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<160> 454

<170> PatentIn version 3.5

<210>1
<211>543
<212> PRT

<213> Secuencia Artificial

<220>

<223> Descripcion de Secuencia Artificial: Polipéptido sintético

<400> 1

Met Ala Ala Ala Lys Ala Glu Met GIn Leu Met Ser Pro Leu Gin lle

1 5 10 15

Ser Asp Pro Phe Gly Ser Phe Pro His Ser Pro Thr Met Asp Asn Tyr

20 25 30

Pro Lys Leu Glu Glu Met Met Leu Leu Ser Asn Gly Ala Pro GIn Phe

35 40 45

Leu Gly Ala Ala Gly Ala Pro Glu Gly Ser Gly Ser Asn Ser Ser Ser

50 55 60

Ser Ser Ser Gly Gly Gly Gly Gly Gly Gly Gly Gly Ser Asn Ser Ser



65 70 75 80

Ser Ser Ser Ser Thr Phe Asn Pro GIn Ala Asp Thr Gly Glu GIn Pro

85 90 95

Tyr Glu His Leu Thr Ala Glu Ser Phe Pro Asp lle Ser Leu Asn Asn

100 105 110

Glu Lys Val Leu Val Glu Thr Ser Tyr Pro Ser GIn Thr Thr Arg Leu

115 120 125

Pro Pro lle Thr Tyr Thr Gly Arg Phe Ser Leu Glu Pro Ala Pro Asn

130 135 140

Ser Gly Asn Thr Leu Trp Pro Glu Pro Leu Phe Ser Leu Val Ser Gly

145 150 155 160

Leu Val Ser Met Thr Asn Pro Pro Ala Ser Ser Ser Ser Ala Pro Ser

165 170 175

Pro Ala Ala Ser Ser Ala Ser Ala Ser GIn Ser Pro Pro Leu Ser Cys

180 185 190



Ala Val Pro Ser Asn Asp Ser Ser Pro lle Tyr Ser Ala Ala Pro Thr

195 200 205

Phe Pro Thr Pro Asn Thr Asp lle Phe Pro Glu Pro GIn Ser GIn Ala

210 215 220

Phe Pro Gly Ser Ala Gly Thr Ala Leu GIn Tyr Pro Pro Pro Ala Tyr

225 230 235 240

Pro Ala Ala Lys Gly Gly Phe GIn Val Pro Met lle Pro Asp Tyr Leu

245 250 255

Phe Pro GIn GIn GIn Gly Asp Leu Gly Leu Gly Thr Pro Asp GIn Lys

260 265 270

Pro Phe GIn Gly Leu Glu Ser Arg Thr GIn GIn Pro Ser Leu Thr Pro

275 280 285

Leu Ser Thr lle Lys Ala Phe Ala Thr GIn Ser Gly Ser GIn Asp Leu

290 295 300

Lys Ala Leu Asn Thr Ser Tyr GIn Ser GIn Leu lle Lys Pro Ser Arg

305 310 315 320



Met Arg Lys Tyr Pro Asn Arg Pro Ser Lys Thr Pro Pro His Glu Arg

325 330 335

Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser Arg Ser

340 345 350

Asp Glu Leu Thr Arg His lle Arg lle His Thr Gly GIn Lys Pro Phe

355 360 365

GIn Cys Arg lle Cys Met Arg Asn Phe Ser Arg Ser Asp His Leu Thr

370 375 380

Thr His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp lle

385 390 395 400

Cys Gly Arg Lys Phe Ala Arg Ser Asp Glu Arg Lys Arg His Thr Lys

405 410 415

Ile His Leu Arg GIn Lys Asp Lys Lys Ala Asp Lys Ser Val Val Ala

420 425 430

Ser Ser Ala Thr Ser Ser Leu Ser Ser Tyr Pro Ser Pro Val Ala Thr

435 440 445



Ser Tyr Pro Ser Pro Val Thr Thr Ser Tyr Pro Ser Pro Ala Thr Thr

450 455 460

Ser Tyr Pro Ser Pro Val Pro Thr Ser Phe Ser Ser Pro Gly Ser Ser

465 470 475 480

Thr Tyr Pro Ser Pro Val His Ser Gly Phe Pro Ser Pro Ser Val Ala

485 490 495

Thr Thr Tyr Ser Ser Val Pro Pro Ala Phe Pro Ala GIn Val Ser Ser

500 505 510

Phe Pro Ser Ser Ala Val Thr Asn Ser Phe Ser Ala Ser Thr Gly Leu

515 520 525

Ser Asp Met Thr Ala Thr Phe Ser Pro Arg Thr lle Glu lle Cys

530 535 540

<210>2
<211>631
<212> PRT

<213> Secuencia Artificial



<220>

<223> Descripcion de Secuencia Artificial: Polipéptido sintético

<400> 2
Met Ala Ala Ala Lys Ala Glu Met GIn Leu Met Ser Pro Leu Glin lle

1 5 10 15

Ser Asp Pro Phe Gly Ser Phe Pro His Ser Pro Thr Met Asp Asn Tyr

20 25 30

Pro Lys Leu Glu Glu Met Met Leu Leu Ser Asn Gly Ala Pro GIn Phe

35 40 45

Leu Gly Ala Ala Gly Ala Pro Glu Gly Ser Gly Ser Asn Ser Ser Ser

50 55 60

Ser Ser Ser Gly Gly Gly Gly Gly Gly Gly Gly Gly Ser Asn Ser Ser

65 70 75 80

Ser Ser Ser Ser Thr Phe Asn Pro GIn Ala Asp Thr Gly Glu GIn Pro

85 90 95

Tyr Glu His Leu Thr Ala Glu Ser Phe Pro Asp lle Ser Leu Asn Asn

100 105 110



Glu Lys Val Leu Val Glu Thr Ser Tyr Pro Ser GIn Thr Thr Arg Leu

115 120 125

Pro Pro lle Thr Tyr Thr Gly Arg Phe Ser Leu Glu Pro Ala Pro Asn

130 135 140

Ser Gly Asn Thr Leu Trp Pro Glu Pro Leu Phe Ser Leu Val Ser Gly

145 150 155 160

Leu Val Ser Met Thr Asn Pro Pro Ala Ser Ser Ser Ser Ala Pro Ser

165 170 175

Pro Ala Ala Ser Ser Ala Ser Ala Ser GIn Ser Pro Pro Leu Ser Cys

180 185 190

Ala Val Pro Ser Asn Asp Ser Ser Pro lle Tyr Ser Ala Ala Pro Thr

195 200 205

Phe Pro Thr Pro Asn Thr Asp lle Phe Pro Glu Pro GIn Ser GIn Ala

210 215 220

Phe Pro Gly Ser Ala Gly Thr Ala Leu GIn Tyr Pro Pro Pro Ala Tyr

225 230 235 240



Pro Ala Ala Lys Gly Gly Phe GIn Val Pro Met lle Pro Asp Tyr Leu

245 250 255

Phe Pro GIn GIn GIn Gly Asp Leu Gly Leu Gly Thr Pro Asp GIn Lys

260 265 270

Pro Phe GIn Gly Leu Glu Ser Arg Thr GIn GIn Pro Ser Leu Thr Pro

275 280 285

Leu Ser Thr lle Lys Ala Phe Ala Thr GIn Ser Gly Ser GIn Asp Leu

290 295 300

Lys Ala Leu Asn Thr Ser Tyr GIn Ser GIn Leu lle Lys Pro Ser Arg

305 310 315 320

Met Arg Lys Tyr Pro Asn Arg Pro Ser Lys Thr Pro Pro His Glu Leu

325 330 335

Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe

340 345 350

Ser Arg Arg Asp Glu Leu Asn Val His GIn Arg Thr His Thr Gly Glu



355 360 365

Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Ser Arg Arg

370 375 380

Thr Cys Arg Ala His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys

385 390 395 400

Cys Pro Glu Cys Gly Lys Ser Phe Ser GIn Ser Ser Asn Leu Val Arg

405 410 415

His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys

420 425 430

Gly Lys Ser Phe Ser GIn Leu Ala His Leu Arg Ala His GIn Arg Thr

435 440 445

His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe

450 455 460

Ser Thr Ser Gly Asn Leu Val Arg His GIn Arg Thr His Thr Gly Glu

465 470 475 480



Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser His Arg Thr

485 490 495

Thr Leu Thr Asn His GIn Arg Thr His Thr Gly Lys Lys Thr Ser Lys

500 505 510

Lys Ala Asp Lys Ser Val Val Ala Ser Ser Ala Thr Ser Ser Leu Ser

515 520 525

Ser Tyr Pro Ser Pro Val Ala Thr Ser Tyr Pro Ser Pro Val Thr Thr

530 535 540

Ser Tyr Pro Ser Pro Ala Thr Thr Ser Tyr Pro Ser Pro Val Pro Thr

545 550 555 560

Ser Phe Ser Ser Pro Gly Ser Ser Thr Tyr Pro Ser Pro Val His Ser

565 570 575

Gly Phe Pro Ser Pro Ser Val Ala Thr Thr Tyr Ser Ser Val Pro Pro

580 585 590

Ala Phe Pro Ala Gln Val Ser Ser Phe Pro Ser Ser Ala Val Thr Asn

595 600 605



Ser Phe Ser Ala Ser Thr Gly Leu Ser Asp Met Thr Ala Thr Phe Ser

610 615 620

Pro Arg Thr lle Glu lle Cys

625 630

<210>3
<211>543
<212> PRT

<213> Secuencia Artificial

<220>

<223> Descripcion de Secuencia Artificial: Polipéptido sintético

<400> 3

Met Ala Ala Ala Lys Ala Glu Met GIn Leu Met Ser Pro Leu Gin lle

1 5 10 15

Ser Asp Pro Phe Gly Ser Phe Pro His Ser Pro Thr Met Asp Asn Tyr

20 25 30

Pro Lys Leu Glu Glu Met Met Leu Leu Ser Asn Gly Ala Pro GIn Phe

35 40 45

Leu Gly Ala Ala Gly Ala Pro Glu Gly Ser Gly Ser Asn Ser Ser Ser



50 55 60

Ser Ser Ser Gly Gly Gly Gly Gly Gly Gly Gly Gly Ser Asn Ser Ser

65 70 75 80

Ser Ser Ser Ser Thr Phe Asn Pro GIn Ala Asp Thr Gly Glu GIn Pro

85 90 95

Tyr Glu His Leu Thr Ala Glu Ser Phe Pro Asp lle Ser Leu Asn Asn

100 105 110

Glu Lys Val Leu Val Glu Thr Ser Tyr Pro Ser GIn Thr Thr Arg Leu

115 120 125

Pro Pro lle Thr Tyr Thr Gly Arg Phe Ser Leu Glu Pro Ala Pro Asn

130 135 140

Ser Gly Asn Thr Leu Trp Pro Glu Pro Leu Phe Ser Leu Val Ser Gly

145 150 155 160

Leu Val Ser Met Thr Asn Pro Pro Ala Ser Ser Ser Ser Ala Pro Ser

165 170 175



Pro Ala Ala Ser Ser Ala Ser Ala Ser GIn Ser Pro Pro Leu Ser Cys

180 185 190

Ala Val Pro Ser Asn Asp Ser Ser Pro lle Tyr Ser Ala Ala Pro Thr

195 200 205

Phe Pro Thr Pro Asn Thr Asp lle Phe Pro Glu Pro GIn Ser GIn Ala

210 215 220

Phe Pro Gly Ser Ala Gly Thr Ala Leu GIn Tyr Pro Pro Pro Ala Tyr

225 230 235 240

Pro Ala Ala Lys Gly Gly Phe GIn Val Pro Met lle Pro Asp Tyr Leu

245 250 255

Phe Pro GIn GIn GIn Gly Asp Leu Gly Leu Gly Thr Pro Asp GIn Lys

260 265 270

Pro Phe GIn Gly Leu Glu Ser Arg Thr GIn GIn Pro Ser Leu Thr Pro

275 280 285

Leu Ser Thr lle Lys Ala Phe Ala Thr GIn Ser Gly Ser GIn Asp Leu

290 295 300



Lys Ala Leu Asn Thr Ser Tyr GIn Ser GIn Leu lle Lys Pro Ser Arg

305 310 315 320

Met Arg Lys Tyr Pro Asn Arg Pro Ser Lys Thr Pro Pro His Glu Arg

325 330 335

Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser GIn Leu

340 345 350

Ala His Leu Arg Ala His lle Arg Ile His Thr Gly GIn Lys Pro Phe

355 360 365

GIn Cys Arg lle Cys Met Arg Asn Phe Ser Thr Ser Gly Asn Leu Val

370 375 380

Arg His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp lle

385 390 395 400

Cys Gly Arg Lys Phe Ala His Arg Thr Thr Leu Thr Asn His Thr Lys

405 410 415

Ile His Leu Arg GIn Lys Asp Lys Lys Ala Asp Lys Ser Val Val Ala

420 425 430



Ser Ser Ala Thr Ser Ser Leu Ser Ser Tyr Pro Ser Pro Val Ala Thr

435 440 445

Ser Tyr Pro Ser Pro Val Thr Thr Ser Tyr Pro Ser Pro Ala Thr Thr

450 455 460

Ser Tyr Pro Ser Pro Val Pro Thr Ser Phe Ser Ser Pro Gly Ser Ser

465 470 475 480

Thr Tyr Pro Ser Pro Val His Ser Gly Phe Pro Ser Pro Ser Val Ala

485 490 495

Thr Thr Tyr Ser Ser Val Pro Pro Ala Phe Pro Ala GIn Val Ser Ser

500 505 510

Phe Pro Ser Ser Ala Val Thr Asn Ser Phe Ser Ala Ser Thr Gly Leu

515 520 525

Ser Asp Met Thr Ala Thr Phe Ser Pro Arg Thr lle Glu lle Cys

530 535 540

<210>4



<211>631
<212>PRT

<213> Secuencia Artificial

<220>

<223> Descripcion de Secuencia Artificial: Polipéptido sintético

<400> 4
Met Ala Ala Ala Lys Ala Glu Met GIn Leu Met Ser Pro Leu Gin lle

1 5 10 15

Ser Asp Pro Phe Gly Ser Phe Pro His Ser Pro Thr Met Asp Asn Tyr

20 25 30

Pro Lys Leu Glu Glu Met Met Leu Leu Ser Asn Gly Ala Pro GIn Phe

35 40 45

Leu Gly Ala Ala Gly Ala Pro Glu Gly Ser Gly Ser Asn Ser Ser Ser

50 55 60

Ser Ser Ser Gly Gly Gly Gly Gly Gly Gly Gly Gly Ser Asn Ser Ser

65 70 75 80

Ser Ser Ser Ser Thr Phe Asn Pro GIn Ala Asp Thr Gly Glu GIn Pro

85 90 95



Tyr Glu His Leu Thr Ala Glu Ser Phe Pro Asp lle Ser Leu Asn Asn

100 105 110

Glu Lys Val Leu Val Glu Thr Ser Tyr Pro Ser GIn Thr Thr Arg Leu

115 120 125

Pro Pro lle Thr Tyr Thr Gly Arg Phe Ser Leu Glu Pro Ala Pro Asn

130 135 140

Ser Gly Asn Thr Leu Trp Pro Glu Pro Leu Phe Ser Leu Val Ser Gly

145 150 155 160

Leu Val Ser Met Thr Asn Pro Pro Ala Ser Ser Ser Ser Ala Pro Ser

165 170 175

Pro Ala Ala Ser Ser Ala Ser Ala Ser GIn Ser Pro Pro Leu Ser Cys

180 185 190

Ala Val Pro Ser Asn Asp Ser Ser Pro lle Tyr Ser Ala Ala Pro Thr

195 200 205

Phe Pro Thr Pro Asn Thr Asp lle Phe Pro Glu Pro GIn Ser GIn Ala

210 215 220



Phe Pro Gly Ser Ala Gly Thr Ala Leu GIn Tyr Pro Pro Pro Ala Tyr

225 230 235 240

Pro Ala Ala Lys Gly Gly Phe GIn Val Pro Met lle Pro Asp Tyr Leu

245 250 255

Phe Pro GIn GIn GIn Gly Asp Leu Gly Leu Gly Thr Pro Asp GIn Lys

260 265 270

Pro Phe GIn Gly Leu Glu Ser Arg Thr GIn GIn Pro Ser Leu Thr Pro

275 280 285

Leu Ser Thr lle Lys Ala Phe Ala Thr GIn Ser Gly Ser GIn Asp Leu

290 295 300

Lys Ala Leu Asn Thr Ser Tyr GIn Ser GIn Leu lle Lys Pro Ser Arg

305 310 315 320

Met Arg Lys Tyr Pro Asn Arg Pro Ser Lys Thr Pro Pro His Glu Arg

325 330 335

Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser Arg Arg



340 345 350

Asp Glu Leu Asn Val His lle Arg lle His Thr Gly GIn Lys Pro Phe

355 360 365

GlIn Cys Arg lle Cys Met Arg Asn Phe Ser Ser Arg Arg Thr Cys Arg

370 375 380

Ala His Ile Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp lle

385 390 395 400

Cys Gly Arg Lys Phe Ala GIn Ser Ser Asn Leu Val Arg His Thr Lys

405 410 415

Ile His Leu Arg GIn Lys Asp Arg Pro Tyr Ala Cys Pro Val Glu Ser

420 425 430

Cys Asp Arg Arg Phe Ser GIn Leu Ala His Leu Arg Ala His lle Arg

435 440 445

Ile His Thr Gly GIn Lys Pro Phe GIn Cys Arg lle Cys Met Arg Asn

450 455 460



Phe Ser Thr Ser Gly Asn Leu Val Arg His lle Arg Thr His Thr Gly

465 470 475 480

Glu Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys Phe Ala His Arg

485 490 495

Thr Thr Leu Thr Asn His Thr Lys lle His Leu Arg GIn Lys Asp Lys

500 505 510

Lys Ala Asp Lys Ser Val Val Ala Ser Ser Ala Thr Ser Ser Leu Ser

515 520 525

Ser Tyr Pro Ser Pro Val Ala Thr Ser Tyr Pro Ser Pro Val Thr Thr

530 535 540

Ser Tyr Pro Ser Pro Ala Thr Thr Ser Tyr Pro Ser Pro Val Pro Thr

545 550 555 560

Ser Phe Ser Ser Pro Gly Ser Ser Thr Tyr Pro Ser Pro Val His Ser

565 570 575

Gly Phe Pro Ser Pro Ser Val Ala Thr Thr Tyr Ser Ser Val Pro Pro

580 585 590



Ala Phe Pro Ala Gln Val Ser Ser Phe Pro Ser Ser Ala Val Thr Asn

595 600 605

Ser Phe Ser Ala Ser Thr Gly Leu Ser Asp Met Thr Ala Thr Phe Ser

610 615 620

Pro Arg Thr lle Glu lle Cys

625 630

<210>5
<211>627
<212> PRT

<213> Secuencia Artificial

<220>

<223> Descripcion de Secuencia Artificial: Polipéptido sintético

<400>5

Met Ala Ala Ala Lys Ala Glu Met GIn Leu Met Ser Pro Leu Gin lle

1 5 10 15

Ser Asp Pro Phe Gly Ser Phe Pro His Ser Pro Thr Met Asp Asn Tyr

20 25 30

Pro Lys Leu Glu Glu Met Met Leu Leu Ser Asn Gly Ala Pro GIn Phe



35 40 45

Leu Gly Ala Ala Gly Ala Pro Glu Gly Ser Gly Ser Asn Ser Ser Ser

50 55 60

Ser Ser Ser Gly Gly Gly Gly Gly Gly Gly Gly Gly Ser Asn Ser Ser

65 70 75 80

Ser Ser Ser Ser Thr Phe Asn Pro GIn Ala Asp Thr Gly Glu GIn Pro

85 90 95

Tyr Glu His Leu Thr Ala Glu Ser Phe Pro Asp lle Ser Leu Asn Asn

100 105 110

Glu Lys Val Leu Val Glu Thr Ser Tyr Pro Ser GIn Thr Thr Arg Leu

115 120 125

Pro Pro lle Thr Tyr Thr Gly Arg Phe Ser Leu Glu Pro Ala Pro Asn

130 135 140

Ser Gly Asn Thr Leu Trp Pro Glu Pro Leu Phe Ser Leu Val Ser Gly

145 150 155 160



Leu Val Ser Met Thr Asn Pro Pro Ala Ser Ser Ser Ser Ala Pro Ser

165 170 175

Pro Ala Ala Ser Ser Ala Ser Ala Ser GIn Ser Pro Pro Leu Ser Cys

180 185 190

Ala Val Pro Ser Asn Asp Ser Ser Pro lle Tyr Ser Ala Ala Pro Thr

195 200 205

Phe Pro Thr Pro Asn Thr Asp lle Phe Pro Glu Pro GIn Ser GIn Ala

210 215 220

Phe Pro Gly Ser Ala Gly Thr Ala Leu GIn Tyr Pro Pro Pro Ala Tyr

225 230 235 240

Pro Ala Ala Lys Gly Gly Phe GIn Val Pro Met lle Pro Asp Tyr Leu

245 250 255

Phe Pro GIn GIn GIn Gly Asp Leu Gly Leu Gly Thr Pro Asp GIn Lys

260 265 270

Pro Phe GIn Gly Leu Glu Ser Arg Thr GlIn GIn Pro Ser Leu Thr Pro

275 280 285



Leu Ser Thr lle Lys Ala Phe Ala Thr GIn Ser Gly Ser GIn Asp Leu

290 295 300

Lys Ala Leu Asn Thr Ser Tyr GIn Ser GIn Leu lle Lys Pro Ser Arg

305 310 315 320

Met Arg Lys Tyr Pro Asn Arg Pro Ser Lys Thr Pro Pro His Glu Arg

325 330 335

Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser Arg Arg

340 345 350

Asp Glu Leu Asn Val His Ile Arg lle His Thr Gly GIn Lys Pro Phe

355 360 365

GlIn Cys Arg lle Cys Met Arg Asn Phe Ser Ser Arg Arg Thr Cys Arg

370 375 380

Ala His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp lle

385 390 395 400

Cys Gly Arg Lys Phe Ala GIn Ser Ser Asn Leu Val Arg His lle Arg

405 410 415



Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys

420 425 430

Phe Ser GIn Leu Ala His Leu Arg Ala His lle Arg lle His Thr Gly

435 440 445

GlIn Lys Pro Phe GIn Cys Arg lle Cys Met Arg Asn Phe Ser Thr Ser

450 455 460

Gly Asn Leu Val Arg His lle Arg Thr His Thr Gly Glu Lys Pro Phe

465 470 475 480

Ala Cys Asp lle Cys Gly Arg Lys Phe Ala His Arg Thr Thr Leu Thr

485 490 495

Asn His Thr Lys lle His Leu Arg GIn Lys Asp Lys Lys Ala Asp Lys

500 505 510

Ser Val Val Ala Ser Ser Ala Thr Ser Ser Leu Ser Ser Tyr Pro Ser

515 520 525

Pro Val Ala Thr Ser Tyr Pro Ser Pro Val Thr Thr Ser Tyr Pro Ser



530 535 540

Pro Ala Thr Thr Ser Tyr Pro Ser Pro Val Pro Thr Ser Phe Ser Ser

545 550 555 560

Pro Gly Ser Ser Thr Tyr Pro Ser Pro Val His Ser Gly Phe Pro Ser

565 570 575

Pro Ser Val Ala Thr Thr Tyr Ser Ser Val Pro Pro Ala Phe Pro Ala

580 585 590

GIn Val Ser Ser Phe Pro Ser Ser Ala Val Thr Asn Ser Phe Ser Ala

595 600 605

Ser Thr Gly Leu Ser Asp Met Thr Ala Thr Phe Ser Pro Arg Thr lle

610 615 620

Glu lle Cys

625

<210>6
<211>631
<212> PRT

<213> Secuencia Artificial



<220>

<223> Descripcidn de Secuencia Artificial: Polipéptido sintético

<400> 6
Met Ala Ala Ala Lys Ala Glu Met GIn Leu Met Ser Pro Leu Gin lle

1 5 10 15

Ser Asp Pro Phe Gly Ser Phe Pro His Ser Pro Thr Met Asp Asn Tyr

20 25 30

Pro Lys Leu Glu Glu Met Met Leu Leu Ser Asn Gly Ala Pro GIn Phe

