Tyr Pro Arg Glu Ala Lys Val GIn Trp Lys Val Asp Asn Ala Leu
145 150 155 160

GlIn Ser Gly Asn Ser Gln Glu Ser Val Thr Glu GIn Asp Ser Lys Asp
165 170 175

Ser Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr
180 185 190

Glu Lys His Lys Leu Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser
195 200 205

Ser Pro Val Thr Lys Ser Phe Asn Arg Gly Glu Cys
210 215 220

<210> 340

211> 447

<212> PRT

<213> Secuencia artificial

<220>
<223> Cadena pesada (A11)

<400> 340
Glu Val GIn Leu Leu Glu Ser Gly Gly Gly Leu Glu GIn Pro Gly Gly
1 5 10 15

Phe Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Phe Thr Ser Tyr
20 25 30

Ala Met Thr Trp Val Arg GIn Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Ser Gly Ile Ser Ser Asp Gly Thr Thr Thr Thr Tyr Ala Asp Ser Val
50 55 60

Arg Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Thr Val Tyr
65 70 75 80

Leu GIn Met Asn Ser Leu Arg Asp Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Asp GIn Leu Leu Gly Trp Asp Ala Leu Asn Val Trp Gly GIn

file:///G/...ADO ECHEVERRY/SOLICITUDES PCT 2022/PCT-KR2020-018931/DFA_P22352COPC_Lista de secuencias (espaiiol). TXT[10/07/2022 19:34:44]



100 105 110

Gly Thr Met Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val
115 120 125

Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala Ala
130 135 140

Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser
145 150 155 160

Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val
165 170 175

Leu GIn Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro
180 185 190

Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val Asp His Lys
195 200 205

Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys Tyr Gly Pro
210 215 220

Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe Leu Gly Gly Pro Ser Val
225 230 235 240

Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr
245 250 255

Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu Asp Pro Glu
260 265 270

Val GIn Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys
275 280 285

Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg Val Val Ser
290 295 300

Val Leu Thr Val Leu His GIn Asp Trp Leu Asn Gly Lys Glu Tyr Lys
305 310 315 320

Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr Ile
325 330 335

Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro
340 345 350

Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu
355 360 365

Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn
370 375 380

Gly GIn Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser
385 390 395 400

Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser Arg
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405 410 415

Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu

420 425 430
His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu Gly Lys
435 440 445
<210> 341
<211> 327
<212> PRT

<213> Secuencia artificial

<220>
<223> FcdelgG4

<400> 341
Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Cys Ser Arg
1 5 10 15

Ser Thr Ser Glu Ser Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr
20 25 30

Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser
35 40 45

Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser
50 55 60

Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Lys Thr
65 70 75 80

Tyr Thr Cys Asn Val Asp His Lys Pro Ser Asn Thr Lys Val Asp Lys
85 90 95

Arg Val Glu Ser Lys Tyr Gly Pro Pro Cys Pro Pro Cys Pro Ala Pro
100 105 110

Glu Phe Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys
115 120 125

Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val
130 135 140

Asp Val Ser Gln Glu Asp Pro Glu Val Gln Phe Asn Trp Tyr Val Asp
145 150 155 160

Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe
165 170 175

Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp
180 185 190
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Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu
195 200 205

Pro Ser Ser Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg
210 215 220

Glu Pro GIn Val Tyr Thr Leu Pro Pro Ser GIln Glu Glu Met Thr Lys
225 230 235 240

Asn GIn Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp
245 250 255

Ile Ala Val Glu Trp Glu Ser Asn Gly GIn Pro Glu Asn Asn Tyr Lys
260 265 270

Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser
275 280 285

Arg Leu Thr Val Asp Lys Ser Arg Trp Gln Glu Gly Asn Val Phe Ser
290 295 300

Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser
305 310 315 320

Leu Ser Leu Ser Leu Gly Lys
325

<210> 342

<211> 102

<212> PRT

<213> Secuencia artificial

<220> N
<223> RegiA’n constante kappa

<400> 342
Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu GIn Leu Lys Ser Gly
1 5 10 15

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala
20 25 30

Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser GIn
35 40 45

Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser
50 55 60

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Leu Tyr
65 70 75 80

Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser
85 90 95

Phe Asn Arg Gly Glu Cys
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100

<210> 343

<211> 100

<212> PRT

<213> Secuencia artificial

<220> N
<223> RegiA’n constante lambda

<400> 343
Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu Leu Gln Ala Asn
1 5 10 15

Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr Pro Gly Ala Val
20 25 30

Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys Ala Gly Val Glu
35 40 45

Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys Tyr Ala Ala Ser Ser
50 55 60

Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His Arg Ser Tyr Ser
65 70 75 80

Cys GIn Val Thr His Glu Gly Ser Thr Val Glu Lys Thr Val Ala Pro
85 90 95

Thr Glu Cys Ser
100

<210> 344

<211> 106

<212> PRT

<213> Secuencia artificial

<220>
<223> RegiA’n constante lambda CL.1

<400> 344
Gly GIn Pro Lys Ala Asn Pro Thr Val Thr Leu Phe Pro Pro Ser Ser
1 5 10 15

Glu Glu Leu GIn Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp
20 25 30

Phe Tyr Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Gly Ser Pro
35 40 45

Val Lys Ala Gly Val Glu Thr Thr Lys Pro Ser Lys GIln Ser Asn Asn
50 55 60
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Lys Tyr Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu GIn Trp Lys
65 70 75 80

Ser His Arg Ser Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val
85 90 95

Glu Lys Thr Val Ala Pro Thr Glu Cys Ser
100 105

<210> 345

<211> 110

<212> PRT

<213> Secuencia artificial

<220> N
<223> RegiA’n variable de cadena ligera (E3.1)

<400> 345
Ser Tyr Glu Leu Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln
1 5 10 15

Thr Val Arg Ile Thr Cys Gln Gly Asp Ser Leu Arg Asn Phe Tyr Ala
20 25 30

Ser Trp Tyr Gln GIn Lys Ser Gly Gln Ala Pro Val Leu Val Met Tyr
35 40 45

Gly Lys Asn Asn Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser
50 55 60

Thr Ser Gly Asn Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu
65 70 75 80

Asp Glu Ala Asp Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Ser His
85 90 95

Leu Thr Gly Val Phe Gly Gly Gly Thr Lys Val Thr Val Leu
100 105 110

<210> 346

<211> 330

<212> PRT

<213> Secuencia artificial

<220>
<223> Gen que codifica para la regiA®n variable de cadena ligera (E3.1)

<400> 346
Thr Cys Cys Thr Ala Thr Gly Ala Gly Cys Thr Gly Ala Cys Thr Cys
1 5 10 15

Ala Gly Gly Ala Cys Cys Cys Thr Gly Cys Thr Gly Thr Gly Thr Cys
20 25 30
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Thr Gly Thr Gly Gly Cys Cys Thr Thr Gly Gly Gly Ala Cys Ala Gly
35 40 45

