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<160> 35
<170> PatentIn versién 3.5

216> 1

<211> 1279

212> PRT

<213> Secuencia artificial

<220>
<221> fuente
<223> /nota="Descripciodn de la secuencia artificial: polipéptido

sintético"
<400> 1
Met Asp Trp Thr Trp Ile Leu Phe Leu Val Ala Ala Ala Thr Arg Val
1 5 10 15

His Ser Ser Gln Cys Val Asn Leu Thr Thr Arg Thr Gln Leu Pro Pro
20 25 30

Ala Tyr Thr Asn Ser Phe Thr Arg Gly Val Tyr Tyr Pro Asp Lys Val
35 40 45

Phe Arg Ser Ser Val Leu His Ser Thr Gln Asp Leu Phe Leu Pro Phe
50 55 60

Phe Ser Asn Val Thr Trp Phe His Ala Ile His Val Ser Gly Thr Asn
65 70 75 80

Gly Thr Lys Arg Phe Asp Asn Pro Val Leu Pro Phe Asn Asp Gly Val
85 90 95

Tyr Phe Ala Ser Thr Glu Lys Ser Asn Ile Ile Arg Gly Trp Ile Phe
100 105 110

Gly Thr Thr Leu Asp Ser Lys Thr Gln Ser Leu Leu Ile Val Asn Asn
115 120 125

Ala Thr Asn Val Val Ile Lys Val Cys Glu Phe Gln Phe Cys Asn Asp
130 135 140

Pro Phe Leu Gly Val Tyr Tyr His Lys Asn Asn Lys Ser Trp Met Glu
145 150 155 160



Ser

Val

Lys

Ile

Gly

225

Ile

Pro

Val

Gly

Thr

305

Thr

Asn

Phe

Ala

Glu

Ser

Asn

Tyr

210

Phe

Thr

Gly

Gly

Thr

290

Lys

Ser

Ile

Ala

Asp

Phe

Gln

Leu

195

Ser

Ser

Arg

Asp

Tyr

275

Ile

Cys

Asn

Thr

Ser

355

Tyr

Arg

Pro

180

Arg

Lys

Ala

Phe

Ser

260

Leu

Thr

Thr

Phe

Asn

340

Val

Ser

Val

165

Phe

Glu

His

Leu

Gln

245

Ser

Gln

Asp

Leu

Arg

325

Leu

Tyr

Val

Tyr

Leu

Phe

Thr

Glu

230

Thr

Ser

Pro

Ala

Lys

310

Val

Cys

Ala

Leu

Ser

Met

Val

Pro

215

Pro

Leu

Gly

Arg

Val

295

Ser

Gln

Pro

Trp

Tyr

Ser

Asp

Phe

200

Ile

Leu

Leu

Trp

Thr

280

Asp

Phe

Pro

Phe

Asn

360

Asn

Ala

Leu

185

Lys

Asn

Val

Ala

Thr

265

Phe

Cys

Thr

Thr

Gly

345

Arg

Ser

Asn

170

Glu

Asn

Leu

Leu

250

Ala

Leu

Ala

Val

Glu

330

Glu

Lys

Ala

Asn

Gly

Ile

Val

Leu

235

His

Gly

Leu

Leu

Glu

315

Ser

Val

Arg

Ser

Cys

Lys

Asp

Arg

220

Pro

Arg

Ala

Lys

Asp

300

Lys

Ile

Phe

Ile

Phe

Thr

Gln

Gly

205

Asp

Ile

Ser

Ala

Tyr

285

Pro

Gly

Val

Asn

Ser

365

Ser

Phe

Gly

190

Tyr

Leu

Gly

Tyr

Ala

270

Asn

Leu

Ile

Arg

Ala

350

Asn

Thr

Glu

175

Asn

Phe

Pro

Ile

Leu

255

Tyr

Glu

Ser

Tyr

Phe

335

Thr

Cys

Phe

Tyr

Phe

Lys

Gln

Asn

240

Thr

Tyr

Asn

Glu

Gln

320

Pro

Arg

Val

Lys



Cys

385

Val

Ala

Asp

Ser

Ser

465

Ala

Pro

Pro

Thr

Val

545

Ser

Asp

370

Tyr

Tyr

Pro

Asp

Lys

450

Asn

Gly

Leu

Tyr

Val

530

Asn

Asn

Thr

Gly

Ala

Gly

Phe

435

Val

Leu

Ser

Gln

Arg

515

Cys

Phe

Lys

Thr

Val

Asp

Gln

420

Thr

Gly

Lys

Thr

Ser

500

Val

Gly

Asn

Lys

Asp
580

Ser

Ser

405

Thr

Gly

Gly

Pro

Pro

485

Tyr

Val

Pro

Phe

Phe

565

Ala

Pro

390

Phe

Gly

Cys

Asn

Phe

470

Cys

Gly

Val

Lys

Asn

550

Leu

Val

375

Thr

Val

Lys

Val

Tyr

455

Glu

Asn

Phe

Leu

Lys

535

Gly

Pro

Arg

Lys

Ile

Ile

Ile

449

Asn

Arg

Gly

Gln

Ser

520

Ser

Leu

Phe

Asp

Leu

Arg

Ala

425

Ala

Tyr

Asp

Val

Pro

505

Phe

Thr

Thr

Gln

Pro
585

Asn

Gly

410

Asp

Trp

Leu

Ile

Glu

490

Thr

Glu

Asn

Gly

Gln

570

Gln

Asp

395

Asp

Tyr

Asn

Tyr

Ser

475

Gly

Asn

Leu

Leu

Thr

555

Phe

Thr

380

Leu

Glu

Asn

Ser

Arg

460

Thr

Phe

Gly

Leu

Val

540

Gly

Gly

Leu

Cys

Val

Tyr

Asn

445

Leu

Glu

Asn

Val

His

525

Lys

Val

Arg

Glu

Phe

Arg

Lys

430

Asn

Phe

Ile

Cys

Gly

510

Ala

Asn

Leu

Asp

Ile
590

Thr

Gln

415

Leu

Leu

Arg

Tyr

Tyr

495

Tyr

Pro

Lys

Thr

Ile

575

Leu

Asn

400

Ile

Pro

Asp

Lys

Gln

480

Phe

Gln

Ala

Cys

Glu

560

Ala

Asp



Ile

Asn

Glu

625

Val

Ile

Gly

Arg

Leu

705

Pro

Met

Thr

Leu

Gln

785

Lys

Thr

Thr

610

Val

Tyr

Gly

Ala

Ala

690

Gly

Thr

Thr

Glu

Asn

770

Glu

Asp

Pro

595

Ser

Pro

Ser

Ala

Gly

675

Arg

Ala

Asn

Lys

Cys

755

Arg

Val

Phe

Cys

Asn

Val

Thr

Glu

660

Ile

Ser

Glu

Phe

Thr

740

Ser

Ala

Phe

Gly

Ser

Gln

Ala

Gly

645

His

Cys

Val

Asn

Thr

725

Ser

Asn

Leu

Ala

Gly

Phe

Val

Ile

630

Ser

Val

Ala

Ala

Ser

710

Ile

Val

Leu

Thr

Gln

790

Phe

Gly

Ala

615

His

Asn

Asn

Ser

Ser

695

Val

Ser

Asp

Leu

Gly

775

Val

Asn

Gly

600

Val

Ala

Val

Asn

Tyr

680

Gln

Ala

Val

Cys

Leu

760

Ile

Lys

Phe

Val

Leu

Asp

Phe

Ser

665

Gln

Ser

Tyr

Thr

Thr

745

Gln

Ala

Gln

Ser

Ser

Tyr

Gln

Gln

650

Thr

Ile

Ser

Thr

730

Met

Tyr

Val

Ile

Gln

Val

Gln

Leu

635

Thr

Glu

Gln

Ile

Asn

715

Glu

Tyr

Gly

Glu

Tyr

795

Ile

Ile

Asp

620

Thr

Arg

Cys

Thr

Ala

700

Asn

Ile

Ile

Ser

Gln

780

Lys

Leu

Thr

605

Val

Pro

Ala

Asp

Asn

685

Tyr

Ser

Leu

Cys

Phe

765

Asp

Thr

Pro

Pro

Asn

Thr

Gly

Ile

670

Ser

Thr

Ile

Pro

Gly

750

Cys

Lys

Pro

Asp

Gly

Cys

Trp

Cys

655

Pro

Pro

Met

Ala

Val

735

Asp

Thr

Asn

Pro

Pro

Thr

Thr

Arg

640

Leu

Ile

Arg

Ser

Ile

720

Ser

Ser

Gln

Thr

Ile

800

Ser



805 810 815

Lys Pro Ser Lys Arg Ser Phe Ile Glu Asp Leu Leu Phe Asn Lys Val
820 825 830

Thr Leu Ala Asp Ala Gly Phe Ile Lys Gln Tyr Gly Asp Cys Leu Gly
835 840 845

Asp Ile Ala Ala Arg Asp Leu Ile Cys Ala Gln Lys Phe Asn Gly Leu
850 855 860

Thr Val Leu Pro Pro Leu Leu Thr Asp Glu Met Ile Ala Gln Tyr Thr
865 870 875 880

Ser Ala Leu Leu Ala Gly Thr Ile Thr Ser Gly Trp Thr Phe Gly Ala
885 890 895