35 40 45

Leu Gly Ala Ala Gly Ala Pro Glu Gly Ser Gly Ser Asn Ser Ser Ser

50 55 60

Ser Ser Ser Gly Gly Gly Gly Gly Gly Gly Gly Gly Ser Asn Ser Ser

65 70 75 80

Ser Ser Ser Ser Thr Phe Asn Pro GIn Ala Asp Thr Gly Glu GIn Pro

85 90 95

Tyr Glu His Leu Thr Ala Glu Ser Phe Pro Asp lle Ser Leu Asn Asn

100 105 110



Glu Lys Val Leu Val Glu Thr Ser Tyr Pro Ser GIn Thr Thr Arg Leu

115 120 125

Pro Pro lle Thr Tyr Thr Gly Arg Phe Ser Leu Glu Pro Ala Pro Asn

130 135 140

Ser Gly Asn Thr Leu Trp Pro Glu Pro Leu Phe Ser Leu Val Ser Gly

145 150 155 160

Leu Val Ser Met Thr Asn Pro Pro Ala Ser Ser Ser Ser Ala Pro Ser

165 170 175

Pro Ala Ala Ser Ser Ala Ser Ala Ser GIn Ser Pro Pro Leu Ser Cys

180 185 190

Ala Val Pro Ser Asn Asp Ser Ser Pro lle Tyr Ser Ala Ala Pro Thr

195 200 205

Phe Pro Thr Pro Asn Thr Asp lle Phe Pro Glu Pro GIn Ser GIn Ala

210 215 220

Phe Pro Gly Ser Ala Gly Thr Ala Leu GIn Tyr Pro Pro Pro Ala Tyr



225 230 235 240

Pro Ala Ala Lys Gly Gly Phe GIn Val Pro Met lle Pro Asp Tyr Leu

245 250 255

Phe Pro GIn GIn GIn Gly Asp Leu Gly Leu Gly Thr Pro Asp GIn Lys

260 265 270

Pro Phe GIn Gly Leu Glu Ser Arg Thr GIn GIn Pro Ser Leu Thr Pro

275 280 285

Leu Ser Thr lle Lys Ala Phe Ala Thr GIn Ser Gly Ser GIn Asp Leu

290 295 300

Lys Ala Leu Asn Thr Ser Tyr GIn Ser GIn Leu lle Lys Pro Ser Arg

305 310 315 320

Met Arg Lys Tyr Pro Asn Arg Pro Ser Lys Thr Pro Pro His Glu Arg

325 330 335

Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser Arg Ser

340 345 350



Asp Asn Leu Val Arg His lle Arg lle His Thr Gly GIn Lys Pro Phe

355 360 365

GlIn Cys Arg lle Cys Met Arg Asn Phe Ser Arg Glu Asp Asn Leu His

370 375 380

Thr His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp lle

385 390 395 400

Cys Gly Arg Lys Phe Ala Arg Ser Asp Glu Leu Val Arg His Thr Lys

405 410 415

Ile His Leu Arg GIn Lys Asp Arg Pro Tyr Ala Cys Pro Val Glu Ser

420 425 430

Cys Asp Arg Arg Phe Ser GIn Ser Gly Asn Leu Thr Glu His lle Arg

435 440 445

Ile His Thr Gly GIn Lys Pro Phe GIn Cys Arg lle Cys Met Arg Asn

450 455 460

Phe Ser Thr Ser Gly His Leu Val Arg His lle Arg Thr His Thr Gly

465 470 475 480



Glu Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys Phe Ala GIn Asn

485 490 495

Ser Thr Leu Thr Glu His Thr Lys lle His Leu Arg GIn Lys Asp Lys

500 505 510

Lys Ala Asp Lys Ser Val Val Ala Ser Ser Ala Thr Ser Ser Leu Ser

515 520 525

Ser Tyr Pro Ser Pro Val Ala Thr Ser Tyr Pro Ser Pro Val Thr Thr

530 535 540

Ser Tyr Pro Ser Pro Ala Thr Thr Ser Tyr Pro Ser Pro Val Pro Thr

545 550 555 560

Ser Phe Ser Ser Pro Gly Ser Ser Thr Tyr Pro Ser Pro Val His Ser

565 570 575

Gly Phe Pro Ser Pro Ser Val Ala Thr Thr Tyr Ser Ser Val Pro Pro

580 585 590

Ala Phe Pro Ala Gln Val Ser Ser Phe Pro Ser Ser Ala Val Thr Asn

595 600 605



Ser Phe Ser Ala Ser Thr Gly Leu Ser Asp Met Thr Ala Thr Phe Ser

610 615 620

Pro Arg Thr lle Glu lle Cys

625 630

<210>7
<211>631
<212> PRT

<213> Secuencia Artificial

<220>

<223> Descripcion de Secuencia Artificial: Polipéptido sintético

<400> 7
Met Ala Ala Ala Lys Ala Glu Met GIn Leu Met Ser Pro Leu GlIn lle

1 5 10 15

Ser Asp Pro Phe Gly Ser Phe Pro His Ser Pro Thr Met Asp Asn Tyr

20 25 30

Pro Lys Leu Glu Glu Met Met Leu Leu Ser Asn Gly Ala Pro GIn Phe

35 40 45



Leu Gly Ala Ala Gly Ala Pro Glu Gly Ser Gly Ser Asn Ser Ser Ser

50 55 60

Ser Ser Ser Gly Gly Gly Gly Gly Gly Gly Gly Gly Ser Asn Ser Ser

65 70 75 80

Ser Ser Ser Ser Thr Phe Asn Pro GIn Ala Asp Thr Gly Glu GIn Pro

85 90 95

Tyr Glu His Leu Thr Ala Glu Ser Phe Pro Asp lle Ser Leu Asn Asn

100 105 110

Glu Lys Val Leu Val Glu Thr Ser Tyr Pro Ser GIn Thr Thr Arg Leu

115 120 125

Pro Pro lle Thr Tyr Thr Gly Arg Phe Ser Leu Glu Pro Ala Pro Asn

130 135 140

Ser Gly Asn Thr Leu Trp Pro Glu Pro Leu Phe Ser Leu Val Ser Gly

145 150 155 160

Leu Val Ser Met Thr Asn Pro Pro Ala Ser Ser Ser Ser Ala Pro Ser

165 170 175



Pro Ala Ala Ser Ser Ala Ser Ala Ser GIn Ser Pro Pro Leu Ser Cys

180 185 190

Ala Val Pro Ser Asn Asp Ser Ser Pro lle Tyr Ser Ala Ala Pro Thr

195 200 205

Phe Pro Thr Pro Asn Thr Asp lle Phe Pro Glu Pro GIn Ser GIn Ala

210 215 220

Phe Pro Gly Ser Ala Gly Thr Ala Leu GIn Tyr Pro Pro Pro Ala Tyr

225 230 235 240

Pro Ala Ala Lys Gly Gly Phe GIn Val Pro Met lle Pro Asp Tyr Leu

245 250 255

Phe Pro GIn GIn GIn Gly Asp Leu Gly Leu Gly Thr Pro Asp GIn Lys

260 265 270

Pro Phe GIn Gly Leu Glu Ser Arg Thr GIn GIn Pro Ser Leu Thr Pro

275 280 285

Leu Ser Thr lle Lys Ala Phe Ala Thr GIn Ser Gly Ser GIn Asp Leu

290 295 300



Lys Ala Leu Asn Thr Ser Tyr GIn Ser GIn Leu lle Lys Pro Ser Arg

305 310 315 320

Met Arg Lys Tyr Pro Asn Arg Pro Ser Lys Thr Pro Pro His Glu Arg

325 330 335

Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser Arg Ser

340 345 350

Asp Asn Leu Val Arg His lle Arg lle His Thr Gly GIn Lys Pro Phe

355 360 365

GIn Cys Arg lle Cys Met Arg Asn Phe Ser His Arg Thr Thr Leu Thr

370 375 380

Asn His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp lle

385 390 395 400

Cys Gly Arg Lys Phe Ala Arg Glu Asp Asn Leu His Thr His Thr Lys

405 410 415

Ile His Leu Arg GlIn Lys Asp Arg Pro Tyr Ala Cys Pro Val Glu Ser



420 425 430

Cys Asp Arg Arg Phe Ser Thr Ser His Ser Leu Thr Glu His lle Arg

435 440 445

Ile His Thr Gly GIn Lys Pro Phe GIn Cys Arg lle Cys Met Arg Asn

450 455 460

Phe Ser GIn Ser Ser Ser Leu Val Arg His lle Arg Thr His Thr Gly

465 470 475 480

Glu Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys Phe Ala Arg Glu

485 490 495

Asp Asn Leu His Thr His Thr Lys lle His Leu Arg GIn Lys Asp Lys

500 505 510

Lys Ala Asp Lys Ser Val Val Ala Ser Ser Ala Thr Ser Ser Leu Ser

515 520 525

Ser Tyr Pro Ser Pro Val Ala Thr Ser Tyr Pro Ser Pro Val Thr Thr

530 535 540



Ser Tyr Pro Ser Pro Ala Thr Thr Ser Tyr Pro Ser Pro Val Pro Thr

545 550 555 560

Ser Phe Ser Ser Pro Gly Ser Ser Thr Tyr Pro Ser Pro Val His Ser

565 570 575

Gly Phe Pro Ser Pro Ser Val Ala Thr Thr Tyr Ser Ser Val Pro Pro

580 585 590

Ala Phe Pro Ala GIn Val Ser Ser Phe Pro Ser Ser Ala Val Thr Asn

595 600 605

Ser Phe Ser Ala Ser Thr Gly Leu Ser Asp Met Thr Ala Thr Phe Ser

610 615 620

Pro Arg Thr lle Glu lle Cys

625 630

<210>8
<211> 627
<212> PRT

<213> Secuencia Artificial

<220>

<223> Descripcion de Secuencia Artificial: Polipéptido sintético



<400> 8
Met Ala Ala Ala Lys Ala Glu Met GIn Leu Met Ser Pro Leu Gin lle

1 5 10 15

Ser Asp Pro Phe Gly Ser Phe Pro His Ser Pro Thr Met Asp Asn Tyr

20 25 30

Pro Lys Leu Glu Glu Met Met Leu Leu Ser Asn Gly Ala Pro GIn Phe

35 40 45

Leu Gly Ala Ala Gly Ala Pro Glu Gly Ser Gly Ser Asn Ser Ser Ser

50 55 60

Ser Ser Ser Gly Gly Gly Gly Gly Gly Gly Gly Gly Ser Asn Ser Ser

65 70 75 80

Ser Ser Ser Ser Thr Phe Asn Pro GIn Ala Asp Thr Gly Glu GIn Pro

85 90 95

Tyr Glu His Leu Thr Ala Glu Ser Phe Pro Asp lle Ser Leu Asn Asn

100 105 110

Glu Lys Val Leu Val Glu Thr Ser Tyr Pro Ser GIn Thr Thr Arg Leu



115 120 125

Pro Pro lle Thr Tyr Thr Gly Arg Phe Ser Leu Glu Pro Ala Pro Asn

130 135 140

Ser Gly Asn Thr Leu Trp Pro Glu Pro Leu Phe Ser Leu Val Ser Gly

145 150 155 160

Leu Val Ser Met Thr Asn Pro Pro Ala Ser Ser Ser Ser Ala Pro Ser

165 170 175

Pro Ala Ala Ser Ser Ala Ser Ala Ser GIn Ser Pro Pro Leu Ser Cys

180 185 190

Ala Val Pro Ser Asn Asp Ser Ser Pro lle Tyr Ser Ala Ala Pro Thr

195 200 205

Phe Pro Thr Pro Asn Thr Asp lle Phe Pro Glu Pro GIn Ser GIn Ala

210 215 220

Phe Pro Gly Ser Ala Gly Thr Ala Leu GIn Tyr Pro Pro Pro Ala Tyr

225 230 235 240



Pro Ala Ala Lys Gly Gly Phe GIn Val Pro Met lle Pro Asp Tyr Leu

245 250 255

Phe Pro GIn GIn GIn Gly Asp Leu Gly Leu Gly Thr Pro Asp GIn Lys

260 265 270

Pro Phe GIn Gly Leu Glu Ser Arg Thr GIn GIn Pro Ser Leu Thr Pro

275 280 285

Leu Ser Thr lle Lys Ala Phe Ala Thr GIn Ser Gly Ser GIn Asp Leu

290 295 300

Lys Ala Leu Asn Thr Ser Tyr GIn Ser GIn Leu lle Lys Pro Ser Arg

305 310 315 320

Met Arg Lys Tyr Pro Asn Arg Pro Ser Lys Thr Pro Pro His Glu Arg

325 330 335

Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser Arg Ser

340 345 350

Asp Asn Leu Val Arg His lle Arg lle His Thr Gly GIn Lys Pro Phe

355 360 365



GlIn Cys Arg lle Cys Met Arg Asn Phe Ser His Arg Thr Thr Leu Thr

370 375 380

Asn His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp lle

385 390 395 400

Cys Gly Arg Lys Phe Ala Arg Glu Asp Asn Leu His Thr His lle Arg

405 410 415

Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys

420 425 430

Phe Ser Thr Ser His Ser Leu Thr Glu His lle Arg lle His Thr Gly

435 440 445

GIn Lys Pro Phe GIn Cys Arg lle Cys Met Arg Asn Phe Ser GIn Ser

450 455 460

Ser Ser Leu Val Arg His lle Arg Thr His Thr Gly Glu Lys Pro Phe

465 470 475 480

Ala Cys Asp lle Cys Gly Arg Lys Phe Ala Arg Glu Asp Asn Leu His

485 490 495



Thr His Thr Lys lle His Leu Arg GIn Lys Asp Lys Lys Ala Asp Lys

500 505 510

Ser Val Val Ala Ser Ser Ala Thr Ser Ser Leu Ser Ser Tyr Pro Ser

515 520 525

Pro Val Ala Thr Ser Tyr Pro Ser Pro Val Thr Thr Ser Tyr Pro Ser

530 535 540

Pro Ala Thr Thr Ser Tyr Pro Ser Pro Val Pro Thr Ser Phe Ser Ser

545 550 555 560

Pro Gly Ser Ser Thr Tyr Pro Ser Pro Val His Ser Gly Phe Pro Ser

565 570 575

Pro Ser Val Ala Thr Thr Tyr Ser Ser Val Pro Pro Ala Phe Pro Ala

580 585 590

GIn Val Ser Ser Phe Pro Ser Ser Ala Val Thr Asn Ser Phe Ser Ala

595 600 605

Ser Thr Gly Leu Ser Asp Met Thr Ala Thr Phe Ser Pro Arg Thr lle



610 615 620

Glu lle Cys

625

<210>9
<211> 719
<212>PRT

<213> Secuencia Artificial

<220>

<223> Descripcidn de Secuencia Artificial: Polipéptido sintético

<400> 9
Met Ala Ala Ala Lys Ala Glu Met GIn Leu Met Ser Pro Leu GIn lle

1 5 10 15

Ser Asp Pro Phe Gly Ser Phe Pro His Ser Pro Thr Met Asp Asn Tyr

20 25 30

Pro Lys Leu Glu Glu Met Met Leu Leu Ser Asn Gly Ala Pro GIn Phe

35 40 45

Leu Gly Ala Ala Gly Ala Pro Glu Gly Ser Gly Ser Asn Ser Ser Ser

50 55 60



Ser Ser Ser Gly Gly Gly Gly Gly Gly Gly Gly Gly Ser Asn Ser Ser

65 70 75 80

Ser Ser Ser Ser Thr Phe Asn Pro GIn Ala Asp Thr Gly Glu GIn Pro

85 90 95

Tyr Glu His Leu Thr Ala Glu Ser Phe Pro Asp lle Ser Leu Asn Asn

100 105 110

Glu Lys Val Leu Val Glu Thr Ser Tyr Pro Ser GIn Thr Thr Arg Leu

115 120 125

Pro Pro lle Thr Tyr Thr Gly Arg Phe Ser Leu Glu Pro Ala Pro Asn

130 135 140

Ser Gly Asn Thr Leu Trp Pro Glu Pro Leu Phe Ser Leu Val Ser Gly

145 150 155 160

Leu Val Ser Met Thr Asn Pro Pro Ala Ser Ser Ser Ser Ala Pro Ser

165 170 175

Pro Ala Ala Ser Ser Ala Ser Ala Ser GIn Ser Pro Pro Leu Ser Cys

180 185 190



Ala Val Pro Ser Asn Asp Ser Ser Pro lle Tyr Ser Ala Ala Pro Thr

195 200 205

Phe Pro Thr Pro Asn Thr Asp lle Phe Pro Glu Pro GIn Ser GIn Ala

210 215 220

Phe Pro Gly Ser Ala Gly Thr Ala Leu GIn Tyr Pro Pro Pro Ala Tyr

225 230 235 240

Pro Ala Ala Lys Gly Gly Phe GIn Val Pro Met lle Pro Asp Tyr Leu

245 250 255

Phe Pro GIn GIn GIn Gly Asp Leu Gly Leu Gly Thr Pro Asp GIn Lys

260 265 270

Pro Phe GIn Gly Leu Glu Ser Arg Thr GIn GIn Pro Ser Leu Thr Pro

275 280 285

Leu Ser Thr lle Lys Ala Phe Ala Thr GIn Ser Gly Ser GIn Asp Leu

290 295 300

Lys Ala Leu Asn Thr Ser Tyr GIn Ser GIn Leu lle Lys Pro Ser Arg



305 310 315 320

Met Arg Lys Tyr Pro Asn Arg Pro Ser Lys Thr Pro Pro His Glu Arg

325 330 335

Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser Arg Arg

340 345 350

Asp Glu Leu Asn Val His lle Arg lle His Thr Gly GIn Lys Pro Phe

355 360 365

GlIn Cys Arg lle Cys Met Arg Asn Phe Ser Arg Ser Asp His Leu Thr

370 375 380

Asn His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp lle

385 390 395 400

Cys Gly Arg Lys Phe Ala Arg Ser Asp Asp Leu Val Arg His Thr Lys

405 410 415

Ile His Leu Arg GlIn Lys Asp Arg Pro Tyr Ala Cys Pro Val Glu Ser

420 425 430



Cys Asp Arg Arg Phe Ser Arg Ser Asp Asn Leu Val Arg His lle Arg

435 440 445

Ile His Thr Gly GIn Lys Pro Phe GIn Cys Arg lle Cys Met Arg Asn

450 455 460

Phe Ser His Arg Thr Thr Leu Thr Asn His lle Arg Thr His Thr Gly

465 470 475 480

Glu Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys Phe Ala Arg Glu

485 490 495

Asp Asn Leu His Thr His Thr Lys lle His Leu Arg GIn Lys Asp Arg

500 505 510

Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser Thr Ser

515 520 525

His Ser Leu Thr Glu His lle Arg lle His Thr Gly GIn Lys Pro Phe

530 535 540

GIn Cys Arg lle Cys Met Arg Asn Phe Ser GIn Ser Ser Ser Leu Val

545 550 555 560



Arg His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp lle

565 570 575

Cys Gly Arg Lys Phe Ala Arg Glu Asp Asn Leu His Thr His Thr Lys

580 585 590

Ile His Leu Arg GlIn Lys Asp Lys Lys Ala Asp Lys Ser Val Val Ala

595 600 605

Ser Ser Ala Thr Ser Ser Leu Ser Ser Tyr Pro Ser Pro Val Ala Thr

610 615 620

Ser Tyr Pro Ser Pro Val Thr Thr Ser Tyr Pro Ser Pro Ala Thr Thr

625 630 635 640

Ser Tyr Pro Ser Pro Val Pro Thr Ser Phe Ser Ser Pro Gly Ser Ser

645 650 655

Thr Tyr Pro Ser Pro Val His Ser Gly Phe Pro Ser Pro Ser Val Ala

660 665 670

Thr Thr Tyr Ser Ser Val Pro Pro Ala Phe Pro Ala GIn Val Ser Ser

675 680 685



Phe Pro Ser Ser Ala Val Thr Asn Ser Phe Ser Ala Ser Thr Gly Leu

690 695 700

Ser Asp Met Thr Ala Thr Phe Ser Pro Arg Thr lle Glu lle Cys

705 710 715

<210> 10
<211>631
<212> PRT

<213> Secuencia Artificial

<220>

<223> Descripcion de Secuencia Artificial: Polipéptido sintético

<400> 10
Met Ala Ala Ala Lys Ala Glu Met GIn Leu Met Ser Pro Leu GIn lle

1 5 10 15

Ser Asp Pro Phe Gly Ser Phe Pro His Ser Pro Thr Met Asp Asn Tyr

20 25 30

Pro Lys Leu Glu Glu Met Met Leu Leu Ser Asn Gly Ala Pro GIn Phe

35 40 45



Leu Gly Ala Ala Gly Ala Pro Glu Gly Ser Gly Ser Asn Ser Ser Ser

50 55 60

Ser Ser Ser Gly Gly Gly Gly Gly Gly Gly Gly Gly Ser Asn Ser Ser

65 70 75 80

Ser Ser Ser Ser Thr Phe Asn Pro GIn Ala Asp Thr Gly Glu GIn Pro

85 90 95

Tyr Glu His Leu Thr Ala Glu Ser Phe Pro Asp lle Ser Leu Asn Asn

100 105 110

Glu Lys Val Leu Val Glu Thr Ser Tyr Pro Ser GIn Thr Thr Arg Leu

115 120 125

Pro Pro lle Thr Tyr Thr Gly Arg Phe Ser Leu Glu Pro Ala Pro Asn

130 135 140

Ser Gly Asn Thr Leu Trp Pro Glu Pro Leu Phe Ser Leu Val Ser Gly

145 150 155 160

Leu Val Ser Met Thr Asn Pro Pro Ala Ser Ser Ser Ser Ala Pro Ser

165 170 175



Pro Ala Ala Ser Ser Ala Ser Ala Ser GIn Ser Pro Pro Leu Ser Cys

180 185 190

Ala Val Pro Ser Asn Asp Ser Ser Pro lle Tyr Ser Ala Ala Pro Thr

195 200 205

Phe Pro Thr Pro Asn Thr Asp lle Phe Pro Glu Pro GIn Ser GIn Ala

210 215 220

Phe Pro Gly Ser Ala Gly Thr Ala Leu GIn Tyr Pro Pro Pro Ala Tyr

225 230 235 240

Pro Ala Ala Lys Gly Gly Phe GIn Val Pro Met lle Pro Asp Tyr Leu

245 250 255

Phe Pro GIn GIn GIn Gly Asp Leu Gly Leu Gly Thr Pro Asp GIn Lys

260 265 270

Pro Phe GIn Gly Leu Glu Ser Arg Thr GIn GIn Pro Ser Leu Thr Pro

275 280 285

Leu Ser Thr lle Lys Ala Phe Ala Thr GIn Ser Gly Ser GIn Asp Leu

290 295 300



Lys Ala Leu Asn Thr Ser Tyr GIn Ser GIn Leu lle Lys Pro Ser Arg

305 310 315 320

Met Arg Lys Tyr Pro Asn Arg Pro Ser Lys Thr Pro Pro His Glu Arg

325 330 335

Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser Ser Pro

340 345 350

Ala Asp Leu Thr Arg His lle Arg lle His Thr Gly GIn Lys Pro Phe

355 360 365

GIn Cys Arg lle Cys Met Arg Asn Phe Ser Asp Ser Gly Asn Leu Arg

370 375 380

Val His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp lle

385 390 395 400

Cys Gly Arg Lys Phe Ala GIn Leu Ala His Leu Arg Ala His Thr Lys

405 410 415

Ile His Leu Arg GlIn Lys Asp Arg Pro Tyr Ala Cys Pro Val Glu Ser



420 425 430

Cys Asp Arg Arg Phe Ser GIn Arg Ala Asn Leu Arg Ala His lle Arg

435 440 445

Ile His Thr Gly GIn Lys Pro Phe GIn Cys Arg lle Cys Met Arg Asn

450 455 460

Phe Ser Arg Glu Asp Asn Leu His Thr His lle Arg Thr His Thr Gly

465 470 475 480

Glu Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys Phe Ala Arg Ser

485 490 495

Asp Asn Leu Val Arg His Thr Lys Ile His Leu Arg GIn Lys Asp Lys