Ala Cys Ala Gly Thr Cys Ala Gly Gly Ala Thr Cys Ala Cys Ala Thr
50 55 60

Gly Cys Cys Ala Gly Gly Gly Ala Gly Ala Cys Ala Gly Cys Cys Thr
65 70 75 80

Cys Ala Gly Ala Ala Ala Cys Thr Thr Thr Thr Ala Thr Gly Cys Ala
85 90 95

Ala Gly Cys Thr Gly Gly Thr Ala Cys Cys Ala Gly Cys Ala Gly Ala
100 105 110

Ala Gly Thr Cys Ala Gly Gly Ala Cys Ala Gly Gly Cys Cys Cys Cys
115 120 125

Ala Gly Thr Thr Cys Thr Thr Gly Thr Cys Ala Thr Gly Thr Ala Thr
130 135 140

Gly Gly Thr Ala Ala Ala Ala Ala Cys Ala Ala Cys Cys Gly Gly Cys
145 150 155 160

Cys Cys Thr Cys Ala Gly Gly Gly Ala Thr Cys Cys Cys Ala Gly Ala
165 170 175

Cys Cys Gly Ala Thr Thr Cys Thr Cys Thr Gly Gly Cys Thr Cys Cys
180 185 190

Ala Cys Cys Thr Cys Ala Gly Gly Ala Ala Ala Cys Ala Cys Ala Gly
195 200 205

Cys Thr Thr Cys Cys Thr Thr Gly Ala Cys Cys Ala Thr Cys Ala Cys
210 215 220

Thr Gly Gly Gly Gly Cys Thr Cys Ala Gly Gly Cys Gly Gly Ala Ala
225 230 235 240

Gly Ala Thr Gly Ala Gly Gly Cys Thr Gly Ala Cys Thr Ala Thr Thr
245 250 255

Ala Cys Thr Gly Thr Ala Ala Cys Thr Cys Cys Cys Gly Gly Gly Ala
260 265 270

Cys Ala Gly Cys Ala Gly Thr Gly Gly Thr Ala Gly Cys Cys Ala Thr
275 280 285

Thr Thr Gly Ala Cys Gly Gly Gly Cys Gly Thr Ala Thr Thr Cys Gly
290 295 300

Gly Cys Gly Gly Ala Gly Gly Gly Ala Cys Cys Ala Ala Gly Gly Thr
305 310 315 320

Cys Ala Cys Cys Gly Thr Cys Cys Thr Ala
325 330
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<210> 347

211> 216

<212> PRT

<213> Secuencia artificial

<220>
<223> Cadena ligera (E3.1)

<400> 347
Ser Tyr Glu Leu Thr GIn Asp Pro Ala Val Ser Val Ala Leu Gly Gln
1 5 10 15

Thr Val Arg Ile Thr Cys Gln Gly Asp Ser Leu Arg Asn Phe Tyr Ala
20 25 30

Ser Trp Tyr Gln Gln Lys Ser Gly Gln Ala Pro Val Leu Val Met Tyr
35 40 45

Gly Lys Asn Asn Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser
50 55 60

Thr Ser Gly Asn Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu
65 70 75 80

Asp Glu Ala Asp Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Ser His
85 90 95

Leu Thr Gly Val Phe Gly Gly Gly Thr Lys Val Thr Val Leu Gly GIn
100 105 110

Pro Lys Ala Asn Pro Thr Val Thr Leu Phe Pro Pro Ser Ser Glu Glu
115 120 125

Leu GIn Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr
130 135 140

Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Gly Ser Pro Val Lys
145 150 155 160

Ala Gly Val Glu Thr Thr Lys Pro Ser Lys GIn Ser Asn Asn Lys Tyr
165 170 175

Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His
180 185 190

Arg Ser Tyr Ser Cys GIn Val Thr His Glu Gly Ser Thr Val Glu Lys
195 200 205

Thr Val Ala Pro Thr Glu Cys Ser
210 215

<210> 348

<211> 650

<212> PRT

<213> Secuencia artificial
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<220>
<223> LILRBI(AAHI5731)

<400> 348
Met Thr Pro Ile Leu Thr Val Leu Ile Cys Leu Gly Leu Ser Leu Gly
1 5 10 15

Pro Arg Thr His Val Gln Ala Gly His Leu Pro Lys Pro Thr Leu Trp
20 25 30

Ala Glu Pro Gly Ser Val Ile Thr Gln Gly Ser Pro Val Thr Leu Arg
35 40 45

Cys GIn Gly Gly GIn Glu Thr GIn Glu Tyr Arg Leu Tyr Arg Glu Lys
50 55 60

Lys Thr Ala Pro Trp Ile Thr Arg Ile Pro Gln Glu Leu Val Lys Lys
65 70 75 80

Gly GIn Phe Pro Ile Pro Ser Ile Thr Trp Glu His Ala Gly Arg Tyr
85 90 95

Arg Cys Tyr Tyr Gly Ser Asp Thr Ala Gly Arg Ser Glu Ser Ser Asp
100 105 110

Pro Leu Glu Leu Val Val Thr Gly Ala Tyr Ile Lys Pro Thr Leu Ser
115 120 125

Ala GIn Pro Ser Pro Val Val Asn Ser Gly Gly Asn Val Thr Leu Gln
130 135 140

Cys Asp Ser GIn Val Ala Phe Asp Gly Phe Ile Leu Cys Lys Glu Gly
145 150 155 160

Glu Asp Glu His Pro Gln Cys Leu Asn Ser Gln Pro His Ala Arg Gly
165 170 175

Ser Ser Arg Ala Ile Phe Ser Val Gly Pro Val Ser Pro Ser Arg Arg
180 185 190

Trp Trp Tyr Arg Cys Tyr Ala Tyr Asp Ser Asn Ser Pro Tyr Glu Trp
195 200 205

Ser Leu Pro Ser Asp Leu Leu Glu Leu Leu Val Leu Gly Val Ser Lys
210 215 220

Lys Pro Ser Leu Ser Val Gln Pro Gly Pro Ile Val Ala Pro Glu Glu
225 230 235 240

Thr Leu Thr Leu Gln Cys Gly Ser Asp Ala Gly Tyr Asn Arg Phe Val
245 250 255

Leu Tyr Lys Asp Gly Glu Arg Asp Phe Leu Gln Leu Ala Gly Ala Gln
260 265 270

Pro GIn Ala Gly Leu Ser Gln Ala Asn Phe Thr Leu Gly Pro Val Ser
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275 280 285

Arg Ser Tyr Gly Gly GIn Tyr Arg Cys Tyr Gly Ala His Asn Leu Ser
290 295 300

Ser Glu Trp Ser Ala Pro Ser Asp Pro Leu Asp Ile Leu Ile Ala Gly
305 310 315 320

GIn Phe Tyr Asp Arg Val Ser Leu Ser Val GIn Pro Gly Pro Thr Val
325 330 335

Ala Ser Gly Glu Asn Val Thr Leu Leu Cys Gln Ser Gln Gly Trp Met
340 345 350

GlIn Thr Phe Leu Leu Thr Lys Glu Gly Ala Ala Asp Asp Pro Trp Arg
355 360 365

Leu Arg Ser Thr Tyr Gln Ser GIn Lys Tyr Gln Ala Glu Phe Pro Met
370 375 380

Gly Pro Val Thr Ser Ala His Ala Gly Thr Tyr Arg Cys Tyr Gly Ser
385 390 395 400

Gln Ser Ser Lys Pro Tyr Leu Leu Thr His Pro Ser Asp Pro Leu Glu
405 410 415

Leu Val Val Ser Gly Pro Ser Gly Gly Pro Ser Ser Pro Thr Thr Gly
420 425 430

Pro Thr Ser Thr Ser Gly Pro Glu Asp Gln Pro Leu Thr Pro Thr Gly
435 440 445

Ser Asp Pro GIn Ser Gly Leu Gly Arg His Leu Gly Val Val lle Gly
450 455 460

Ile Leu Val Ala Val lle Leu Leu Leu Leu Leu Leu Leu Leu Leu Phe
465 470 475 480

Leu Ile Leu Arg His Arg Arg Gln Gly Lys His Trp Thr Ser Thr GIn
485 490 495

Arg Lys Ala Asp Phe GIn His Pro Ala Gly Ala Val Gly Pro Glu Pro
500 505 510

Thr Asp Arg Gly Leu Gln Trp Arg Ser Ser Pro Ala Ala Asp Ala Gln
515 520 525

Glu Glu Asn Leu Tyr Ala Ala Val Lys His Thr Gln Pro Glu Asp Gly
530 535 540

Val Glu Met Asp Thr Arg Ser Pro His Asp Glu Asp Pro GIn Ala Val
545 550 555 560

Thr Tyr Ala Glu Val Lys His Ser Arg Pro Arg Arg Glu Met Ala Ser
565 570 575

Pro Pro Ser Pro Leu Ser Gly Glu Phe Leu Asp Thr Lys Asp Arg Gln
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580 585 590

