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<210>  1
<211>  16
<212>  PRT
<213>  Secuencia artificial
<220>
<223>  Sintética

<400>  1

Arg Ser Ser Gln Ser Leu Leu His Ser Asp Gly Tyr Asn Tyr Leu Asp 
1               5                   10                  15      

<210>  2
<211>  7
<212>  PRT
<213>  Secuencia artificial
<220>
<223>  Sintética

<400>  2

Leu Gly Ser Asn Arg Ala Ser 
1               5           

<210>  3
<211>  9
<212>  PRT
<213>  Secuencia artificial
<220>
<223>  Sintética

<400>  3

Met Gln Ala Leu Gln Thr Pro Trp Thr 
1               5                   



2

<210>  4
<211>  11
<212>  PRT
<213>  Secuencia artificial
<220>
<223>  Sintética

<400>  4

Arg Ala Ser Gln Gly Ile Ser Asn Trp Leu Ala 
1               5                   10      

<210>  5
<211>  7
<212>  PRT
<213>  Secuencia artificial
<220>
<223>  Sintética

<400>  5

Ala Ala Ser Ser Leu Gln Ser 
1               5           

<210>  6
<211>  9
<212>  PRT
<213>  Secuencia artificial
<220>
<223>  Sintética

<400>  6

Gln Gln Ala Asn Ser Phe Pro Leu Thr 
1               5                   

<210>  7
<211>  5
<212>  PRT
<213>  Secuencia artificial
<220>
<223>  Sintética

<400>  7

Ser Tyr Asp Met His 
1               5   



3

<210>  8
<211>  17
<212>  PRT
<213>  Secuencia artificial
<220>
<223>  Sintética

<400>  8

Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Leu Lys 
1               5                   10                  15      

Gly 
    

<210>  9
<211>  14
<212>  PRT
<213>  Secuencia artificial
<220>
<223>  Sintética

<400>  9

Val Ile Ala Ala Arg Thr Phe Tyr Tyr Tyr Gly Met Asp Val 
1               5                   10                  

<210>  10
<211>  5
<212>  PRT
<213>  Secuencia artificial
<220>
<223>  Sintética

<400>  10

Asn Tyr Trp Met Ser 
1               5   

<210>  11
<211>  17
<212>  PRT
<213>  Secuencia artificial
<220>
<223>  Sintética

<400>  11

Asn Ile Lys Lys Asp Gly Ser Glu Lys Phe Tyr Val Asp Ser Val Lys 
1               5                   10                  15      



4

Gly 
    

<210>  12
<211>  8
<212>  PRT
<213>  Secuencia artificial
<220>
<223>  Sintética

<400>  12

Glu Ile Gln Leu Tyr Leu Gln His 
1               5               

<210>  13
<211>  23
<212>  PRT
<213>  Secuencia artificial
<220>
<223>  Sintética

<400>  13

Asp Ile Val Met Thr Gln Ser Pro Leu Ser Leu Pro Val Thr Pro Gly 
1               5                   10                  15      

Glu Pro Ala Ser Ile Ser Cys 
            20              

<210>  14
<211>  15
<212>  PRT
<213>  Secuencia artificial
<220>
<223>  Sintética

<400>  14

Trp Tyr Leu Gln Lys Ser Gly Gln Ser Pro Gln Leu Leu Ile Tyr 
1               5                   10                  15  

<210>  15
<211>  32
<212>  PRT
<213>  Secuencia artificial
<220>



5

<223>  Sintética

<400>  15

Gly Val Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr 
1               5                   10                  15      

Leu Lys Ile Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys 
            20                  25                  30          

<210>  16
<211>  11
<212>  PRT
<213>  Secuencia artificial
<220>
<223>  Sintética

<400>  16

Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg 
1               5                   10      

<210>  17
<211>  23
<212>  PRT
<213>  Secuencia artificial
<220>
<223>  Sintética

<400>  17

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Val Ser Ala Ser Val Gly 
1               5                   10                  15      

Gly Arg Val Thr Ile Thr Cys 
            20              

<210>  18
<211>  15
<212>  PRT
<213>  Secuencia artificial
<220>
<223>  Sintética

<400>  18

Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile Tyr 
1               5                   10                  15  



6

<210>  19
<211>  32
<212>  PRT
<213>  Secuencia artificial
<220>
<223>  Sintética

<400>  19

Gly Val Pro Ser Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr 
1               5                   10                  15      

Leu Thr Ile Ser Asn Leu Gln Pro Glu Asp Phe Ala Ser Tyr Tyr Cys 
            20                  25                  30          

<210>  20
<211>  11
<212>  PRT
<213>  Secuencia artificial
<220>
<223>  Sintética

<400>  20

Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Arg 
1               5                   10      

<210>  21
<211>  30
<212>  PRT
<213>  Secuencia artificial
<220>
<223>  Sintética

<400>  21

Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg 
1               5                   10                  15      

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser 
            20                  25                  30  

<210>  22
<211>  14
<212>  PRT
<213>  Secuencia artificial
<220>
<223>  Sintética