Gly Ala Ala Leu Gln Ile Pro Phe Ala Met Gln Met Ala Tyr Arg Phe
900 905 910

Asn Gly Ile Gly Val Thr Gln Asn Val Leu Tyr Glu Asn Gln Lys Leu
915 920 925

Ile Ala Asn Gln Phe Asn Ser Ala Ile Gly Lys Ile Gln Asp Ser Leu
930 935 940

Ser Ser Thr Ala Ser Ala Leu Gly Lys Leu Gln Asp Val Val Asn Gln
945 950 955 960

Asn Ala Gln Ala Leu Asn Thr Leu Val Lys Gln Leu Ser Ser Asn Phe
965 970 975

Gly Ala Ile Ser Ser Val Leu Asn Asp Ile Leu Ser Arg Leu Asp Lys
980 985 990

Val Glu Ala Glu Val Gln Ile Asp Arg Leu Ile Thr Gly Arg Leu Gln
995 1000 1005

Ser Leu Gln Thr Tyr Val Thr Gln Gln Leu Ile Arg Ala Ala Glu
1010 1015 1020



Ile

Val

His

Leu

Ala

Gly

Asn

Ser

Tyr

Asp

Asp

Ile

Ile

Pro

Arg
1025

Leu
1040

Leu
1055

His
1070

Pro
1085

Val
1100

Phe
1115

Gly
1130

Asp
1145

Lys
1160

Ile
1175

Asp
1190

Asp
1205

Trp

Ala

Gly

Met

Val

Ala

Phe

Tyr

Asn

Pro

Tyr

Ser

Arg

Leu

Ser

Gln

Ser

Thr

Ile

Val

Glu

Cys

Leu

Phe

Gly

Leu

Gln

Ile

Ala

Ser

Phe

Tyr

Cys

Ser

Pro

Asp

Gln

Lys

Ile

Asn

Glu

Trp

Asn

Lys

Pro

Val

His

Asn

Gln

Val

Pro

Asn

Asn

Glu

Leu

Leu

Leu
1030

Arg
1045

Gln
1060

Pro
1075

Asp
1090

Gly
1105

Ile
1120

Val
1135

Glu
1150

His
1165

Ala
1180

Val
1195

Gly
1210

Gly

Ala

Val

Ser

Ala

Gly

Thr

Ile

Ile

Leu

Thr

Ser

Ala

Lys

Phe

Ala

Asp

Ala

Gln

Lys

His

Thr

Gly

Asp

Ser

Val

Lys

Tyr

Ile

Thr

Phe

Pro

Glu

Ala

Trp

Thr

Ile

Ser

Pro

Val

Asn

Glu

Ala

Lys

Cys

His

Lys

His

Phe

Asp

Val

Phe

Asp

Asn

Leu

Gln

Gly

Met
1035

Gly
1050

Gly
1065

Asn
1080

Phe
1095

Val
1110

Asn
1125

Asn
1140

Lys
1155

Val
1170

Ile
1185

Asn
1200

Tyr
1215

Leu

Ser

Lys

Val

Phe

Pro

Thr

Thr

Asn

Glu

Asp

Gln

Glu

Ile

Ile

Glu

Gly

Val

Thr

Arg

Gln

Phe

Thr

Glu

Leu

Lys

Ser

Lys

Ala

Cys

Tyr

Phe

Thr

Glu

Arg

Val

Val

Leu

Gly

Glu

Leu

Trp

Ile



1220

Val
1235

Leu
1250

Cys

Glu
1265

Thr

<210> 2

<211> 3837
<212> ADN
<213>

<220>
<221>
<223>

Met Val Thr Ile Met Leu

Lys Gly Cys Cys Ser

Asp Asp Ser Glu Pro Val

fuente
/nota="Descripcién de la secuencia artificial: polinucleétido

sintético”

<400> 2
atggattgga

tgtgtgaacc
ggagtctact
ttcctgectt
ggcaccaaga
acagagaaga
cagagcctgc
ttctgcaatg
tctgagttca
ttcctgatgg
aagaacatcg

gacctgectc

cttggattct
tgaccaccag
acccagacaa
tcttcagcaa
gatttgacaa
gcaacatcat
tgatcgtgaa
accctttect
gagtctacag
acctggaggg
atggctactt

agggcttctc

1225

1240

1255

1270

Secuencia artificial

ctttctegtt
aacacagctg
agtcttcaga
cgtgacctgg
ccctgttett
ccgaggetgg
caacgccacc
gegcgtgtac
ctctgccaac
caagcagggc
caagatctac

tgccctggag

Cys Cys Met Thr Ser

Cys Gly Ser Cys Cys

Leu Lys Gly Val Lys

gctgcageca
cctcctgect
agctctgtgce
ttccacgcca
cctttcaatg
atctttggca
aacgtggtca
taccacaaga
aactgcacat
aactttaaga
agcaagcaca

cctctggtgg

1230

Cys
1245

Lys
1260

Leu
1275

cacgcgttca
acaccaacag
tgcacagcac
tccacgtgtc
atggcgtgta
ccaccctgga
tcaaggtgtg
acaacaagtc
ttgaatatgt
acctgagaga
cacccatcaa

acctgcccat

Cys Ser

Phe Asp

His Tyr

tagcagccag
cttcaccaga
ccaggacctg
tggcaccaac
ctttgccagc
cagcaaaacc
tgagttccag
ctggatggag
gtcccagect
atttgtgttc
cctggtgaga

cggcatcaac

60

120

180

240

300

360

420

480

540

600

660

720



atcaccagat
agcagcggct
ttcctgetga
cctcttageg
accagcaact
ctgtgccctt
agaaaaagaa
tccaccttca
gtgtatgctg
acaggcaaga
gcctggaaca
cttttcagga
gctggcagcea
tacggcttcc
tttgagctgc
aagaacaaat
agcaacaaga
gctgtgagag
gtttctgtca
gtgaattgca
gtgtacagca
cacgtgaaca
cagacccaaa
tacaccatga
cccaccaact
tctgtggact

cagtacggct

tccagaccct
ggacagctgg
agtacaacga
agaccaagtg
tccgagtgca
ttggagaagt
tcagcaactg
agtgctatgg
acagctttgt
ttgctgacta
gcaacaacct
agagcaacct
caccctgcaa
agccaacaaa
tgcacgcccc
gtgtgaactt
agtttcttcc
atcctcagac
tcacacctgg
cagaagtgcc
caggcagcaa
acagctatga
ccaacagccc
gcctgggagce
tcaccatctc
gcaccatgta

ccttctgeac

gctggeectg
agctgctgec
aaatggcacc
caccctgaag
gccaacagag
cttcaatgcc
tgtggctgac
agtctctcca
gatcagagga
caactacaag
ggacagcaag
gaagcctttt
tggtgtggaa
tggcgteggc
tgccacagtg
caatttcaat
tttccagcag
cctggagatc
caccaatacc
tgtggccatc
tgttttccag
atgtgacatc
aagaagagcc
tgagaactct
tgtgaccaca
catctgtgga

ccagctgaac

cacagaagct
tactacgtgg
atcacagatg
tccttcacag
agcatcgtga
accagatttg
tactctgtgc
accaagctga
gatgaagtgc
ctgcctgatg
gtgggcggca
gaaagagaca
ggcttcaact
taccagcctt
tgtggcccca
ggcctgacag
tttggaagag
ctggatatca
agcaaccaag
cacgctgacc
acaagagctg
cctattggag
agatctgtgg
gtggcctaca
gagatcctgc
gacagcacag

agagccctga

acctgacccc
gctacctgcea
ctgttgactg
tggagaaagg
gatttccaaa
cttctgtgta
tgtacaactc
atgacctgtg
ggcagattgc
acttcacagg
actacaacta
tctccacaga
gctacttccc
acagagtggt
agaagagcac
gcacaggagt
acattgctga
caccctgctc
tggctgtgcet
agctgacacc
gctgectgat
ctggcatctg
ccagccagag
gcaacaacag
ctgtgtccat
aatgcagcaa

caggcatcgc

aggagacagc
gcccaggacc
tgccctggac
catctaccag
catcaccaac
cgcctggaac
tgcctecttc
cttcaccaac
tcctggecag
ctgtgtcatc
cctgtacaga
gatctaccag
tctgcagagc
ggtgctgtcc
caacctggtg
gctgacagag
caccacagat
ctttggagga
gtaccaagat
cacctggaga
tggagcagag
tgccagctac
catcatcgcc
catcgccatc
gaccaagaca
cctgetgetg

tgtggagcag

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160

2220

2280

2340



gacaagaaca
aaggactttg
agaagcttca
aagcagtatg
tttaatggcc
tctgeectgce
cagatccctt
gtgctgtacg
caggacagcc
aacgcccagg
tctgtgctga
agactcatca
gctgctgaga
ggccagagca
tctgctectc
ttcaccacag
tttgtgtcca
atcaccacag
aacacagttt
tacttcaaga
tctgtggtga
gaaagcctca
tacatctggc
tgctgcatga
aagtttgatg
<210> 3