Ala Glu Glu Asp Arg Gln Met Asp Thr Glu Ala Ala Ala Ser Glu Ala
595 600 605

Pro Gln Asp Val Thr Tyr Ala GIn Leu His Ser Leu Thr Leu Arg Arg
610 615 620

Lys Ala Thr Glu Pro Pro Pro Ser Gln Glu Gly Pro Ser Pro Ala Val
625 630 635 640

Pro Ser Ile Tyr Ala Thr Leu Ala Ile His
645 650

<210> 349

<211> 598

<212> PRT

<213> Secuencia artificial

<220>
<223> LILRB2(AAH36827)

<400> 349
Met Thr Pro Ile Val Thr Val Leu lle Cys Leu Gly Leu Ser Leu Gly
1 5 10 15

Pro Arg Thr His Val Gln Thr Gly Thr Ile Pro Lys Pro Thr Leu Trp
20 25 30

Ala Glu Pro Asp Ser Val Ile Thr Gln Gly Ser Pro Val Thr Leu Ser
35 40 45

Cys GIn Gly Ser Leu Glu Ala GIn Glu Tyr Arg Leu Tyr Arg Glu Lys
50 55 60

Lys Ser Ala Ser Trp Ile Thr Arg Ile Arg Pro Glu Leu Val Lys Asn
65 70 75 80

Gly GIn Phe His Ile Pro Ser Ile Thr Trp Glu His Thr Gly Arg Tyr
85 90 95

Gly Cys GIn Tyr Tyr Ser Arg Ala Arg Trp Ser Glu Leu Ser Asp Pro
100 105 110

Leu Val Leu Val Met Thr Gly Ala Tyr Pro Lys Pro Thr Leu Ser Ala
115 120 125

GIn Pro Ser Pro Val Val Thr Ser Gly Gly Arg Val Thr Leu Gln Cys
130 135 140

Glu Ser Gln Val Ala Phe Gly Gly Phe Ile Leu Cys Lys Glu Gly Glu
145 150 155 160

Asp Glu His Pro Gln Cys Leu Asn Ser Gln Pro His Ala Arg Gly Ser
165 170 175
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Ser Arg Ala Ile Phe Ser Val Gly Pro Val Ser Pro Asn Arg Arg Trp
180 185 190

Ser His Arg Cys Tyr Gly Tyr Asp Leu Asn Ser Pro Tyr Val Trp Ser
195 200 205

Ser Pro Ser Asp Leu Leu Glu Leu Leu Val Pro Gly Val Ser Lys Lys
210 215 220

Pro Ser Leu Ser Val Gln Pro Gly Pro Val Val Ala Pro Gly Glu Ser
225 230 235 240

Leu Thr Leu GIn Cys Val Ser Asp Val Gly Tyr Asp Arg Phe Val Leu
245 250 255

Tyr Lys Glu Gly Glu Arg Asp Leu Arg Gln Leu Pro Gly Arg Gln Pro
260 265 270

GIn Ala Gly Leu Ser GIn Ala Asn Phe Thr Leu Gly Pro Val Ser Arg
275 280 285

Ser Tyr Gly Gly GIn Tyr Arg Cys Tyr Gly Ala Tyr Asn Leu Ser Ser
290 295 300

Glu Trp Ser Ala Pro Ser Asp Pro Leu Asp Ile Leu Ile Thr Gly Gln
305 310 315 320

Ile His Gly Thr Pro Phe Ile Ser Val GIn Pro Gly Pro Thr Val Ala
325 330 335

Ser Gly Glu Asn Val Thr Leu Leu Cys GIn Ser Trp Arg Gln Phe His
340 345 350

Thr Phe Leu Leu Thr Lys Ala Gly Ala Ala Asp Ala Pro Leu Arg Leu
355 360 365

Arg Ser Ile His Glu Tyr Pro Lys Tyr Gln Ala Glu Phe Pro Met Ser
370 375 380

Pro Val Thr Ser Ala His Ala Gly Thr Tyr Arg Cys Tyr Gly Ser Leu
385 390 395 400

Asn Ser Asp Pro Tyr Leu Leu Ser His Pro Ser Glu Pro Leu Glu Leu
405 410 415

Val Val Ser Gly Pro Ser Met Gly Ser Ser Pro Pro Pro Thr Gly Pro
420 425 430

Ile Ser Thr Pro Ala Gly Pro Glu Asp Gln Pro Leu Thr Pro Thr Gly
435 440 445

Ser Asp Pro Gln Ser Gly Leu Gly Arg His Leu Gly Val Val Ile Gly
450 455 460

Ile Leu Val Ala Val Val Leu Leu Leu Leu Leu Leu Leu Leu Leu Phe
465 470 475 480
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Leu Ile Leu Arg His Arg Arg Gln Gly Lys His Trp Thr Ser Thr GIn
485 490 495

Arg Lys Ala Asp Phe GIn His Pro Ala Gly Ala Val Gly Pro Glu Pro
500 505 510

Thr Asp Arg Gly Leu Gln Trp Arg Ser Ser Pro Ala Ala Asp Ala Gln
515 520 525

Glu Glu Asn Leu Tyr Ala Ala Val Lys Asp Thr Gln Pro Glu Asp Gly
530 535 540

Val Glu Met Asp Thr Arg Ala Ala Ala Ser Glu Ala Pro GIn Asp Val
545 550 555 560

Thr Tyr Ala Gln Leu His Ser Leu Thr Leu Arg Arg Lys Ala Thr Glu
565 570 575

Pro Pro Pro Ser Gln Glu Gly Glu Pro Pro Ala Glu Pro Ser Ile Tyr
580 585 590

Ala Thr Leu Ala Ile His
595

<210> 350

211> 631

<212> PRT

<213> Secuencia artificial

<220>
<223> LILRB3(XP _006726377)

<400> 350
Met Thr Pro Ala Leu Thr Ala Leu Leu Cys Leu Gly Leu Ser Leu Gly
1 5 10 15

Pro Arg Thr Arg Val Gln Ala Gly Pro Phe Pro Lys Pro Thr Leu Trp
20 25 30

Ala Glu Pro Gly Ser Val lle Ser Trp Gly Ser Pro Val Thr Ile Trp
35 40 45

Cys GIn Gly Ser Leu Glu Ala GIn Glu Tyr Arg Leu Asp Lys Glu Gly
50 55 60

Ser Pro Glu Pro Leu Asp Arg Asn Asn Pro Leu Glu Pro Lys Asn Lys
65 70 75 80

Ala Arg Phe Ser Ile Pro Ser Met Thr Glu His His Ala Gly Arg Tyr
85 90 95

Arg Cys His Tyr Tyr Ser Ser Ala Gly Trp Ser Glu Pro Ser Asp Pro
100 105 110

Leu Glu Leu Val Met Thr Gly Phe Tyr Asn Lys Pro Thr Leu Ser Ala
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115 120 125

