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Fig. 1 (cont.)

(I) Dph-CREO2-CREO4-CREO6 (SEQID NO:9)
GACAGGTGCGGTTCCCGGAGCGCAGGCGCACACATGCACCCACCGGCGAACGCGGTGACCCTCGCCCCACCCC 
ATCCCCTCCGGCGGGCAACTGGGTCGGGTCAGGAGGGGCAAACCCGCTAGGGAGACACTCCATATACGGCCCG 
GCCCGCGTTACCTGGGACCGGGCCAACCCGCTCCTTCTTTGGTCAACGCAGGGGACCCGGGCGGGGGCCCAGG 
CCGCGAACCGGCCGAGGGAGGGGGCTCTAGTGCCCAACACCCAAATATGGCTCGAGAAGGGCAGCGAGATTCC 
T GCGGGGT GGC GC GGAGGGAATGCCC GCGGGC TATATAAAACCT GAGCAGAGGGACAAGC GGCCACCGCAGC G 
GACAGCGCCAAGTGAAGCCTCGCTTCCCCTCCGCGGCGACCAGGGCCCGAGCCGAGAGTAGCAGTTGTAGCTA 
CCCGCCCAGGTAGGGGCGCGCCCGTACGGTCGACGGATCCCCTTTTAGAGAATCCACACC TGTCCCAGT TGC T 
GGGT TCCACTACCAAAAGTGAAT T GCAAC TAT T TTAGGAGCACT TAAGCACATCCGAA7\AAT GAGT GAT TC T G 
TTCTGGCCCACACCACATCACTGATGTACCCCCTTAAAGCATGTCCCTGAGTTCATCACAGAAGACTGCTCCT 
CC TGT GCCCTCCACAAGGTTAGAACT GTCC TT GTC T TAGGGAAAAAGGAGAGAGAGAGAGAGAGAGAGAGAGA 
GAGAGAGAGAGAGAGAGAGAGAGAGGGACAGGCACCAAC TGGGTAACC TC T GC T GACCCCCAC TC TAC T TTAC 
C ATAAGT AGC TCCAAATCCT TCT AGAAAATCT GAAAGGC AT AGCCCC ATAT ATC AGT GAT ATAAAT AGAACC T 
GC AGC AGGCTCTGGTAAATGATGACTACAAGGTGGACTGGGAGGCAGCCCGGCCTT GGC AGGC ATCATCCTCT 
AAATATAAAGATGAGTT T GT TCAGCC TTTGCAGAAGGAGGCGCGCCGTCGACGGATCCGGGCCAGGGGACGGT 
GGCTTCTACGTGCTTGGGACGTTCCCAGCCACCGTCCCATGTTCCCGGCGGGGGGCCAGCTGTCCCCACCGCC 
AGCCCAACTCAGCACTTGGTCAGGGTATCAGCTTGGTGGGGGGGCGTGAGCCCAGCCCCTGGGGCGGC TCAGC 
CC AT ACAAGGCCAT GGGGCT GGGC GCAAAGCAT GCC TGGGT TCAGGGT GGGTAT GGT GC GGGAGC AGGGAGGT 
GAGAGGCTCAGCTGCCCTCCAGAACTCCTCCCTGGGGACAACCCCTCCCAGCCAATAGCACAGCCTAGGTCCC 
CCTATATAAGGCCACGGCTGCTGGCCCTTCCTTTGGGTCAGTGTCACCTCCAGGATACAGACAGCCCCCCTTC 
AGCCCAGCCCAGCCAGGTAC

(J) Dph-CREO2-CREO4-CSk-SH5 (SEQID N0:10)
GACAGGTGCGGTTCCCGGAGCGCAGGCGCACACATGCACCCACCGGCGAACGCGGTGACCCTCGCCCCACCCC 
ATCCCCTCCGGCGGGCAACTGGGTCGGGTCAGGAGGGGCAAACCCGCTAGGGAGACACTCCATATACGGCCCG 
GCCCGCGTTACCTGGGACCGGGCCAACCCGCTCCTTCTTTGGTCAACGCAGGGGACCCGGGCGGGGGCCCAGG 
CCGCGAACCGGCCGAGGGAGGGGGCTCTAGTGCCCAACACCCAAATATGGCTCGAGAAGGGCAGCGACATTCC 
T GCGGGGT GGC GC GGAGGGAATGCCC GCGGGC TATATAAAACCT GAGCAGAGGGACAAGC GGCCACCGCAGC G 
GACAGCGCCAAGTGAAGCCTCGCTTCCCCTCCGCGGCGACCAGGGCCCGAGCCGAGAGTAGCAGTTGTAGCTA 
CCCGCCCAGGTAGGGGCGCGCCGTCGACGGATCCCCTTTTAGAGAATCCACACCTGTCCCAGTTGCTGGGTTC 
CACTACCAAAAGT GAAT T GCAAC TAT T TTAGGAGCACT TAAGCACATCCGAAAAAT GAGT GAT TC T GT TCT GG 
CCCACACCACATCACTGATGTACCCCCTTAAAGCATGTCCCTGAGTTCATCACAGAAGACTGCTCCTCCTGTG 
CCCTCCACAAGGT TAGAACT GTCC TT GTC T TAGGGAAAAAGGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA 
GAGAGAGAGAGAGAGAGAGGGAC  AGGC ACCAAC TGGGTAACC TC T GC T GACCCCCAC TC T AC T TT ACC ATAAG 
T AGC TCC AAATCC T TCT AGAAAATCT GAAAGGC AT AGCCCC ATAT ATC AGT GAT ATAAAT AGAACC TGC AGC A 
GGCTCTGGTAAATGATGACTACAAGGTGGACTGGGAGGCAGCCCGGCCTTGGCAGGCATCATCCTCTAAATAT 
AAAGATGAGT T TGT TCAGCC T TT GCAGAAGGAGGATCC GTC GAC GGC GCGCCAC GC GTCAGT T TAC TCACCAG 
GGATTCAGAGGCAGCACTGCTGAACCCTGAGCCCTTGGCACATCAGGTTGGCTGTCAGAAGTCGGCCTTTGTA 
CATACACAGTTCCCTTGTGAGGCCCAGCTGCGTGTCCTAGGAGCGGGGCCTCTCTCCACAGCAGAGCTCAGCC 
TCTCAAGTGTATGGACAGCACGGGTGCCTGATGGGTGGATTTAGCCATGAGTTGAAGGTGGCTTGGGGAGAAT 
GAGAGTTC TAGAGAT AGGGAGAAGGGGTT GCCAAT AGGAGAGTGGAAT TCC TGAGC ACC TCGTCAC AGGCAGC 
CGACAGAACATGAGCCGCAGGGCCCAGGCTATTTATACCTCGCCTGTCACTATCAGGGTCCCCACAGCTCCCC 
CCACCTCCAGCCACACACAGCAGGTCCTTTTGCTCTTTCTGGTCCCTTCTCTACTCCTCCCCCTCCCTACCTA 
A