500 505 510

Lys Ala Asp Lys Ser Val Val Ala Ser Ser Ala Thr Ser Ser Leu Ser

515 520 525

Ser Tyr Pro Ser Pro Val Ala Thr Ser Tyr Pro Ser Pro Val Thr Thr

530 535 540



Ser Tyr Pro Ser Pro Ala Thr Thr Ser Tyr Pro Ser Pro Val Pro Thr

545 550 555 560

Ser Phe Ser Ser Pro Gly Ser Ser Thr Tyr Pro Ser Pro Val His Ser

565 570 575

Gly Phe Pro Ser Pro Ser Val Ala Thr Thr Tyr Ser Ser Val Pro Pro

580 585 590

Ala Phe Pro Ala GIn Val Ser Ser Phe Pro Ser Ser Ala Val Thr Asn

595 600 605

Ser Phe Ser Ala Ser Thr Gly Leu Ser Asp Met Thr Ala Thr Phe Ser

610 615 620

Pro Arg Thr lle Glu lle Cys

625 630

<210>11
<211>387
<212> PRT

<213> Secuencia Artificial

<220>

<223> Descripcion de Secuencia Artificial: Polipéptido sintético



<400> 11
Met Thr Gly Lys Leu Ala Glu Lys Leu Pro Val Thr Met Ser Ser Leu

1 5 10 15

Leu Asn GIn Leu Pro Asp Asn Leu Tyr Pro Glu Glu lle Pro Ser Ala

20 25 30

Leu Asn Leu Phe Ser Gly Ser Ser Asp Ser Val Val His Tyr Asn Gln

35 40 45

Met Ala Thr Glu Asn Val Met Asp lle Gly Leu Thr Asn Glu Lys Pro

50 55 60

Asn Pro Glu Leu Ser Tyr Ser Gly Ser Phe GIn Pro Ala Pro Gly Asn

65 70 75 80

Lys Thr Val Thr Tyr Leu Gly Lys Phe Ala Phe Asp Ser Pro Ser Asn

85 90 95

Trp Cys GIn Asp Asn lle lle Ser Leu Met Ser Ala Gly lle Leu Gly

100 105 110

Val Pro Pro Ala Ser Gly Ala Leu Ser Thr GIn Thr Ser Thr Ala Ser



115 120 125

Met Val GIn Pro Pro GIn Gly Asp Val Glu Ala Met Tyr Pro Ala Leu

130 135 140

Pro Pro Tyr Ser Asn Cys Gly Asp Leu Tyr Ser Glu Pro Val Ser Phe

145 150 155 160

His Asp Pro GIn Gly Asn Pro Gly Leu Ala Tyr Ser Pro GIn Asp Tyr

165 170 175

GlIn Ser Ala Lys Pro Ala Leu Asp Ser Asn Leu Phe Pro Met lle Pro

180 185 190

Asp Tyr Asn Leu Tyr His His Pro Asn Asp Met Gly Ser lle Pro Glu

195 200 205

His Lys Pro Phe GIn Gly Met Asp Pro Ile Arg Val Asn Pro Pro Pro

210 215 220

Ile Thr Pro Leu Glu Thr lle Lys Ala Phe Lys Asp Lys GIn lle His

225 230 235 240



Pro Gly Phe Gly Ser Leu Pro GIn Pro Pro Leu Thr Leu Lys Pro lle

245 250 255

Arg Pro Arg Lys Tyr Pro Asn Arg Pro Ser Lys Thr Pro Leu His Glu

260 265 270

Arg Pro His Ala Cys Pro Ala Glu Gly Cys Asp Arg Arg Phe Ser GIn

275 280 285

Leu Ala His Leu Arg Ala His Leu Arg lle His Thr Gly His Lys Pro

290 295 300

Phe GIn Cys Arg lle Cys Met Arg Ser Phe Ser Thr Ser Gly Asn Leu

305 310 315 320

Val Arg His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Glu

325 330 335

Phe Cys Gly Arg Lys Phe Ala His Arg Thr Thr Leu Thr Asn His Ala

340 345 350

Lys lle His Leu Lys GIn Lys Glu Lys Lys Ala Glu Lys Gly Gly Ala

355 360 365



Pro Ser Ala Ser Ser Ala Pro Pro Val Ser Leu Ala Pro Val Val Thr

370 375 380

Thr Cys Ala

385

<210> 12
<211>473
<212> PRT

<213> Secuencia Artificial

<220>

<223> Descripcion de Secuencia Artificial: Polipéptido sintético

<400> 12

Met Thr Gly Lys Leu Ala Glu Lys Leu Pro Val Thr Met Ser Ser Leu

1 5 10 15

Leu Asn GIn Leu Pro Asp Asn Leu Tyr Pro Glu Glu lle Pro Ser Ala

20 25 30

Leu Asn Leu Phe Ser Gly Ser Ser Asp Ser Val Val His Tyr Asn GIn

35 40 45

Met Ala Thr Glu Asn Val Met Asp lle Gly Leu Thr Asn Glu Lys Pro



50 55 60

Asn Pro Glu Leu Ser Tyr Ser Gly Ser Phe GIn Pro Ala Pro Gly Asn

65 70 75 80

Lys Thr Val Thr Tyr Leu Gly Lys Phe Ala Phe Asp Ser Pro Ser Asn

85 90 95

Trp Cys GIn Asp Asn lle lle Ser Leu Met Ser Ala Gly lle Leu Gly

100 105 110

Val Pro Pro Ala Ser Gly Ala Leu Ser Thr GIn Thr Ser Thr Ala Ser

115 120 125

Met Val GIn Pro Pro GIn Gly Asp Val Glu Ala Met Tyr Pro Ala Leu

130 135 140

Pro Pro Tyr Ser Asn Cys Gly Asp Leu Tyr Ser Glu Pro Val Ser Phe

145 150 155 160

His Asp Pro GIn Gly Asn Pro Gly Leu Ala Tyr Ser Pro GIn Asp Tyr

165 170 175



GlIn Ser Ala Lys Pro Ala Leu Asp Ser Asn Leu Phe Pro Met lle Pro

180 185 190

Asp Tyr Asn Leu Tyr His His Pro Asn Asp Met Gly Ser lle Pro Glu

195 200 205

His Lys Pro Phe GIn Gly Met Asp Pro lle Arg Val Asn Pro Pro Pro

210 215 220

lle Thr Pro Leu Glu Thr lle Lys Ala Phe Lys Asp Lys GIn lle His

225 230 235 240

Pro Gly Phe Gly Ser Leu Pro GIn Pro Pro Leu Thr Leu Lys Pro lle

245 250 255

Arg Pro Arg Lys Tyr Pro Asn Arg Pro Ser Lys Thr Pro Leu His Glu

260 265 270

Arg Pro His Ala Cys Pro Ala Glu Gly Cys Asp Arg Arg Phe Ser Arg

275 280 285

Arg Asp Glu Leu Asn Val His Leu Arg lle His Thr Gly His Lys Pro

290 295 300



Phe GlIn Cys Arg lle Cys Met Arg Ser Phe Ser Ser Arg Arg Thr Cys

305 310 315 320

Arg Ala His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Glu

325 330 335

Phe Cys Gly Arg Lys Phe Ala GIn Ser Ser Asn Leu Val Arg His Ala

340 345 350

Lys lle His Leu Lys GIn Lys Glu His Ala Cys Pro Ala Glu Gly Cys

355 360 365

Asp Arg Arg Phe Ser GIn Leu Ala His Leu Arg Ala His Leu Arg lle

370 375 380

His Thr Gly His Lys Pro Phe GIn Cys Arg lle Cys Met Arg Ser Phe

385 390 395 400

Ser Thr Ser Gly Asn Leu Val Arg His lle Arg Thr His Thr Gly Glu

405 410 415

Lys Pro Phe Ala Cys Glu Phe Cys Gly Arg Lys Phe Ala His Arg Thr

420 425 430



Thr Leu Thr Asn His Ala Lys lle His Leu Lys GIn Lys Glu Lys Lys

435 440 445

Ala Glu Lys Gly Gly Ala Pro Ser Ala Ser Ser Ala Pro Pro Val Ser

450 455 460

Leu Ala Pro Val Val Thr Thr Cys Ala

465 470

<210>13
<211>473
<212> PRT

<213> Secuencia Artificial

<220>

<223> Descripcion de Secuencia Artificial: Polipéptido sintético

<400> 13
Met Thr Gly Lys Leu Ala Glu Lys Leu Pro Val Thr Met Ser Ser Leu

1 5 10 15

Leu Asn GIn Leu Pro Asp Asn Leu Tyr Pro Glu Glu lle Pro Ser Ala

20 25 30



Leu Asn Leu Phe Ser Gly Ser Ser Asp Ser Val Val His Tyr Asn GIn

35 40 45

Met Ala Thr Glu Asn Val Met Asp lle Gly Leu Thr Asn Glu Lys Pro

50 55 60

Asn Pro Glu Leu Ser Tyr Ser Gly Ser Phe GIn Pro Ala Pro Gly Asn

65 70 75 80

Lys Thr Val Thr Tyr Leu Gly Lys Phe Ala Phe Asp Ser Pro Ser Asn

85 90 95

Trp Cys GIn Asp Asn lle lle Ser Leu Met Ser Ala Gly lle Leu Gly

100 105 110

Val Pro Pro Ala Ser Gly Ala Leu Ser Thr GIn Thr Ser Thr Ala Ser

115 120 125

Met Val GIn Pro Pro GIn Gly Asp Val Glu Ala Met Tyr Pro Ala Leu

130 135 140

Pro Pro Tyr Ser Asn Cys Gly Asp Leu Tyr Ser Glu Pro Val Ser Phe

145 150 155 160



His Asp Pro GIn Gly Asn Pro Gly Leu Ala Tyr Ser Pro GIn Asp Tyr

165 170 175

GlIn Ser Ala Lys Pro Ala Leu Asp Ser Asn Leu Phe Pro Met lle Pro

180 185 190

Asp Tyr Asn Leu Tyr His His Pro Asn Asp Met Gly Ser lle Pro Glu

195 200 205

His Lys Pro Phe GIn Gly Met Asp Pro lle Arg Val Asn Pro Pro Pro

210 215 220

Ile Thr Pro Leu Glu Thr lle Lys Ala Phe Lys Asp Lys GIn lle His

225 230 235 240

Pro Gly Phe Gly Ser Leu Pro GIn Pro Pro Leu Thr Leu Lys Pro lle

245 250 255

Arg Pro Arg Lys Tyr Pro Asn Arg Pro Ser Lys Thr Pro Leu His Glu

260 265 270

Arg Pro His Ala Cys Pro Ala Glu Gly Cys Asp Arg Arg Phe Ser Arg

275 280 285



Ser Asp Asn Leu Val Arg His Leu Arg lle His Thr Gly His Lys Pro

290 295 300

Phe GIn Cys Arg lle Cys Met Arg Ser Phe Ser Arg Glu Asp Asn Leu

305 310 315 320

His Thr His Ile Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Glu

325 330 335

Phe Cys Gly Arg Lys Phe Ala Arg Ser Asp Glu Leu Val Arg His Ala

340 345 350

Lys lle His Leu Lys GIn Lys Glu His Ala Cys Pro Ala Glu Gly Cys

355 360 365

Asp Arg Arg Phe Ser GIn Ser Gly Asn Leu Thr Glu His Leu Arg lle

370 375 380

His Thr Gly His Lys Pro Phe GIn Cys Arg lle Cys Met Arg Ser Phe

385 390 395 400

Ser Thr Ser Gly His Leu Val Arg His lle Arg Thr His Thr Gly Glu



405 410 415

Lys Pro Phe Ala Cys Glu Phe Cys Gly Arg Lys Phe Ala GIn Asn Ser

420 425 430

Thr Leu Thr Glu His Ala Lys lle His Leu Lys GIn Lys Glu Lys Lys

435 440 445

Ala Glu Lys Gly Gly Ala Pro Ser Ala Ser Ser Ala Pro Pro Val Ser

450 455 460

Leu Ala Pro Val Val Thr Thr Cys Ala

465 470

<210> 14
<211>473
<212> PRT

<213> Secuencia Artificial

<220>

<223> Descripcion de Secuencia Artificial: Polipéptido sintético

<400> 14
Met Thr Gly Lys Leu Ala Glu Lys Leu Pro Val Thr Met Ser Ser Leu

1 5 10 15



Leu Asn GIn Leu Pro Asp Asn Leu Tyr Pro Glu Glu lle Pro Ser Ala

20 25 30

Leu Asn Leu Phe Ser Gly Ser Ser Asp Ser Val Val His Tyr Asn GIn

35 40 45

Met Ala Thr Glu Asn Val Met Asp lle Gly Leu Thr Asn Glu Lys Pro

50 55 60

Asn Pro Glu Leu Ser Tyr Ser Gly Ser Phe GIn Pro Ala Pro Gly Asn

65 70 75 80

Lys Thr Val Thr Tyr Leu Gly Lys Phe Ala Phe Asp Ser Pro Ser Asn

85 90 95

Trp Cys GIn Asp Asn lle lle Ser Leu Met Ser Ala Gly lle Leu Gly

100 105 110

Val Pro Pro Ala Ser Gly Ala Leu Ser Thr GIn Thr Ser Thr Ala Ser

115 120 125

Met Val GIn Pro Pro GIn Gly Asp Val Glu Ala Met Tyr Pro Ala Leu

130 135 140



Pro Pro Tyr Ser Asn Cys Gly Asp Leu Tyr Ser Glu Pro Val Ser Phe

145 150 155 160

His Asp Pro GIn Gly Asn Pro Gly Leu Ala Tyr Ser Pro GIn Asp Tyr

165 170 175

GlIn Ser Ala Lys Pro Ala Leu Asp Ser Asn Leu Phe Pro Met lle Pro

180 185 190

Asp Tyr Asn Leu Tyr His His Pro Asn Asp Met Gly Ser lle Pro Glu

195 200 205

His Lys Pro Phe GIn Gly Met Asp Pro lle Arg Val Asn Pro Pro Pro

210 215 220

Ile Thr Pro Leu Glu Thr lle Lys Ala Phe Lys Asp Lys GIn lle His

225 230 235 240

Pro Gly Phe Gly Ser Leu Pro GIn Pro Pro Leu Thr Leu Lys Pro lle

245 250 255

Arg Pro Arg Lys Tyr Pro Asn Arg Pro Ser Lys Thr Pro Leu His Glu



260 265 270

Arg Pro His Ala Cys Pro Ala Glu Gly Cys Asp Arg Arg Phe Ser Arg

275 280 285

Ser Asp Asn Leu Val Arg His Leu Arg lle His Thr Gly His Lys Pro

290 295 300

Phe GIn Cys Arg lle Cys Met Arg Ser Phe Ser His Arg Thr Thr Leu

305 310 315 320

Thr Asn His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Glu

325 330 335

Phe Cys Gly Arg Lys Phe Ala Arg Glu Asp Asn Leu His Thr His Ala

340 345 350

Lys lle His Leu Lys GIn Lys Glu His Ala Cys Pro Ala Glu Gly Cys

355 360 365

Asp Arg Arg Phe Ser Thr Ser His Ser Leu Thr Glu His Leu Arg lle

370 375 380



His Thr Gly His Lys Pro Phe GIn Cys Arg lle Cys Met Arg Ser Phe

385 390 395 400

Ser GIn Ser Ser Ser Leu Val Arg His lle Arg Thr His Thr Gly Glu

405 410 415

Lys Pro Phe Ala Cys Glu Phe Cys Gly Arg Lys Phe Ala Arg Glu Asp

420 425 430

Asn Leu His Thr His Ala Lys lle His Leu Lys GIn Lys Glu Lys Lys

435 440 445

Ala Glu Lys Gly Gly Ala Pro Ser Ala Ser Ser Ala Pro Pro Val Ser

450 455 460

Leu Ala Pro Val Val Thr Thr Cys Ala

465 470

<210> 15
<211>559
<212> PRT

<213> Secuencia Artificial

<220>

<223> Descripcion de Secuencia Artificial: Polipéptido sintético



<400> 15
Met Thr Gly Lys Leu Ala Glu Lys Leu Pro Val Thr Met Ser Ser Leu

1 5 10 15

Leu Asn GIn Leu Pro Asp Asn Leu Tyr Pro Glu Glu lle Pro Ser Ala

20 25 30

Leu Asn Leu Phe Ser Gly Ser Ser Asp Ser Val Val His Tyr Asn Gln

35 40 45

Met Ala Thr Glu Asn Val Met Asp lle Gly Leu Thr Asn Glu Lys Pro

50 55 60

Asn Pro Glu Leu Ser Tyr Ser Gly Ser Phe GIn Pro Ala Pro Gly Asn

65 70 75 80

Lys Thr Val Thr Tyr Leu Gly Lys Phe Ala Phe Asp Ser Pro Ser Asn

85 90 95

Trp Cys GIn Asp Asn lle lle Ser Leu Met Ser Ala Gly lle Leu Gly

100 105 110

Val Pro Pro Ala Ser Gly Ala Leu Ser Thr GIn Thr Ser Thr Ala Ser



115 120 125

Met Val GIn Pro Pro GIn Gly Asp Val Glu Ala Met Tyr Pro Ala Leu

130 135 140

Pro Pro Tyr Ser Asn Cys Gly Asp Leu Tyr Ser Glu Pro Val Ser Phe

145 150 155 160

His Asp Pro GIn Gly Asn Pro Gly Leu Ala Tyr Ser Pro GIn Asp Tyr

165 170 175

GlIn Ser Ala Lys Pro Ala Leu Asp Ser Asn Leu Phe Pro Met lle Pro

180 185 190

Asp Tyr Asn Leu Tyr His His Pro Asn Asp Met Gly Ser lle Pro Glu

195 200 205

His Lys Pro Phe GIn Gly Met Asp Pro Ile Arg Val Asn Pro Pro Pro

210 215 220

Ile Thr Pro Leu Glu Thr lle Lys Ala Phe Lys Asp Lys GIn lle His

225 230 235 240



Pro Gly Phe Gly Ser Leu Pro GIn Pro Pro Leu Thr Leu Lys Pro lle

245 250 255

Arg Pro Arg Lys Tyr Pro Asn Arg Pro Ser Lys Thr Pro Leu His Glu

260 265 270

Arg Pro His Ala Cys Pro Ala Glu Gly Cys Asp Arg Arg Phe Ser Arg

275 280 285

Arg Asp Glu Leu Asn Val His Leu Arg lle His Thr Gly His Lys Pro

290 295 300

Phe GIn Cys Arg lle Cys Met Arg Ser Phe Ser Arg Ser Asp His Leu

305 310 315 320

Thr Asn His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Glu

325 330 335

Phe Cys Gly Arg Lys Phe Ala Arg Ser Asp Asp Leu Val Arg His Ala

340 345 350

Lys lle His Leu Lys GIn Lys Glu His Ala Cys Pro Ala Glu Gly Cys

355 360 365



Asp Arg Arg Phe Ser Arg Ser Asp Asn Leu Val Arg His Leu Arg lle

370 375 380

His Thr Gly His Lys Pro Phe GIn Cys Arg lle Cys Met Arg Ser Phe

385 390 395 400

Ser His Arg Thr Thr Leu Thr Asn His lle Arg Thr His Thr Gly Glu

405 410 415

Lys Pro Phe Ala Cys Glu Phe Cys Gly Arg Lys Phe Ala Arg Glu Asp

420 425 430

Asn Leu His Thr His Ala Lys lle His Leu Lys GIn Lys Glu His Ala

435 440 445

Cys Pro Ala Glu Gly Cys Asp Arg Arg Phe Ser Thr Ser His Ser Leu

450 455 460

Thr Glu His Leu Arg lle His Thr Gly His Lys Pro Phe GIn Cys Arg

465 470 475 480

Ile Cys Met Arg Ser Phe Ser GIn Ser Ser Ser Leu Val Arg His lle

485 490 495



Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Glu Phe Cys Gly Arg

500 505 510

Lys Phe Ala Arg Glu Asp Asn Leu His Thr His Ala Lys lle His Leu

515 520 525

Lys GIn Lys Glu Lys Lys Ala Glu Lys Gly Gly Ala Pro Ser Ala Ser

530 535 540

Ser Ala Pro Pro Val Ser Leu Ala Pro Val Val Thr Thr Cys Ala

545 550 555

<210> 16
<211>473
<212> PRT

<213> Secuencia Artificial

<220>

<223> Descripcion de Secuencia Artificial: Polipéptido sintético

<400> 16
Met Thr Gly Lys Leu Ala Glu Lys Leu Pro Val Thr Met Ser Ser Leu

1 5 10 15



Leu Asn GIn Leu Pro Asp Asn Leu Tyr Pro Glu Glu lle Pro Ser Ala

20 25 30

Leu Asn Leu Phe Ser Gly Ser Ser Asp Ser Val Val His Tyr Asn GIn

35 40 45

Met Ala Thr Glu Asn Val Met Asp lle Gly Leu Thr Asn Glu Lys Pro

50 55 60

Asn Pro Glu Leu Ser Tyr Ser Gly Ser Phe GIn Pro Ala Pro Gly Asn

65 70 75 80

Lys Thr Val Thr Tyr Leu Gly Lys Phe Ala Phe Asp Ser Pro Ser Asn

85 90 95

Trp Cys GIn Asp Asn lle lle Ser Leu Met Ser Ala Gly lle Leu Gly

100 105 110

Val Pro Pro Ala Ser Gly Ala Leu Ser Thr GIn Thr Ser Thr Ala Ser

115 120 125

Met Val GIn Pro Pro GIn Gly Asp Val Glu Ala Met Tyr Pro Ala Leu

130 135 140



Pro Pro Tyr Ser Asn Cys Gly Asp Leu Tyr Ser Glu Pro Val Ser Phe

145 150 155 160

His Asp Pro GIn Gly Asn Pro Gly Leu Ala Tyr Ser Pro GIn Asp Tyr

165 170 175

GlIn Ser Ala Lys Pro Ala Leu Asp Ser Asn Leu Phe Pro Met lle Pro

180 185 190

Asp Tyr Asn Leu Tyr His His Pro Asn Asp Met Gly Ser lle Pro Glu

195 200 205

His Lys Pro Phe GIn Gly Met Asp Pro Ile Arg Val Asn Pro Pro Pro

210 215 220

Ile Thr Pro Leu Glu Thr lle Lys Ala Phe Lys Asp Lys GIn lle His

225 230 235 240

Pro Gly Phe Gly Ser Leu Pro GIn Pro Pro Leu Thr Leu Lys Pro lle

245 250 255

Arg Pro Arg Lys Tyr Pro Asn Arg Pro Ser Lys Thr Pro Leu His Glu

260 265 270



Arg Pro His Ala Cys Pro Ala Glu Gly Cys Asp Arg Arg Phe Ser Ser

275 280 285

Pro Ala Asp Leu Thr Arg His Leu Arg lle His Thr Gly His Lys Pro

290 295 300

Phe GIn Cys Arg lle Cys Met Arg Ser Phe Ser Asp Ser Gly Asn Leu

305 310 315 320

Arg Val His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Glu

325 330 335

Phe Cys Gly Arg Lys Phe Ala GIn Leu Ala His Leu Arg Ala His Ala

340 345 350

Lys lle His Leu Lys GIn Lys Glu His Ala Cys Pro Ala Glu Gly Cys

355 360 365

Asp Arg Arg Phe Ser GIn Arg Ala Asn Leu Arg Ala His Leu Arg lle

370 375 380

His Thr Gly His Lys Pro Phe GIn Cys Arg lle Cys Met Arg Ser Phe



385 390 395 400

Ser Arg Glu Asp Asn Leu His Thr His lle Arg Thr His Thr Gly Glu

405 410 415

Lys Pro Phe Ala Cys Glu Phe Cys Gly Arg Lys Phe Ala Arg Ser Asp

420 425 430

Asn Leu Val Arg His Ala Lys lle His Leu Lys GIn Lys Glu Lys Lys

435 440 445

Ala Glu Lys Gly Gly Ala Pro Ser Ala Ser Ser Ala Pro Pro Val Ser

450 455 460

Leu Ala Pro Val Val Thr Thr Cys Ala

465 470

<210> 17
<211> 88
<212> PRT

<213> Secuencia Artificial

<220>

<223> Descripcion de Secuencia Artificial: Polipéptido sintético



<400> 17
Arg Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser Arg

1 5 10 15

Ser Asp Glu Leu Thr Arg His lle Arg lle His Thr Gly GIn Lys Pro

20 25 30

Phe GIn Cys Arg lle Cys Met Arg Asn Phe Ser Arg Ser Asp His Leu