Leu Pro Ser Pro Val Val Ala Ser Gly Gly Asn Met Thr Leu Arg Cys
130 135 140

Gly Ser GIn Lys Gly Tyr His His Phe Val Leu Met Lys Glu Gly Glu
145 150 155 160

His GIn Leu Pro Arg Thr Leu Asp Ser Gln Gln Leu His Ser Gly Gly
165 170 175

Phe Gln Ala Leu Phe Pro Val Gly Pro Val Asn Pro Ser His Arg Trp
180 185 190

Arg Phe Thr Cys Tyr Tyr Tyr Tyr Met Asn Thr Pro Gln Val Trp Ser
195 200 205

His Pro Ser Asp Pro Leu Glu Ile Leu Pro Ser Gly Val Ser Arg Lys
210 215 220

Pro Ser Leu Leu Thr Leu GIn Gly Pro Val Leu Ala Pro Gly Gln Ser
225 230 235 240

Leu Thr Leu Gln Cys Gly Ser Asp Val Gly Tyr Asp Arg Phe Val Leu
245 250 255

Tyr Lys Glu Gly Glu Arg Asp Phe Leu GIn Arg Pro Gly Gln GIn Pro
260 265 270

Gln Ala Gly Leu Ser GIn Ala Asn Phe Thr Leu Gly Pro Val Ser Pro
275 280 285

Ser His Gly Gly GIn Tyr Arg Cys Tyr Gly Ala His Asn Leu Ser Ser
290 295 300

Glu Trp Ser Ala Pro Ser Asp Pro Leu Asn Ile Leu Met Ala Gly Gln
305 310 315 320

Ile Tyr Asp Thr Val Ser Leu Ser Ala Gln Pro Gly Pro Thr Val Ala
325 330 335

Ser Gly Glu Asn Val Thr Leu Leu Cys GIn Ser Trp Trp Gln Phe Asp
340 345 350

Thr Phe Leu Leu Thr Lys Glu Gly Ala Ala His Pro Pro Leu Arg Leu
355 360 365

Arg Ser Met Tyr Gly Ala His Lys Tyr Gln Ala Glu Phe Pro Met Ser
370 375 380

Pro Val Thr Ser Ala His Ala Gly Thr Tyr Arg Cys Tyr Gly Ser Tyr
385 390 395 400

Ser Ser Asn Pro His Leu Leu Ser Phe Pro Ser Glu Pro Leu Glu Leu
405 410 415

Met Val Ser Gly His Ser Gly Gly Ser Ser Leu Pro Pro Thr Gly Pro

file:///G/...ADO ECHEVERRY/SOLICITUDES PCT 2022/PCT-KR2020-018931/DFA_P22352COPC_Lista de secuencias (espaiiol). TXT[10/07/2022 19:34:44]



420 425 430

Pro Ser Thr Pro Gly Leu Gly Arg Tyr Leu Glu Val Leu Ile Gly Val
435 440 445

Ser Val Ala Phe Val Leu Leu Leu Phe Leu Leu Leu Phe Leu Leu Leu
450 455 460

Arg Arg Gln Arg His Ser Lys His Arg Thr Ser Asp Gln Arg Lys Thr
465 470 475 480

Asp Phe Gln Arg Pro Ala Gly Ala Ala Glu Thr Glu Pro Lys Asp Arg
485 490 495

Gly Leu Leu Arg Arg Ser Ser Pro Ala Ala Asp Val Gln Glu Glu Asn
500 505 510

Leu Tyr Ala Ala Val Lys Asp Thr Gln Ser Glu Asp Arg Val Glu Leu
515 520 525

Asp Ser GlIn Ser Pro His Asp Glu Asp Pro Gln Ala Val Thr Tyr Ala
530 535 540

Pro Val Lys His Ser Ser Pro Arg Arg Glu Met Ala Ser Pro Pro Ser
545 550 555 560

Ser Leu Ser Gly Glu Phe Leu Asp Thr Lys Asp Arg Gln Val Glu Glu
565 570 575

Asp Arg Gln Met Asp Thr Glu Ala Ala Ala Ser Glu Ala Ser Gln Asp
580 585 590

Val Thr Tyr Ala Gln Leu His Ser Leu Thr Leu Arg Arg Lys Ala Thr
595 600 605

Glu Pro Pro Pro Ser Gln Glu Gly Glu Pro Pro Ala Glu Pro Ser Ile
610 615 620

Tyr Ala Thr Leu Ala Ile His
625 630

<210> 351

<211> 448

<212> PRT

<213> Secuencia artificial

<220>
<223> LILRB4(NP _001265355)

<400> 351
Met Ile Pro Thr Phe Thr Ala Leu Leu Cys Leu Gly Leu Ser Leu Gly
1 5 10 15

Pro Arg Thr His Met Gln Ala Gly Pro Leu Pro Lys Pro Thr Leu Trp
20 25 30
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Ala Glu Pro Gly Ser Val Ile Ser Trp Gly Asn Ser Val Thr Ile Trp
35 40 45

Cys Gln Gly Thr Leu Glu Ala Arg Glu Tyr Arg Leu Asp Lys Glu Glu
50 55 60

Ser Pro Ala Pro Trp Asp Arg Gln Asn Pro Leu Glu Pro Lys Asn Lys
65 70 75 80

Ala Arg Phe Ser Ile Pro Ser Met Thr Glu Asp Tyr Ala Gly Arg Tyr
85 90 95

Arg Cys Tyr Tyr Arg Ser Pro Val Gly Trp Ser Gln Pro Ser Asp Pro
100 105 110

Leu Glu Leu Val Met Thr Gly Ala Tyr Ser Lys Pro Thr Leu Ser Ala
115 120 125

Leu Pro Ser Pro Leu Val Thr Ser Gly Lys Ser Val Thr Leu Leu Cys
130 135 140

GIn Ser Arg Ser Pro Met Asp Thr Phe Leu Leu Ile Lys Glu Arg Ala
145 150 155 160

Ala His Pro Leu Leu His Leu Arg Ser Glu His Gly Ala GIn Gln His
165 170 175

Gln Ala Glu Phe Pro Met Ser Pro Val Thr Ser Val His Gly Gly Thr
180 185 190

Tyr Arg Cys Phe Ser Ser His Gly Phe Ser His Tyr Leu Leu Ser His
195 200 205

Pro Ser Asp Pro Leu Glu Leu Ile Val Ser Gly Ser Leu Glu Gly Pro
210 215 220

Arg Pro Ser Pro Thr Arg Ser Val Ser Thr Ala Ala Gly Pro Glu Asp
225 230 235 240

Gln Pro Leu Met Pro Thr Gly Ser Val Pro His Ser Gly Leu Arg Arg
245 250 255

His Trp Glu Val Leu Ile Gly Val Leu Val Val Ser Ile Leu Leu Leu
260 265 270

Ser Leu Leu Leu Phe Leu Leu Leu Gln His Trp Arg Gln Gly Lys His
275 280 285

Arg Thr Leu Ala Gln Arg Gln Ala Asp Phe Gln Arg Pro Pro Gly Ala
290 295 300

Ala Glu Pro Glu Pro Lys Asp Gly Gly Leu Gln Arg Arg Ser Ser Pro
305 310 315 320

Ala Ala Asp Val Gln Gly Glu Asn Phe Cys Ala Ala Val Lys Asn Thr
325 330 335
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GIn Pro Glu Asp Gly Val Glu Met Asp Thr Arg Gln Ser Pro His Asp
340 345 350