7

<400>  22

Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala 
1               5                   10                  

<210>  23
<211>  32
<212>  PRT
<213>  Secuencia artificial
<220>
<223>  Sintética

<400>  23

Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr Leu Gln 
1               5                   10                  15      

Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys Ala Arg 
            20                  25                  30          

<210>  24
<211>  11
<212>  PRT
<213>  Secuencia artificial
<220>
<223>  Sintética

<400>  24

Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser 
1               5                   10      

<210>  25
<211>  30
<212>  PRT
<213>  Secuencia artificial
<220>
<223>  Sintética

<400>  25

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly 
1               5                   10                  15      

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Ile Thr Phe Ser 
            20                  25                  30  



8

<210>  26
<211>  14
<212>  PRT
<213>  Secuencia artificial
<220>
<223>  Sintética

<400>  26

Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala 
1               5                   10                  

<210>  27
<211>  32
<212>  PRT
<213>  Secuencia artificial
<220>
<223>  Sintética

<400>  27

Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr Leu Gln 
1               5                   10                  15      

Ile Asn Ser Leu Arg Ala Glu Asp Thr Ala Met Tyr Tyr Cys Ala Arg 
            20                  25                  30          

<210>  28
<211>  11
<212>  PRT
<213>  Secuencia artificial
<220>
<223>  Sintética

<400>  28

Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser 
1               5                   10      

<210>  29
<211>  219
<212>  PRT
<213>  Secuencia artificial
<220>
<223>  Sintética

<400>  29

Asp Ile Val Met Thr Gln Ser Pro Leu Ser Leu Pro Val Thr Pro Gly 
1               5                   10                  15      
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Glu Pro Ala Ser Ile Ser Cys Arg Ser Ser Gln Ser Leu Leu His Ser 
            20                  25                  30          

Asp Gly Tyr Asn Tyr Leu Asp Trp Tyr Leu Gln Lys Ser Gly Gln Ser 
        35                  40                  45              

Pro Gln Leu Leu Ile Tyr Leu Gly Ser Asn Arg Ala Ser Gly Val Pro 
    50                  55                  60                  

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys Ile 
65                  70                  75                  80  

Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Met Gln Ala 
                85                  90                  95      

Leu Gln Thr Pro Trp Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys 
            100                 105                 110         

Arg Thr Val Ala Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu 
        115                 120                 125             

Gln Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe 
    130                 135                 140                 

Tyr Pro Arg Glu Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln 
145                 150                 155                 160 

Ser Gly Asn Ser Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser 
                165                 170                 175     

Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu 
            180                 185                 190         

Lys His Lys Val Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser 
        195                 200                 205             

Pro Val Thr Lys Ser Phe Asn Arg Gly Glu Cys 
    210                 215                 
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<210>  30
<211>  214
<212>  PRT
<213>  Secuencia artificial
<220>
<223>  Sintética

<400>  30

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Val Ser Ala Ser Val Gly 
1               5                   10                  15      

Gly Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Gly Ile Ser Asn Trp 
            20                  25                  30          

Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile 
        35                  40                  45              

Tyr Ala Ala Ser Ser Leu Gln Ser Gly Val Pro Ser Arg Phe Ser Gly 
    50                  55                  60                  

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Asn Leu Gln Pro 
65                  70                  75                  80  

Glu Asp Phe Ala Ser Tyr Tyr Cys Gln Gln Ala Asn Ser Phe Pro Leu 
                85                  90                  95      

Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala 
            100                 105                 110         

Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly 
        115                 120                 125             

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala 
    130                 135                 140                 

Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln 
145                 150                 155                 160 

Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser 
                165                 170                 175     

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr 
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            180                 185                 190         

Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser 
        195                 200                 205             

Phe Asn Arg Gly Glu Cys 
    210                 

<210>  31
<211>  453
<212>  PRT
<213>  Secuencia artificial
<220>
<223>  Sintética

<400>  31

Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg 
1               5                   10                  15      

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr 
            20                  25                  30          

Asp Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val 
        35                  40                  45              

Ala Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Leu 
    50                  55                  60                  

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65                  70                  75                  80  

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
                85                  90                  95      

Ala Arg Val Ile Ala Ala Arg Thr Phe Tyr Tyr Tyr Gly Met Asp Val 
            100                 105                 110         

Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly 
        115                 120                 125             

Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly 
    130                 135                 140                 
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Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val 
145                 150                 155                 160 

Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe 
                165                 170                 175     

Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val 
            180                 185                 190         

Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val 
        195                 200                 205             

Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys 
    210                 215                 220                 

Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu 
225                 230                 235                 240 

Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr 
                245                 250                 255     

Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val 
            260                 265                 270         

Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val 
        275                 280                 285             

Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser 
    290                 295                 300                 

Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu 
305                 310                 315                 320 

Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Cys Pro Ala 
                325                 330                 335     

Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro 
            340                 345                 350         
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Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln 
        355                 360                 365             

Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala 
    370                 375                 380                 

Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr 
385                 390                 395                 400 

Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu 
                405                 410                 415     

Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser 
            420                 425                 430         

Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser 
        435                 440                 445             

Leu Ser Pro Gly Lys 
    450             

<210>  32
<211>  447
<212>  PRT
<213>  Secuencia artificial
<220>
<223>  Sintética

<400>  32

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly 
1               5                   10                  15      

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Ile Thr Phe Ser Asn Tyr 
            20                  25                  30          

Trp Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val 
        35                  40                  45              

Ala Asn Ile Lys Lys Asp Gly Ser Glu Lys Phe Tyr Val Asp Ser Val 
    50                  55                  60                  

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr 
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65                  70                  75                  80  

Leu Gln Ile Asn Ser Leu Arg Ala Glu Asp Thr Ala Met Tyr Tyr Cys 
                85                  90                  95      

Ala Arg Glu Ile Gln Leu Tyr Leu Gln His Trp Gly Gln Gly Thr Leu 
            100                 105                 110         

Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu 
        115                 120                 125             

Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys 
    130                 135                 140                 

Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser 
145                 150                 155                 160 

Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln Ser 
                165                 170                 175     

Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser 
            180                 185                 190         

Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn 
        195                 200                 205             

Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His 
    210                 215                 220                 

Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val 
225                 230                 235                 240 

Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr 
                245                 250                 255     

Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu 
            260                 265                 270         

Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys 
        275                 280                 285             
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Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser 
    290                 295                 300                 

Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys 
305                 310                 315                 320 

Cys Lys Val Ser Asn Lys Ala Cys Pro Ala Pro Ile Glu Lys Thr Ile 
                325                 330                 335     

Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro 
            340                 345                 350         

Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu 
        355                 360                 365             

Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn 
    370                 375                 380                 

Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser 
385                 390                 395                 400 

Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg 
                405                 410                 415     

Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu 
            420                 425                 430         

His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys 
        435                 440                 445         

<210>  33
<211>  657
<212>  DNA
<213>  Secuencia artificial
<220>
<223>  Sintética

<400>  33
gatattgtga tgactcagtc tccactctcc ctgcccgtca cccctggaga gccggcctcc       
60

atctcctgca ggtctagtca gagcctcctg catagtgatg gatacaacta tttggattgg      
120
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tacctgcaga agtcagggca gtctccacag ctcctgatct atttgggttc taatcgggcc      
180

tccggggtcc ctgacaggtt cagtggcagt ggatcaggca cagattttac actgaaaatc      
240

agcagagtgg aggctgagga tgttggggtt tattactgca tgcaagctct acaaactccg      
300

tggacgttcg gccaagggac caaggtggaa atcaaacgga ctgtcgctgc accatctgtc      
360

ttcatcttcc cgccatctga tgagcagttg aaatctggaa ctgcctctgt tgtgtgcctg      
420

ctgaataact tctatcccag agaggccaaa gtacagtgga aggtggataa cgccctccaa      
480

tcgggtaact cccaggagag tgtcacagag caggacagca aggacagcac ctacagcctc      
540

agcagcaccc tgacgctgag caaagcagac tacgagaaac acaaagtcta cgcctgcgaa      
600

gtcacccatc agggcctgag ctcgcccgtc acaaagagct tcaacagggg agagtgt         
657

<210>  34
<211>  642
<212>  DNA
<213>  Secuencia artificial
<220>
<223>  Sintética

<400>  34
gacatccaga tgacccagtc tccttcttcc gtgtctgcat ctgtaggagg cagagtcacc       
60

atcacttgtc gggcgagtca gggtattagc aactggttag cctggtatca gcagaaacca      
120

gggaaagccc ctaaactcct gatctatgct gcatccagtt tgcaaagtgg ggtcccatca      
180

aggttcagcg gcagtggatc tgggacagat ttcactctca ccatcagcaa cctgcagcct      
240

gaagattttg caagttacta ttgtcaacag gctaacagtt tccccctcac tttcggcgga      
300

gggaccaagg tggagatcaa acggactgtc gctgcaccat ctgtcttcat cttcccgcca      
360



17

tctgatgagc agttgaaatc tggaactgcc tctgttgtgt gcctgctgaa taacttctat      
420

cccagagagg ccaaagtaca gtggaaggtg gataacgccc tccaatcggg taactcccag      
480

gagagtgtca cagagcagga cagcaaggac agcacctaca gcctcagcag caccctgacg      
540

ctgagcaaag cagactacga gaaacacaaa gtctacgcct gcgaagtcac ccatcagggc      
600

ctgagctcgc ccgtcacaaa gagcttcaac aggggagagt gt                         
642

<210>  35
<211>  1359
<212>  DNA
<213>  Secuencia artificial
<220>
<223>  Sintética