35 40 45

Thr Thr His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp

50 55 60

Ile Cys Gly Arg Lys Phe Ala Arg Ser Asp Glu Arg Lys Arg His Thr

65 70 75 80

Lys lle His Leu Arg GIn Lys Asp

85

<210>18
<211>176
<212> PRT

<213> Secuencia Artificial

<220>



<223> Descripcion de Secuencia Artificial: Polipéptido sintético

<400> 18
Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

1 5 10 15

Phe Ser Arg Arg Asp Glu Leu Asn Val His GIn Arg Thr His Thr Gly

20 25 30

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Ser Arg

35 40 45

Arg Thr Cys Arg Ala His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr

50 55 60

Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Gln Ser Ser Asn Leu Val

65 70 75 80

Arg His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu

85 90 95

Cys Gly Lys Ser Phe Ser GIn Leu Ala His Leu Arg Ala His GIn Arg

100 105 110



Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

115 120 125

Phe Ser Thr Ser Gly Asn Leu Val Arg His GIn Arg Thr His Thr Gly

130 135 140

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser His Arg

145 150 155 160

Thr Thr Leu Thr Asn His Gln Arg Thr His Thr Gly Lys Lys Thr Ser

165 170 175

<210> 19
<211> 88
<212> PRT

<213> Secuencia Artificial

<220>

<223> Descripcion de Secuencia Artificial: Polipéptido sintético

<400> 19
Arg Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser GIn

1 5 10 15

Leu Ala His Leu Arg Ala His lle Arg lle His Thr Gly GIn Lys Pro

20 25 30



Phe GIn Cys Arg lle Cys Met Arg Asn Phe Ser Thr Ser Gly Asn Leu

35 40 45

Val Arg His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp

50 55 60

Ile Cys Gly Arg Lys Phe Ala His Arg Thr Thr Leu Thr Asn His Thr

65 70 75 80

Lys lle His Leu Arg GIn Lys Asp

85

<210> 20
<211>176
<212> PRT

<213> Secuencia Artificial

<220>

<223> Descripcion de Secuencia Artificial: Polipéptido sintético

<400> 20
Arg Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser Arg

1 5 10 15



Arg Asp Glu Leu Asn Val His lle Arg lle His Thr Gly GIn Lys Pro

20 25 30

Phe GIn Cys Arg lle Cys Met Arg Asn Phe Ser Ser Arg Arg Thr Cys

35 40 45

Arg Ala His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp

50 55 60

Ile Cys Gly Arg Lys Phe Ala GIn Ser Ser Asn Leu Val Arg His Thr

65 70 75 80

Lys lle His Leu Arg GIn Lys Asp Arg Pro Tyr Ala Cys Pro Val Glu

85 90 95

Ser Cys Asp Arg Arg Phe Ser GIn Leu Ala His Leu Arg Ala His lle

100 105 110

Arg lle His Thr Gly GIn Lys Pro Phe GIn Cys Arg lle Cys Met Arg

115 120 125

Asn Phe Ser Thr Ser Gly Asn Leu Val Arg His lle Arg Thr His Thr

130 135 140



Gly Glu Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys Phe Ala His

145 150 155 160

Arg Thr Thr Leu Thr Asn His Thr Lys lle His Leu Arg Gin Lys Asp

165 170 175

<210>21
<211>172
<212> PRT

<213> Secuencia Artificial

<220>

<223> Descripcion de Secuencia Artificial: Polipéptido sintético

<400> 21

Arg Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser Arg

1 5 10 15

Arg Asp Glu Leu Asn Val His lle Arg lle His Thr Gly GIn Lys Pro

20 25 30

Phe GlIn Cys Arg lle Cys Met Arg Asn Phe Ser Ser Arg Arg Thr Cys

35 40 45

Arg Ala His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp



50 55 60

Ile Cys Gly Arg Lys Phe Ala GIn Ser Ser Asn Leu Val Arg His lle

65 70 75 80

Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp lle Cys Gly Arg

85 90 95

Lys Phe Ser GIn Leu Ala His Leu Arg Ala His lle Arg lle His Thr

100 105 110

Gly GIn Lys Pro Phe GIn Cys Arg lle Cys Met Arg Asn Phe Ser Thr

115 120 125

Ser Gly Asn Leu Val Arg His lle Arg Thr His Thr Gly Glu Lys Pro

130 135 140

Phe Ala Cys Asp lle Cys Gly Arg Lys Phe Ala His Arg Thr Thr Leu

145 150 155 160

Thr Asn His Thr Lys lle His Leu Arg GIn Lys Asp

165 170



<210> 22
<211>176
<212> PRT

<213> Secuencia Artificial

<220>

<223> Descripcidn de Secuencia Artificial: Polipéptido sintético

<400> 22
Arg Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser Arg

1 5 10 15

Ser Asp Asn Leu Val Arg His lle Arg lle His Thr Gly GIn Lys Pro

20 25 30

Phe GIn Cys Arg lle Cys Met Arg Asn Phe Ser Arg Glu Asp Asn Leu

35 40 45

His Thr His Ile Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp

50 55 60

Ile Cys Gly Arg Lys Phe Ala Arg Ser Asp Glu Leu Val Arg His Thr

65 70 75 80

Lys lle His Leu Arg GIn Lys Asp Arg Pro Tyr Ala Cys Pro Val Glu

85 90 95



Ser Cys Asp Arg Arg Phe Ser GIn Ser Gly Asn Leu Thr Glu His lle

100 105 110

Arg lle His Thr Gly GIn Lys Pro Phe GIn Cys Arg lle Cys Met Arg

115 120 125

Asn Phe Ser Thr Ser Gly His Leu Val Arg His lle Arg Thr His Thr

130 135 140

Gly Glu Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys Phe Ala GIn

145 150 155 160

Asn Ser Thr Leu Thr Glu His Thr Lys lle His Leu Arg Gln Lys Asp

165 170 175

<210> 23
<211>176
<212> PRT

<213> Secuencia Artificial

<220>

<223> Descripcion de Secuencia Artificial: Polipéptido sintético

<400> 23



Arg Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser Arg

1 5 10 15

Ser Asp Asn Leu Val Arg His lle Arg lle His Thr Gly GIn Lys Pro

20 25 30

Phe GIn Cys Arg lle Cys Met Arg Asn Phe Ser His Arg Thr Thr Leu

35 40 45

Thr Asn His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp

50 55 60

Ile Cys Gly Arg Lys Phe Ala Arg Glu Asp Asn Leu His Thr His Thr

65 70 75 80

Lys lle His Leu Arg GIn Lys Asp Arg Pro Tyr Ala Cys Pro Val Glu

85 90 95

Ser Cys Asp Arg Arg Phe Ser Thr Ser His Ser Leu Thr Glu His lle

100 105 110

Arg lle His Thr Gly GIn Lys Pro Phe GIn Cys Arg lle Cys Met Arg

115 120 125



Asn Phe Ser GlIn Ser Ser Ser Leu Val Arg His lle Arg Thr His Thr

130 135 140

Gly Glu Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys Phe Ala Arg

145 150 155 160

Glu Asp Asn Leu His Thr His Thr Lys lle His Leu Arg GIn Lys Asp

165 170 175

<210> 24
<211>172
<212> PRT

<213> Secuencia artifical

<220>

<223> Descripcion de Secuencia Artificial: Polipéptido sintético

<400> 24

Arg Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser Arg

1 5 10 15

Ser Asp Asn Leu Val Arg His lle Arg lle His Thr Gly GIn Lys Pro

20 25 30

Phe GIn Cys Arg lle Cys Met Arg Asn Phe Ser His Arg Thr Thr Leu



35 40 45

Thr Asn His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp

50 55 60

Ile Cys Gly Arg Lys Phe Ala Arg Glu Asp Asn Leu His Thr His lle

65 70 75 80

Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp lle Cys Gly Arg

85 90 95

Lys Phe Ser Thr Ser His Ser Leu Thr Glu His lle Arg lle His Thr

100 105 110

Gly GIn Lys Pro Phe GIn Cys Arg lle Cys Met Arg Asn Phe Ser GIn

115 120 125

Ser Ser Ser Leu Val Arg His lle Arg Thr His Thr Gly Glu Lys Pro

130 135 140

Phe Ala Cys Asp lle Cys Gly Arg Lys Phe Ala Arg Glu Asp Asn Leu

145 150 155 160



His Thr His Thr Lys lle His Leu Arg GIn Lys Asp

165 170

<210> 25
<211>264
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcién de secuencia artificial:

Polipéptido sintético

<400> 25

Arg Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser Arg

1 5 10 15

Arg Asp Glu Leu Asn Val His lle Arg lle His Thr Gly GIn Lys Pro

20 25 30

Phe GIn Cys Arg lle Cys Met Arg Asn Phe Ser Arg Ser Asp His Leu

35 40 45

Thr Asn His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp

50 55 60

Ile Cys Gly Arg Lys Phe Ala Arg Ser Asp Asp Leu Val Arg His Thr



65 70 75 80

Lys lle His Leu Arg GIn Lys Asp Arg Pro Tyr Ala Cys Pro Val Glu

85 90 95

Ser Cys Asp Arg Arg Phe Ser Arg Ser Asp Asn Leu Val Arg His lle

100 105 110

Arg lle His Thr Gly GIn Lys Pro Phe GIn Cys Arg lle Cys Met Arg

115 120 125

Asn Phe Ser His Arg Thr Thr Leu Thr Asn His Ile Arg Thr His Thr

130 135 140

Gly Glu Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys Phe Ala Arg

145 150 155 160

Glu Asp Asn Leu His Thr His Thr Lys Ile His Leu Arg GIn Lys Asp

165 170 175

Arg Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser Thr

180 185 190



Ser His Ser Leu Thr Glu His lle Arg lle His Thr Gly GIn Lys Pro

195 200 205

Phe GIn Cys Arg lle Cys Met Arg Asn Phe Ser GIn Ser Ser Ser Leu

210 215 220

Val Arg His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp

225 230 235 240

Ile Cys Gly Arg Lys Phe Ala Arg Glu Asp Asn Leu His Thr His Thr

245 250 255

Lys lle His Leu Arg GIn Lys Asp

260

<210> 26
<211>176
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 26

Arg Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser Ser



Pro Ala Asp Leu Thr Arg His lle Arg lle His Thr Gly GIn Lys Pro

20 25 30

Phe GIn Cys Arg lle Cys Met Arg Asn Phe Ser Asp Ser Gly Asn Leu

35 40 45

Arg Val His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp

50 55 60

Ile Cys Gly Arg Lys Phe Ala GIn Leu Ala His Leu Arg Ala His Thr

65 70 75 80

Lys lle His Leu Arg GIn Lys Asp Arg Pro Tyr Ala Cys Pro Val Glu

85 90 95

Ser Cys Asp Arg Arg Phe Ser GIn Arg Ala Asn Leu Arg Ala His lle

100 105 110

Arg lle His Thr Gly GIn Lys Pro Phe GIn Cys Arg lle Cys Met Arg

115 120 125



Asn Phe Ser Arg Glu Asp Asn Leu His Thr His lle Arg Thr His Thr

130 135 140

Gly Glu Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys Phe Ala Arg

145 150 155 160

Ser Asp Asn Leu Val Arg His Thr Lys lle His Leu Arg Gin Lys Asp

165 170 175

<210> 27
<211> 87
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 27

Pro His Ala Cys Pro Ala Glu Gly Cys Asp Arg Arg Phe Ser GIn Leu

1 5 10 15

Ala His Leu Arg Ala His Leu Arg lle His Thr Gly His Lys Pro Phe

20 25 30

GlIn Cys Arg lle Cys Met Arg Ser Phe Ser Thr Ser Gly Asn Leu Val



35 40 45

Arg His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Glu Phe

50 55 60

Cys Gly Arg Lys Phe Ala His Arg Thr Thr Leu Thr Asn His Ala Lys

65 70 75 80

Ile His Leu Lys GIn Lys Glu

85

<210> 28
<211>172
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 28
His Ala Cys Pro Ala Glu Gly Cys Asp Arg Arg Phe Ser Arg Arg Asp

1 5 10 15

Glu Leu Asn Val His Leu Arg lle His Thr Gly His Lys Pro Phe GIn

20 25 30



Cys Arg lle Cys Met Arg Ser Phe Ser Ser Arg Arg Thr Cys Arg Ala

35 40 45

His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Glu Phe Cys

50 55 60

Gly Arg Lys Phe Ala GIn Ser Ser Asn Leu Val Arg His Ala Lys lle

65 70 75 80

His Leu Lys GIn Lys Glu His Ala Cys Pro Ala Glu Gly Cys Asp Arg

85 90 95

Arg Phe Ser GIn Leu Ala His Leu Arg Ala His Leu Arg lle His Thr

100 105 110

Gly His Lys Pro Phe GIn Cys Arg lle Cys Met Arg Ser Phe Ser Thr

115 120 125

Ser Gly Asn Leu Val Arg His lle Arg Thr His Thr Gly Glu Lys Pro

130 135 140

Phe Ala Cys Glu Phe Cys Gly Arg Lys Phe Ala His Arg Thr Thr Leu



145 150 155 160

Thr Asn His Ala Lys lle His Leu Lys GIn Lys Glu

165 170

<210> 29
<211>173
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcién de secuencia artificial:

Polipéptido sintético

<400> 29
Pro His Ala Cys Pro Ala Glu Gly Cys Asp Arg Arg Phe Ser Arg Ser

1 5 10 15

Asp Asn Leu Val Arg His Leu Arg lle His Thr Gly His Lys Pro Phe

20 25 30

GIn Cys Arg lle Cys Met Arg Ser Phe Ser Arg Glu Asp Asn Leu His

35 40 45

Thr His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Glu Phe

50 55 60



Cys Gly Arg Lys Phe Ala Arg Ser Asp Glu Leu Val Arg His Ala Lys

65 70 75 80

Ile His Leu Lys GIn Lys Glu His Ala Cys Pro Ala Glu Gly Cys Asp

85 90 95

Arg Arg Phe Ser GIn Ser Gly Asn Leu Thr Glu His Leu Arg lle His

100 105 110

Thr Gly His Lys Pro Phe GIn Cys Arg lle Cys Met Arg Ser Phe Ser

115 120 125

Thr Ser Gly His Leu Val Arg His lle Arg Thr His Thr Gly Glu Lys

130 135 140

Pro Phe Ala Cys Glu Phe Cys Gly Arg Lys Phe Ala GIn Asn Ser Thr

145 150 155 160

Leu Thr Glu His Ala Lys lle His Leu Lys GIn Lys Glu

165 170

<210> 30



<211>173
<212>PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 30
Pro His Ala Cys Pro Ala Glu Gly Cys Asp Arg Arg Phe Ser Arg Ser

1 5 10 15

Asp Asn Leu Val Arg His Leu Arg lle His Thr Gly His Lys Pro Phe

20 25 30

GlIn Cys Arg lle Cys Met Arg Ser Phe Ser His Arg Thr Thr Leu Thr

35 40 45

Asn His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Glu Phe

50 55 60

Cys Gly Arg Lys Phe Ala Arg Glu Asp Asn Leu His Thr His Ala Lys

65 70 75 80

Ile His Leu Lys GIn Lys Glu His Ala Cys Pro Ala Glu Gly Cys Asp

85 90 95



Arg Arg Phe Ser Thr Ser His Ser Leu Thr Glu His Leu Arg lle His

100 105 110

Thr Gly His Lys Pro Phe GIn Cys Arg lle Cys Met Arg Ser Phe Ser

115 120 125

GlIn Ser Ser Ser Leu Val Arg His lle Arg Thr His Thr Gly Glu Lys

130 135 140

Pro Phe Ala Cys Glu Phe Cys Gly Arg Lys Phe Ala Arg Glu Asp Asn

145 150 155 160

Leu His Thr His Ala Lys Ile His Leu Lys GIn Lys Glu

165 170

<210>31
<211> 259
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético



<400> 31
Pro His Ala Cys Pro Ala Glu Gly Cys Asp Arg Arg Phe Ser Arg Arg

1 5 10 15

Asp Glu Leu Asn Val His Leu Arg lle His Thr Gly His Lys Pro Phe

20 25 30

GlIn Cys Arg lle Cys Met Arg Ser Phe Ser Arg Ser Asp His Leu Thr

35 40 45

Asn His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Glu Phe

50 55 60

Cys Gly Arg Lys Phe Ala Arg Ser Asp Asp Leu Val Arg His Ala Lys

65 70 75 80

Ile His Leu Lys GlIn Lys Glu His Ala Cys Pro Ala Glu Gly Cys Asp

85 90 95

Arg Arg Phe Ser Arg Ser Asp Asn Leu Val Arg His Leu Arg lle His

100 105 110

Thr Gly His Lys Pro Phe GIn Cys Arg lle Cys Met Arg Ser Phe Ser

115 120 125



His Arg Thr Thr Leu Thr Asn His lle Arg Thr His Thr Gly Glu Lys

130 135 140

Pro Phe Ala Cys Glu Phe Cys Gly Arg Lys Phe Ala Arg Glu Asp Asn

145 150 155 160

Leu His Thr His Ala Lys lle His Leu Lys GIn Lys Glu His Ala Cys

165 170 175

Pro Ala Glu Gly Cys Asp Arg Arg Phe Ser Thr Ser His Ser Leu Thr

180 185 190

Glu His Leu Arg lle His Thr Gly His Lys Pro Phe GIn Cys Arg lle

195 200 205

Cys Met Arg Ser Phe Ser GIn Ser Ser Ser Leu Val Arg His lle Arg

210 215 220

Thr His Thr Gly Glu Lys Pro Phe Ala Cys Glu Phe Cys Gly Arg Lys

225 230 235 240

Phe Ala Arg Glu Asp Asn Leu His Thr His Ala Lys lle His Leu Lys



245 250 255

Gln Lys Glu

<210>32
<211>173
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcién de secuencia artificial:

Polipéptido sintético

<400> 32
Pro His Ala Cys Pro Ala Glu Gly Cys Asp Arg Arg Phe Ser Ser Pro

1 5 10 15

Ala Asp Leu Thr Arg His Leu Arg lle His Thr Gly His Lys Pro Phe

20 25 30

GIn Cys Arg lle Cys Met Arg Ser Phe Ser Asp Ser Gly Asn Leu Arg

35 40 45

Val His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Glu Phe

50 55 60



Cys Gly Arg Lys Phe Ala GIn Leu Ala His Leu Arg Ala His Ala Lys

65 70 75 80

Ile His Leu Lys GIn Lys Glu His Ala Cys Pro Ala Glu Gly Cys Asp

85 90 95

Arg Arg Phe Ser GIn Arg Ala Asn Leu Arg Ala His Leu Arg lle His

100 105 110

Thr Gly His Lys Pro Phe GIn Cys Arg lle Cys Met Arg Ser Phe Ser

115 120 125

Arg Glu Asp Asn Leu His Thr His lle Arg Thr His Thr Gly Glu Lys

130 135 140

Pro Phe Ala Cys Glu Phe Cys Gly Arg Lys Phe Ala Arg Ser Asp Asn

145 150 155 160

Leu Val Arg His Ala Lys lle His Leu Lys GIn Lys Glu

165 170

<210>33



<211>18
<212>DNA

<213> Homo sapiens

<400> 33

agtgatagag aacgtatg

<210> 34
<211>9
<212>DNA

<213> Homo sapiens

<400> 34

agtgataga

<210> 35
<211>18
<212>DNA

<213> Homo sapiens

<400> 35

ctaggtcaag tgtaggag

<210> 36
<211>18
<212>DNA

<213>Homo sapiens

18

18



<400> 36

taggtaccat agagtgag

<210> 37
<211>27
<212>DNA

<213>Homo sapiens

<400> 37

taggtaccat agagtgaggc gaggatg

<210> 38
<211>18
<212> DNA

<213> Homo sapiens

<400> 38

gagtagaaaa gaaacaca

<210> 39
<211>7
<212> PRT

<213> Secuencia Artificial

<220>

<223> Descripcion de secuencia artificial:

péptido sintético

18

18

27



<220>
<221> MOD_RES
<222>(2)..(2)

<223> Cualquier amino acido

<220>
<221> MOD_RES
<222>(4)..(4)

<223> Cualquier amino acido

<220>
<221> MOD_RES
<222>(6)..(6)

<223> Cualquier amino acido

<400> 39
Cys Xaa Cys Xaa His Xaa His

1 5

<210>40
<211>17
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

péptido sintético



<220>
<221> MOD_RES
<222>(2)..(2)