<211> 6797
<212> ADN

cacaggaagt
gaggcttcaa
ttgaagacct
gagactgcct
tgactgtgct
tggctggcac
ttgccatgca
agaaccagaa
tgagcagcac
ccctgaacac
atgacatcct
caggccgcect
tccgggectc
aaagagtgga
acggcgtggt
ctcctgecat
atggcaccca
acaacacatt
atgaccctct
accacacatc
acatccagaa
tcgacctgca
tgggcttcat
ccagctgctg

aagatgactc

gtttgcccag
tttctcccaa
gctgttcaac
gggagacatt
gcctectcetg
catcaccagt
gatggcctac
gctgatcgec
agcctctgec
cctggtgaag
gagccggcetg
gcagagcctg
tgccaacctg
cttctgtggc
gttcctgcac
ctgccacgat
ctggttcgtg
tgtgtctggc
gcagcctgag
tccagatgtg
ggaaattgac
ggagctgggc
cgctggectce
ctcttgectg

tgagcctgtg

gtgaagcaga
atcctgectg
aaagtgaccc
gctgccagag
ctgacagatg
ggctggacat
agatttaatg
aaccagttca
ctgggcaagc
cagctgagca
gacaaggtgg
cagacctacg
gctgccacca
aaaggctacc
gtgacctacg
ggcaaggccc
acccagagaa
aactgtgatg
ctggacagct
gacctgggag
aggctgaacg
aagtacgagc
atcgccatcg

aagggctgcet

ctgaagggcg

tctacaaaac
accccagcaa
tggctgatgc
acctgatctg
aaatgatcgc
ttggagctgg
gcatcggegt
actctgccat
tgcaggatgt
gcaactttgg
aagcagaagt
tgacccagca
agatgtcaga
acctgatgtc
tgcctgecca
acttcccaag
acttctacga
tggtcatcgg
tcaaagaaga
acatctctgg
aagtggccaa
agtacatcaa
tgatggtgac
gcagctgtgg

tgaagctgca

accacccatc
gccttccaag
tggcttcatc
tgcccagaag
ccagtacaca
agctgccctg
gacccagaac
cggcaagatc
ggtgaaccaa
agccatctcc
gcagatcgac
gctgatcaga
atgtgtgctg
cttccctcag
ggagaagaac
agaaggtgtc
gcctcagatc
catcgtgaac
gctggacaag
catcaatgcc
gaacctgaac
gtggcctteg
catcatgctg
cagctgctgc

ctacaca

2400

2460

2520

2580

2640

2700

2760

2820

2880

2940

3000

3060

3120

3180

3240

3300

3360

3420

3480

3540

3600

3660

3720

3780

3837



<213> Secuencia artificial

<220>

<221> fuente

<223> /nota="Descripciodn de la secuencia artificial: polinucleétido

sintético”

<400> 3
gctgettege

atagtaatca
acttacggta
aatgacgtat
gtatttacgg
ccctattgac
atgggacttt
geggttttgg
tcteccacccc
aaaatgtcgt
ggtctatata
aattaatacg
accgagctcg
acacgcegttc
tacaccaaca
ctgcacagca
atccacgtgt
gatggcgtgt
accaccctgg
atcaaggtgt
aacaacaagt
tttgaatatg

aacctgagag

gatgtacggg

attacggggt
aatggcccgc
gttcccatag
taaactgccc
gtcaatgacg
cctacttggc
cagtacatca
attgacgtca
aacaactccg
agcagagctc
actcactata
gatccgccac
atagcagcca
gcttcaccag
cccaggacct
ctggcaccaa
actttgccag
acagcaaaac
gtgagttcca
cctggatgga
tgtcccagcec

aatttgtgtt

ccagatatac
cattagttca
ctggctgacc
taacgccaat
acttggcagt
gtaaatggcc
agtacatcta
atgggcgtgg
atgggagttt
ccccattgac
tctggctaac
gggagaccca
catggattgg
gtgtgtgaac
aggagtctac
gttcctgect
cggcaccaag
cacagagaag
ccagagcctg
gttctgcaat
gtctgagttc
tttcctgatg

caagaacatc

gcgttgacat
tagcccatat
gcccaacgac
agggactttc
acatcaagtg
cgcctggeat
cgtattagtc
atagcggttt
gttttggcac
gcaaatgggc
tagagaaccc
agctggctag
acttggattc
ctgaccacca
tacccagaca
ttcttcagca
agatttgaca
agcaacatca
ctgatcgtga
gaccctttcc
agagtctaca

gacctggagg

gatggctact

tgattattga
atggagttcc
ccccgeccat
cattgacgtc
tatcatatgc
tatgcccagt
atcgctatta
gactcacggg
caaaatcaac
ggtaggcegtg
actgcttact
cgtttaaact
tctttctegt
gaacacagct
aagtcttcag
acgtgacctg
accctgttct
tccgaggctg
acaacgccac
tgggcgtgta
gctctgecaa

gCaagcaggsg

tcaagatcta

ctagttatta
gcgttacata
tgacgtcaat
aatgggtgga
caagtacgcc
acatgacctt
ccatggtgat
gatttccaag
gggactttcc
tacggtggga
ggcttatcga
taagcttggt
tgctgeagcec
gcctectgec
aagctctgtg
gttccacgcec
tcctttcaat
gatctttggc
caacgtggtc
ctaccacaag
caactgcaca
caactttaag

cagcaagcac

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1380



acacccatca
gacctgccca
tacctgaccc
ggctacctgc
gctgttgact
gtggagaaag
agatttccaa
gcttctgtgt
ctgtacaact
aatgacctgt
cggcagattg
gacttcacag
aactacaact
atctccacag
tgctacttcc
tacagagtgg
aagaagagca
ggcacaggag
gacattgctg
acaccctgct
gtggctgtgce
cagctgacac
ggctgectga
gctggeatct
gccagccaga
agcaacaaca

cctgtgtcca

acctggtgag
tcggcatcaa
caggagacag
agcccaggac
gtgccctgga
gcatctacca
acatcaccaa
acgcctggaa
ctgcctectt
gcttcaccaa
ctcctggeca
gctgtgtcat
acctgtacag
agatctacca
ctctgcagag
tggtgctgtc
ccaacctggt
tgctgacaga
acaccacaga
cctttggagg
tgtaccaaga
ccacctggag
ttggagcaga
gtgccagcta
gcatcatcgc
gcatcgccat

tgaccaagac

agacctgcct
catcaccaga
cagcagcggc
cttcctgetg
ccctcttage
gaccagcaac
cctgtgeect
cagaaaaaga
ctccaccttc
cgtgtatgct
gacaggcaag
cgcctggaac
acttttcagg
ggctggeagce
ctacggcttc
ctttgagctg
gaagaacaaa
gagcaacaag
tgctgtgaga
agtttctgtc
tgtgaattgc
agtgtacagc
gcacgtgaac
ccagacccaa
ctacaccatg
ccccaccaac

atctgtggac

cagggcttct
ttccagaccc
tggacagctg
aagtacaacg
gagaccaagt
ttccgagtgc
tttggagaag
atcagcaact
aagtgctatg
gacagctttg
attgctgact
agcaacaacc
aagagcaacc
acaccctgca
cagccaacaa
ctgcacgccc
tgtgtgaact
aagtttcttc
gatcctcaga
atcacacctg
acagaagtgc
acaggcagca
aacagctatg
accaacagcc
agcctgggag
ttcaccatct

tgcaccatgt

ctgccctgga
tgctggecct
gagctgcetgc
aaaatggcac
gcaccctgaa
agccaacaga
tcttcaatgc
gtgtggctga
gagtctctcc
tgatcagagg
acaactacaa
tggacagcaa
tgaagccttt
atggtgtgga
atggcgtggg
ctgccacagt
tcaatttcaa
ctttccagca
ccctggagat
gcaccaatac
ctgtggccat
atgttttcca
aatgtgacat
caagaagagc
ctgagaactc
ctgtgaccac

acatctgtgg

gcctetggtg
gcacagaagc
ctactacgtg
catcacagat
gtccttcaca
gagcatcgtg
caccagattt
ctactctgtg
aaccaagctg
agatgaagtg
gctgectgat
ggtgggcegsc
tgaaagagac
aggcttcaac
ctaccagcct
gtgtggcccc
tggcctgaca
gtttggaaga
cctggatatc
cagcaaccaa
ccacgctgac
gacaagagct
ccctattgga
cagatctgtg
tgtggcctac
agagatcctg

agacagcaca

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160

2220

2280

2340

2400

2460

2520

2580

2640

2700

2760

2820

2880

2940

3000



gaatgcagca
acaggcatcg
atctacaaaa
gaccccagca
ctggctgatg
gacctgatct
gaaatgatcg
tttggagctg
ggcatcggeg
aactctgcca
ctgcaggatg
agcaactttg
gaagcagaag
gtgacccagc
aagatgtcag
cacctgatgt
gtgcctgecec
cacttcccaa
aacttctacg
gtggtcatcg
ttcaaagaag
gacatctctg
gaagtggcca
cagtacatca
gtgatggtga
tgcagctgtg

gtgaagctgc

acctgctgcet
ctgtggagca
caccacccat
agccttccaa
ctggcttcat
gtgcccagaa
cccagtacac
gagctgcect
tgacccagaa
tcggcaagat
tggtgaacca
gagccatctc
tgcagatcga
agctgatcag
aatgtgtgct
ccttcectca
aggagaagaa
gagaaggtgt
agcctcagat
gcatcgtgaa
agctggacaa
gcatcaatgc
agaacctgaa
agtggccttg
ccatcatgct
gcagctgctg

actacacatg

gcagtacggc
ggacaagaac
caaggacttt
gagaagcttc
caagcagtat
gtttaatggc
atctgccctg
gcagatccct
cgtgctgtac
ccaggacagc
aaacgcccag
ctctgtgctg
cagactcatc
agctgctgag
gggccagagc
gtctgctect
cttcaccaca
ctttgtgtcc
catcaccaca
caacacagtt
gtacttcaag
ctctgtggtg
cgaaagcctc
gtacatctgg
gtgctgcatg
caagtttgat

ataactcgag

tccttctgea
acacaggaag
ggaggcttca
attgaagacc
ggagactgcc
ctgactgtgc
ctggctggca
tttgccatgc
gagaaccaga
ctgagcagca
gccctgaaca
aatgacatcc
acaggccgcec
atccgggect
aaaagagtgg
cacggegtgg
gctcctgeca
aatggcaccc
gacaacacat
tatgaccctc
aaccacacat
aacatccaga
atcgacctgc
ctgggcttca
accagctgcet
gaagatgact