<400>  35
caggtgcagc tggtggagtc tgggggaggc gtggtccagc ctgggaggtc cctgagactc       
60

tcctgtgcag cgtctggatt caccttcagt agctatgaca tgcactgggt ccgccaggct      
120

ccaggcaagg ggctggagtg ggtggcagtt atttggtatg atggaagtaa taaatactat      
180

gcagactcct tgaagggccg attcaccatc tccagagaca attccaagaa cacgctgtat      
240

ctgcaaatga acagcctcag agccgaggac acggctgtgt attactgtgc gagggttata      
300

gcagctcgta ccttctacta ctacggtatg gacgtctggg gccaagggac cacggtcacc      
360

gtctcctcag catccaccaa gggcccatcg gtcttccccc tggcaccctc ctccaagagc      
420

acctctgggg gcacagcggc cctgggctgc ctggtcaagg actacttccc cgaaccggtg      
480

acggtgtcgt ggaactcagg cgccctgacc agcggcgtgc acaccttccc ggctgtccta      
540

cagtcctcag gactctactc cctcagcagc gtggtgaccg tgccctccag cagcttgggc      
600
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acccagacct acatctgcaa cgtgaatcac aagcccagca acaccaaggt ggacaagaaa      
660

gttgagccca aatcttgtga caaaactcac acatgcccac cgtgcccagc acctgaactc      
720

ctggggggac cgtcagtctt cctcttcccc ccaaaaccca aggacaccct catgatctcc      
780

cggacccctg aggtcacatg cgtggtggtg gacgtgagcc acgaagaccc tgaggtcaag      
840

ttcaactggt acgtggacgg cgtggaggtg cataatgcca agacaaagcc gcgggaggag      
900

cagtacaaca gcacgtaccg tgtggtcagc gtcctcaccg tcctgcacca ggactggctg      
960

aatggcaagg agtacaagtg caaggtctcc aacaaagcct gcccagcccc catcgagaaa     
1020

accatctcca aagccaaagg gcagccccga gaaccacagg tgtacaccct gcccccatcc     
1080

cgggaggaga tgaccaagaa ccaggtcagc ctgacctgcc tggtcaaagg cttctatccc     
1140

agcgacatcg ccgtggagtg ggagagcaat gggcagccgg agaacaacta caagaccacg     
1200

cctcccgtgc tggactccga cggctccttc ttcctctata gcaagctcac cgtggacaag     
1260

agcaggtggc agcaggggaa cgtcttctca tgctccgtga tgcatgaggc tctgcacaac     
1320

cactacacgc agaagagcct ctccctgtct ccgggtaaa                            
1359

<210>  36
<211>  1341
<212>  DNA
<213>  Secuencia artificial
<220>
<223>  Sintética

<400>  36
gaggtgcagc tggtggagtc tgggggaggc ttggtccagc ctggggggtc cctgagactc       
60

tcctgtgcag cctctggaat cacctttagt aattattgga tgagctgggt ccgccaggct      
120
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ccagggaagg gactggagtg ggtggccaac ataaagaaag atggaagtga gaaattctat      
180

gtggactctg tgaagggccg attcaccatc tccagagaca acgccaagaa ctcactgtat      
240

ctgcaaatca acagcctgag agccgaggac acggctatgt attactgtgc gagagaaata      
300

cagctatacc tgcagcactg gggccagggc accctggtca ccgtctcctc agcatccacc      
360

aagggcccat cggtcttccc cctggcaccc tcctccaaga gcacctctgg gggcacagcg      
420

gccctgggct gcctggtcaa ggactacttc cccgaaccgg tgacggtgtc gtggaactca      
480

ggcgccctga ccagcggcgt gcacaccttc ccggctgtcc tacagtcctc aggactctac      
540

tccctcagca gcgtggtgac cgtgccctcc agcagcttgg gcacccagac ctacatctgc      
600

aacgtgaatc acaagcccag caacaccaag gtggacaaga aagttgagcc caaatcttgt      
660

gacaaaactc acacatgccc accgtgccca gcacctgaac tcctgggggg accgtcagtc      
720

ttcctcttcc ccccaaaacc caaggacacc ctcatgatct cccggacccc tgaggtcaca      
780

tgcgtggtgg tggacgtgag ccacgaagac cctgaggtca agttcaactg gtacgtggac      
840

ggcgtggagg tgcataatgc caagacaaag ccgcgggagg agcagtacaa cagcacgtac      
900

cgtgtggtca gcgtcctcac cgtcctgcac caggactggc tgaatggcaa ggagtacaag      
960

tgcaaggtct ccaacaaagc ctgcccagcc cccatcgaga aaaccatctc caaagccaaa     
1020

gggcagcccc gagaaccaca ggtgtacacc ctgcccccat cccgggagga gatgaccaag     
1080

aaccaggtca gcctgacctg cctggtcaaa ggcttctatc ccagcgacat cgccgtggag     
1140

tgggagagca atgggcagcc ggagaacaac tacaagacca cgcctcccgt gctggactcc     
1200
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gacggctcct tcttcctcta tagcaagctc accgtggaca agagcaggtg gcagcagggg     
1260

aacgtcttct catgctccgt gatgcatgag gctctgcaca accactacac gcagaagagc     
1320

ctctccctgt ctccgggtaa a                                               
1341

<210>  37
<211>  11
<212>  PRT
<213>  Secuencia artificial
<220>
<223>  Sintética