Glu Asp Pro Gln Ala Val Thr Tyr Ala Lys Val Lys His Ser Arg Pro
355 360 365

Arg Arg Glu Met Ala Ser Pro Pro Ser Pro Leu Ser Gly Glu Phe Leu
370 375 380

Asp Thr Lys Asp Arg Gln Ala Glu Glu Asp Arg Gln Met Asp Thr Glu
385 390 395 400

Ala Ala Ala Ser Glu Ala Pro Gln Asp Val Thr Tyr Ala Arg Leu His
405 410 415

Ser Phe Thr Leu Arg GIn Lys Ala Thr Glu Pro Pro Pro Ser Gln Glu
420 425 430

Gly Ala Ser Pro Ala Glu Pro Ser Val Tyr Ala Thr Leu Ala Ile His
435 440 445

<210> 352

<211> 590

<212> PRT

<213> Secuencia artificial

<220>
<223> LILRBS(NP_006831)

<400> 352
Met Thr Leu Thr Leu Ser Val Leu Ile Cys Leu Gly Leu Ser Val Gly
1 5 10 15

Pro Arg Thr Cys Val Gln Ala Gly Thr Leu Pro Lys Pro Thr Leu Trp
20 25 30

Ala Glu Pro Ala Ser Val Ile Ala Arg Gly Lys Pro Val Thr Leu Trp
35 40 45

Cys GIn Gly Pro Leu Glu Thr Glu Glu Tyr Arg Leu Asp Lys Glu Gly
50 55 60

Leu Pro Trp Ala Arg Lys Arg Gln Asn Pro Leu Glu Pro Gly Ala Lys
65 70 75 80

Ala Lys Phe His Ile Pro Ser Thr Val Tyr Asp Ser Ala Gly Arg Tyr
85 90 95

Arg Cys Tyr Tyr Glu Thr Pro Ala Gly Trp Ser Glu Pro Ser Asp Pro
100 105 110

Leu Glu Leu Val Ala Thr Gly Phe Tyr Ala Glu Pro Thr Leu Leu Ala
115 120 125
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Leu Pro Ser Pro Val Val Ala Ser Gly Gly Asn Val Thr Leu GIn Cys
130 135 140

Asp Thr Leu Asp Gly Leu Leu Thr Phe Val Leu Val Glu Glu Glu Gln
145 150 155 160

Lys Leu Pro Arg Thr Leu Tyr Ser Gln Lys Leu Pro Lys Gly Pro Ser
165 170 175

GIn Ala Leu Phe Pro Val Gly Pro Val Thr Pro Ser Cys Arg Trp Arg
180 185 190

Phe Arg Cys Tyr Tyr Tyr Tyr Arg Lys Asn Pro GIn Val Trp Ser Asn
195 200 205

Pro Ser Asp Leu Leu Glu Ile Leu Val Pro Gly Val Ser Arg Lys Pro
210 215 220

Ser Leu Leu Ile Pro Gln Gly Ser Val Val Ala Arg Gly Gly Ser Leu
225 230 235 240

Thr Leu Gln Cys Arg Ser Asp Val Gly Tyr Asp Ile Phe Val Leu Tyr
245 250 255

Lys Glu Gly Glu His Asp Leu Val GIn Gly Ser Gly Gln GIn Pro Gln
260 265 270

Ala Gly Leu Ser Gln Ala Asn Phe Thr Leu Gly Pro Val Ser Arg Ser
275 280 285

His Gly Gly GIn Tyr Arg Cys Tyr Gly Ala His Asn Leu Ser Pro Arg
290 295 300

Trp Ser Ala Pro Ser Asp Pro Leu Asp Ile Leu Ile Ala Gly Leu Ile
305 310 315 320

Pro Asp Ile Pro Ala Leu Ser Val Gln Pro Gly Pro Lys Val Ala Ser
325 330 335

Gly Glu Asn Val Thr Leu Leu Cys GIn Ser Trp His Gln Ile Asp Thr
340 345 350

Phe Phe Leu Thr Lys Glu Gly Ala Ala His Pro Pro Leu Cys Leu Lys
355 360 365

Ser Lys Tyr Gln Ser Tyr Arg His GIn Ala Glu Phe Ser Met Ser Pro
370 375 380

Val Thr Ser Ala Gln Gly Gly Thr Tyr Arg Cys Tyr Ser Ala Ile Arg
385 390 395 400

Ser Tyr Pro Tyr Leu Leu Ser Ser Pro Ser Tyr Pro Gln Glu Leu Val
405 410 415

Val Ser Gly Pro Ser Gly Asp Pro Ser Leu Ser Pro Thr Gly Ser Thr
420 425 430
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Pro Thr Pro Gly Pro Glu Asp GIn Pro Leu Thr Pro Thr Gly Leu Asp
435 440 445

Pro GIn Ser Gly Leu Gly Arg His Leu Gly Val Val Thr Gly Val Ser
450 455 460

Val Ala Phe Val Leu Leu Leu Phe Leu Leu Leu Phe Leu Leu Leu Arg
465 470 475 480

His Arg His GIn Ser Lys His Arg Thr Ser Ala His Phe Tyr Arg Pro
485 490 495

Ala Gly Ala Ala Gly Pro Glu Pro Lys Asp Gln Gly Leu Gln Lys Arg
500 505 510

Ala Ser Pro Val Ala Asp Ile Gln Glu Glu Ile Leu Asn Ala Ala Val
515 520 525

Lys Asp Thr GIn Pro Lys Asp Gly Val Glu Met Asp Ala Arg Ala Ala
530 535 540

Ala Ser Glu Ala Pro Gln Asp Val Thr Tyr Ala GIn Leu His Ser Leu
545 550 555 560

Thr Leu Arg Arg Glu Ala Thr Glu Pro Pro Pro Ser Gln Glu Arg Glu
565 570 575

Pro Pro Ala Glu Pro Ser Ile Tyr Ala Pro Leu Ala Ile His
580 585 590

<210> 353

<211> 489

<212> PRT

<213> Secuencia artificial

<220>
<223> LILRAI(NP_006854)

<400> 353
Met Thr Pro Ile Val Thr Val Leu Ile Cys Leu Arg Leu Ser Leu Gly
1 5 10 15

Pro Arg Thr His Val Gln Ala Gly Thr Leu Pro Lys Pro Thr Leu Trp
20 25 30

Ala Glu Pro Gly Ser Val Ile Thr Gln Gly Ser Pro Val Thr Leu Trp
35 40 45

Cys GIn Gly Ile Leu Glu Thr GIn Glu Tyr Arg Leu Tyr Arg Glu Lys
50 55 60

Lys Thr Ala Pro Trp Ile Thr Arg Ile Pro Gln Glu Ile Val Lys Lys
65 70 75 80

Gly GIn Phe Pro Ile Pro Ser Ile Thr Trp Glu His Thr Gly Arg Tyr

file:///G/...ADO ECHEVERRY/SOLICITUDES PCT 2022/PCT-KR2020-018931/DFA_P22352COPC_Lista de secuencias (espaiiol). TXT[10/07/2022 19:34:44]