tctagagggc

cccagctgaa
tgtttgccca
atttctccca
tgctgttcaa
tgggagacat
tgcctectcet
ccatcaccag
agatggccta
agctgatcgc
cagcctctge
ccctggtgaa
tgagccggcet
tgcagagcct
ctgccaacct
acttctgtgg
tgttcctgcea
tctgccacga
actggttcgt
ttgtgtctgg
tgcagcctga
ctccagatgt
aggaaattga
aggagctgeg
tcgctggect
gctcttgect
ctgagcctgt

ccgtttaaac

cagagccctg
ggtgaagcag
aatcctgect
caaagtgacc
tgctgccaga
gctgacagat
tggctggaca
cagatttaat

caaccagttc

cctgggcaag
gcagctgagc
ggacaaggtg
gcagacctac
ggctgccacc
caaaggctac
cgtgacctac
tggcaaggcc
gacccagaga
caactgtgat
gctggacagc
ggacctggga
caggctgaac
caagtacgag
catcgccatc
gaagggctgc
gctgaagggc

ccgctgatca

3060

3120

3180

3240

3300

3360

3420

3480

3540

3600

3660

3720

3780

3840

3900

3960

4020

4080

4140

4200

4260

4320

4380

4440

4500

4560

4620



gcctcgactg
ttgaccctgg

cattgtctga

gaggattggg
gegeggtttt
ttgggaagcc
geggatcaag
gattgcacgc
aacagacaat
ttctttttgt
ggctatcgtg
aagcgggaag
accttgctcc
ttgatccggc
ctcggatgga
cgccagcecga
tgacccatgg
tcatcgactg
gtgatattgc
tcgcegetcec
ttattaacgc
cacaccgcat
ttctaaatac
taatagcacg
gataatctca
gtagaaaaga

CaaacCaaaaa

tgccttctag
aaggtgccac
gtaggtgtca
aagacaatag
atggacagca
ctgcaaagta
ctctgatcaa
aggttctccg
cggctgetct

caagaccgac

gctggecacg
ggactggctg
tgccgagaaa
tacctgccca
agccggtctt
actgttcgcec
cgatgcctgce
tggceggetg
tgaagagctt
cgattcgcag
ttacaatttc
caggtggcac
attcaaatat
tgctaaaact
tgaccaaaat
tcaaaggatc

aaccaccgct

ttgccagcca
tcccactgtc
ttctattctg
caggcatgct
agcgaaccgg
aactggatgg
gagacaggat
gcegettggg
gatgccgecg
ctgtccggtg
acgggcgttc
ctattgggcg
gtatccatca
ttcgaccacc
gtcgatcagg
aggctcaagg
ttgccgaata
ggtgtggegg
ggcggcgaat
cgcatcgect
ctgatgcggt
ttttcgggga
gtatccgctc
tcatttttaa
cccttaacgt

ttcttgagat

accagcggtg

tctgttgttt

ctttcctaat

gggeeteees

ggggatgegg

aattgccagc
ctttcttgec
gaggatcgtt
tggagaggct
tgttccgget
ccctgaatga
cttgcgceagce
aagtgccggg
tggctgatgc
aagcgaaaca
atgatctgga
cgagcatgcc
tcatggtgga
accgctatca
gggctgaccg
tctatcgect
attttctcct
aatgtgcgcg
atgagacaat
tttaaaagga
gagttttcgt
cctttttttce

gtttgtttgc

gccecteccc
aaaatgagga

tggggcagga

tgggctctat
tggggcgccc
gccaaggatc
tcgcatgatt
attcggctat
gtcagcgcag
actgcaagac
tgtgctcgac
gcaggatctc
aatgcggcgg
tcgcatcgag
cgaagagcat
cgacggcgag
aaatggccgc
ggacatagcg
cttcctegtg
tcttgacgag
tacgcatctg
gaacccctat
aaccctgata
tctaggtgaa
tccactgagc
tgcgcgtaat

cggatcaaga

cgtgecttcec
aattgcatcg
cagcaagggg
ggcttctact
tctggtaagg
tgatggcgca
gaacaagatg
gactgggcac
gggegeecgg
gaggcagcegc
gttgtcactg
ctgtcatctc
ctgcatacgc
cgagcacgta
caggggcteg
gatctcgtcg
ttttctggat
ttggctaccc
ctttacggta
ttcttctgaa
tgcggtattt
ttgtttattt
aatgcttcaa
gatccttttt
gtcagacccc
ctgctgettg

gctaccaact

4680

4740

4800

4860

4920

4980

5040

5100

5160

5220

52860

5340

5400

5460

5520

5580

5640

5700

5760

5820

5880

5940

6000

6060

6120

6180

6240



ctttttccga
tagccgtagt
ctaatcctgt
tcaagacgat
cagcccagct
gaaagcgcca
ggaacaggag
gtcgggtttc
agcctatgga
tttgctcaca
<210> 4

<211> 1279
<212> PRT
<213>
<220>

<221>
<223>

fuent
sinté

<400> 4
Met Asp Trp
1

His Ser Ser

Ala Thr

35

Tyr

Phe Arg Ser

50

Phe
65

Ser Asn

Gly Thr Lys

aggtaactgg
taggccacca
taccagtggc
agttaccgga
tggagcgaac
cgcttcccga
agcgcacgag
gccacctctg
aaaacgccag

tgttctt

e

/nota="Descripcioén de

tico"

Thr Trp

Gln
20

Cys
Asn Ser
Ser Val
Val

Thr

Phe
85

Arg

Ile

Val

Phe

Leu

Trp

70

Asp

cttcagcaga
cttcaagaac
tgctgccagt
taaggcgcag
gacctacacc
agggagaaag
ggagcttcca
acttgagcgt

caacgcggcc

Secuencia artificial

Leu Phe

Asn Leu

Thr Arg

40

His Ser

55

Phe His

Asn Pro

gcgcagatac
tctgtagcac
ggcgataagt
cggteggget
gaactgagat
gcggacaggt
gggggaaacg
cgatttttgt

tttttacggt

la secuencia artificial:

Val
10

Leu Ala

Thr
25

Thr Arg

Gly val Tyr

Thr G1ln Asp

Ala Ile His

75

Val Leu Pro

90

caaatactgt
cgcctacata
cgtgtcttac
gaacggeess
acctacagcg
atccggtaag
cctggtatct
gatgctcgtc