<400>  37

Arg Ala Ser Gln Ser Ile Ser Arg Phe Leu Asn 
1               5                   10      

<210>  38
<211>  7
<212>  PRT
<213>  Secuencia artificial
<220>
<223>  Sintética

<400>  38

Val Thr Ser Ser Leu Gln Ser 
1               5           

<210>  39
<211>  9
<212>  PRT
<213>  Secuencia artificial
<220>
<223>  Sintética

<400>  39

Gln Gln Ser Tyr Asn Thr Pro Ile Thr 
1               5                   

<210>  40
<211>  11
<212>  PRT
<213>  Secuencia artificial
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<220>
<223>  Sintética

<400>  40

Arg Ala Ser Gln Ser Ile Gly Thr Phe Leu Asn 
1               5                   10      

<210>  41
<211>  7
<212>  PRT
<213>  Secuencia artificial
<220>
<223>  Sintética

<400>  41

Val Ala Ser Ser Leu Gln Ser 
1               5           

<210>  42
<211>  9
<212>  PRT
<213>  Secuencia artificial
<220>
<223>  Sintética

<400>  42

Gln Gln Ser Tyr Ser Val Pro Ile Thr 
1               5                   

<210>  43
<211>  5
<212>  PRT
<213>  Secuencia artificial
<220>
<223>  Sintética

<400>  43

Ser Tyr Val Met His 
1               5   

<210>  44
<211>  17
<212>  PRT
<213>  Secuencia artificial
<220>
<223>  Sintética
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<400>  44

Gly Val Ser Ser Ser Gly Asp Ser Thr Phe Tyr Val Asp Ser Val Lys 
1               5                   10                  15      

Gly 
    

<210>  45
<211>  12
<212>  PRT
<213>  Secuencia artificial
<220>
<223>  Sintética

<400>  45

Gly Gly Ile Thr Gly Ala Pro Leu Val Phe Asp Ile 
1               5                   10          

<210>  46
<211>  5
<212>  PRT
<213>  Secuencia artificial
<220>
<223>  Sintética

<400>  46

Ser His Ile Met Tyr 
1               5   

<210>  47
<211>  17
<212>  PRT
<213>  Secuencia artificial
<220>
<223>  Sintética

<400>  47

Gly Ile Ser Ser Asn Gly Leu Ser Ser Tyr Tyr Val Asp Ser Val Lys 
1               5                   10                  15      

Gly 
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<210>  48
<211>  12
<212>  PRT
<213>  Secuencia artificial
<220>
<223>  Sintética

<400>  48

Gly Gly Arg Asp Arg Val Pro Ala Val Phe Asp Tyr 
1               5                   10          

<210>  49
<211>  23
<212>  PRT
<213>  Secuencia artificial
<220>
<223>  Sintética

<400>  49

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly 
1               5                   10                  15      

Asp Arg Val Thr Ile Thr Cys 
            20              

<210>  50
<211>  15
<212>  PRT
<213>  Secuencia artificial
<220>
<223>  Sintética

<400>  50

Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Val Leu Ile Tyr 
1               5                   10                  15  

<210>  51
<211>  32
<212>  PRT
<213>  Secuencia artificial
<220>
<223>  Sintética

<400>  51

Gly Val Pro Ser Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr 
1               5                   10                  15      



24

Leu Thr Ile Ser Ser Leu Gln Pro Glu Asp Phe Ala Thr Tyr Tyr Cys 
            20                  25                  30          

<210>  52
<211>  11
<212>  PRT
<213>  Secuencia artificial
<220>
<223>  Sintética

<400>  52

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg 
1               5                   10      

<210>  53
<211>  23
<212>  PRT
<213>  Secuencia artificial
<220>
<223>  Sintética

<400>  53

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Ile Gly 
1               5                   10                  15      

Asp Arg Val Thr Ile Thr Cys 
            20              

<210>  54
<211>  15
<212>  PRT
<213>  Secuencia artificial
<220>
<223>  Sintética

<400>  54

Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Val Leu Ile Tyr 
1               5                   10                  15  

<210>  55
<211>  32
<212>  PRT
<213>  Secuencia artificial
<220>
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<223>  Sintética

<400>  55

Gly Val Pro Ser Arg Phe Ile Gly Ser Gly Ser Gly Thr Asp Phe Thr 
1               5                   10                  15      

Leu Thr Ile Ser Ser Leu Gln Pro Glu Asp Phe Ala Thr Tyr Tyr Cys 
            20                  25                  30          

<210>  56
<211>  11
<212>  PRT
<213>  Secuencia artificial
<220>
<223>  Sintética

<400>  56

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg 
1               5                   10      

<210>  57
<211>  30
<212>  PRT
<213>  Secuencia artificial
<220>
<223>  Sintética

<400>  57

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly 
1               5                   10                  15      