&5 90 95

Arg Cys Phe Tyr Gly Ser His Thr Ala Gly Trp Ser Glu Pro Ser Asp
100 105 110

Pro Leu Glu Leu Val Val Thr Gly Ala Tyr Ile Lys Pro Thr Leu Ser
115 120 125

Ala Leu Pro Ser Pro Val Val Thr Ser Gly Gly Asn Val Thr Leu His
130 135 140

Cys Val Ser Gln Val Ala Phe Gly Ser Phe Ile Leu Cys Lys Glu Gly
145 150 155 160

Glu Asp Glu His Pro Gln Cys Leu Asn Ser Gln Pro Arg Thr His Gly
165 170 175

Trp Ser Arg Ala Ile Phe Ser Val Gly Pro Val Ser Pro Ser Arg Arg
180 185 190

Trp Ser Tyr Arg Cys Tyr Ala Tyr Asp Ser Asn Ser Pro His Val Trp
195 200 205

Ser Leu Pro Ser Asp Leu Leu Glu Leu Leu Val Leu Gly Val Ser Lys
210 215 220

Lys Pro Ser Leu Ser Val Gln Pro Gly Pro Ile Val Ala Pro Gly Glu
225 230 235 240

Ser Leu Thr Leu Gln Cys Val Ser Asp Val Ser Tyr Asp Arg Phe Val
245 250 255

Leu Tyr Lys Glu Gly Glu Arg Asp Phe Leu Gln Leu Pro Gly Pro GIn
260 265 270

Pro GIn Ala Gly Leu Ser Gln Ala Asn Phe Thr Leu Gly Pro Val Ser
275 280 285

Arg Ser Tyr Gly Gly GIn Tyr Arg Cys Ser Gly Ala Tyr Asn Leu Ser
290 295 300

Ser Glu Trp Ser Ala Pro Ser Asp Pro Leu Asp Ile Leu Ile Ala Gly
305 310 315 320

GIn Phe Arg Gly Arg Pro Phe Ile Ser Val His Pro Gly Pro Thr Val
325 330 335

Ala Ser Gly Glu Asn Val Thr Leu Leu Cys Gln Ser Trp Gly Pro Phe
340 345 350

His Thr Phe Leu Leu Thr Lys Ala Gly Ala Ala Asp Ala Pro Leu Arg
355 360 365

Leu Arg Ser Ile His Glu Tyr Pro Lys Tyr Gln Ala Glu Phe Pro Met
370 375 380

Ser Pro Val Thr Ser Ala His Ser Gly Thr Tyr Arg Cys Tyr Gly Ser
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385 390 395 400

Leu Ser Ser Asn Pro Tyr Leu Leu Ser His Pro Ser Asp Ser Leu Glu
405 410 415

Leu Met Val Ser Gly Ala Ala Glu Thr Leu Ser Pro Pro Gln Asn Lys
420 425 430

Ser Asp Ser Lys Ala Gly Ala Ala Asn Thr Leu Ser Pro Ser Gln Asn
435 440 445

Lys Thr Ala Ser His Pro Gln Asp Tyr Thr Val Glu Asn Leu Ile Arg
450 455 460

Met Gly Ile Ala Gly Leu Val Leu Val Val Leu Gly Ile Leu Leu Phe
465 470 475 480

Glu Ala GIn His Ser GIn Arg Ser Leu
485

<210> 354

211> 466

<212> PRT

<213> Secuencia artificial

<220>
<223> LILRA2(AAH17412)

<400> 354
Met Thr Pro Ile Leu Thr Val Leu Ile Cys Leu Gly Leu Ser Leu Gly
1 5 10 15

Pro Arg Thr His Val Gln Ala Gly His Leu Pro Lys Pro Thr Leu Trp
20 25 30

Ala Glu Pro Gly Ser Val Ile Ile GIn Gly Ser Pro Val Thr Leu Arg
35 40 45

Cys GIn Gly Ser Leu GIn Ala Glu Glu Tyr His Leu Tyr Arg Glu Asn
50 55 60

Lys Ser Ala Ser Trp Val Arg Arg Ile Gln Glu Pro Gly Lys Asn Gly
65 70 75 80

GIn Phe Pro Ile Pro Ser Ile Thr Trp Glu His Ala Gly Arg Tyr His
85 90 95

Cys GIn Tyr Tyr Ser His Asn His Ser Ser Glu Tyr Ser Asp Pro Leu
100 105 110

Glu Leu Val Val Thr Gly Ala Tyr Ser Lys Pro Thr Leu Ser Ala Leu
115 120 125

Pro Ser Pro Val Val Thr Leu Gly Gly Asn Val Thr Leu Gln Cys Val
130 135 140
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Ser Gln Val Ala Phe Asp Gly Phe Ile Leu Cys Lys Glu Gly Glu Asp
145 150 155 160

Glu His Pro Gln Arg Leu Asn Ser His Ser His Ala Arg Gly Trp Ser
165 170 175

Trp Ala Ile Phe Ser Val Gly Pro Val Ser Pro Ser Arg Arg Trp Ser
180 185 190

Tyr Arg Cys Tyr Ala Tyr Asp Ser Asn Ser Pro Tyr Val Trp Ser Leu
195 200 205

Pro Ser Asp Leu Leu Glu Leu Leu Val Pro Gly Val Ser Lys Lys Pro
210 215 220

Ser Leu Ser Val GIn Pro Gly Pro Met Val Ala Pro Gly Glu Ser Leu
225 230 235 240

Thr Leu Gln Cys Val Ser Asp Val Gly Tyr Asp Arg Phe Val Leu Tyr
245 250 255

Lys Glu Gly Glu Arg Asp Phe Leu Gln Arg Pro Gly Trp Gln Pro GIn
260 265 270

Ala Gly Leu Ser Gln Ala Asn Phe Thr Leu Gly Pro Val Ser Pro Ser
275 280 285

His Gly Gly Gln Tyr Arg Cys Tyr Ser Ala His Asn Leu Ser Ser Glu
290 295 300

Trp Ser Ala Pro Ser Asp Pro Leu Asp Ile Leu Ile Thr Gly Gln Phe
305 310 315 320

Tyr Asp Arg Pro Ser Leu Ser Val Gln Pro Val Pro Thr Val Ala Pro
325 330 335

Gly Lys Asn Val Thr Leu Leu Cys GIn Ser Arg Gly GIn Phe His Thr
340 345 350

Phe Leu Leu Thr Lys Glu Gly Ala Gly His Pro Pro Leu His Leu Arg
355 360 365

Ser Glu His GIn Ala Gln Gln Asn Gln Ala Glu Phe Arg Met Gly Pro
370 375 380

Val Thr Ser Ala His Val Gly Thr Tyr Arg Cys Tyr Ser Ser Leu Ser
385 390 395 400

Ser Asn Pro Tyr Leu Leu Ser Leu Pro Ser Asp Pro Leu Glu Leu Val
405 410 415

Val Ser Ala Ser Leu Gly GIn His Pro Gln Asp Tyr Thr Val Glu Asn
420 425 430

Leu Ile Arg Met Gly Val Ala Gly Leu Val Leu Val Val Leu Gly Ile
435 440 445
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Leu Leu Phe Glu Ala GIn His Ser Gln Arg Ser Leu Gln Asp Ala Ala
450 455 460

Gly Arg
465

<210> 355

<211> 439

<212> PRT

<213> Secuencia artificial

<220>
<223> LILRA3(AAH28208)

<400> 355
Met Thr Ser Ile Leu Thr Val Leu Ile Cys Leu Gly Leu Ser Leu Asp
1 5 10 15