tcctggectt

po

Ala Ala Thr

Thr Gln Leu

30

Pro
45

Tyr Asp

Leu Phe Leu

60

Val Ser Gly

Phe Asn Asp

tcttctagtg
cctecgctectg
cgggttggac
ttcgtgcaca
tgagctatga
cggcagggtc

ttatagtcct

aggeeesces

ttgctggect

lipéptido

Arg Val
15

Pro Pro

Lys Val

Pro Phe

Thr Asn

80

Gly val

95

6300

6360

6420

6480

6540

6600

6660

6720

6780

6797



Tyr

Gly

Ala

Pro

145

Ser

Val

Lys

Ile

Gly

225

Ile

Pro

Val

Gly

Phe

Thr

Thr

130

Phe

Glu

Ser

Asn

Tyr

210

Phe

Thr

Gly

Gly

Thr
290

Ala

Thr

115

Asn

Leu

Phe

Gln

Leu

195

Ser

Ser

Arg

Asp

Tyr

275

Ile

Ser

100

Leu

Val

Gly

Arg

Pro

180

Arg

Lys

Ala

Phe

Ser

260

Leu

Thr

Thr

Asp

Val

Val

Val

165

Phe

Glu

His

Leu

Gln

245

Ser

Gln

Val

Glu

Ser

Ile

Tyr

150

Tyr

Leu

Phe

Thr

Glu

230

Thr

Ser

Pro

Ala

Lys

Lys

Lys

135

Tyr

Ser

Met

Val

Pro

215

Pro

Leu

Gly

Arg

Val
295

Ser

Thr

120

Val

His

Ser

Asp

Phe

200

Ile

Leu

Leu

Trp

Thr

280

Ala

Asn

105

Gln

Cys

Lys

Ala

Leu

185

Lys

Asn

Val

Ala

Thr

265

Phe

Cys

Ile

Ser

Glu

Asn

Asn

170

Glu

Asn

Leu

Asp

Leu

250

Ala

Leu

Ala

Ile

Leu

Phe

Asn

155

Asn

Gly

Ile

Val

Leu

235

His

Gly

Leu

Leu

Arg

Leu

Gln

140

Lys

Cys

Lys

Asp

Arg

220

Pro

Arg

Ala

Lys

Asp
300

Gly

Ile

125

Phe

Ser

Thr

Gln

Gly

205

Asp

Ile

Ser

Ala

Tyr

285

Pro

Trp

110

Val

Cys

Trp

Phe

Gly

190

Tyr

Leu

Gly

Tyr

Ala

270

Asn

Leu

Ile

Asn

Asn

Met

Glu

175

Asn

Phe

Pro

Ile

Leu

255

Tyr

Glu

Ser

Phe

Asn

Asp

Glu

160

Phe

Lys

Gln

Asn

240

Thr

Tyr

Asn

Glu



Thr

305

Thr

Asn

Phe

Ala

Cys

385

Val

Ala

Asp

Ser

Ser

465

Ala

Pro

Pro

Lys

Ser

Ile

Ala

Asp

370

Tyr

Tyr

Pro

Asp

Lys

450

Asn

Gly

Leu

Tyr

Cys

Asn

Thr

Ser

355

Tyr

Gly

Ala

Gly

Phe

435

Val

Leu

Ser

Gln

Arg
515

Thr

Phe

Asn

340

Val

Ser

Val

Asp

Gln

420

Thr

Gly

Lys

Thr

Ser

500

Val

Leu

Arg

325

Leu

Tyr

Val

Ser

Ser

405

Thr

Gly

Gly

Pro

Pro

485

Tyr

Val

Lys

310

Val

Cys

Ala

Leu

Pro

390

Phe

Gly

Cys

Asn

Phe

470

Cys

Gly

Val

Ser

Gln

Pro

Trp

Tyr

375

Thr

Val

Lys

Val

Tyr

455

Glu

Asn

Phe

Leu

Phe

Pro

Phe

Asn

360

Asn

Lys

Ile

Ile

Ile

440

Asn

Arg

Gly

Gln

Ser
520

Thr

Thr

Gly

345

Arg

Ser

Leu

Arg

Ala

425

Ala

Tyr

Asp

Val

Pro

505

Phe

Val

Glu

330

Glu

Lys

Ala

Asn

Gly

410

Asp

Trp

Leu

Ile

Glu

490

Thr

Glu

Glu

315

Ser

Val

Arg

Ser

Asp

395

Asp

Tyr

Asn

Tyr

Ser

475

Gly

Asn

Leu

Lys

Ile

Phe

Ile

Phe

380

Leu

Glu

Asn

Ser

Arg

460

Thr

Phe

Gly

Leu

Gly

Val

Asn

Ser

365

Ser

Cys

Val

Tyr

Asn

445

Leu

Glu

Asn

Val

His
525

Ile

Arg

Ala

350

Asn

Thr

Phe

Arg

Lys

430

Asn

Phe

Ile

Cys

Gly

510

Ala

Tyr

Phe

335

Thr

Cys

Phe

Thr

Gln

415

Leu

Leu

Arg

Tyr

Tyr

495

Tyr

Pro

Gln

320

Pro

Arg

Val

Lys

Asn

400

Ile

Pro

Asp

Lys

Gln

480

Phe

Gln

Ala



Thr

Val

545

Ser

Asp

Ile

Asn

Glu

625

Val

Ile

Gly

Arg

Leu

705

Pro

Val

530

Asn

Asn

Thr

Thr

Thr

610

Val

Tyr

Gly

Ala

Ala

690

Gly

Thr

Cys

Phe

Lys

Thr

Pro

595

Ser

Pro

Ser

Ala

Gly

675

Arg

Ala

Asn

Gly

Asn

Lys

Asp

580

Cys

Asn

Val

Thr

Glu

660

Ile

Ser

Glu

Phe

Pro

Phe

Phe

565

Ala

Ser

Gln

Ala

Gly

645

His

Cys

Thr

Asn

Thr
725

Lys

Asn

550

Leu

Val

Phe

Val

Ile

630

Ser

Val

Ala

Ala

Ser

710

Ile

Lys

535

Gly

Pro

Arg

Gly

Thr

615

His

Asn

Asn

Ser

Ser

695

Val

Ser

Ser

Leu

Phe

Asp

Gly

600

Val

Ala

Val

Asn

Tyr

680

Gln

Ala

Val

Thr

Thr

Gln

Pro

585

Val

Leu

Asp

Phe

Ser

665

Gln

Ser

Tyr

Thr

Asn

Gly

Gln

570

Gln

Ser

Tyr

Gln

Lys

650

Tyr

Thr

Ile

Ser

Thr
730

Leu

Thr

555

Phe

Thr

Val

Gln

Leu

635

Thr

Glu

Gln

Ile

Asn

715

Glu

Val

540

Gly

Gly

Leu

Ile

Asp

620

Thr

Arg

Cys

Thr

Ala

700

Asn

Ile

Lys

Val

Arg

Glu

Thr

605

Val

Pro

Ala

Asp

Asn

685

Tyr

Ser

Leu

Asn

Leu

Asp

Ile

590

Pro

Asn

Thr

Gly

Ile

670

Ser

Thr

Ile

Pro

Lys

Thr

Ile

575

Leu

Gly

Cys

Trp

Cys

655

Pro

Pro

Met

Val

Val
735

Cys

Glu

560

Ala

Asp

Ala

Thr

Arg

640

Leu

Ile

Arg

Ser

Ile

720

Ser



Met

Thr

Leu

Gln

785

Lys

Lys

Thr

Asp

Thr

865

Ser

Gly

Asn

Ile

Ser
945

Thr

Glu

Asn

770

Glu

Asp

Pro

Leu

Ile

850

Val

Ala

Ala

Gly

Ala

930

Ser

Lys

Cys

755

Arg

Val

Phe

Ser

Ala

835

Ala

Leu

Leu

Ala

Ile

915

Asn

Thr

Thr

740

Ser

Ala

Phe

Gly

Lys

820

Asp

Ala

Pro

Leu

Leu

900

Arg

Gln

Ala

Ser

Asn

Leu

Ala

Gly

805

Arg

Ala

Arg

Pro

Ala

885

Gln

Val

Phe

Ser

Val

Pro

Thr

Gln

790

Phe

Ser

Gly

Asp

Leu

870

Gly

Ile

Thr

Asn

Ala
950

Asp

Leu

Gly

775

Val

Asn

Phe

Phe

Leu

855

Leu

Thr

Pro

Gln

Ser

935

Leu

Cys

Leu

760

Ile

Lys

Phe

Ile

Ile

840

Ile

Thr

Ile

Phe

Asn

920

Ala

Gly

Thr

745

Gln

Ala

Gln

Ser

Glu

825

Lys

Cys

Asp

Thr

Ala

905

Val

Ile

Lys

Met

Tyr

Val

Ile

Gln

810

Asp

Gln

Ala

Glu

Ser

890

Met

Leu

Gly

Leu

Tyr

Gly

Glu

Tyr

795

Ile

Leu

Tyr

Gln

Met

875

Gly

Gln

Tyr

Lys

Gln
955

Ile

Ser

Gln

780

Lys

Leu

Leu

Gly

Lys

860

Ile

Trp

Met

Glu

Ile

940

Asp

Cys

Phe

765

Asp

Thr

Pro

Phe

Asp

845

Phe

Ala

Thr

Ala

Asn

925

Gln

Val

Ser

750

Cys

Lys

Pro

Asp

Asn

830

Cys

Asn

Gln

Phe

Tyr

910

Gln

Asp

Val

Asp

Thr

Asn

Pro

Pro

815

Lys

Leu

Gly

Tyr

Gly

895

Arg

Lys

Ser

Asn

Ser

Gln

Thr

Ile

800

Ser

Val

Gly

Leu

Thr

880

Ala

Phe

Leu

Leu

Gln
960



Asn Ala Gln Ala Leu Asn Thr Leu Val Lys Gln Leu Ser Ser Thr Phe
965 970 975

Ser Thr Ile Ser Ser Val Leu Asn Asp Ile Leu Ser Arg Leu Asp Lys
980 985 990

Val Glu Ala Glu Val Gln Ile Asp Arg Leu Ile Thr Gly Arg Leu Gln
995 1000 1005

Ser Leu Gln Thr Tyr Val Thr Gln Gln Leu Ile Arg Ala Ala Glu
1010 1015 1020

Ile Arg Ala Ser Ala Asn Leu Lys Ala Thr Lys Met Ser Glu Cys
1025 1030 1035

Val Leu Gly Gln Ser Lys Arg Val Asp Phe Cys Gly Lys Gly Tyr
1040 1045 1050

His Leu Met Ser Phe Pro Gln Ser Ala Pro His Gly Val Val Phe
1055 1060 1065

Leu His Val Thr Tyr Val Pro Ala Gln Glu Lys Asn Phe Thr Thr
1070 1075 1080

Ala Pro Ala Thr Cys His Asp Gly Lys Ala His Phe Pro Arg Glu
1085 1090 1095

Gly Val Phe Val Ser Asn Gly Thr His Trp Phe Val Thr Gln Arg
1100 1105 1110

Asn Phe Asp Glu Pro Gln Ile 1Ile Thr Thr Asp Asn Thr Phe Val
1115 1120 1125

Ser Gly Asn Cys Asp Val Val 1Ile Gly Ile Val Asn Asn Thr Val
1130 1135 1140

Tyr Asp Pro Leu Gln Pro Glu Leu Asp Ser Phe Lys Glu Glu Leu
1145 1150 1155



Asp

Asp

Ile

Ile

Pro

Val

Cys

Glu

Thr

Lys
1160

Ile
1175

Asp
1190

Asp
1205

Trp
1220

Met
1235

Leu
1250

Asp
1265

<210> 5

<211>
<212>
<213>

<220>

<221>
<223>

Tyr

Ser

Arg

Leu

Tyr

Val

Lys

Asp

3837
ADN
Secuencia artificial

fuente
/nota="Descripcidn de la secuencia artificial: polinucleétido

Phe

Gly

Leu

Gln

Ile

Thr

Gly

Ser

sintético"