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser 
            20                  25                  30  

<210>  58
<211>  14
<212>  PRT
<213>  Secuencia artificial
<220>
<223>  Sintética

<400>  58

Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Tyr Val Ser 
1               5                   10                  
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<210>  59
<211>  32
<212>  PRT
<213>  Secuencia artificial
<220>
<223>  Sintética

<400>  59

Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr Leu Gln 
1               5                   10                  15      

Met Gly Ser Leu Arg Ala Glu Asp Met Ala Val Tyr Tyr Cys Ala Arg 
            20                  25                  30          

<210>  60
<211>  11
<212>  PRT
<213>  Secuencia artificial
<220>
<223>  Sintética

<400>  60

Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser 
1               5                   10      

<210>  61
<211>  30
<212>  PRT
<213>  Secuencia artificial
<220>
<223>  Sintética

<400>  61

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Trp Val Gln Pro Gly Gly 
1               5                   10                  15      

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser 
            20                  25                  30  

<210>  62
<211>  14
<212>  PRT
<213>  Secuencia artificial
<220>
<223>  Sintética
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<400>  62

Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Tyr Val Ser 
1               5                   10                  

<210>  63
<211>  32
<212>  PRT
<213>  Secuencia artificial
<220>
<223>  Sintética

<400>  63

Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Leu Leu Tyr Val His 
1               5                   10                  15      

Met Gly Ser Leu Lys Pro Glu Asp Met Ala Met Tyr Tyr Cys Ala Arg 
            20                  25                  30          

<210>  64
<211>  11
<212>  PRT
<213>  Secuencia artificial
<220>
<223>  Sintética

<400>  64

Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser 
1               5                   10      

<210>  65
<211>  214
<212>  PRT
<213>  Secuencia artificial
<220>
<223>  Sintética

<400>  65

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly 
1               5                   10                  15      

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Ser Ile Ser Arg Phe 
            20                  25                  30          
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Leu Asn Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Val Leu Ile 
        35                  40                  45              

Tyr Val Thr Ser Ser Leu Gln Ser Gly Val Pro Ser Arg Phe Ser Gly 
    50                  55                  60                  

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro 
65                  70                  75                  80  

Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Ser Tyr Asn Thr Pro Ile 
                85                  90                  95      

Thr Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg Thr Val Ala Ala 
            100                 105                 110         

Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly 
        115                 120                 125             

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala 
    130                 135                 140                 

Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln 
145                 150                 155                 160 

Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser 
                165                 170                 175     

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr 
            180                 185                 190         

Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser 
        195                 200                 205             

Phe Asn Arg Gly Glu Cys 
    210                 

<210>  66
<211>  214
<212>  PRT
<213>  Secuencia artificial
<220>
<223>  Sintética
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<400>  66

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Ile Gly 
1               5                   10                  15      

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Ser Ile Gly Thr Phe 
            20                  25                  30          

Leu Asn Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Val Leu Ile 
        35                  40                  45              

Tyr Val Ala Ser Ser Leu Gln Ser Gly Val Pro Ser Arg Phe Ile Gly 
    50                  55                  60                  

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro 
65                  70                  75                  80  

Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Ser Tyr Ser Val Pro Ile 
                85                  90                  95      

Thr Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg Thr Val Ala Ala 
            100                 105                 110         

Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly 
        115                 120                 125             

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala 
    130                 135                 140                 

Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln 
145                 150                 155                 160 

Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser 
                165                 170                 175     

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr 
            180                 185                 190         

Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser 
        195                 200                 205             
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Phe Asn Arg Gly Glu Cys 
    210                 

<210>  67
<211>  451
<212>  PRT
<213>  Secuencia artificial
<220>
<223>  Sintética

<400>  67

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly 
1               5                   10                  15      

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr 
            20                  25                  30          

Val Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Tyr Val 
        35                  40                  45              

Ser Gly Val Ser Ser Ser Gly Asp Ser Thr Phe Tyr Val Asp Ser Val 
    50                  55                  60                  

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65                  70                  75                  80  

Leu Gln Met Gly Ser Leu Arg Ala Glu Asp Met Ala Val Tyr Tyr Cys 
                85                  90                  95      

Ala Arg Gly Gly Ile Thr Gly Ala Pro Leu Val Phe Asp Ile Trp Gly 
            100                 105                 110         

Gln Gly Thr Met Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser 
        115                 120                 125             

Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala 
    130                 135                 140                 

Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val 
145                 150                 155                 160 
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Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala 
                165                 170                 175     

Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val 
            180                 185                 190         

Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His 
        195                 200                 205             

Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys 
    210                 215                 220                 

Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly 
225                 230                 235                 240 

Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met 
                245                 250                 255     

Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His 
            260                 265                 270         

Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val 
        275                 280                 285             

His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr 
    290                 295                 300                 

Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly 
305                 310                 315                 320 

Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Cys Pro Ala Pro Ile 
                325                 330                 335     

Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val 
            340                 345                 350         

Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser 
        355                 360                 365             

Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu 
    370                 375                 380                 
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Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro 
385                 390                 395                 400 

Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val 
                405                 410                 415     

Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met 
            420                 425                 430         

His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser 
        435                 440                 445             

Pro Gly Lys 
    450     

<210>  68
<211>  451
<212>  PRT
<213>  Secuencia artificial
<220>
<223>  Sintética

<400>  68

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Trp Val Gln Pro Gly Gly 
1               5                   10                  15      

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser His 
            20                  25                  30          

Ile Met Tyr Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Tyr Val 
        35                  40                  45              

Ser Gly Ile Ser Ser Asn Gly Leu Ser Ser Tyr Tyr Val Asp Ser Val 
    50                  55                  60                  

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Leu Leu Tyr 
65                  70                  75                  80  

Val His Met Gly Ser Leu Lys Pro Glu Asp Met Ala Met Tyr Tyr Cys 
                85                  90                  95      
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Ala Arg Gly Gly Arg Asp Arg Val Pro Ala Val Phe Asp Tyr Trp Gly 
            100                 105                 110         

Gln Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser 
        115                 120                 125             

Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala 
    130                 135                 140                 

Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val 
145                 150                 155                 160 

Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala 
                165                 170                 175     

Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val 
            180                 185                 190         

Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His 
        195                 200                 205             

Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys 
    210                 215                 220                 

Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly 
225                 230                 235                 240 

Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met 
                245                 250                 255     

Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His 
            260                 265                 270         

Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val 
        275                 280                 285             

His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr 
    290                 295                 300                 

Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly 
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305                 310                 315                 320 

Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Cys Pro Ala Pro Ile 
                325                 330                 335     

Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val 
            340                 345                 350         

Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser 
        355                 360                 365             

Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu 
    370                 375                 380                 

Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro 
385                 390                 395                 400 

Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val 
                405                 410                 415     

Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met 
            420                 425                 430         

His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser 
        435                 440                 445             

Pro Gly Lys 
    450     

<210>  69
<211>  642
<212>  DNA
<213>  Secuencia artificial
<220>
<223>  Sintética

<400>  69
gacatccaga tgacccagtc tccatcctcc ctgtctgcat ctgtaggaga cagagtcacc       
60

atcacttgcc gggcaagtca gagcattagc aggtttttaa attggtatca gcagaaacca      
120
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gggaaagccc ctaaggtcct gatctatgtt acatccagtt tacaaagtgg ggtcccatca      
180

aggttcagtg gcagtggatc tgggacagat ttcactctca ccatcagcag tctgcaacct      
240

gaagattttg caacttatta ctgtcaacag agttacaata cccctatcac cttcggccaa      
300

gggacacgac tggagattaa acggactgtc gctgcaccat ctgtcttcat cttcccgcca      
360

tctgatgagc agttgaaatc tggaactgcc tctgttgtgt gcctgctgaa taacttctat      
420

cccagagagg ccaaagtaca gtggaaggtg gataacgccc tccaatcggg taactcccag      
480

gagagtgtca cagagcagga cagcaaggac agcacctaca gcctcagcag caccctgacg      
540

ctgagcaaag cagactacga gaaacacaaa gtctacgcct gcgaagtcac ccatcagggc      
600

ctgagctcgc ccgtcacaaa gagcttcaac aggggagagt gt                         
642

<210>  70
<211>  642
<212>  DNA
<213>  Secuencia artificial
<220>
<223>  Sintética

<400>  70
gacatccaga tgacccagtc tccatcctcc ctgtctgcat ctataggaga cagagtcacc       
60

atcacttgcc gggcaagtca gagcattggc acctttttaa attggtatca acaaaaacca      
120

gggaaagccc ctaaggtcct gatctatgtt gcatccagtt tgcaaagtgg ggtcccatca      
180

aggttcattg gcagtggatc tgggacagat ttcactctca ccatcagcag tctgcaacct      
240

gaagattttg caacttacta ctgtcaacag agttacagtg ttccgatcac cttcggccaa      
300

gggacacgac tggagattaa acggactgtc gctgcaccat ctgtcttcat cttcccgcca      
360
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tctgatgagc agttgaaatc tggaactgcc tctgttgtgt gcctgctgaa taacttctat      
420

cccagagagg ccaaagtaca gtggaaggtg gataacgccc tccaatcggg taactcccag      
480

gagagtgtca cagagcagga cagcaaggac agcacctaca gcctcagcag caccctgacg      
540

ctgagcaaag cagactacga gaaacacaaa gtctacgcct gcgaagtcac ccatcagggc      
600

ctgagctcgc ccgtcacaaa gagcttcaac aggggagagt gt                         
642

<210>  71
<211>  1353
<212>  DNA
<213>  Secuencia artificial
<220>
<223>  Sintética