Pro Arg Thr His Val Gln Ala Gly Pro Leu Pro Lys Pro Thr Leu Trp
20 25 30

Ala Glu Pro Gly Ser Val Ile Thr Gln Gly Ser Pro Val Thr Leu Arg
35 40 45

Cys GIn Gly Ser Leu Glu Thr Gln Glu Tyr His Leu Tyr Arg Glu Lys
50 55 60

Lys Thr Ala Leu Trp Ile Thr Arg Ile Pro Gln Glu Leu Val Lys Lys
65 70 75 80

Gly GIn Phe Pro Ile Leu Ser Ile Thr Trp Glu His Ala Gly Arg Tyr
85 90 95

Cys Cys lle Tyr Gly Ser His Thr Val Gly Leu Ser Glu Ser Ser Asp
100 105 110

Pro Leu Glu Leu Val Val Thr Gly Ala Tyr Ser Lys Pro Thr Leu Ser
115 120 125

Ala Leu Pro Ser Pro Val Val Thr Ser Gly Gly Asn Val Thr Ile Gln
130 135 140

Cys Asp Ser Gln Val Ala Phe Asp Gly Phe Ile Leu Cys Lys Glu Gly
145 150 155 160

Glu Asp Glu His Pro Gln Cys Leu Asn Ser His Ser His Ala Arg Gly
165 170 175

Ser Ser Arg Ala Ile Phe Ser Val Gly Pro Val Ser Pro Ser Arg Arg
180 185 190

Trp Ser Tyr Arg Cys Tyr Gly Tyr Asp Ser Arg Ala Pro Tyr Val Trp
195 200 205

Ser Leu Pro Ser Asp Leu Leu Gly Leu Leu Val Pro Gly Val Ser Lys
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210 215 220

Lys Pro Ser Leu Ser Val Gln Pro Gly Pro Val Val Ala Pro Gly Glu
225 230 235 240

Lys Leu Thr Phe GIn Cys Gly Ser Asp Ala Gly Tyr Asp Arg Phe Val
245 250 255

Leu Tyr Lys Glu Trp Gly Arg Asp Phe Leu GIn Arg Pro Gly Arg Gln
260 265 270

Pro GIn Ala Gly Leu Ser Gln Ala Asn Phe Thr Leu Gly Pro Val Ser
275 280 285

Arg Ser Tyr Gly Gly GIn Tyr Thr Cys Ser Gly Ala Tyr Asn Leu Ser
290 295 300

Ser Glu Trp Ser Ala Pro Ser Asp Pro Leu Asp Ile Leu Ile Thr Gly
305 310 315 320

GIn Ile Arg Ala Arg Pro Phe Leu Ser Val Arg Pro Gly Pro Thr Val
325 330 335

Ala Ser Gly Glu Asn Val Thr Leu Leu Cys Gln Ser Gln Gly Gly Met
340 345 350

His Thr Phe Leu Leu Thr Lys Glu Gly Ala Ala Asp Ser Pro Leu Arg
355 360 365

Leu Lys Ser Lys Arg GIn Ser His Lys Tyr Gln Ala Glu Phe Pro Met
370 375 380

Ser Pro Val Thr Ser Ala His Ala Gly Thr Tyr Arg Cys Tyr Gly Ser
385 390 395 400

Leu Ser Ser Asn Pro Tyr Leu Leu Thr His Pro Ser Asp Pro Leu Glu
405 410 415

Leu Val Val Ser Gly Ala Ala Glu Thr Leu Ser Pro Pro GIn Asn Lys
420 425 430

Ser Asp Ser Lys Ala Gly Glu
435

<210> 356

211> 499

<212> PRT

<213> Secuencia artificial

<220>
<223> LILRA4(NP_036408)

<400> 356
Met Thr Leu Ile Leu Thr Ser Leu Leu Phe Phe Gly Leu Ser Leu Gly
1 5 10 15
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Pro Arg Thr Arg Val Gln Ala Glu Asn Leu Pro Lys Pro Ile Leu Trp
20 25 30

Ala Glu Pro Gly Pro Val lle Thr Trp His Asn Pro Val Thr Ile Trp
35 40 45

Cys GIn Gly Thr Leu Glu Ala GIn Gly Tyr Arg Leu Asp Lys Glu Gly
50 55 60

Asn Ser Met Ser Arg His Ile Leu Lys Thr Leu Glu Ser Glu Asn Lys
65 70 75 80

Val Lys Leu Ser Ile Pro Ser Met Met Trp Glu His Ala Gly Arg Tyr
85 90 95

His Cys Tyr Tyr Gln Ser Pro Ala Gly Trp Ser Glu Pro Ser Asp Pro
100 105 110

Leu Glu Leu Val Val Thr Ala Tyr Ser Arg Pro Thr Leu Ser Ala Leu
115 120 125

Pro Ser Pro Val Val Thr Ser Gly Val Asn Val Thr Leu Arg Cys Ala
130 135 140

Ser Arg Leu Gly Leu Gly Arg Phe Thr Leu Ile Glu Glu Gly Asp His
145 150 155 160

Arg Leu Ser Trp Thr Leu Asn Ser His Gln His Asn His Gly Lys Phe
165 170 175

GIn Ala Leu Phe Pro Met Gly Pro Leu Thr Phe Ser Asn Arg Gly Thr
180 185 190

Phe Arg Cys Tyr Gly Tyr Glu Asn Asn Thr Pro Tyr Val Trp Ser Glu
195 200 205

Pro Ser Asp Pro Leu GIn Leu Leu Val Ser Gly Val Ser Arg Lys Pro
210 215 220

Ser Leu Leu Thr Leu Gln Gly Pro Val Val Thr Pro Gly Glu Asn Leu
225 230 235 240

Thr Leu Gln Cys Gly Ser Asp Val Gly Tyr Ile Arg Tyr Thr Leu Tyr
245 250 255

Lys Glu Gly Ala Asp Gly Leu Pro GIn Arg Pro Gly Arg Gln Pro Gln
260 265 270

Ala Gly Leu Ser Gln Ala Asn Phe Thr Leu Ser Pro Val Ser Arg Ser
275 280 285

Tyr Gly Gly GIn Tyr Arg Cys Tyr Gly Ala His Asn Val Ser Ser Glu
290 295 300

Trp Ser Ala Pro Ser Asp Pro Leu Asp Ile Leu Ile Ala Gly GIn Ile
305 310 315 320
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Ser Asp Arg Pro Ser Leu Ser Val Gln Pro Gly Pro Thr Val Thr Ser
325 330 335

Gly Glu Lys Val Thr Leu Leu Cys Gln Ser Trp Asp Pro Met Phe Thr
340 345 350

Phe Leu Leu Thr Lys Glu Gly Ala Ala His Pro Pro Leu Arg Leu Arg
355 360 365

Ser Met Tyr Gly Ala His Lys Tyr Gln Ala Glu Phe Pro Met Ser Pro
370 375 380

Val Thr Ser Ala His Ala Gly Thr Tyr Arg Cys Tyr Gly Ser Arg Ser
385 390 395 400

Ser Asn Pro Tyr Leu Leu Ser His Pro Ser Glu Pro Leu Glu Leu Val
405 410 415

Val Ser Gly Ala Thr Glu Thr Leu Asn Pro Ala Gln Lys Lys Ser Asp
420 425 430

Ser Lys Thr Ala Pro His Leu Gln Asp Tyr Thr Val Glu Asn Leu Ile
435 440 445

Arg Met Gly Val Ala Gly Leu Val Leu Leu Phe Leu Gly Ile Leu Leu
450 455 460

Phe Glu Ala Gln His Ser Gln Arg Ser Pro Pro Arg Cys Ser Gln Glu
465 470 475 480

Ala Asn Ser Arg Lys Asp Asn Ala Pro Phe Arg Val Val Glu Pro Trp
485 490 495

Glu GIn Ile

<210> 357

211> 299

<212> PRT

<213> Secuencia artificial

<220>
<223> LILRAS5(NP_067073)