<400> 5

atggattgga cctggattct ttttctcgtt gcagctgcta
tgtgtgaacc tgaccaccag aacacagctg cctcctgect
ggagtctact acccagacaa ggtgttcaga agctctgtgc

ttcctgecctt tcttcagcaa cgtgacctgg ttccacgcca

Lys

Ile

Asn

Glu

Trp

Ile

Cys

Glu

Asn

Asn

Glu

Leu

Leu

Met

Cys

Pro

His
1165

Ala
1180

Val
1195

Gly
1210

Gly
1225

Leu
1240

Ser
1255

Val
1270

Thr

Ser

Ala

Lys

Phe

Cys

Cys

Leu

Ser

Val

Lys

Tyr

Ile

Cys

Gly

Lys

Pro

Val

Asn

Glu

Ala

Met

Ser

Gly

Asp

Asn

Leu

Gln

Gly

Thr

Cys

Val

Val
1170

Ile
1185

Asn
1200

Tyr
1215

Leu
1230

Ser
1245

Cys
1260

Lys
1275

Asp

Gln

Glu

Ile

Ile

Cys

Lys

Leu

Leu

Lys

Ser

Lys

Ala

Cys

Phe

His

Gly

Glu

Leu

Trp

Ile

Ser

Asp

Tyr

cacgcgttca tagcagccag
acaccaacag cttcaccaga
tgcacagcac ccaggacctc

tccacgtgtc tggcaccaac

60

120

180

240



ggcaccaaga
acagagaaga
cagagcctgc
ttctgcaatg
tctgagttcc
ttcctgatgg
aagaacatcg
gatcttcctc
atcacccgct
agcagcggct
ttcctgctga
cctctttctg
accagcaact
ctgtgtcctt
agaaaaagaa
tccaccttca
gtgtatgctg
acaggcaaga
gcctggaaca
cttttcagga
gctggcagca
tacggcttcc
tttgagctgc
aagaacaaat
agcaacaaga
gctgtgagag

gtttctgtca

gatttgacaa
gcaacatcat
tgatcgtgaa
accctttcct
gagtgtacag
acctggaggg
atggctactt
agggcttctc
ttcagaccct
ggacagctgg
agtacaacga
agaccaagtg
tcagagttca
ttggagaagt
tcagcaactg
agtgctacgg
acagctttgt
ttgctgacta
gcaacaacct
agagcaacct
caccctgcaa
agcccaccaa
tgcacgcccc
gtgtgaactt
agttcctgcc
atcctcagac

tcacacctgg

ccctgtgetg
ccgaggctgg
taatgccacc
gggcgtgtac
ctctgccaac
caagcagggc
caagatctac
tgccctggag
gctggcectg
agctgctgcc
aaatggcacc
caccctgaag
gccaacagag
cttcaatgcc
tgtggctgac
tgtgtctcct
catcagagga
caactacaag
ggacagcaag
gaagcctttt
tggagtggaa
tggegtggsc
tgccacagtg
caatttcaat
tttccagcag
cctggagatc

agccaacacc

cctttcaatg
atctttggca
aacgtggtca
taccacaaga
aactgcacat
aatttcaaga
agcaagcaca
cctctggtgg
cacagaagct
tactacgtgg
atcactgtgg
tccttcacag
agcatcgtga
accagatttg
tactctgtgc
accaagctga
gatgaagtgc
ctgcctgatg
gtgggcggca
gaaagagaca
ggcttcaact
taccagcctt
tgtggcccca
ggcctgacag
tttggaagag
ctggacatca

agcaaccaag

atggtgtgta
ccaccctgga
tcaaggtgtg
acaacaagtc
ttgaatatgt
acctgagaga
cacccatcaa
acctgcccat
acctgacccc
gctacctgca
ctgtggcctg
tggagaaagg
gatttccaaa
cttctgtgta
tgtacaactc
atgacctgtg
ggcagatcgc
acttcacagg
actacaacta
tctccacaga
gctacttccc
acagagtggt
agaagagcac
gcacaggagt
acattgctga
caccctgctc

tgacagtgct

ctttgccagc
cagcaaaaca
tgagttccag
ctggatggag
gtcccagcct
atttgtgttc
cctggtgaga
cggcatcaac
aggagacagc
gccaagaacc
tgccctggac
catctaccag
catcaccaac
cgcctggaac
tgccteccttc
cttcaccaac
ccctggccag
ctgtgtcatc
cctgtacaga
gatctaccag
tctgcagagc
ggtgctgtcc
caacctggtg
gctgacagag
caccacagat
ctttggagga

gtaccaagat

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860



gtgaactgca
gtctacagca
cacgtgaaca
cagacccaaa
tacaccatga
cccaccaact
tctgtggact
cagtacggct
gacaagaaca
aaggactttg
agaagcttca
aaacaatatg
tttaatggcc
tctgccctge
cagatccctt
gtgctgtatg
caggacagcc
aatgcccagg
agcgtgctga
agactcatca
gctgctgaga
ggccagagca
tctgctectc
ttcaccacag
tttgtgtcca
atcaccacag

aacacagttt

cagaagttcc
caggcagcaa
acagctatga
ccaacagccc
gcctgggagc
tcaccatctc
gcaccatgta
ccttctgcac
cacaggaagt
gaggcttcaa
ttgaagacct
gagactgcct
tgactgtgct
tggctggcac
ttgccatgca
aaaaccagaa
tgagcagcac
ccctgaacac
atgacatcct
caggccggct
tcagagcttc
agagagtgga
acggegtggt
ctcctgccac
atggcaccca
acaacacatt

atgaccctct

tgtggccatc
cgtgtttaaa
atgtgacatc
aagaagagcc
agagaactct
tgtgaccaca
catctgcagt
ccagctgaac
gtttgcccag
cttctcccag
gctgttcaac
gggagacatt
gcctcctctg
catcacatct
gatggcctac
gctgatcgcc
agcctctgcec
cctggtgaag
gagccggctg
gcagagcctg
tgccaacctg
cttctgtggc
gttcctgcac
ctgccacgat
ctggttcgtg
tgtttctggc

gcagcctgag

cacgctgacc
acaagagctg
cctattggag
aggagcacag
gtggcctaca
gagatcctgc
gacagcacag
agagccctga
gtgaagcaga
atcctgecctg
aaagtgaccc
gctgccagag
ctgacagatg
ggctggacat
agatttaatg
aaccagttca
ctgggcaagc
cagctgagca
gacaaggtgg
cagacctacg
aaggccacca
aaaggctacc
gtgacctacg
ggcaaagccc
acccagagaa
aactgtgatg

ctggacagct

agctgacccc
gctgcctgat
ctggcatctg
ccagccagag
gcaacaacag
ctgtgtccat
aatgcagcaa
caggcatcgc
tctacaaaac
accccagcaa
tggctgatgc
acctgatctg
aaatgatcgc
ttggagctgg
gcatcagagt
actctgccat
tgcaggatgt
gcaccttctc
aagctgaggt
tgacccagca
agatgtcaga
acctgatgtc
tgcctgccca
acttcccaag
actttgatga
tggtcatcgg

tcaaagaaga

aacctggaga
tggagcagag
tgccagctac
catcatcgcc
catcgtcatc
gaccaagaca
ccctctgetg
tgtggagcag
accacccatc
gcccagcaag
tggcttcatc
tgcccagaag
ccagtacaca
agctgccctg
gacccagaac
cggcaagatc
ggtgaaccaa
caccatctcc
gcagatcgac
gctgatcaga
atgtgtgctg
cttccctcag
ggagaagaac
agaaggcgtc
gcctcagatc

catcgtgaac

gctggacaag

1920

1980

2040

2100

2160

2220

2280

2340

2400

2460

2520

2580

2640

2700

2760

2820

2880

2940

3000

3060

3120

3180

3240

3300

3360

3420

3480



tacttcaaga
tctgtggtga
gaaagcctca
tacatctggc
tgctgcatga
aagtttgatg
<210> 6
<211> 6797
<212> ADN
<213>
<220>

<221>
<223>

accacacatc
acatccagaa
tcgacctgca
tgggcttcat
ccagctgctg

aagatgactc

fuente
/nota="Descripcidn de la secuencia artificial: polinucleétido

sintético"

<400> 6
gctgettcge

atagtaatca
acttacggta
aatgacgtat
gtatttacgg
ccctattgac
atgggacttt
gcggttttgg
tctccacccc
aaaatgtcgt
ggtctatata
aattaatacg
accgagctcg
acacgcgttc

tacaccaaca

gatgtacggg

attacggggt
aatggcccgc
gttcccatag
taaactgccc
gtcaatgacg
cctacttggc
cagtacatca
attgacgtca
aacaactccg
agcagagctc
actcactata
gatccgccac
atagcagcca

gcttcaccag

tccagatgtg
ggaaattgac
ggagctgggc
tgctggectc
ctcttgectg

tgagcctgtg

Secuencia artificial

ccagatatac
cattagttca
ctggctgacc
taacgccaat
acttggcagt
gtaaatggcc
agtacatcta
atgggegtgg
atgggagttt
ccccattgac
tctggctaac
gggagaccca
catggattgg
gtgtgtgaac

aggagtctac

gacctgggag
aggctgaacg
aagtacgagc
atcgccatcg

aagggctgct

ctgaagggeg

gcgttgacat
tagcccatat
gcccaacgac
agggactttc
acatcaagtg
cgcctggceat
cgtattagtc
atagcggttt
gttttggcac
gcaaatgggc
tagagaaccc
agctggctag
acctggattc
ctgaccacca

tacccagaca

acatctctgg
aagtggccaa
agtacatcaa
tgatggtgac
gcagctgtgg

tgaagctgca

tgattattga
atggagttcc
ccccgcccat
cattgacgtc
tatcatatgc
tatgcccagt
atcgctatta
gactcacggg
caaaatcaac
ggtaggcegtg
actgcttact
cgtttaaact
tttttctcgt
gaacacagct