<400>  71
gaggtgcagc tggtggagtc tgggggaggc ttggtccagc ctggggggtc cctgagactc       
60

tcctgtgcag cctctggatt caccttcagt agttatgtta tgcactgggt ccgccaggct      
120

ccagggaagg gactggaata tgtttcaggt gttagtagta gtggggatag cacattttat      
180

gtagactctg tgaagggcag attcaccatc tccagagaca attccaagaa cacgctttat      
240

cttcaaatgg gcagcctgag agctgaggac atggctgtgt attactgtgc gagagggggt      
300

ataactggag ctccactggt ttttgatatc tggggccaag ggacaatggt caccgtctct      
360

tcagcatcca ccaagggccc atcggtcttc cccctggcac cctcctccaa gagcacctct      
420

gggggcacag cggccctggg ctgcctggtc aaggactact tccccgaacc ggtgacggtg      
480

tcgtggaact caggcgccct gaccagcggc gtgcacacct tcccggctgt cctacagtcc      
540

tcaggactct actccctcag cagcgtggtg accgtgccct ccagcagctt gggcacccag      
600
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acctacatct gcaacgtgaa tcacaagccc agcaacacca aggtggacaa gaaagttgag      
660

cccaaatctt gtgacaaaac tcacacatgc ccaccgtgcc cagcacctga actcctgggg      
720

ggaccgtcag tcttcctctt ccccccaaaa cccaaggaca ccctcatgat ctcccggacc      
780

cctgaggtca catgcgtggt ggtggacgtg agccacgaag accctgaggt caagttcaac      
840

tggtacgtgg acggcgtgga ggtgcataat gccaagacaa agccgcggga ggagcagtac      
900

aacagcacgt accgtgtggt cagcgtcctc accgtcctgc accaggactg gctgaatggc      
960

aaggagtaca agtgcaaggt ctccaacaaa gcctgcccag cccccatcga gaaaaccatc     
1020

tccaaagcca aagggcagcc ccgagaacca caggtgtaca ccctgccccc atcccgggag     
1080

gagatgacca agaaccaggt cagcctgacc tgcctggtca aaggcttcta tcccagcgac     
1140

atcgccgtgg agtgggagag caatgggcag ccggagaaca actacaagac cacgcctccc     
1200

gtgctggact ccgacggctc cttcttcctc tatagcaagc tcaccgtgga caagagcagg     
1260

tggcagcagg ggaacgtctt ctcatgctcc gtgatgcatg aggctctgca caaccactac     
1320

acgcagaaga gcctctccct gtctccgggt aaa                                  
1353

<210>  72
<211>  1353
<212>  DNA
<213>  Secuencia artificial
<220>
<223>  Sintética

<400>  72
gaggtgcaac tggtggagtc tgggggaggc tgggtccagc cgggggggtc cctgagactc       
60

tcctgtgcag cctctggatt caccttcagt agtcatatta tgtactgggt ccgccaggct      
120
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ccagggaagg gactggaata tgtttcgggt attagcagta atggacttag ctcatattat      
180

gttgactctg tgaagggcag attcaccatc tccagagaca attccaagaa tttactgtat      
240

gttcatatgg gcagcctgaa acctgaggac atggctatgt attactgtgc gagagggggc      
300

cgggatagag tgccagctgt ctttgactac tggggccagg gaaccctggt caccgtctcc      
360

tccgcttcca ccaagggccc atcggtcttc cccctggcac cctcctccaa gagcacctct      
420

gggggcacag cggccctggg ctgcctggtc aaggactact tccccgaacc ggtgacggtg      
480

tcgtggaact caggcgccct gaccagcggc gtgcacacct tcccggctgt cctacagtcc      
540

tcaggactct actccctcag cagcgtggtg accgtgccct ccagcagctt gggcacccag      
600

acctacatct gcaacgtgaa tcacaagccc agcaacacca aggtggacaa gaaagttgag      
660

cccaaatctt gtgacaaaac tcacacatgc ccaccgtgcc cagcacctga actcctgggg      
720

ggaccgtcag tcttcctctt ccccccaaaa cccaaggaca ccctcatgat ctcccggacc      
780

cctgaggtca catgcgtggt ggtggacgtg agccacgaag accctgaggt caagttcaac      
840

tggtacgtgg acggcgtgga ggtgcataat gccaagacaa agccgcggga ggagcagtac      
900

aacagcacgt accgtgtggt cagcgtcctc accgtcctgc accaggactg gctgaatggc      
960

aaggagtaca agtgcaaggt ctccaacaaa gcctgcccag cccccatcga gaaaaccatc     
1020

tccaaagcca aagggcagcc ccgagaacca caggtgtaca ccctgccccc atcccgggag     
1080

gagatgacca agaaccaggt cagcctgacc tgcctggtca aaggcttcta tcccagcgac     
1140

atcgccgtgg agtgggagag caatgggcag ccggagaaca actacaagac cacgcctccc     
1200
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gtgctggact ccgacggctc cttcttcctc tatagcaagc tcaccgtgga caagagcagg     
1260

tggcagcagg ggaacgtctt ctcatgctcc gtgatgcatg aggctctgca caaccactac     
1320

acgcagaaga gcctctccct gtctccgggt aaa                                  
1353