<223> Cualquier amino acido

<220>
<221> MOD_RES
<222>(4)..(4)

<223> Cualquier amino acido

<220>
<221> MOD_RES
<222>(6)..(6)

<223> Cualquier amino acido

<220>
<221> MOD_RES
<222>(8)..(10)

<223> Cualquier amino acido

<220>
<221> MOD_RES
<222>(12)..(12)

<223> Cualquier amino acido

<220>
<221> MOD_RES
<222>(14)..(14)

<223> Cualquier amino acido

<220>



<221> MOD_RES
<222> (16)..(16)

<223> Cualquier amino acido

<400> 40
Cys Xaa Cys Xaa Cys Xaa His Xaa Xaa Xaa Cys Xaa Cys Xaa Cys Xaa

1 5 10 15

Cys

<210>41
<211>17
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcidn de secuencia artificial:

péptido sintético

<220>
<221> MOD_RES
<222>(2)..(2)

<223> Cualquier amino acido

<220>
<221> MOD_RES

<222> (4)..(4)



<223> Cualquier amino acido

<220>
<221> MOD_RES
<222> (6)..(6)

<223> Cualquier amino acido

<220>
<221> MOD_RES
<222>(8)..(10)

<223> Cualquier amino acido

<220>
<221>MOD_RES
<222>(12)..(12)

<223> Cualquier amino acido

<220>
<221> MOD_RES
<222>(14)..(14)

<223> Cualquier amino acido

<220>
<221> MOD_RES
<222>(16)..(16)

<223> Cualquier amino acido

<400> 41
Cys Xaa Cys Xaa Cys Xaa Cys Xaa Xaa Xaa His Xaa Cys Xaa Cys Xaa

1 5 10 15



Cys

<210>42
<211>15
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

péptido sintético

<220>
<221> MOD_RES
<222>(2)..(2)

<223> Cualquier amino acido

<220>
<221> MOD_RES
<222>(4)..(4)

<223> Cualquier amino acido

<220>
<221> MOD_RES
<222>(6)..(6)

<223> Cualquier amino acido

<220>



<221> MOD_RES
<222>(8)..(8)

<223> Cualquier amino acido

<220>
<221> MOD_RES
<222>(10)..(10)

<223> Cualquier amino acido

<220>
<221>MOD_RES
<222>(12)..(12)

<223> Cualquier amino acido

<220>
<221> MOD_RES
<222>(14)..(14)

<223> Cualquier amino acido

<220>
<221> MOD_RES
<222>(15)..(15)

<223> Cys, His, or Asp

<400> 42
Cys Xaa Cys Xaa His Xaa Cys Xaa Cys Xaa Cys Xaa Cys Xaa Xaa

1 5 10 15

<210>43

<211>17



<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

péptido sintético

<220>
<221> MOD_RES
<222>(2)..(2)

<223> Cualquier amino acido

<220>
<221> MOD_RES
<222>(4)..(4)

<223> Cualquier amino acido

<220>
<221> MOD_RES
<222>(6)..(6)

<223> Cualquier amino acido

<220>
<221> MOD_RES
<222>(8)..(10)

<223> Cualquier amino acido

<220>
<221> MOD_RES

<222> (12)..(12)



<223> Cualquier amino acido

<220>
<221> MOD_RES
<222>(14)..(14)

<223> Cualquier amino acido

<220>
<221> MOD_RES
<222>(16)..(16)

<223> Cualquier amino acido

<400> 43
Cys Xaa Cys Xaa Cys Xaa Cys Xaa Xaa Xaa Cys Xaa Cys Xaa Cys Xaa

1 5 10 15

Cys

<210> 44
<211>7
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

péptido sintético



<220>
<221> MOD_RES
<222>(2)..(2)

<223> Cualquier amino acido

<220>
<221> MOD_RES
<222>(4)..(4)

<223> Cualquier amino acido

<220>
<221> MOD_RES
<222>(6)..(6)

<223> Cualquier amino acido

<400> 44
Cys Xaa Cys Xaa Cys Xaa His

1 5

<210>45
<211>7
<212> PRT

<213> Secuencia Artificial

<220>

<223> Descripcion de secuencia artificial:

péptido sintético

<220>



<221> MOD_RES
<2225 (2)..(2)

<223> Cualquier amino acido

<220>
<221> MOD_RES
<222>(4)..(4)

<223> Cualquier amino acido

<220>
<221>MOD_RES
<222>(6)..(6)

<223> Cualquier amino acido

<400> 45
Cys Xaa Cys Xaa His Xaa Cys

1 5

<210> 46
<211>17
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

péptido sintético

<220>

<221> MOD_RES



<2225 (2)..(2)

<223> Cualquier amino acido

<220>
<221> MOD_RES
<222>(4)..(4)

<223> Cualquier amino acido

<220>
<221> MOD_RES
<222>(6)..(6)

<223> Cualquier amino acido

<220>
<221> MOD_RES
<222>(8)..(10)

<223> Cualquier amino acido

<220>
<221> MOD_RES
<222>(12)..(12)

<223> Cualquier amino acido

<220>
<221> MOD_RES
<222>(14)..(14)

<223> Cualquier amino acido

<220>
<221> MOD_RES

<222> (16)..(16)



<223> Cualquier amino acido

<400> 46
Cys Xaa Cys Xaa His Xaa Cys Xaa Xaa Xaa Cys Xaa Cys Xaa His Xaa

1 5 10 15

Cys

<210>47
<211>17
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcidn de secuencia artificial:

péptido sintético

<220>
<221> MOD_RES
<222>(2)..(2)

<223> Cualquier amino acido

<220>
<221> MOD_RES
<222>(4)..(4)

<223> Cualquier amino acido



<220>
<221> MOD_RES
<222>(6)..(6)

<223> Cualquier amino acido

<220>
<221> MOD_RES
<222> (8)..(10)

<223> Cualquier amino acido

<220>
<221> MOD_RES
<222>(12)..(12)

<223> Cualquier amino acido

<220>
<221> MOD_RES
<222>(14)..(14)

<223> Cualquier amino acido

<220>
<221> MOD_RES
<222>(16)..(16)

<223> Cualquier amino acido

<400> 47

Cys Xaa Cys Xaa Cys Xaa Cys Xaa Xaa Xaa Cys Xaa Cys Xaa His Xaa

1 5 10 15

Cys



<210> 48
<211>7
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcién de secuencia artificial:

péptido sintético

<220>
<221> MOD_RES
<222>(2)..(2)

<223> Cualquier amino acido

<220>
<221> MOD_RES
<222>(4)..(4)

<223> Cualquier amino acido

<220>
<221> MOD_RES
<222>(6)..(6)

<223> Cualquier amino acido

<400> 48
Cys Xaa Cys Xaa Cys Xaa Cys

1 5



<210>49
<211>17
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

péptido sintético

<220>
<221>MOD_RES
<222>(2)..(2)

<223> Cualquier amino acido

<220>
<221> MOD_RES
<222>(4)..(4)

<223> Cualquier amino acido

<220>
<221> MOD_RES
<222>(6)..(6)

<223> Cualquier amino acido

<220>
<221> MOD_RES
<222>(8)..(10)

<223> Cualquier amino acido



<220>
<221> MOD_RES
<222>(12)..(12)

<223> Cualquier amino acido

<220>
<221> MOD_RES
<222>(14)..(14)

<223> Cualquier amino acido

<220>
<221> MOD_RES
<222>(16)..(16)

<223> Cualquier amino acido

<400> 49
Cys Xaa Cys Xaa Cys Xaa Cys Xaa Xaa Xaa Cys Xaa His Xaa His Xaa

1 5 10 15

Cys

<210>50
<211> 220
<212> PRT

<213> Secuencia Artificial

<220>



<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 50
Met Ala Pro Lys Lys Lys Arg Lys Val Gly lle His Gly Val Pro Ala

1 5 10 15

Ala Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

20 25 30

Ser Phe Ser Arg Arg Asp Glu Leu Asn Val His GIn Arg Thr His Thr

35 40 45

Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Ser

50 55 60

Arg Arg Thr Cys Arg Ala His GIn Arg Thr His Thr Gly Glu Lys Pro

65 70 75 80

Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser GIn Ser Ser Asn Leu

85 90 95

Val Arg His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro

100 105 110



Glu Cys Gly Lys Ser Phe Ser GIn Leu Ala His Leu Arg Ala His GIn

115 120 125

Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

130 135 140

Ser Phe Ser Thr Ser Gly Asn Leu Val Arg His GIn Arg Thr His Thr

145 150 155 160

Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser His

165 170 175

Arg Thr Thr Leu Thr Asn His GIn Arg Thr His Thr Gly Lys Lys Thr

180 185 190

Ser Lys Arg Pro Ala Ala Thr Lys Lys Ala Gly GIn Ala Lys Lys Lys

195 200 205

Lys Gly Ser Tyr Pro Tyr Asp Val Pro Asp Tyr Ala

210 215 220

<210>51

<211>272



<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 51
Met Ala Pro Lys Lys Lys Arg Lys Val Gly lle His Gly Val Pro Ala

1 5 10 15

Ala Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

20 25 30

Ser Phe Ser Arg Arg Asp Glu Leu Asn Val His GIn Arg Thr His Thr

35 40 45

Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Ser

50 55 60

Arg Arg Thr Cys Arg Ala His GIn Arg Thr His Thr Gly Glu Lys Pro

65 70 75 80

Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser GlIn Ser Ser Asn Leu

85 90 95



Val Arg His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro

100 105 110

Glu Cys Gly Lys Ser Phe Ser GIn Leu Ala His Leu Arg Ala His GIn

115 120 125

Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

130 135 140

Ser Phe Ser Thr Ser Gly Asn Leu Val Arg His GIn Arg Thr His Thr

145 150 155 160

Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser His

165 170 175

Arg Thr Thr Leu Thr Asn His GIn Arg Thr His Thr Gly Lys Lys Thr

180 185 190

Ser Lys Arg Pro Ala Ala Thr Lys Lys Ala Gly GIn Ala Lys Lys Lys

195 200 205

Lys Gly Ser Tyr Pro Tyr Asp Val Pro Asp Tyr Ala Leu Glu Asp Ala

210 215 220



Leu Asp Asp Phe Asp Leu Asp Met Leu Gly Ser Asp Ala Leu Asp Asp

225 230 235 240

Phe Asp Leu Asp Met Leu Gly Ser Asp Ala Leu Asp Asp Phe Asp Leu

245 250 255

Asp Met Leu Gly Ser Asp Ala Leu Asp Asp Phe Asp Leu Asp Met Leu

260 265 270

<210>52
<211>497
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcidn de secuencia artificial:

Polipéptido sintético

<400> 52
Met Ala Pro Lys Lys Lys Arg Lys Val Gly lle His Gly Val Pro Ala

1 5 10 15

Ala Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

20 25 30



Ser Phe Ser Arg Arg Asp Glu Leu Asn Val His GIn Arg Thr His Thr

35 40 45

Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Ser

50 55 60

Arg Arg Thr Cys Arg Ala His GIn Arg Thr His Thr Gly Glu Lys Pro

65 70 75 80

Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser GIn Ser Ser Asn Leu

85 90 95

Val Arg His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro

100 105 110

Glu Cys Gly Lys Ser Phe Ser GIn Leu Ala His Leu Arg Ala His GIn

115 120 125

Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

130 135 140

Ser Phe Ser Thr Ser Gly Asn Leu Val Arg His GIn Arg Thr His Thr

145 150 155 160



Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser His

165 170 175

Arg Thr Thr Leu Thr Asn His GIn Arg Thr His Thr Gly Lys Lys Thr

180 185 190

Ser Lys Arg Pro Ala Ala Thr Lys Lys Ala Gly GIn Ala Lys Lys Lys

195 200 205

Lys Gly Ser Tyr Pro Tyr Asp Val Pro Asp Tyr Ala Leu Glu Met Ser

210 215 220

Gly Leu Glu Met Ala Asp His Met Met Ala Met Asn His Gly Arg Phe

225 230 235 240

Pro Asp Gly Thr Asn Gly Leu His His His Pro Ala His Arg Met Gly

245 250 255

Met Gly GIn Phe Pro Ser Pro His His His GIn GIn GIn GIn Pro GIn

260 265 270

His Ala Phe Asn Ala Leu Met Gly Glu His lle His Tyr Gly Ala Gly



275 280 285

Asn Met Asn Ala Thr Ser Gly lle Arg His Ala Met Gly Pro Gly Thr

290 295 300

Val Asn Gly Gly His Pro Pro Ser Ala Leu Ala Pro Ala Ala Arg Phe

305 310 315 320

Asn Asn Ser GIn Phe Met Gly Pro Pro Val Ala Ser GIn Gly Gly Ser

325 330 335

Leu Pro Ala Ser Met GIn Leu GIn Lys Leu Asn Asn GIn Tyr Phe Asn

340 345 350

His His Pro Tyr Pro His Asn His Tyr Met Pro Asp Leu His Pro Ala

355 360 365

Ala Gly His GIn Met Asn Gly Thr Asn GIn His Phe Arg Asp Cys Asn

370 375 380

Pro Lys His Ser Gly Gly Ser Ser Thr Pro Gly Gly Ser Gly Gly Ser

385 390 395 400



Ser Thr Pro Gly Gly Ser Gly Ser Ser Ser Gly Gly Gly Ala Gly Ser

405 410 415

Ser Asn Ser Gly Gly Gly Ser Gly Ser Gly Asn Met Pro Ala Ser Val

420 425 430

Ala His Val Pro Ala Ala Met Leu Pro Pro Asn Val lle Asp Thr Asp

435 440 445

Phe lle Asp Glu Glu Val Leu Met Ser Leu Val lle Glu Met Gly Leu

450 455 460

Asp Arg lle Lys Glu Leu Pro Glu Leu Trp Leu Gly GIn Asn Glu Phe

465 470 475 480

Asp Phe Met Thr Asp Phe Val Cys Lys GIn GIn Pro Ser Arg Val Ser

485 490 495

Cys

<210>53
<211> 406

<212> PRT



<213> Secuencia Artificial

<220>
<223> Descripcidn de secuencia artificial:

Polipéptido sintético

<400> 53
Met Ala Pro Lys Lys Lys Arg Lys Val Gly lle His Gly Val Pro Ala

1 5 10 15

Ala Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

20 25 30

Ser Phe Ser Arg Arg Asp Glu Leu Asn Val His GIn Arg Thr His Thr

35 40 45

Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Ser

50 55 60

Arg Arg Thr Cys Arg Ala His GIn Arg Thr His Thr Gly Glu Lys Pro

65 70 75 80

Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser GIn Ser Ser Asn Leu

85 90 95



Val Arg His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro

100 105 110

Glu Cys Gly Lys Ser Phe Ser GIn Leu Ala His Leu Arg Ala His GIn

115 120 125

Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

130 135 140

Ser Phe Ser Thr Ser Gly Asn Leu Val Arg His GIn Arg Thr His Thr

145 150 155 160

Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser His

165 170 175

Arg Thr Thr Leu Thr Asn His GIn Arg Thr His Thr Gly Lys Lys Thr

180 185 190

Ser Lys Arg Pro Ala Ala Thr Lys Lys Ala Gly GIn Ala Lys Lys Lys

195 200 205

Lys Gly Ser Tyr Pro Tyr Asp Val Pro Asp Tyr Ala Leu Glu Met Ala

210 215 220



Asp His Leu Met Leu Ala Glu Gly Tyr Arg Leu Val GIn Arg Pro Pro

225 230 235 240

Ser Ala Ala Ala Ala His Gly Pro His Ala Leu Arg Thr Leu Pro Pro

245 250 255

Tyr Ala Gly Pro Gly Leu Asp Ser Gly Leu Arg Pro Arg Gly Ala Pro

260 265 270

Leu Gly Pro Pro Pro Pro Arg GIn Pro Gly Ala Leu Ala Tyr Gly Ala

275 280 285

Phe Gly Pro Pro Ser Ser Phe GIn Pro Phe Pro Ala Val Pro Pro Pro

290 295 300

Ala Ala Gly lle Ala His Leu GIn Pro Val Ala Thr Pro Tyr Pro Gly

305 310 315 320

Arg Ala Ala Ala Pro Pro Asn Ala Pro Gly Gly Pro Pro Gly Pro GlIn

325 330 335

Pro Ala Pro Ser Ala Ala Ala Pro Pro Pro Pro Ala His Ala Leu Gly

340 345 350



Gly Met Asp Ala Glu Leu lle Asp Glu Glu Ala Leu Thr Ser Leu Glu

355 360 365

Leu Glu Leu Gly Leu His Arg Val Arg Glu Leu Pro Glu Leu Phe Leu

370 375 380

Gly GIn Ser Glu Phe Asp Cys Phe Ser Asp Leu Gly Ser Ala Pro Pro

385 390 395 400

Ala Gly Ser Val Ser Cys

405

<210> 54
<211>597
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 54
Met Ala Ala Asp His Leu Met Leu Ala Glu Gly Tyr Arg Leu Val GIn

1 5 10 15



Arg Pro Pro Ser Ala Ala Ala Ala His Gly Pro His Ala Leu Arg Thr

20 25 30

Leu Pro Pro Tyr Ala Gly Pro Gly Leu Asp Ser Gly Leu Arg Pro Arg

35 40 45

Gly Ala Pro Leu Gly Pro Pro Pro Pro Arg GIn Pro Gly Ala Leu Ala

50 55 60

Tyr Gly Ala Phe Gly Pro Pro Ser Ser Phe GIn Pro Phe Pro Ala Val

65 70 75 80

Pro Pro Pro Ala Ala Gly lle Ala His Leu GIn Pro Val Ala Thr Pro

85 90 95

Tyr Pro Gly Arg Ala Ala Ala Pro Pro Asn Ala Pro Gly Gly Pro Pro

100 105 110

Gly Pro GIn Pro Ala Pro Ser Ala Ala Ala Pro Pro Pro Pro Ala His

115 120 125

Ala Leu Gly Gly Met Asp Ala Glu Leu lle Asp Glu Glu Ala Leu Thr

130 135 140



Ser Leu Glu Leu Glu Leu Gly Leu His Arg Val Arg Glu Leu Pro Glu

145 150 155 160

Leu Phe Leu Gly GIn Ser Glu Phe Asp Cys Phe Ser Asp Leu Gly Ser

165 170 175

Ala Pro Pro Ala Gly Ser Val Ser Cys Gly Gly Ser Gly Gly Gly Ser

180 185 190

Gly Pro Lys Lys Lys Arg Lys Val Gly lle His Gly Val Pro Ala Ala

195 200 205

Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

210 215 220

Phe Ser Arg Arg Asp Glu Leu Asn Val His GIn Arg Thr His Thr Gly

225 230 235 240

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Ser Arg

245 250 255

Arg Thr Cys Arg Ala His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr



260 265 270

Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser GlIn Ser Ser Asn Leu Val

275 280 285

Arg His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu

290 295 300

Cys Gly Lys Ser Phe Ser GIn Leu Ala His Leu Arg Ala His GIn Arg

305 310 315 320

Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

325 330 335

Phe Ser Thr Ser Gly Asn Leu Val Arg His GIn Arg Thr His Thr Gly

340 345 350

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser His Arg

355 360 365

Thr Thr Leu Thr Asn His Gln Arg Thr His Thr Gly Lys Lys Thr Ser

370 375 380



Lys Arg Pro Ala Ala Thr Lys Lys Ala Gly GIn Ala Lys Lys Lys Lys

385 390 395 400

Gly Ser Tyr Pro Tyr Asp Val Pro Asp Tyr Ala Leu Glu Met Ala Asp

405 410 415

His Leu Met Leu Ala Glu Gly Tyr Arg Leu Val GIn Arg Pro Pro Ser

420 425 430

Ala Ala Ala Ala His Gly Pro His Ala Leu Arg Thr Leu Pro Pro Tyr

435 440 445

Ala Gly Pro Gly Leu Asp Ser Gly Leu Arg Pro Arg Gly Ala Pro Leu

450 455 460

Gly Pro Pro Pro Pro Arg GIn Pro Gly Ala Leu Ala Tyr Gly Ala Phe

465 470 475 480

Gly Pro Pro Ser Ser Phe GIn Pro Phe Pro Ala Val Pro Pro Pro Ala

485 490 495

Ala Gly lle Ala His Leu GIn Pro Val Ala Thr Pro Tyr Pro Gly Arg

500 505 510



Ala Ala Ala Pro Pro Asn Ala Pro Gly Gly Pro Pro Gly Pro GIn Pro

515 520 525

Ala Pro Ser Ala Ala Ala Pro Pro Pro Pro Ala His Ala Leu Gly Gly

530 535 540

Met Asp Ala Glu Leu lle Asp Glu Glu Ala Leu Thr Ser Leu Glu Leu

545 550 555 560

Glu Leu Gly Leu His Arg Val Arg Glu Leu Pro Glu Leu Phe Leu Gly

565 570 575

GlIn Ser Glu Phe Asp Cys Phe Ser Asp Leu Gly Ser Ala Pro Pro Ala

580 585 590

Gly Ser Val Ser Cys

595

<210>55
<211>479
<212> PRT

<213> Secuencia Artificial

<220>



<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 55
Met GIn Ser GIn Leu lle Lys Pro Ser Arg Met Arg Lys Tyr Pro Asn

1 5 10 15

Arg Pro Ser Lys Thr Pro Pro His Glu Arg Pro Tyr Ala Cys Pro Val

20 25 30

Glu Ser Cys Asp Arg Arg Phe Ser Arg Arg Asp Glu Leu Asn Val His

35 40 45

Ile Arg lle His Thr Gly GIn Lys Pro Phe GIn Cys Arg lle Cys Met

50 55 60

Arg Asn Phe Ser Ser Arg Arg Thr Cys Arg Ala His lle Arg Thr His

65 70 75 80

Thr Gly Glu Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys Phe Ala

85 90 95

Gln Ser Ser Asn Leu Val Arg His Thr Lys lle His Leu Arg GIn Lys

100 105 110



Asp Arg Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser

115 120 125

GIn Leu Ala His Leu Arg Ala His lle Arg lle His Thr Gly GIn Lys

130 135 140

Pro Phe GIn Cys Arg lle Cys Met Arg Asn Phe Ser Thr Ser Gly Asn

145 150 155 160

Leu Val Arg His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys

165 170 175

Asp lle Cys Gly Arg Lys Phe Ala His Arg Thr Thr Leu Thr Asn His

180 185 190

Thr Lys lle His Leu Arg GIn Lys Asp Lys Leu Glu Met Ser Gly Leu

195 200 205

Glu Met Ala Asp His Met Met Ala Met Asn His Gly Arg Phe Pro Asp

210 215 220

Gly Thr Asn Gly Leu His His His Pro Ala His Arg Met Gly Met Gly

225 230 235 240



GIn Phe Pro Ser Pro His His His GIn GIn GIn GIn Pro GIn His Ala

245 250 255

Phe Asn Ala Leu Met Gly Glu His lle His Tyr Gly Ala Gly Asn Met

260 265 270

Asn Ala Thr Ser Gly lle Arg His Ala Met Gly Pro Gly Thr Val Asn

275 280 285

Gly Gly His Pro Pro Ser Ala Leu Ala Pro Ala Ala Arg Phe Asn Asn

290 295 300

Ser GIn Phe Met Gly Pro Pro Val Ala Ser GIn Gly Gly Ser Leu Pro

305 310 315 320

Ala Ser Met GIn Leu GIn Lys Leu Asn Asn GIn Tyr Phe Asn His His

325 330 335

Pro Tyr Pro His Asn His Tyr Met Pro Asp Leu His Pro Ala Ala Gly

340 345 350

His GIn Met Asn Gly Thr Asn Gln His Phe Arg Asp Cys Asn Pro Lys



355 360 365

His Ser Gly Gly Ser Ser Thr Pro Gly Gly Ser Gly Gly Ser Ser Thr

370 375 380

Pro Gly Gly Ser Gly Ser Ser Ser Gly Gly Gly Ala Gly Ser Ser Asn

385 390 395 400

Ser Gly Gly Gly Ser Gly Ser Gly Asn Met Pro Ala Ser Val Ala His

405 410 415

Val Pro Ala Ala Met Leu Pro Pro Asn Val lle Asp Thr Asp Phe lle

420 425 430

Asp Glu Glu Val Leu Met Ser Leu Val lle Glu Met Gly Leu Asp Arg

435 440 445

Ile Lys Glu Leu Pro Glu Leu Trp Leu Gly GIn Asn Glu Phe Asp Phe

450 455 460

Met Thr Asp Phe Val Cys Lys GIn GIn Pro Ser Arg Val Ser Cys

465 470 475



<210> 56
<211>476
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcidn de secuencia artificial:

Polipéptido sintético

<400> 56

Met Ser Gly Leu Glu Met Ala Asp His Met Met Ala Met Asn His Gly

1 5 10 15

Arg Phe Pro Asp Gly Thr Asn Gly Leu His His His Pro Ala His Arg

20 25 30

Met Gly Met Gly GIn Phe Pro Ser Pro His His His GIn GIn GIn GIn

35 40 45

Pro GIn His Ala Phe Asn Ala Leu Met Gly Glu His lle His Tyr Gly

50 55 60

Ala Gly Asn Met Asn Ala Thr Ser Gly Val Arg His Ala Met Gly Pro

65 70 75 80

Gly Thr Val Asn Gly Gly His Pro Pro Ser Ala Leu Ala Pro Ala Ala



85 90 95

Arg Phe Asn Asn Ser GIn Phe Met Gly Pro Pro Val Ala Ser GIn Gly

100 105 110

Gly Ser Leu Pro Ala Ser Met GIn Leu GIn Lys Leu Asn Asn GIn Tyr

115 120 125

Phe Asn His His Pro Tyr Pro His Asn His Tyr Met Pro Asp Leu His

130 135 140

Pro Ala Ala Gly His GIn Met Asn Gly Thr Asn GIn His Phe Arg Asp

145 150 155 160

Cys Asn Pro Lys His Ser Gly Gly Ser Ser Thr Pro Gly Gly Ser Gly

165 170 175

Gly Ser Ser Thr Pro Gly Gly Ser Gly Ser Ser Ser Gly Gly Gly Ala

180 185 190

Gly Ser Ser Asn Ser Gly Gly Gly Ser Gly Ser Gly Asn Met Pro Ala

195 200 205



Ser Val Ala His Val Pro Ala Ala Met Leu Pro Pro Asn Val lle Asp

210 215 220

Thr Asp Phe lle Asp Glu Glu Val Leu Met Ser Leu Val lle Glu Met

225 230 235 240

Gly Leu Asp Arg lle Lys Glu Leu Pro Glu Leu Trp Leu Gly GIn Asn

245 250 255

Glu Phe Asp Phe Met Thr Asp Phe Val Cys Lys GIn GIn Pro Ser Arg

260 265 270

Val Ser Cys GIn Ser GIn Leu lle Lys Pro Ser Arg Met Arg Lys Tyr

275 280 285

Pro Asn Arg Pro Ser Lys Thr Pro Pro His Glu Arg Pro Tyr Ala Cys

290 295 300

Pro Val Glu Ser Cys Asp Arg Arg Phe Ser Arg Arg Asp Glu Leu Asn

305 310 315 320

Val His lle Arg Ile His Thr Gly GIn Lys Pro Phe GIn Cys Arg lle

325 330 335



Cys Met Arg Asn Phe Ser Ser Arg Arg Thr Cys Arg Ala His lle Arg

340 345 350

Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys

355 360 365

Phe Ala GIn Ser Ser Asn Leu Val Arg His Thr Lys lle His Leu Arg

370 375 380

GlIn Lys Asp Arg Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg

385 390 395 400

Phe Ser GIn Leu Ala His Leu Arg Ala His lle Arg lle His Thr Gly

405 410 415

GIn Lys Pro Phe GIn Cys Arg lle Cys Met Arg Asn Phe Ser Thr Ser

420 425 430

Gly Asn Leu Val Arg His lle Arg Thr His Thr Gly Glu Lys Pro Phe

435 440 445

Ala Cys Asp lle Cys Gly Arg Lys Phe Ala His Arg Thr Thr Leu Thr

450 455 460



Asn His Thr Lys lle His Leu Arg GIn Lys Asp Lys

465 470 475

<210> 57
<211>479
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcién de secuencia artificial:

Polipéptido sintético

<400> 57
Met GIn Ser GIn Leu lle Lys Pro Ser Arg Met Arg Lys Tyr Pro Asn

1 5 10 15

Arg Pro Ser Lys Thr Pro Pro His Glu Arg Pro Tyr Ala Cys Pro Val

20 25 30

Glu Ser Cys Asp Arg Arg Phe Ser Arg Ser Asp Asn Leu Val Arg His

35 40 45

Ile Arg lle His Thr Gly GIn Lys Pro Phe GIn Cys Arg lle Cys Met

50 55 60



Arg Asn Phe Ser Arg Glu Asp Asn Leu His Thr His lle Arg Thr His

65 70 75 80

Thr Gly Glu Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys Phe Ala

85 90 95

Arg Ser Asp Glu Leu Val Arg His Thr Lys lle His Leu Arg GIn Lys

100 105 110

Asp Arg Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser

115 120 125

GIn Ser Gly Asn Leu Thr Glu His lle Arg lle His Thr Gly GIn Lys

130 135 140

Pro Phe GIn Cys Arg lle Cys Met Arg Asn Phe Ser Thr Ser Gly His

145 150 155 160

Leu Val Arg His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys

165 170 175

Asp lle Cys Gly Arg Lys Phe Ala GIn Asn Ser Thr Leu Thr Glu His

180 185 190



Thr Lys lle His Leu Arg GIn Lys Asp Lys Leu Glu Met Ser Gly Leu

195 200 205

Glu Met Ala Asp His Met Met Ala Met Asn His Gly Arg Phe Pro Asp

210 215 220

Gly Thr Asn Gly Leu His His His Pro Ala His Arg Met Gly Met Gly

225 230 235 240

GIn Phe Pro Ser Pro His His His GIn GIn GIn GIn Pro GlIn His Ala

245 250 255

Phe Asn Ala Leu Met Gly Glu His lle His Tyr Gly Ala Gly Asn Met

260 265 270

Asn Ala Thr Ser Gly lle Arg His Ala Met Gly Pro Gly Thr Val Asn

275 280 285

Gly Gly His Pro Pro Ser Ala Leu Ala Pro Ala Ala Arg Phe Asn Asn

290 295 300

Ser Gln Phe Met Gly Pro Pro Val Ala Ser GIn Gly Gly Ser Leu Pro



305 310 315 320

Ala Ser Met GIn Leu GIn Lys Leu Asn Asn GIn Tyr Phe Asn His His

325 330 335

Pro Tyr Pro His Asn His Tyr Met Pro Asp Leu His Pro Ala Ala Gly

340 345 350

His GIn Met Asn Gly Thr Asn GIn His Phe Arg Asp Cys Asn Pro Lys

355 360 365

His Ser Gly Gly Ser Ser Thr Pro Gly Gly Ser Gly Gly Ser Ser Thr

370 375 380

Pro Gly Gly Ser Gly Ser Ser Ser Gly Gly Gly Ala Gly Ser Ser Asn

385 390 395 400

Ser Gly Gly Gly Ser Gly Ser Gly Asn Met Pro Ala Ser Val Ala His

405 410 415

Val Pro Ala Ala Met Leu Pro Pro Asn Val lle Asp Thr Asp Phe lle

420 425 430



Asp Glu Glu Val Leu Met Ser Leu Val lle Glu Met Gly Leu Asp Arg

435 440 445

Ile Lys Glu Leu Pro Glu Leu Trp Leu Gly GIn Asn Glu Phe Asp Phe

450 455 460

Met Thr Asp Phe Val Cys Lys GIn GIn Pro Ser Arg Val Ser Cys

465 470 475

<210> 58
<211>476
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 58

Met Ser Gly Leu Glu Met Ala Asp His Met Met Ala Met Asn His Gly

1 5 10 15

Arg Phe Pro Asp Gly Thr Asn Gly Leu His His His Pro Ala His Arg

20 25 30

Met Gly Met Gly GIn Phe Pro Ser Pro His His His GIn GIn GIn GIn



35 40 45

Pro GIn His Ala Phe Asn Ala Leu Met Gly Glu His lle His Tyr Gly

50 55 60

Ala Gly Asn Met Asn Ala Thr Ser Gly Val Arg His Ala Met Gly Pro

65 70 75 80

Gly Thr Val Asn Gly Gly His Pro Pro Ser Ala Leu Ala Pro Ala Ala

85 90 95

Arg Phe Asn Asn Ser GIn Phe Met Gly Pro Pro Val Ala Ser GIn Gly

100 105 110

Gly Ser Leu Pro Ala Ser Met GIn Leu GIn Lys Leu Asn Asn GIn Tyr

115 120 125

Phe Asn His His Pro Tyr Pro His Asn His Tyr Met Pro Asp Leu His

130 135 140

Pro Ala Ala Gly His GIn Met Asn Gly Thr Asn GIn His Phe Arg Asp

145 150 155 160



Cys Asn Pro Lys His Ser Gly Gly Ser Ser Thr Pro Gly Gly Ser Gly

165 170 175

Gly Ser Ser Thr Pro Gly Gly Ser Gly Ser Ser Ser Gly Gly Gly Ala

180 185 190

Gly Ser Ser Asn Ser Gly Gly Gly Ser Gly Ser Gly Asn Met Pro Ala

195 200 205

Ser Val Ala His Val Pro Ala Ala Met Leu Pro Pro Asn Val lle Asp

210 215 220

Thr Asp Phe lle Asp Glu Glu Val Leu Met Ser Leu Val lle Glu Met

225 230 235 240

Gly Leu Asp Arg lle Lys Glu Leu Pro Glu Leu Trp Leu Gly GIn Asn

245 250 255

Glu Phe Asp Phe Met Thr Asp Phe Val Cys Lys GIn GIn Pro Ser Arg

260 265 270

Val Ser Cys GIn Ser GIn Leu lle Lys Pro Ser Arg Met Arg Lys Tyr

275 280 285



Pro Asn Arg Pro Ser Lys Thr Pro Pro His Glu Arg Pro Tyr Ala Cys

290 295 300

Pro Val Glu Ser Cys Asp Arg Arg Phe Ser Arg Ser Asp Asn Leu Val

305 310 315 320

Arg His lle Arg lle His Thr Gly GIn Lys Pro Phe GIn Cys Arg lle

325 330 335

Cys Met Arg Asn Phe Ser Arg Glu Asp Asn Leu His Thr His lle Arg

340 345 350

Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys

355 360 365

Phe Ala Arg Ser Asp Glu Leu Val Arg His Thr Lys lle His Leu Arg

370 375 380

Gln Lys Asp Arg Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg

385 390 395 400

Phe Ser GIn Ser Gly Asn Leu Thr Glu His lle Arg lle His Thr Gly

405 410 415



GIn Lys Pro Phe GIn Cys Arg lle Cys Met Arg Asn Phe Ser Thr Ser

420 425 430

Gly His Leu Val Arg His lle Arg Thr His Thr Gly Glu Lys Pro Phe

435 440 445

Ala Cys Asp lle Cys Gly Arg Lys Phe Ala GIn Asn Ser Thr Leu Thr

450 455 460

Glu His Thr Lys lle His Leu Arg GIn Lys Asp Lys

465 470 475

<210>59
<211>479
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<220>
<221> MOD_RES

<222>(278)..(278)



<223> lle or Val

<400> 59
Met GIn Ser GIn Leu lle Lys Pro Ser Arg Met Arg Lys Tyr Pro Asn

1 5 10 15

Arg Pro Ser Lys Thr Pro Pro His Glu Arg Pro Tyr Ala Cys Pro Val

20 25 30

Glu Ser Cys Asp Arg Arg Phe Ser Ser Pro Ala Asp Leu Thr Arg His

35 40 45

Ile Arg lle His Thr Gly GIn Lys Pro Phe GIn Cys Arg lle Cys Met

50 55 60

Arg Asn Phe Ser Asp Ser Gly Asn Leu Arg Val His lle Arg Thr His

65 70 75 80

Thr Gly Glu Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys Phe Ala

85 90 95

GIn Leu Ala His Leu Arg Ala His Thr Lys Ile His Leu Arg Gin Lys

100 105 110



Asp Arg Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser

115 120 125

GIn Arg Ala Asn Leu Arg Ala His lle Arg lle His Thr Gly GIn Lys

130 135 140

Pro Phe GIn Cys Arg lle Cys Met Arg Asn Phe Ser Arg Glu Asp Asn

145 150 155 160

Leu His Thr His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys

165 170 175

Asp lle Cys Gly Arg Lys Phe Ala Arg Ser Asp Asn Leu Val Arg His

180 185 190

Thr Lys lle His Leu Arg Gln Lys Asp Lys Leu Glu Met Ser Gly Leu

195 200 205

Glu Met Ala Asp His Met Met Ala Met Asn His Gly Arg Phe Pro Asp

210 215 220

Gly Thr Asn Gly Leu His His His Pro Ala His Arg Met Gly Met Gly

225 230 235 240



GIn Phe Pro Ser Pro His His His GIn GIn GIn GIn Pro GlIn His Ala

245 250 255

Phe Asn Ala Leu Met Gly Glu His lle His Tyr Gly Ala Gly Asn Met

260 265 270

Asn Ala Thr Ser Gly Xaa Arg His Ala Met Gly Pro Gly Thr Val Asn

275 280 285

Gly Gly His Pro Pro Ser Ala Leu Ala Pro Ala Ala Arg Phe Asn Asn

290 295 300

Ser Gln Phe Met Gly Pro Pro Val Ala Ser GIn Gly Gly Ser Leu Pro

305 310 315 320

Ala Ser Met GIn Leu GIn Lys Leu Asn Asn GIn Tyr Phe Asn His His

325 330 335

Pro Tyr Pro His Asn His Tyr Met Pro Asp Leu His Pro Ala Ala Gly

340 345 350

His GIn Met Asn Gly Thr Asn GIn His Phe Arg Asp Cys Asn Pro Lys

355 360 365



His Ser Gly Gly Ser Ser Thr Pro Gly Gly Ser Gly Gly Ser Ser Thr

370 375 380

Pro Gly Gly Ser Gly Ser Ser Ser Gly Gly Gly Ala Gly Ser Ser Asn

385 390 395 400

Ser Gly Gly Gly Ser Gly Ser Gly Asn Met Pro Ala Ser Val Ala His

405 410 415

Val Pro Ala Ala Met Leu Pro Pro Asn Val lle Asp Thr Asp Phe lle

420 425 430

Asp Glu Glu Val Leu Met Ser Leu Val lle Glu Met Gly Leu Asp Arg

435 440 445

Ile Lys Glu Leu Pro Glu Leu Trp Leu Gly GIn Asn Glu Phe Asp Phe

450 455 460

Met Thr Asp Phe Val Cys Lys GIn GIn Pro Ser Arg Val Ser Cys

465 470 475

<210> 60



<211>476
<212>PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 60
Met Ser Gly Leu Glu Met Ala Asp His Met Met Ala Met Asn His Gly

1 5 10 15

Arg Phe Pro Asp Gly Thr Asn Gly Leu His His His Pro Ala His Arg

20 25 30

Met Gly Met Gly GIn Phe Pro Ser Pro His His His GIn GIn GIn GIn

35 40 45

Pro GIn His Ala Phe Asn Ala Leu Met Gly Glu His lle His Tyr Gly

50 55 60

Ala Gly Asn Met Asn Ala Thr Ser Gly Val Arg His Ala Met Gly Pro

65 70 75 80

Gly Thr Val Asn Gly Gly His Pro Pro Ser Ala Leu Ala Pro Ala Ala

85 90 95



Arg Phe Asn Asn Ser GIn Phe Met Gly Pro Pro Val Ala Ser GIn Gly

100 105 110

Gly Ser Leu Pro Ala Ser Met GIn Leu GIn Lys Leu Asn Asn GIn Tyr

115 120 125

Phe Asn His His Pro Tyr Pro His Asn His Tyr Met Pro Asp Leu His

130 135 140

Pro Ala Ala Gly His GIn Met Asn Gly Thr Asn GIn His Phe Arg Asp

145 150 155 160

Cys Asn Pro Lys His Ser Gly Gly Ser Ser Thr Pro Gly Gly Ser Gly

165 170 175

Gly Ser Ser Thr Pro Gly Gly Ser Gly Ser Ser Ser Gly Gly Gly Ala

180 185 190

Gly Ser Ser Asn Ser Gly Gly Gly Ser Gly Ser Gly Asn Met Pro Ala

195 200 205

Ser Val Ala His Val Pro Ala Ala Met Leu Pro Pro Asn Val lle Asp



210 215 220

Thr Asp Phe lle Asp Glu Glu Val Leu Met Ser Leu Val lle Glu Met

225 230 235 240

Gly Leu Asp Arg lle Lys Glu Leu Pro Glu Leu Trp Leu Gly GIn Asn

245 250 255

Glu Phe Asp Phe Met Thr Asp Phe Val Cys Lys GIn GIn Pro Ser Arg

260 265 270

Val Ser Cys GIn Ser GIn Leu lle Lys Pro Ser Arg Met Arg Lys Tyr

275 280 285

Pro Asn Arg Pro Ser Lys Thr Pro Pro His Glu Arg Pro Tyr Ala Cys

290 295 300

Pro Val Glu Ser Cys Asp Arg Arg Phe Ser Arg Arg Asp Glu Leu Asn

305 310 315 320

Val His lle Arg lle His Thr Gly GIn Lys Pro Phe GIn Cys Arg lle

325 330 335



Cys Met Arg Asn Phe Ser Ser Arg Arg Thr Cys Arg Ala His lle Arg

340 345 350

Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys

355 360 365

Phe Ala GIn Ser Ser Asn Leu Val Arg His Thr Lys lle His Leu Arg

370 375 380

GlIn Lys Asp Arg Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg

385 390 395 400

Phe Ser GIn Leu Ala His Leu Arg Ala His lle Arg lle His Thr Gly

405 410 415

GIn Lys Pro Phe GIn Cys Arg lle Cys Met Arg Asn Phe Ser Thr Ser

420 425 430

Gly Asn Leu Val Arg His lle Arg Thr His Thr Gly Glu Lys Pro Phe

435 440 445

Ala Cys Asp lle Cys Gly Arg Lys Phe Ala His Arg Thr Thr Leu Thr

450 455 460



Asn His Thr Lys lle His Leu Arg GIn Lys Asp Lys

465 470 475

<210>61
<211>388
<212>PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 61
Met GIn Ser GIn Leu lle Lys Pro Ser Arg Met Arg Lys Tyr Pro Asn

1 5 10 15

Arg Pro Ser Lys Thr Pro Pro His Glu Arg Pro Tyr Ala Cys Pro Val

20 25 30

Glu Ser Cys Asp Arg Arg Phe Ser Arg Ser Asp Asn Leu Val Arg His

35 40 45

Ile Arg lle His Thr Gly GIn Lys Pro Phe GIn Cys Arg lle Cys Met

50 55 60



Arg Asn Phe Ser Arg Glu Asp Asn Leu His Thr His lle Arg Thr His

65 70 75 80

Thr Gly Glu Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys Phe Ala

85 90 95

Arg Ser Asp Glu Leu Val Arg His Thr Lys lle His Leu Arg GIn Lys

100 105 110

Asp Arg Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser

115 120 125

GIn Ser Gly Asn Leu Thr Glu His lle Arg lle His Thr Gly GIn Lys

130 135 140

Pro Phe GIn Cys Arg lle Cys Met Arg Asn Phe Ser Thr Ser Gly His

145 150 155 160

Leu Val Arg His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys

165 170 175

Asp lle Cys Gly Arg Lys Phe Ala GIn Asn Ser Thr Leu Thr Glu His

180 185 190



Thr Lys lle His Leu Arg GIn Lys Asp Lys Leu Glu Met Ala Asp His

195 200 205

Leu Met Leu Ala Glu Gly Tyr Arg Leu Val GIn Arg Pro Pro Ser Ala

210 215 220

Ala Ala Ala His Gly Pro His Ala Leu Arg Thr Leu Pro Pro Tyr Ala

225 230 235 240

Gly Pro Gly Leu Asp Ser Gly Leu Arg Pro Arg Gly Ala Pro Leu Gly

245 250 255

Pro Pro Pro Pro Arg GIn Pro Gly Ala Leu Ala Tyr Gly Ala Phe Gly

260 265 270

Pro Pro Ser Ser Phe Gln Pro Phe Pro Ala Val Pro Pro Pro Ala Ala

275 280 285

Gly lle Ala His Leu GIn Pro Val Ala Thr Pro Tyr Pro Gly Arg Ala

290 295 300

Ala Ala Pro Pro Asn Ala Pro Gly Gly Pro Pro Gly Pro GIn Pro Ala

305 310 315 320



Pro Ser Ala Ala Ala Pro Pro Pro Pro Ala His Ala Leu Gly Gly Met

325 330 335

Asp Ala Glu Leu lle Asp Glu Glu Ala Leu Thr Ser Leu Glu Leu Glu

340 345 350

Leu Gly Leu His Arg Val Arg Glu Leu Pro Glu Leu Phe Leu Gly GIn

355 360 365

Ser Glu Phe Asp Cys Phe Ser Asp Leu Gly Ser Ala Pro Pro Ala Gly

370 375 380

Ser Val Ser Cys

385

<210> 62
<211>580
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético



<400> 62
Met Ala Ala Asp His Leu Met Leu Ala Glu Gly Tyr Arg Leu Val GIn

1 5 10 15

Arg Pro Pro Ser Ala Ala Ala Ala His Gly Pro His Ala Leu Arg Thr

20 25 30

Leu Pro Pro Tyr Ala Gly Pro Gly Leu Asp Ser Gly Leu Arg Pro Arg

35 40 45

Gly Ala Pro Leu Gly Pro Pro Pro Pro Arg GIn Pro Gly Ala Leu Ala

50 55 60

Tyr Gly Ala Phe Gly Pro Pro Ser Ser Phe GlIn Pro Phe Pro Ala Val

65 70 75 80

Pro Pro Pro Ala Ala Gly lle Ala His Leu GIn Pro Val Ala Thr Pro

85 90 95

Tyr Pro Gly Arg Ala Ala Ala Pro Pro Asn Ala Pro Gly Gly Pro Pro

100 105 110

Gly Pro GIn Pro Ala Pro Ser Ala Ala Ala Pro Pro Pro Pro Ala His

115 120 125



Ala Leu Gly Gly Met Asp Ala Glu Leu lle Asp Glu Glu Ala Leu Thr

130 135 140

Ser Leu Glu Leu Glu Leu Gly Leu His Arg Val Arg Glu Leu Pro Glu

145 150 155 160

Leu Phe Leu Gly GIn Ser Glu Phe Asp Cys Phe Ser Asp Leu Gly Ser

165 170 175

Ala Pro Pro Ala Gly Ser Val Ser Cys Gly Gly Ser Gly Gly Gly Ser

180 185 190

Gly GIn Ser GIn Leu lle Lys Pro Ser Arg Met Arg Lys Tyr Pro Asn

195 200 205

Arg Pro Ser Lys Thr Pro Pro His Glu Arg Pro Tyr Ala Cys Pro Val

210 215 220

Glu Ser Cys Asp Arg Arg Phe Ser Arg Ser Asp Asn Leu Val Arg His

225 230 235 240

Ile Arg lle His Thr Gly GIn Lys Pro Phe GIn Cys Arg lle Cys Met



245 250 255

Arg Asn Phe Ser Arg Glu Asp Asn Leu His Thr His lle Arg Thr His

260 265 270

Thr Gly Glu Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys Phe Ala

275 280 285

Arg Ser Asp Glu Leu Val Arg His Thr Lys lle His Leu Arg GIn Lys

290 295 300

Asp Arg Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser

305 310 315 320

GIn Ser Gly Asn Leu Thr Glu His lle Arg lle His Thr Gly GIn Lys

325 330 335

Pro Phe GIn Cys Arg lle Cys Met Arg Asn Phe Ser Thr Ser Gly His

340 345 350

Leu Val Arg His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys

355 360 365



Asp lle Cys Gly Arg Lys Phe Ala GIn Asn Ser Thr Leu Thr Glu His

370 375 380

Thr Lys lle His Leu Arg GIn Lys Asp Lys Leu Glu Met Ala Asp His

385 390 395 400

Leu Met Leu Ala Glu Gly Tyr Arg Leu Val GIn Arg Pro Pro Ser Ala

405 410 415

Ala Ala Ala His Gly Pro His Ala Leu Arg Thr Leu Pro Pro Tyr Ala

420 425 430

Gly Pro Gly Leu Asp Ser Gly Leu Arg Pro Arg Gly Ala Pro Leu Gly

435 440 445

Pro Pro Pro Pro Arg GIn Pro Gly Ala Leu Ala Tyr Gly Ala Phe Gly

450 455 460

Pro Pro Ser Ser Phe Gln Pro Phe Pro Ala Val Pro Pro Pro Ala Ala

465 470 475 480

Gly lle Ala His Leu GIn Pro Val Ala Thr Pro Tyr Pro Gly Arg Ala

485 490 495



Ala Ala Pro Pro Asn Ala Pro Gly Gly Pro Pro Gly Pro GIn Pro Ala

500 505 510

Pro Ser Ala Ala Ala Pro Pro Pro Pro Ala His Ala Leu Gly Gly Met

515 520 525

Asp Ala Glu Leu lle Asp Glu Glu Ala Leu Thr Ser Leu Glu Leu Glu

530 535 540

Leu Gly Leu His Arg Val Arg Glu Leu Pro Glu Leu Phe Leu Gly GIn

545 550 555 560

Ser Glu Phe Asp Cys Phe Ser Asp Leu Gly Ser Ala Pro Pro Ala Gly

565 570 575

Ser Val Ser Cys

580

<210> 63
<211>388
<212> PRT

<213> Secuencia Artificial

<220>



<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 63
Met GIn Ser GIn Leu lle Lys Pro Ser Arg Met Arg Lys Tyr Pro Asn