aggtgttcag

catcaatgcc
gaacctgaac
gtggecttgg
catcatgctg
cagctgctgc

ctacaca

ctagttatta
gcgttacata
tgacgtcaat
aatgggtgga
caagtacgcc
acatgacctt
ccatggtgat
gatttccaag
gggactttcc
tacggtggga
ggcttatcga
taagcttggt
tgcagctgct
gcctecctgec

aagctctgtg

3540

3600

3660

3720

3780

3837

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900



ctgcacagca
atccacgtgt
gatggtgtgt
accaccctgg
atcaaggtgt
aacaacaagt
tttgaatatg
aacctgagag
acacccatca
gacctgccca
tacctgaccc
ggctacctgc
gctgtggect
gtggagaaag
agatttccaa
gcttctgtgt
ctgtacaact
aatgacctgt
cggcagatcg
gacttcacag
aactacaact
atctccacag
tgctacttcc
tacagagtgg
aagaagagca
ggcacaggag

gacattgctg

cccaggacct
ctggcaccaa
actttgccag
acagcaaaac
gtgagttcca
cctggatgga
tgtcccagcc
aatttgtgtt
acctggtgag
tcggcatcaa
caggagacag
agccaagaac
gtgccctgga
gcatctacca
acatcaccaa
acgcctggaa
ctgcctectt
gcttcaccaa
cccctggeca
gctgtgtcat
acctgtacag
agatctacca
ctctgcagag
tggtgctgtc
ccaacctggt
tgctgacaga

acaccacaga

cttcctgect
cggcaccaag
cacagagaag
acagagcctg
gttctgcaat
gtctgagttc
tttcctgatg
caagaacatc
agatcttcct
catcacccgc
cagcagcggc
cttcctgctg
ccctetttct
gaccagcaac
cctgtgtect
cagaaaaaga
ctccaccttc
cgtgtatgct
gacaggcaag
cgcctggaac
acttttcagg
ggctggceagc
ctacggcttc
ctttgagctg
gaagaacaaa
gagcaacaag

tgctgtgaga

ttcttcagca
agatttgaca
agcaacatca
ctgatcgtga
gaccctttcc
cgagtgtaca
gacctggagg
gatggctact
cagggcttct
tttcagaccc
tggacagctg
aagtacaacg
gagaccaagt
ttcagagttc
tttggagaag
atcagcaact
aagtgctacg
gacagctttg
attgctgact
agcaacaacc
aagagcaacc
acaccctgca
cagcccacca
ctgcacgccc
tgtgtgaact
aagttcctgc

gatcctcaga

acgtgacctg
accctgtgct
tccgaggctg
ataatgccac
tgggcgtgta
gctctgccaa
gcaagcagsgg
tcaagatcta
ctgccctgga
tgctggccect
gagctgctgc
aaaatggcac
gcaccctgaa
agccaacaga
tcttcaatgc
gtgtggctga
gtgtgtctcc
tcatcagagg
acaactacaa
tggacagcaa
tgaagccttt
atggagtgga
atggcgtggg
ctgccacagt
tcaatttcaa
ctttccagca

ccctggagat

gttccacgcc
gcctttcaat
gatctttggc
caacgtggtc
ctaccacaag
caactgcaca
caatttcaag
cagcaagcac
gcctctggtg
gcacagaagc
ctactacgtg
catcactgtg
gtccttcaca
gagcatcgtg
caccagattt
ctactctgtg
taccaagctg
agatgaagtg
gctgcctgat
ggtgggcgsc
tgaaagagac
aggcttcaac
ctaccagcct
gtgtggcccc
tggcctgaca
gtttggaaga

cctggacatc

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160

2220

2280

2340

2400

2460

2520



acaccctgct
gtgacagtgc
cagctgaccc
ggctgcctga
gctggcatct
gccagccaga
agcaacaaca
cctgtgtcca
gaatgcagca
acaggcatcg
atctacaaaa
gaccccagca
ctggctgatg
gacctgatct
gaaatgatcg
tttggagctg
ggcatcagag
aactctgcca
ctgcaggatg
agcaccttct
gaagctgagg
gtgacccagc
aagatgtcag
cacctgatgt
gtgcctgccc
cacttcccaa

aactttgatg

cctttggagg
tgtaccaaga
caacctggag
ttggagcaga
gtgccagcta
gcatcatcgc
gcatcgtcat
tgaccaagac
accctctgcect
ctgtggagca
caccacccat
agcccagcaa
ctggcttcat
gtgcccagaa
cccagtacac
gagctgccct
tgacccagaa
tcggcaagat
tggtgaacca
ccaccatctc
tgcagatcga
agctgatcag
aatgtgtgct
ccttccctca
aggagaagaa
gagaaggcgt

agcctcagat

agtttctgtc
tgtgaactgc
agtctacagc
gcacgtgaac
ccagacccaa
ctacaccatg
ccccaccaac
atctgtggac
gcagtacggc
ggacaagaac
caaggacttt
gagaagcttc
Caaacaatat
gtttaatggc
atctgccctg
gcagatccct
cgtgctgtat
ccaggacagc
aaatgcccag
cagcgtgctg
cagactcatc
agctgctgag
gggccagagce
gtctgctcct
cttcaccaca
ctttgtgtcc

catcaccaca

atcacacctg
acagaagttc
acaggcagca
aacagctatg
accaacagcc
agcctgggag
ttcaccatct
tgcaccatgt
tccttctgcea
acacaggaag
ggaggcttca
attgaagacc
ggagactgcc
ctgactgtgc
ctggctggca
tttgccatgc
gaaaaccaga
ctgagcagca
gccctgaaca
aatgacatcc
acaggccggc
atcagagctt
aagagagtgg
cacggegtgg
gctcctgcca
aatggcaccc

gacaacacat

gagccaacac
ctgtggccat
acgtgtttaa
aatgtgacat
caagaagagc
cagagaactc
ctgtgaccac
acatctgcag
cccagctgaa
tgtttgccca
acttctccca
tgctgttcaa
tgggagacat
tgcctcctct
ccatcacatc
agatggccta
agctgatcgc
cagcctctgc
ccctggtgaa
tgagccggct
tgcagagcct
ctgccaacct
acttctgtgg
tgttcctgca
cctgccacga
actggttcgt

ttgtttctgg

cagcaaccaa
ccacgctgac
aacaagagct
ccctattgga
caggagcaca
tgtggcctac
agagatcctg
tgacagcaca
cagagccctg
ggtgaagcag
gatcctgcct
caaagtgacc
tgctgccaga
gctgacagat
tggctggaca
cagatttaat

caaccagttc

cctgggcaag
gcagctgagc
ggacaaggtg
gcagacctac
gaaggccacc
caaaggctac
cgtgacctac
tggcaaagcc
gacccagaga

caactgtgat

2580

2640

2700

2760

2820

2880

2940

3000

3060

3120

3180

3240

3300

3360

3420

3480

3540

3600

3660

3720

3780

3840

3900

3960

4020

4080

4140



gtggtcatcg
ttcaaagaag
gacatctctg
gaagtggcca
cagtacatca
gtgatggtga
tgcagctgtg
gtgaagctgc
gcctcgactg
ttgaccctgg

cattgtctga

gaggattggg
gggeggtttt
ttgggaagcc
ggggatcaag
gattgcacgc
aacagacaat
ttctttttgt
ggctatcgtg
aagcgggaag
accttgctcc
ttgatccggc
ctcggatgga
cgccagcecga
tgacccatgg
tcatcgactg

gtgatattgc

gcatcgtgaa
agctggacaa
gcatcaatgc
agaacctgaa
agtggccttg
ccatcatgct
gcagctgctg
actacacatg
tgccttctag
aaggtgccac
gtaggtgtca
aagacaatag
atggacagca
ctgcaaagta
ctctgatcaa
aggttctccg
cggctgectct

caagaccgac

gctggccacg
ggactggctg
tgccgagaaa
tacctgccca
agccggtctt
actgttcgcc
cgatgcctgc
tggccggcetg

tgaagagctt

caacacagtt
gtacttcaag
ctctgtggtg
cgaaagcctc
gtacatctgg
gtgctgcatg
caagtttgat
ataactcgag
ttgccagcca
tcccactgtc
ttctattctg
caggcatgct
agcgaaccgg
aactggatgg
gagacaggat
gccgettggg
gatgccgccg
ctgtccggtg
acgggcgttc
ctattgggcg
gtatccatca
ttcgaccacc
gtcgatcagg
aggctcaagg
ttgccgaata
ggtgtggegg

ggcggegaat

tatgaccctc
aaccacacat
aacatccaga
atcgacctgc
ctgggcttca
accagctgct
gaagatgact
tctagagggc
tctgttgttt

ctttcctaat

ggegeteges

ggggatgcgg

aattgccagc
ctttcttgcc
gaggatcgtt
tggagaggct
tgttccggcet
ccctgaatga
cttgcgcagc
aagtgccggg
tggctgatgc
aagcgaaaca
atgatctgga
cgagcatgcc
tcatggtgga

accgctatca

gggctgaccg

tgcagcctga
ctccagatgt
aggaaattga
aggagctggg
ttgctggect
gctcttgect
ctgagcctgt
ccgtttaaac
gcccctccecc
aaaatgagga

tggggcagga

tgggctctat
tggggcgecc
gccaaggatc
tcgcatgatt
attcggctat
gtcagcgcag
actgcaagac
tgtgctcgac
gcaggatctc
aatgcggegg
tcgcatcgag
Ccgaagagcat
cgacggcgag
aaatggccgc

ggacatagcg

cttcctcgtg

gctggacagc
ggacctggga
caggctgaac
caagtacgag
catcgccatc
gaagggctgc
gctgaagggc
ccgctgatca
cgtgccttcc
aattgcatcg
cagcaagggg
ggcttctact
tctggtaagg
tgatggcgca
gaacaagatg
gactgggcac
gggegeeegg
gaggcagcgc
gttgtcactg
ctgtcatctc
ctgcatacgc
cgagcacgta
caggggctcg
gatctcgtcg
ttttctggat
ttggctaccc

ctttacggta

4200

4260

4320

4380

4440

4500

4560

4620

4680

4740

4800

4860

4920

4980

5040

5100

5160

5220

5280

5340

5400

5460

5520

5580

5640

5700

5760



tcgccgetcc
ttattaacgc
cacaccgcat
ttctaaatac
taatagcacg
gataatctca
gtagaaaaga
caaacaaaaa
ctttttccga
tagccgtagt
ctaatcctgt
tcaagacgat
cagcccagct
gaaagcgcca
ggaacaggag
gtcgggtttc
agcctatgga
tttgctcaca
<210> 7
<211> 21
<212> ADN
<213>
<220>