<400> 357
Met Ala Pro Trp Ser His Pro Ser Ala Gln Leu Gln Pro Val Gly Gly
1 5 10 15

Asp Ala Val Ser Pro Ala Leu Met Val Leu Leu Cys Leu Gly Leu Ser
20 25 30

Leu Gly Pro Arg Thr His Val Gln Ala Gly Asn Leu Ser Lys Ala Thr
35 40 45

Leu Trp Ala Glu Pro Gly Ser Val Ile Ser Arg Gly Asn Ser Val Thr
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50 55 60

Ile Arg Cys GIn Gly Thr Leu Glu Ala Gln Glu Tyr Arg Leu Val Lys
65 70 75 80

Glu Gly Ser Pro Glu Pro Trp Asp Thr Gln Asn Pro Leu Glu Pro Lys
85 90 95

Asn Lys Ala Arg Phe Ser Ile Pro Ser Met Thr Glu His His Ala Gly
100 105 110

Arg Tyr Arg Cys Tyr Tyr Tyr Ser Pro Ala Gly Trp Ser Glu Pro Ser
115 120 125

Asp Pro Leu Glu Leu Val Val Thr Gly Phe Tyr Asn Lys Pro Thr Leu
130 135 140

Ser Ala Leu Pro Ser Pro Val Val Thr Ser Gly Glu Asn Val Thr Leu
145 150 155 160

GIn Cys Gly Ser Arg Leu Arg Phe Asp Arg Phe Ile Leu Thr Glu Glu
165 170 175

Gly Asp His Lys Leu Ser Trp Thr Leu Asp Ser GIn Leu Thr Pro Ser
180 185 190

Gly GIn Phe GIn Ala Leu Phe Pro Val Gly Pro Val Thr Pro Ser His
195 200 205

Arg Trp Met Leu Arg Cys Tyr Gly Ser Arg Arg His Ile Leu Gln Val
210 215 220

Trp Ser Glu Pro Ser Asp Leu Leu Glu Ile Pro Val Ser Gly Ala Ala
225 230 235 240

Asp Asn Leu Ser Pro Ser Gln Asn Lys Ser Asp Ser Gly Thr Ala Ser
245 250 255

His Leu GIn Asp Tyr Ala Val Glu Asn Leu Ile Arg Met Gly Met Ala
260 265 270

Gly Leu Ile Leu Val Val Leu Gly Ile Leu Ile Phe Gln Asp Trp His
275 280 285

Ser GIn Arg Ser Pro GIn Ala Ala Ala Gly Arg
290 295

<210> 358

<211> 481

<212> PRT

<213> Secuencia artificial

<220>
<223> LILRA6(NP_001347096)
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<400> 358
Met Thr Pro Ala Leu Thr Ala Leu Leu Cys Leu Gly Leu Ser Leu Gly
1 5 10 15

Pro Arg Thr Arg Val Gln Ala Gly Pro Phe Pro Lys Pro Thr Leu Trp
20 25 30

Ala Glu Pro Gly Ser Val Ile Ser Trp Gly Ser Pro Val Thr Ile Trp
35 40 45

Cys GIn Gly Ser Leu Glu Ala Gln Glu Tyr GIn Leu Asp Lys Glu Gly
50 55 60

Ser Pro Glu Pro Leu Asp Arg Asn Asn Pro Leu Glu Pro Lys Asn Lys
65 70 75 80

Ala Arg Phe Ser Ile Pro Ser Met Thr Gln His His Ala Gly Arg Tyr
85 90 95

Arg Cys His Tyr Tyr Ser Ser Ala Gly Trp Ser Glu Pro Ser Asp Pro
100 105 110

Leu Glu Leu Val Met Thr Gly Phe Tyr Asn Lys Pro Thr Leu Ser Ala
115 120 125

Leu Pro Ser Pro Val Val Ala Ser Gly Gly Asn Met Thr Leu Arg Cys
130 135 140

Gly Ser Gln Lys Gly Tyr His His Phe Val Leu Met Lys Glu Gly Glu
145 150 155 160

His GIn Leu Pro Arg Thr Leu Asp Ser Gln Gln Leu His Ser Gly Gly
165 170 175

Phe GIn Ala Leu Phe Pro Val Gly Pro Val Thr Pro Ser His Arg Trp
180 185 190

Arg Phe Thr Cys Tyr Tyr Tyr Tyr Thr Asn Thr Pro Arg Val Trp Ser
195 200 205

His Pro Ser Asp Pro Leu Glu Ile Leu Pro Ser Gly Val Ser Arg Lys
210 215 220

Pro Ser Leu Leu Thr Leu GIn Gly Pro Val Leu Ala Pro Gly Gln Ser
225 230 235 240

Leu Thr Leu GIn Cys Gly Ser Asp Val Gly Tyr Asp Arg Phe Val Leu
245 250 255

Tyr Lys Glu Gly Glu Arg Asp Phe Leu Gln Arg Pro Gly Gln Gln Pro
260 265 270

GIn Ala Gly Leu Ser GIn Ala Asn Phe Thr Leu Gly Pro Val Ser Pro
275 280 285

Ser His Gly Gly GIn Tyr Arg Cys Tyr Gly Ala His Asn Leu Ser Ser
290 295 300
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Glu Trp Ser Ala Pro Ser Asp Pro Leu Asn Ile Leu Met Ala Gly GIn
305 310 315 320

Ile Tyr Asp Thr Val Ser Leu Ser Ala Gln Pro Gly Pro Thr Val Ala
325 330 335

Ser Gly Glu Asn Val Thr Leu Leu Cys Gln Ser Arg Gly Tyr Phe Asp
340 345 350

Thr Phe Leu Leu Thr Lys Glu Gly Ala Ala His Pro Pro Leu Arg Leu
355 360 365

Arg Ser Met Tyr Gly Ala His Lys Tyr Gln Ala Glu Phe Pro Met Ser
370 375 380

Pro Val Thr Ser Ala His Ala Gly Thr Tyr Arg Cys Tyr Gly Ser Tyr
385 390 395 400

Ser Ser Asn Pro His Leu Leu Ser Phe Pro Ser Glu Pro Leu Glu Leu
405 410 415

Met Val Ser Gly His Ser Gly Gly Ser Ser Leu Pro Pro Thr Gly Pro
420 425 430

Pro Ser Thr Pro Ala Ser His Ala Lys Asp Tyr Thr Val Glu Asn Leu
435 440 445

Ile Arg Met Gly Met Ala Gly Leu Val Leu Val Phe Leu Gly Ile Leu
450 455 460

Leu Phe Glu Ala GIn His Ser GIn Arg Asn Pro Gln Asp Ala Ala Gly
465 470 475 480

Arg

<210> 359

<211> 10

<212> PRT

<213> Secuencia artificial

<220>
<223> Bisagra superior de IgG1 humana

<400> 359
Glu Pro Lys Ser Cys Asp Lys Thr His Thr
1 5 10
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