<221>
<223>

cgattcgcag
ttacaatttc
caggtggcac
attcaaatat
tgctaaaact
tgaccaaaat
tcaaaggatc
aaccaccgct
aggtaactgg
taggccacca
taccagtggc
agttaccgga
tggagcgaac
cgcttcccga
agcgcacgag
gccacctctg
aaaacgccag

tgttctt

fuente
/nota="Descripcidn de la secuencia artificial: cebador

sintético"

<400> 7

cgcatcgect
ctgatgcggt
ttttcgggga
gtatccgctc
tcatttttaa
cccttaacgt
ttcttgagat
accagcggtg
cttcagcaga
cttcaagaac
tgctgccagt
taaggcgcag
gacctacacc
agggagaaag
ggagcttcca
acttgagcgt

caacgcggcc

Secuencia artificial

caggacaaga acacacagga a

<210> 8
<211> 20

tctatcgcct
attttctcct
aatgtgcgceg
atgagacaat
tttaaaagga
gagttttcgt
cctttttttc
gtttgtttgc
gcgcagatac
tctgtagcac
ggcgataagt
cggtcgggct
gaactgagat
gcggacaggt
gggggaaacg
cgatttttgt

tttttacggt

tcttgacgag
tacgcatctg
gaacccctat
aaccctgata
tctaggtgaa
tccactgagc
tgcgcgtaat
cggatcaaga
Caaatactgt
cgcctacata
cgtgtcttac
gaacggeess
acctacagcg
atccggtaag
cctggtatct
gatgctcgtc

tcctggectt

ttcttctgaa
tgcggtattt
ttgtttattt
aatgcttcaa
gatccttttt
gtcagacccc
ctgctgettg
gctaccaact
tcttctagtg
cctcgctctg
cgggttggac
ttcgtgcaca
tgagctatga
cggcagggtc

ttatagtcct

aggeeeeces

ttgctggect

5820

5880

5940

6000

6060

6120

6180

6240

6300

6360

6420

6480

6540

6600

6660

6720

6780

6797

21



<212> ADN
<213> Secuencia artificial

<220>

<221> fuente

<223> /nota="Descripcidn de la secuencia artificial: cebador
sintético”

<400> 8
caggcaggat ttgggagaaa 20

210> 9

<211> 21

<212> ADN

<213> Secuencia artificial

<220>

<221> fuente

<223> /nota="Descripcion de la secuencia artificial: sonda
sintética"

<400> 9
acccatcaag gactttggag g 21

<210> 10
<211> 21
<212> ADN
<213> Secuencia artificial

<220>

<221> fuente

<223> /nota="Descripcidn de la secuencia artificial: cebador
sintético”

<400> 10
aggacaagaa cacacaggaa g 21

210> 11

<211> 22

<212> ADN

<213> Secuencia artificial

<220>

<221> fuente

<223> /nota="Descripcidn de la secuencia artificial: cebador
sintético"

<400> 11
caggatctgg gagaagttga ag 22



210> 12
<211> 24
<212> ADN
<213> Secuencia artificial

<220>

<221> fuente

<223> /nota="Descripcion de la secuencia artificial: sonda
sintética"

<400> 12
acaccaccca tcaaggactt tgga 24

<210> 13

<211> 20

<212> ADN

<213> Secuencia artificial

<220>

<221> fuente

<223> /nota="Descripcidn de la secuencia artificial: cebador
sintético”

<400> 13
gtgacgtgga catccgtaaa 20

210> 14

<211> 21

<212> ADN

<213> Secuencia artificial

<220>

<221> fuente

<223> /nota="Descripcidn de la secuencia artificial: cebador
sintético”

<400> 14
cagggcagta atctccttct g 21

<210> 15

<211> 24

<212> ADN

<213> Secuencia artificial

<220>

<221> fuente

<223> /nota="Descripciodn de la secuencia artificial: sonda
sintética"

<400> 15
taccctggca ttgctgacag gatg 24



<210> 16

<211> 9

<212> PRT

<213> Coronavirus 2 del sindrome respiratorio agudo grave

<400> 16
Pro His Gly Val Val Phe Leu His Val
1 5

<210> 17

<211> 10

<212> PRT

<213> Coronavirus 2 del sindrome respiratorio agudo grave

<400> 17
Val Val Phe Leu His Val Thr Val Tyr Val
1 5 10

<210> 18
<211> 20
<212> ADN
<213> Secuencia artificial

<220>

<221> fuente

<223> /nota="Descripcidn de la secuencia artificial: cebador
sintético”

<400> 18
gaccccaaaa tcagcgaaat 20

210> 19

<211> 24

<212> ADN

<213> Secuencia artificial

<220>

<221> fuente

<223> /nota="Descripciodn de la secuencia artificial: cebador
sintético"

<400> 19
tctggttact gccagttgaa tctg 24

<210> 20
<211> 24
<212> ADN
<213> Secuencia artificial



<220>
<221>
<223>

<400>

fuente

/nota="Descripcién de la secuencia artificial:

sintética"

20

accccgcatt acgtttggtg gacc

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

21
23
ADN
Secuencia artificial

fuente

/nota="Descripcién de la secuencia artificial:

sintético"

21

cgatctcttg tagatctgtt ctc

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

22
22
ADN
Secuencia artificial

fuente

/nota="Descripcidn de la secuencia artificial:

sintético"

22

atattgcagc agtacgcaca ca

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

23
26
ADN
Secuencia artificial

fuente

/nota="Descripcién de la secuencia artificial:

sintética"

23

acactagcca tccttactgc gcttcg

<210>
<211>

24
10

sonda

24
cebador

23
cebador

22
sonda

26



<212> PRT
<213> Secuencia artificial

<220>

<221> fuente

<223> /nota="Descripcion de la secuencia artificial: etiqueta 10xHis
sintética"

<400> 24
His His His His His His His His His His
1 5 10

<210> 25

<211> 6

<212> PRT

<213> Secuencia artificial

<220>

<221> fuente

<223> /nota="Descripcioén de la secuencia artificial: etiqueta 6xHis
sintética”

<400> 25
His His His His His His
1 5

<210> 26

<211> 15

<212> PRT

<213> Coronavirus 2 del sindrome respiratorio agudo grave

<400> 26
Tyr Asn Tyr Lys Leu Pro Asp Asp Phe Thr Gly Cys Val Ile Ala
1 5 10 15

<210> 27

<211> 15

<212> PRT

<213> Coronavirus 2 del sindrome respiratorio agudo grave

<400> 27
Asp Asp Phe Thr Gly Cys Val Ile Ala Trp Asn Ser Asn Asn Leu
1 5 10 15

<210> 28

<211> 15

<212> PRT

<213> Coronavirus 2 del sindrome respiratorio agudo grave

<400> 28



Val Gly Gly Asn Tyr
1 5

<210>
<211>
<212>
<213>

29

15

PRT
Coronavirus 2

<400> 29
Val Val Leu Ser Phe
1 5

<210>
<211>
<212>
<213>

30

15

PRT
Coronavirus 2

<400> 30
Leu Leu His Ala Pro
1 5

<210>
<211>
<212>
<213>

31
15
PRT
Coronavirus 2

<400> 31
Lys Asn Lys Cys Val
1 5

<210>
<211>
<212>
<213>

32

15

PRT
Coronavirus 2

<400> 32
Ser Phe Pro Gln Ser
1 5

<210>
<211>
<212>
<213>

33

15

PRT
Coronavirus 2

<400> 33
Pro His Gly Val val
1 5

Asn

del

Glu

del

Ala

del

Asn

del

Ala

del

Phe

Tyr Leu Tyr Arg Leu Phe Arg
10

sindrome respiratorio agudo

Leu Leu His Ala Pro Ala Thr
10

sindrome respiratorio agudo

Thr Val Cys Gly Pro Lys Lys
10

sindrome respiratorio agudo

Phe Asn Phe Asn Gly Leu Thr
10

sindrome respiratorio agudo

Pro His Gly Val Val Phe Leu
10

sindrome respiratorio agudo

Leu His Vval Thr Tyr Val Pro
10

Lys Ser
15

grave

Val Cys
15

grave

Ser Thr
15

grave

Gly Thr
15

grave

His Val
15

grave

Ala Gln
15



<210> 34

<211> 15

<212> PRT

<213> Coronavirus 2 del sindrome respiratorio agudo grave

<400> 34
Phe Thr Thr Ala Pro Ala Ile Cys His Asp Gly Lys Ala His Phe
1 5 10 15

<210> 35

<211> 9

<212> PRT

<213> Coronavirus 2 del sindrome respiratorio agudo grave

<400> 35
Val Val Phe Leu His Val Thr Tyr Val
1 5