1 5 10 15

Arg Pro Ser Lys Thr Pro Pro His Glu Arg Pro Tyr Ala Cys Pro Val

20 25 30

Glu Ser Cys Asp Arg Arg Phe Ser Ser Pro Ala Asp Leu Thr Arg His

35 40 45

Ile Arg lle His Thr Gly GIn Lys Pro Phe GIn Cys Arg lle Cys Met

50 55 60

Arg Asn Phe Ser Asp Ser Gly Asn Leu Arg Val His lle Arg Thr His

65 70 75 80

Thr Gly Glu Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys Phe Ala

85 90 95

GIn Leu Ala His Leu Arg Ala His Thr Lys lle His Leu Arg GIn Lys

100 105 110



Asp Arg Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser

115 120 125

GIn Arg Ala Asn Leu Arg Ala His lle Arg lle His Thr Gly GIn Lys

130 135 140

Pro Phe GIn Cys Arg lle Cys Met Arg Asn Phe Ser Arg Glu Asp Asn

145 150 155 160

Leu His Thr His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys

165 170 175

Asp lle Cys Gly Arg Lys Phe Ala Arg Ser Asp Asn Leu Val Arg His

180 185 190

Thr Lys lle His Leu Arg GIn Lys Asp Lys Leu Glu Met Ala Asp His

195 200 205

Leu Met Leu Ala Glu Gly Tyr Arg Leu Val GIn Arg Pro Pro Ser Ala

210 215 220

Ala Ala Ala His Gly Pro His Ala Leu Arg Thr Leu Pro Pro Tyr Ala

225 230 235 240



Gly Pro Gly Leu Asp Ser Gly Leu Arg Pro Arg Gly Ala Pro Leu Gly

245 250 255

Pro Pro Pro Pro Arg GIn Pro Gly Ala Leu Ala Tyr Gly Ala Phe Gly

260 265 270

Pro Pro Ser Ser Phe GIn Pro Phe Pro Ala Val Pro Pro Pro Ala Ala

275 280 285

Gly lle Ala His Leu GIn Pro Val Ala Thr Pro Tyr Pro Gly Arg Ala

290 295 300

Ala Ala Pro Pro Asn Ala Pro Gly Gly Pro Pro Gly Pro GIn Pro Ala

305 310 315 320

Pro Ser Ala Ala Ala Pro Pro Pro Pro Ala His Ala Leu Gly Gly Met

325 330 335

Asp Ala Glu Leu lle Asp Glu Glu Ala Leu Thr Ser Leu Glu Leu Glu

340 345 350

Leu Gly Leu His Arg Val Arg Glu Leu Pro Glu Leu Phe Leu Gly GIn



355 360 365

Ser Glu Phe Asp Cys Phe Ser Asp Leu Gly Ser Ala Pro Pro Ala Gly

370 375 380

Ser Val Ser Cys

385

<210> 64
<211>580
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcidn de secuencia artificial:

Polipéptido sintético

<400> 64
Met Ala Ala Asp His Leu Met Leu Ala Glu Gly Tyr Arg Leu Val GIn

1 5 10 15

Arg Pro Pro Ser Ala Ala Ala Ala His Gly Pro His Ala Leu Arg Thr

20 25 30

Leu Pro Pro Tyr Ala Gly Pro Gly Leu Asp Ser Gly Leu Arg Pro Arg

35 40 45



Gly Ala Pro Leu Gly Pro Pro Pro Pro Arg GIn Pro Gly Ala Leu Ala

50 55 60

Tyr Gly Ala Phe Gly Pro Pro Ser Ser Phe GIn Pro Phe Pro Ala Val

65 70 75 80

Pro Pro Pro Ala Ala Gly lle Ala His Leu GIn Pro Val Ala Thr Pro

85 90 95

Tyr Pro Gly Arg Ala Ala Ala Pro Pro Asn Ala Pro Gly Gly Pro Pro

100 105 110

Gly Pro GIn Pro Ala Pro Ser Ala Ala Ala Pro Pro Pro Pro Ala His

115 120 125

Ala Leu Gly Gly Met Asp Ala Glu Leu lle Asp Glu Glu Ala Leu Thr

130 135 140

Ser Leu Glu Leu Glu Leu Gly Leu His Arg Val Arg Glu Leu Pro Glu

145 150 155 160

Leu Phe Leu Gly GIn Ser Glu Phe Asp Cys Phe Ser Asp Leu Gly Ser



165 170 175

Ala Pro Pro Ala Gly Ser Val Ser Cys Gly Gly Ser Gly Gly Gly Ser

180 185 190

Gly GIn Ser GIn Leu lle Lys Pro Ser Arg Met Arg Lys Tyr Pro Asn

195 200 205

Arg Pro Ser Lys Thr Pro Pro His Glu Arg Pro Tyr Ala Cys Pro Val

210 215 220

Glu Ser Cys Asp Arg Arg Phe Ser Ser Pro Ala Asp Leu Thr Arg His

225 230 235 240

Ile Arg lle His Thr Gly GIn Lys Pro Phe GIn Cys Arg lle Cys Met

245 250 255

Arg Asn Phe Ser Asp Ser Gly Asn Leu Arg Val His lle Arg Thr His

260 265 270

Thr Gly Glu Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys Phe Ala

275 280 285



GIn Leu Ala His Leu Arg Ala His Thr Lys lle His Leu Arg GIn Lys

290 295 300

Asp Arg Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser

305 310 315 320

GIn Arg Ala Asn Leu Arg Ala His lle Arg lle His Thr Gly GIn Lys

325 330 335

Pro Phe GIn Cys Arg lle Cys Met Arg Asn Phe Ser Arg Glu Asp Asn

340 345 350

Leu His Thr His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys

355 360 365

Asp lle Cys Gly Arg Lys Phe Ala Arg Ser Asp Asn Leu Val Arg His

370 375 380

Thr Lys lle His Leu Arg GIn Lys Asp Lys Leu Glu Met Ala Asp His

385 390 395 400

Leu Met Leu Ala Glu Gly Tyr Arg Leu Val GIn Arg Pro Pro Ser Ala

405 410 415



Ala Ala Ala His Gly Pro His Ala Leu Arg Thr Leu Pro Pro Tyr Ala

420 425 430

Gly Pro Gly Leu Asp Ser Gly Leu Arg Pro Arg Gly Ala Pro Leu Gly

435 440 445

Pro Pro Pro Pro Arg GIn Pro Gly Ala Leu Ala Tyr Gly Ala Phe Gly

450 455 460

Pro Pro Ser Ser Phe GIn Pro Phe Pro Ala Val Pro Pro Pro Ala Ala

465 470 475 480

Gly lle Ala His Leu GIn Pro Val Ala Thr Pro Tyr Pro Gly Arg Ala

485 490 495

Ala Ala Pro Pro Asn Ala Pro Gly Gly Pro Pro Gly Pro GIn Pro Ala

500 505 510

Pro Ser Ala Ala Ala Pro Pro Pro Pro Ala His Ala Leu Gly Gly Met

515 520 525

Asp Ala Glu Leu lle Asp Glu Glu Ala Leu Thr Ser Leu Glu Leu Glu

530 535 540



Leu Gly Leu His Arg Val Arg Glu Leu Pro Glu Leu Phe Leu Gly GIn

545 550 555 560

Ser Glu Phe Asp Cys Phe Ser Asp Leu Gly Ser Ala Pro Pro Ala Gly

565 570 575

Ser Val Ser Cys

580

<210> 65
<211>388
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcidn de secuencia artificial:

Polipéptido sintético

<400> 65
Met GIn Ser GIn Leu lle Lys Pro Ser Arg Met Arg Lys Tyr Pro Asn

1 5 10 15

Arg Pro Ser Lys Thr Pro Pro His Glu Arg Pro Tyr Ala Cys Pro Val

20 25 30



Glu Ser Cys Asp Arg Arg Phe Ser Arg Arg Asp Glu Leu Asn Val His

35 40 45

Ile Arg lle His Thr Gly GIn Lys Pro Phe GIn Cys Arg lle Cys Met

50 55 60

Arg Asn Phe Ser Ser Arg Arg Thr Cys Arg Ala His lle Arg Thr His

65 70 75 80

Thr Gly Glu Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys Phe Ala

85 90 95

GlIn Ser Ser Asn Leu Val Arg His Thr Lys lle His Leu Arg GIn Lys

100 105 110

Asp Arg Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser

115 120 125

GIn Leu Ala His Leu Arg Ala His lle Arg lle His Thr Gly GIn Lys

130 135 140

Pro Phe GIn Cys Arg lle Cys Met Arg Asn Phe Ser Thr Ser Gly Asn

145 150 155 160



Leu Val Arg His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys

165 170 175

Asp lle Cys Gly Arg Lys Phe Ala His Arg Thr Thr Leu Thr Asn His

180 185 190

Thr Lys lle His Leu Arg GIn Lys Asp Lys Leu Glu Met Ala Asp His

195 200 205

Leu Met Leu Ala Glu Gly Tyr Arg Leu Val GIn Arg Pro Pro Ser Ala

210 215 220

Ala Ala Ala His Gly Pro His Ala Leu Arg Thr Leu Pro Pro Tyr Ala

225 230 235 240

Gly Pro Gly Leu Asp Ser Gly Leu Arg Pro Arg Gly Ala Pro Leu Gly

245 250 255

Pro Pro Pro Pro Arg GIn Pro Gly Ala Leu Ala Tyr Gly Ala Phe Gly

260 265 270

Pro Pro Ser Ser Phe Gln Pro Phe Pro Ala Val Pro Pro Pro Ala Ala



275 280 285

Gly Ile Ala His Leu GIn Pro Val Ala Thr Pro Tyr Pro Gly Arg Ala

290 295 300

Ala Ala Pro Pro Asn Ala Pro Gly Gly Pro Pro Gly Pro GIn Pro Ala

305 310 315 320

Pro Ser Ala Ala Ala Pro Pro Pro Pro Ala His Ala Leu Gly Gly Met

325 330 335

Asp Ala Glu Leu lle Asp Glu Glu Ala Leu Thr Ser Leu Glu Leu Glu

340 345 350

Leu Gly Leu His Arg Val Arg Glu Leu Pro Glu Leu Phe Leu Gly GIn

355 360 365

Ser Glu Phe Asp Cys Phe Ser Asp Leu Gly Ser Ala Pro Pro Ala Gly

370 375 380

Ser Val Ser Cys

385



<210> 66
<211>580
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcidn de secuencia artificial:

Polipéptido sintético

<400> 66

Met Ala Ala Asp His Leu Met Leu Ala Glu Gly Tyr Arg Leu Val GIn

1 5 10 15

Arg Pro Pro Ser Ala Ala Ala Ala His Gly Pro His Ala Leu Arg Thr

20 25 30

Leu Pro Pro Tyr Ala Gly Pro Gly Leu Asp Ser Gly Leu Arg Pro Arg

35 40 45

Gly Ala Pro Leu Gly Pro Pro Pro Pro Arg GIn Pro Gly Ala Leu Ala

50 55 60

Tyr Gly Ala Phe Gly Pro Pro Ser Ser Phe GlIn Pro Phe Pro Ala Val

65 70 75 80

Pro Pro Pro Ala Ala Gly lle Ala His Leu GIn Pro Val Ala Thr Pro



85 90 95

Tyr Pro Gly Arg Ala Ala Ala Pro Pro Asn Ala Pro Gly Gly Pro Pro

100 105 110

Gly Pro GIn Pro Ala Pro Ser Ala Ala Ala Pro Pro Pro Pro Ala His

115 120 125

Ala Leu Gly Gly Met Asp Ala Glu Leu lle Asp Glu Glu Ala Leu Thr

130 135 140

Ser Leu Glu Leu Glu Leu Gly Leu His Arg Val Arg Glu Leu Pro Glu

145 150 155 160

Leu Phe Leu Gly GIn Ser Glu Phe Asp Cys Phe Ser Asp Leu Gly Ser

165 170 175

Ala Pro Pro Ala Gly Ser Val Ser Cys Gly Gly Ser Gly Gly Gly Ser

180 185 190

Gly GIn Ser GIn Leu lle Lys Pro Ser Arg Met Arg Lys Tyr Pro Asn

195 200 205



Arg Pro Ser Lys Thr Pro Pro His Glu Arg Pro Tyr Ala Cys Pro Val

210 215 220

Glu Ser Cys Asp Arg Arg Phe Ser Arg Arg Asp Glu Leu Asn Val His

225 230 235 240

Ile Arg lle His Thr Gly GIn Lys Pro Phe GIn Cys Arg lle Cys Met

245 250 255

Arg Asn Phe Ser Ser Arg Arg Thr Cys Arg Ala His lle Arg Thr His

260 265 270

Thr Gly Glu Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys Phe Ala

275 280 285

GlIn Ser Ser Asn Leu Val Arg His Thr Lys lle His Leu Arg GIn Lys

290 295 300

Asp Arg Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser

305 310 315 320

GIn Leu Ala His Leu Arg Ala His lle Arg lle His Thr Gly GIn Lys

325 330 335



Pro Phe GIn Cys Arg lle Cys Met Arg Asn Phe Ser Thr Ser Gly Asn

340 345 350

Leu Val Arg His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys

355 360 365

Asp lle Cys Gly Arg Lys Phe Ala His Arg Thr Thr Leu Thr Asn His

370 375 380

Thr Lys lle His Leu Arg GIn Lys Asp Lys Leu Glu Met Ala Asp His

385 390 395 400

Leu Met Leu Ala Glu Gly Tyr Arg Leu Val GIn Arg Pro Pro Ser Ala

405 410 415

Ala Ala Ala His Gly Pro His Ala Leu Arg Thr Leu Pro Pro Tyr Ala

420 425 430

Gly Pro Gly Leu Asp Ser Gly Leu Arg Pro Arg Gly Ala Pro Leu Gly

435 440 445

Pro Pro Pro Pro Arg GIn Pro Gly Ala Leu Ala Tyr Gly Ala Phe Gly

450 455 460



Pro Pro Ser Ser Phe GIn Pro Phe Pro Ala Val Pro Pro Pro Ala Ala

465 470 475 480

Gly Ile Ala His Leu GIn Pro Val Ala Thr Pro Tyr Pro Gly Arg Ala

485 490 495

Ala Ala Pro Pro Asn Ala Pro Gly Gly Pro Pro Gly Pro GIn Pro Ala

500 505 510

Pro Ser Ala Ala Ala Pro Pro Pro Pro Ala His Ala Leu Gly Gly Met

515 520 525

Asp Ala Glu Leu lle Asp Glu Glu Ala Leu Thr Ser Leu Glu Leu Glu

530 535 540

Leu Gly Leu His Arg Val Arg Glu Leu Pro Glu Leu Phe Leu Gly GIn

545 550 555 560

Ser Glu Phe Asp Cys Phe Ser Asp Leu Gly Ser Ala Pro Pro Ala Gly

565 570 575

Ser Val Ser Cys



580

<210> 67
<211>580
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcién de secuencia artificial:

Polipéptido sintético

<400> 67
Met Ala Ala Asp His Leu Met Leu Ala Glu Gly Tyr Arg Leu Val GIn

1 5 10 15

Arg Pro Pro Ser Ala Ala Ala Ala His Gly Pro His Ala Leu Arg Thr

20 25 30

Leu Pro Pro Tyr Ala Gly Pro Gly Leu Asp Ser Gly Leu Arg Pro Arg

35 40 45

Gly Ala Pro Leu Gly Pro Pro Pro Pro Arg GIn Pro Gly Ala Leu Ala

50 55 60

Tyr Gly Ala Phe Gly Pro Pro Ser Ser Phe GIn Pro Phe Pro Ala Val

65 70 75 80



Pro Pro Pro Ala Ala Gly lle Ala His Leu GIn Pro Val Ala Thr Pro

85 90 95

Tyr Pro Gly Arg Ala Ala Ala Pro Pro Asn Ala Pro Gly Gly Pro Pro

100 105 110

Gly Pro GIn Pro Ala Pro Ser Ala Ala Ala Pro Pro Pro Pro Ala His

115 120 125

Ala Leu Gly Gly Met Asp Ala Glu Leu lle Asp Glu Glu Ala Leu Thr

130 135 140

Ser Leu Glu Leu Glu Leu Gly Leu His Arg Val Arg Glu Leu Pro Glu

145 150 155 160

Leu Phe Leu Gly GIn Ser Glu Phe Asp Cys Phe Ser Asp Leu Gly Ser

165 170 175

Ala Pro Pro Ala Gly Ser Val Ser Cys Gly Gly Ser Gly Gly Gly Ser

180 185 190

Gly GIn Ser GIn Leu lle Lys Pro Ser Arg Met Arg Lys Tyr Pro Asn



195 200 205

Arg Pro Ser Lys Thr Pro Pro His Glu Arg Pro Tyr Ala Cys Pro Val

210 215 220

Glu Ser Cys Asp Arg Arg Phe Ser Arg Ser Asp Asn Leu Val Arg His

225 230 235 240

Ile Arg lle His Thr Gly GIn Lys Pro Phe GIn Cys Arg lle Cys Met

245 250 255

Arg Asn Phe Ser His Arg Thr Thr Leu Thr Asn His lle Arg Thr His

260 265 270

Thr Gly Glu Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys Phe Ala

275 280 285

Arg Glu Asp Asn Leu His Thr His Thr Lys Ile His Leu Arg GIn Lys

290 295 300

Asp Arg Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser

305 310 315 320



Thr Ser His Ser Leu Thr Glu His lle Arg lle His Thr Gly GIn Lys

325 330 335

Pro Phe GIn Cys Arg lle Cys Met Arg Asn Phe Ser GIn Ser Ser Ser

340 345 350

Leu Val Arg His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys

355 360 365

Asp lle Cys Gly Arg Lys Phe Ala Arg Glu Asp Asn Leu His Thr His

370 375 380

Thr Lys lle His Leu Arg Gln Lys Asp Lys Leu Glu Met Ala Asp His

385 390 395 400

Leu Met Leu Ala Glu Gly Tyr Arg Leu Val GIn Arg Pro Pro Ser Ala

405 410 415

Ala Ala Ala His Gly Pro His Ala Leu Arg Thr Leu Pro Pro Tyr Ala

420 425 430

Gly Pro Gly Leu Asp Ser Gly Leu Arg Pro Arg Gly Ala Pro Leu Gly

435 440 445



Pro Pro Pro Pro Arg GIn Pro Gly Ala Leu Ala Tyr Gly Ala Phe Gly

450 455 460

Pro Pro Ser Ser Phe Gln Pro Phe Pro Ala Val Pro Pro Pro Ala Ala

465 470 475 480

Gly Ile Ala His Leu GIn Pro Val Ala Thr Pro Tyr Pro Gly Arg Ala

485 490 495

Ala Ala Pro Pro Asn Ala Pro Gly Gly Pro Pro Gly Pro GIn Pro Ala

500 505 510

Pro Ser Ala Ala Ala Pro Pro Pro Pro Ala His Ala Leu Gly Gly Met

515 520 525

Asp Ala Glu Leu lle Asp Glu Glu Ala Leu Thr Ser Leu Glu Leu Glu

530 535 540

Leu Gly Leu His Arg Val Arg Glu Leu Pro Glu Leu Phe Leu Gly GIn

545 550 555 560

Ser Glu Phe Asp Cys Phe Ser Asp Leu Gly Ser Ala Pro Pro Ala Gly

565 570 575



Ser Val Ser Cys

580

<210> 68
<211>394
<212>PRT

<213> Secuencia Artificial

<220>
<223> Descripcién de secuencia artificial:

Polipéptido sintético

<400> 68
Met Ala Ala Asp His Leu Met Leu Ala Glu Gly Tyr Arg Leu Val GIn

1 5 10 15

Arg Pro Pro Ser Ala Ala Ala Ala His Gly Pro His Ala Leu Arg Thr

20 25 30

Leu Pro Pro Tyr Ala Gly Pro Gly Leu Asp Ser Gly Leu Arg Pro Arg

35 40 45

Gly Ala Pro Leu Gly Pro Pro Pro Pro Arg Gln Pro Gly Ala Leu Ala

50 55 60



Tyr Gly Ala Phe Gly Pro Pro Ser Ser Phe GlIn Pro Phe Pro Ala Val

65 70 75 80

Pro Pro Pro Ala Ala Gly lle Ala His Leu GIn Pro Val Ala Thr Pro

85 90 95

Tyr Pro Gly Arg Ala Ala Ala Pro Pro Asn Ala Pro Gly Gly Pro Pro

100 105 110

Gly Pro GIn Pro Ala Pro Ser Ala Ala Ala Pro Pro Pro Pro Ala His

115 120 125

Ala Leu Gly Gly Met Asp Ala Glu Leu lle Asp Glu Glu Ala Leu Thr

130 135 140

Ser Leu Glu Leu Glu Leu Gly Leu His Arg Val Arg Glu Leu Pro Glu

145 150 155 160

Leu Phe Leu Gly GIn Ser Glu Phe Asp Cys Phe Ser Asp Leu Gly Ser

165 170 175

Ala Pro Pro Ala Gly Ser Val Ser Cys Gly Gly Ser Gly Gly Gly Ser

180 185 190



Gly GIn Ser GIn Leu lle Lys Pro Ser Arg Met Arg Lys Tyr Pro Asn

195 200 205

Arg Pro Ser Lys Thr Pro Pro His Glu Arg Pro Tyr Ala Cys Pro Val

210 215 220

Glu Ser Cys Asp Arg Arg Phe Ser Arg Ser Asp Asn Leu Val Arg His

225 230 235 240

Ile Arg lle His Thr Gly GIn Lys Pro Phe GIn Cys Arg lle Cys Met

245 250 255

Arg Asn Phe Ser His Arg Thr Thr Leu Thr Asn His lle Arg Thr His

260 265 270

Thr Gly Glu Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys Phe Ala

275 280 285

Arg Glu Asp Asn Leu His Thr His Thr Lys Ile His Leu Arg GIn Lys

290 295 300

Asp Arg Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser



305 310 315 320

Thr Ser His Ser Leu Thr Glu His lle Arg lle His Thr Gly GIn Lys

325 330 335

Pro Phe GIn Cys Arg lle Cys Met Arg Asn Phe Ser GIn Ser Ser Ser

340 345 350

Leu Val Arg His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys

355 360 365

Asp lle Cys Gly Arg Lys Phe Ala Arg Glu Asp Asn Leu His Thr His

370 375 380

Thr Lys lle His Leu Arg GIn Lys Asp Lys

385 390

<210> 69
<211>394
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético



<400> 69
Met Ala Ala Asp His Leu Met Leu Ala Glu Gly Tyr Arg Leu Val GIn

1 5 10 15

Arg Pro Pro Ser Ala Ala Ala Ala His Gly Pro His Ala Leu Arg Thr

20 25 30

Leu Pro Pro Tyr Ala Gly Pro Gly Leu Asp Ser Gly Leu Arg Pro Arg

35 40 45

Gly Ala Pro Leu Gly Pro Pro Pro Pro Arg GIn Pro Gly Ala Leu Ala

50 55 60

Tyr Gly Ala Phe Gly Pro Pro Ser Ser Phe GIn Pro Phe Pro Ala Val

65 70 75 80

Pro Pro Pro Ala Ala Gly lle Ala His Leu GIn Pro Val Ala Thr Pro

85 90 95

Tyr Pro Gly Arg Ala Ala Ala Pro Pro Asn Ala Pro Gly Gly Pro Pro

100 105 110

Gly Pro GIn Pro Ala Pro Ser Ala Ala Ala Pro Pro Pro Pro Ala His



115 120 125

Ala Leu Gly Gly Met Asp Ala Glu Leu lle Asp Glu Glu Ala Leu Thr

130 135 140

Ser Leu Glu Leu Glu Leu Gly Leu His Arg Val Arg Glu Leu Pro Glu

145 150 155 160

Leu Phe Leu Gly GIn Ser Glu Phe Asp Cys Phe Ser Asp Leu Gly Ser

165 170 175

Ala Pro Pro Ala Gly Ser Val Ser Cys Gly Gly Ser Gly Gly Gly Ser

180 185 190

Gly GIn Ser GIn Leu lle Lys Pro Ser Arg Met Arg Lys Tyr Pro Asn

195 200 205

Arg Pro Ser Lys Thr Pro Pro His Glu Arg Pro Tyr Ala Cys Pro Val

210 215 220

Glu Ser Cys Asp Arg Arg Phe Ser Arg Ser Asp Asn Leu Val Arg His

225 230 235 240



Ile Arg lle His Thr Gly GIn Lys Pro Phe GIn Cys Arg lle Cys Met

245 250 255

Arg Asn Phe Ser Arg Glu Asp Asn Leu His Thr His lle Arg Thr His

260 265 270

Thr Gly Glu Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys Phe Ala

275 280 285

Arg Ser Asp Glu Leu Val Arg His Thr Lys lle His Leu Arg GIn Lys

290 295 300

Asp Arg Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser

305 310 315 320

GIn Ser Gly Asn Leu Thr Glu His lle Arg lle His Thr Gly GIn Lys

325 330 335

Pro Phe GIn Cys Arg lle Cys Met Arg Asn Phe Ser Thr Ser Gly His

340 345 350

Leu Val Arg His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys

355 360 365



Asp lle Cys Gly Arg Lys Phe Ala GIn Asn Ser Thr Leu Thr Glu His

370 375 380

Thr Lys lle His Leu Arg GIn Lys Asp Lys

385 390

<210>70
<211>479
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 70
Met Arg Pro His Ala Cys Pro Ala Glu Gly Cys Asp Arg Arg Phe Ser

1 5 10 15

Arg Ser Asp Asn Leu Val Arg His Leu Arg Ile His Thr Gly His Lys

20 25 30

Pro Phe GIn Cys Arg lle Cys Met Arg Ser Phe Ser Arg Glu Asp Asn

35 40 45



Leu His Thr His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys

50 55 60

Glu Phe Cys Gly Arg Lys Phe Ala Arg Ser Asp Glu Leu Val Arg His

65 70 75 80

Ala Lys lle His Leu Lys GIn Lys Glu His Ala Cys Pro Ala Glu Gly

85 90 95

Cys Asp Arg Arg Phe Ser GIn Ser Gly Asn Leu Thr Glu His Leu Arg

100 105 110

Ile His Thr Gly His Lys Pro Phe GIn Cys Arg lle Cys Met Arg Ser

115 120 125

Phe Ser Thr Ser Gly His Leu Val Arg His lle Arg Thr His Thr Gly

130 135 140

Glu Lys Pro Phe Ala Cys Glu Phe Cys Gly Arg Lys Phe Ala GIn Asn

145 150 155 160

Ser Thr Leu Thr Glu His Ala Lys lle His Leu Lys GIn Lys Glu Lys

165 170 175



Lys Ala Glu Lys Gly Gly Ala Pro Ser Ala Ser Ser Ala Pro Pro Val

180 185 190

Ser Leu Ala Pro Val Val Thr Thr Cys Ala Leu Glu Met Ser Gly Leu

195 200 205

Glu Met Ala Asp His Met Met Ala Met Asn His Gly Arg Phe Pro Asp

210 215 220

Gly Thr Asn Gly Leu His His His Pro Ala His Arg Met Gly Met Gly

225 230 235 240

GIn Phe Pro Ser Pro His His His GIn GIn Gln GIn Pro GlIn His Ala

245 250 255

Phe Asn Ala Leu Met Gly Glu His lle His Tyr Gly Ala Gly Asn Met

260 265 270

Asn Ala Thr Ser Gly lle Arg His Ala Met Gly Pro Gly Thr Val Asn

275 280 285

Gly Gly His Pro Pro Ser Ala Leu Ala Pro Ala Ala Arg Phe Asn Asn

290 295 300



Ser GIn Phe Met Gly Pro Pro Val Ala Ser GIn Gly Gly Ser Leu Pro

305 310 315 320

Ala Ser Met GIn Leu GIn Lys Leu Asn Asn GIn Tyr Phe Asn His His

325 330 335

Pro Tyr Pro His Asn His Tyr Met Pro Asp Leu His Pro Ala Ala Gly

340 345 350

His GIn Met Asn Gly Thr Asn GIn His Phe Arg Asp Cys Asn Pro Lys

355 360 365

His Ser Gly Gly Ser Ser Thr Pro Gly Gly Ser Gly Gly Ser Ser Thr

370 375 380

Pro Gly Gly Ser Gly Ser Ser Ser Gly Gly Gly Ala Gly Ser Ser Asn

385 390 395 400

Ser Gly Gly Gly Ser Gly Ser Gly Asn Met Pro Ala Ser Val Ala His

405 410 415

Val Pro Ala Ala Met Leu Pro Pro Asn Val lle Asp Thr Asp Phe lle



420 425 430

Asp Glu Glu Val Leu Met Ser Leu Val lle Glu Met Gly Leu Asp Arg

435 440 445

Ile Lys Glu Leu Pro Glu Leu Trp Leu Gly GIn Asn Glu Phe Asp Phe

450 455 460

Met Thr Asp Phe Val Cys Lys GIn GIn Pro Ser Arg Val Ser Cys

465 470 475

<210>71
<211>476
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 71
Met Ser Gly Leu Glu Met Ala Asp His Met Met Ala Met Asn His Gly

1 5 10 15

Arg Phe Pro Asp Gly Thr Asn Gly Leu His His His Pro Ala His Arg

20 25 30



Met Gly Met Gly GIn Phe Pro Ser Pro His His His GIn GIn GIn GIn

35 40 45

Pro GIn His Ala Phe Asn Ala Leu Met Gly Glu His lle His Tyr Gly

50 55 60

Ala Gly Asn Met Asn Ala Thr Ser Gly Val Arg His Ala Met Gly Pro

65 70 75 80

Gly Thr Val Asn Gly Gly His Pro Pro Ser Ala Leu Ala Pro Ala Ala

85 90 95

Arg Phe Asn Asn Ser GIn Phe Met Gly Pro Pro Val Ala Ser GIn Gly

100 105 110

Gly Ser Leu Pro Ala Ser Met GIn Leu GIn Lys Leu Asn Asn GIn Tyr

115 120 125

Phe Asn His His Pro Tyr Pro His Asn His Tyr Met Pro Asp Leu His

130 135 140

Pro Ala Ala Gly His GIn Met Asn Gly Thr Asn GIn His Phe Arg Asp



145 150 155 160

Cys Asn Pro Lys His Ser Gly Gly Ser Ser Thr Pro Gly Gly Ser Gly

165 170 175

Gly Ser Ser Thr Pro Gly Gly Ser Gly Ser Ser Ser Gly Gly Gly Ala

180 185 190

Gly Ser Ser Asn Ser Gly Gly Gly Ser Gly Ser Gly Asn Met Pro Ala

195 200 205

Ser Val Ala His Val Pro Ala Ala Met Leu Pro Pro Asn Val lle Asp

210 215 220

Thr Asp Phe lle Asp Glu Glu Val Leu Met Ser Leu Val lle Glu Met

225 230 235 240

Gly Leu Asp Arg lle Lys Glu Leu Pro Glu Leu Trp Leu Gly GIn Asn

245 250 255

Glu Phe Asp Phe Met Thr Asp Phe Val Cys Lys GIn GIn Pro Ser Arg

260 265 270



Val Ser Cys Arg Pro His Ala Cys Pro Ala Glu Gly Cys Asp Arg Arg

275 280 285

Phe Ser Arg Ser Asp Asn Leu Val Arg His Leu Arg lle His Thr Gly

290 295 300

His Lys Pro Phe GIn Cys Arg lle Cys Met Arg Ser Phe Ser Arg Glu

305 310 315 320

Asp Asn Leu His Thr His lle Arg Thr His Thr Gly Glu Lys Pro Phe

325 330 335

Ala Cys Glu Phe Cys Gly Arg Lys Phe Ala Arg Ser Asp Glu Leu Val

340 345 350

Arg His Ala Lys lle His Leu Lys GIn Lys Glu His Ala Cys Pro Ala

355 360 365

Glu Gly Cys Asp Arg Arg Phe Ser GIn Ser Gly Asn Leu Thr Glu His

370 375 380

Leu Arg lle His Thr Gly His Lys Pro Phe GIn Cys Arg lle Cys Met

385 390 395 400



Arg Ser Phe Ser Thr Ser Gly His Leu Val Arg His lle Arg Thr His

405 410 415

Thr Gly Glu Lys Pro Phe Ala Cys Glu Phe Cys Gly Arg Lys Phe Ala

420 425 430

GIn Asn Ser Thr Leu Thr Glu His Ala Lys lle His Leu Lys GIn Lys

435 440 445

Glu Lys Lys Ala Glu Lys Gly Gly Ala Pro Ser Ala Ser Ser Ala Pro

450 455 460

Pro Val Ser Leu Ala Pro Val Val Thr Thr Cys Ala

465 470 475

<210>72
<211>479
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético



<220>
<221> MOD_RES
<222>(278)..(278)

<223> lle or Val

<400> 72

Met Arg Pro His Ala Cys Pro Ala Glu Gly Cys Asp Arg Arg Phe Ser

1 5 10 15

Ser Pro Ala Asp Leu Thr Arg His Leu Arg lle His Thr Gly His Lys

20 25 30

Pro Phe GIn Cys Arg lle Cys Met Arg Ser Phe Ser Asp Ser Gly Asn

35 40 45

Leu Arg Val His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys

50 55 60

Glu Phe Cys Gly Arg Lys Phe Ala GIn Leu Ala His Leu Arg Ala His

65 70 75 80

Ala Lys lle His Leu Lys GIn Lys Glu His Ala Cys Pro Ala Glu Gly

85 90 95

Cys Asp Arg Arg Phe Ser GIn Arg Ala Asn Leu Arg Ala His Leu Arg



100 105 110

Ile His Thr Gly His Lys Pro Phe GIn Cys Arg lle Cys Met Arg Ser

115 120 125

Phe Ser Arg Glu Asp Asn Leu His Thr His lle Arg Thr His Thr Gly

130 135 140

Glu Lys Pro Phe Ala Cys Glu Phe Cys Gly Arg Lys Phe Ala Arg Ser

145 150 155 160

Asp Asn Leu Val Arg His Ala Lys lle His Leu Lys GIn Lys Glu Lys

165 170 175

Lys Ala Glu Lys Gly Gly Ala Pro Ser Ala Ser Ser Ala Pro Pro Val

180 185 190

Ser Leu Ala Pro Val Val Thr Thr Cys Ala Leu Glu Met Ser Gly Leu

195 200 205

Glu Met Ala Asp His Met Met Ala Met Asn His Gly Arg Phe Pro Asp

210 215 220



Gly Thr Asn Gly Leu His His His Pro Ala His Arg Met Gly Met Gly

225 230 235 240

GIn Phe Pro Ser Pro His His His GIn GIn GIn GIn Pro GlIn His Ala

245 250 255

Phe Asn Ala Leu Met Gly Glu His lle His Tyr Gly Ala Gly Asn Met

260 265 270

Asn Ala Thr Ser Gly Xaa Arg His Ala Met Gly Pro Gly Thr Val Asn

275 280 285

Gly Gly His Pro Pro Ser Ala Leu Ala Pro Ala Ala Arg Phe Asn Asn

290 295 300

Ser Gln Phe Met Gly Pro Pro Val Ala Ser GIn Gly Gly Ser Leu Pro

305 310 315 320

Ala Ser Met GIn Leu GIn Lys Leu Asn Asn GIn Tyr Phe Asn His His

325 330 335

Pro Tyr Pro His Asn His Tyr Met Pro Asp Leu His Pro Ala Ala Gly

340 345 350



His GIn Met Asn Gly Thr Asn Gln His Phe Arg Asp Cys Asn Pro Lys

355 360 365

His Ser Gly Gly Ser Ser Thr Pro Gly Gly Ser Gly Gly Ser Ser Thr

370 375 380

Pro Gly Gly Ser Gly Ser Ser Ser Gly Gly Gly Ala Gly Ser Ser Asn

385 390 395 400

Ser Gly Gly Gly Ser Gly Ser Gly Asn Met Pro Ala Ser Val Ala His

405 410 415

Val Pro Ala Ala Met Leu Pro Pro Asn Val lle Asp Thr Asp Phe lle

420 425 430

Asp Glu Glu Val Leu Met Ser Leu Val lle Glu Met Gly Leu Asp Arg

435 440 445

Ile Lys Glu Leu Pro Glu Leu Trp Leu Gly GIn Asn Glu Phe Asp Phe

450 455 460

Met Thr Asp Phe Val Cys Lys GIn GIn Pro Ser Arg Val Ser Cys

465 470 475



<210>73
<211>476
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 73
Met Ser Gly Leu Glu Met Ala Asp His Met Met Ala Met Asn His Gly

1 5 10 15

Arg Phe Pro Asp Gly Thr Asn Gly Leu His His His Pro Ala His Arg

20 25 30

Met Gly Met Gly GIn Phe Pro Ser Pro His His His GIn GIn GIn GIn

35 40 45

Pro GIn His Ala Phe Asn Ala Leu Met Gly Glu His lle His Tyr Gly

50 55 60

Ala Gly Asn Met Asn Ala Thr Ser Gly Val Arg His Ala Met Gly Pro

65 70 75 80



Gly Thr Val Asn Gly Gly His Pro Pro Ser Ala Leu Ala Pro Ala Ala

85 90 95

Arg Phe Asn Asn Ser GIn Phe Met Gly Pro Pro Val Ala Ser GIn Gly

100 105 110

Gly Ser Leu Pro Ala Ser Met GIn Leu GIn Lys Leu Asn Asn GIn Tyr

115 120 125

Phe Asn His His Pro Tyr Pro His Asn His Tyr Met Pro Asp Leu His

130 135 140

Pro Ala Ala Gly His GIn Met Asn Gly Thr Asn GIn His Phe Arg Asp

145 150 155 160

Cys Asn Pro Lys His Ser Gly Gly Ser Ser Thr Pro Gly Gly Ser Gly

165 170 175

Gly Ser Ser Thr Pro Gly Gly Ser Gly Ser Ser Ser Gly Gly Gly Ala

180 185 190

Gly Ser Ser Asn Ser Gly Gly Gly Ser Gly Ser Gly Asn Met Pro Ala

195 200 205



Ser Val Ala His Val Pro Ala Ala Met Leu Pro Pro Asn Val lle Asp

210 215 220

Thr Asp Phe lle Asp Glu Glu Val Leu Met Ser Leu Val lle Glu Met

225 230 235 240

Gly Leu Asp Arg lle Lys Glu Leu Pro Glu Leu Trp Leu Gly GIn Asn

245 250 255

Glu Phe Asp Phe Met Thr Asp Phe Val Cys Lys GIn GIn Pro Ser Arg

260 265 270

Val Ser Cys Arg Pro His Ala Cys Pro Ala Glu Gly Cys Asp Arg Arg

275 280 285

Phe Ser Ser Pro Ala Asp Leu Thr Arg His Leu Arg lle His Thr Gly

290 295 300

His Lys Pro Phe GIn Cys Arg lle Cys Met Arg Ser Phe Ser Asp Ser

305 310 315 320

Gly Asn Leu Arg Val His lle Arg Thr His Thr Gly Glu Lys Pro Phe



325 330 335

Ala Cys Glu Phe Cys Gly Arg Lys Phe Ala GIn Leu Ala His Leu Arg

340 345 350

Ala His Ala Lys lle His Leu Lys GIn Lys Glu His Ala Cys Pro Ala

355 360 365

Glu Gly Cys Asp Arg Arg Phe Ser GIn Arg Ala Asn Leu Arg Ala His

370 375 380

Leu Arg lle His Thr Gly His Lys Pro Phe GIn Cys Arg lle Cys Met

385 390 395 400

Arg Ser Phe Ser Arg Glu Asp Asn Leu His Thr His lle Arg Thr His

405 410 415

Thr Gly Glu Lys Pro Phe Ala Cys Glu Phe Cys Gly Arg Lys Phe Ala

420 425 430

Arg Ser Asp Asn Leu Val Arg His Ala Lys lle His Leu Lys GIn Lys

435 440 445



Glu Lys Lys Ala Glu Lys Gly Gly Ala Pro Ser Ala Ser Ser Ala Pro

450 455 460

Pro Val Ser Leu Ala Pro Val Val Thr Thr Cys Ala

465 470 475

<210> 74
<211>362
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 74

Met Arg Pro His Ala Cys Pro Ala Glu Gly Cys Asp Arg Arg Phe Ser

1 5 10 15

Arg Ser Asp Asn Leu Val Arg His Leu Arg lle His Thr Gly His Lys

20 25 30

Pro Phe GIn Cys Arg lle Cys Met Arg Ser Phe Ser Arg Glu Asp Asn

35 40 45

Leu His Thr His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys



50 55 60

Glu Phe Cys Gly Arg Lys Phe Ala Arg Ser Asp Glu Leu Val Arg His

65 70 75 80

Ala Lys lle His Leu Lys GIn Lys Glu His Ala Cys Pro Ala Glu Gly

85 90 95

Cys Asp Arg Arg Phe Ser GIn Ser Gly Asn Leu Thr Glu His Leu Arg

100 105 110

Ile His Thr Gly His Lys Pro Phe GIn Cys Arg lle Cys Met Arg Ser

115 120 125

Phe Ser Thr Ser Gly His Leu Val Arg His lle Arg Thr His Thr Gly

130 135 140

Glu Lys Pro Phe Ala Cys Glu Phe Cys Gly Arg Lys Phe Ala GIn Asn

145 150 155 160

Ser Thr Leu Thr Glu His Ala Lys Ile His Leu Lys GIn Lys Glu Lys

165 170 175



Leu Glu Met Ala Asp His Leu Met Leu Ala Glu Gly Tyr Arg Leu Val

180 185 190

GlIn Arg Pro Pro Ser Ala Ala Ala Ala His Gly Pro His Ala Leu Arg

195 200 205

Thr Leu Pro Pro Tyr Ala Gly Pro Gly Leu Asp Ser Gly Leu Arg Pro

210 215 220

Arg Gly Ala Pro Leu Gly Pro Pro Pro Pro Arg GIn Pro Gly Ala Leu

225 230 235 240

Ala Tyr Gly Ala Phe Gly Pro Pro Ser Ser Phe GIn Pro Phe Pro Ala

245 250 255

Val Pro Pro Pro Ala Ala Gly lle Ala His Leu GIn Pro Val Ala Thr

260 265 270

Pro Tyr Pro Gly Arg Ala Ala Ala Pro Pro Asn Ala Pro Gly Gly Pro

275 280 285

Pro Gly Pro GIn Pro Ala Pro Ser Ala Ala Ala Pro Pro Pro Pro Ala

290 295 300



His Ala Leu Gly Gly Met Asp Ala Glu Leu lle Asp Glu Glu Ala Leu

305 310 315 320

Thr Ser Leu Glu Leu Glu Leu Gly Leu His Arg Val Arg Glu Leu Pro

325 330 335

Glu Leu Phe Leu Gly GIn Ser Glu Phe Asp Cys Phe Ser Asp Leu Gly

340 345 350

Ser Ala Pro Pro Ala Gly Ser Val Ser Cys

355 360

<210>75
<211>554
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcidn de secuencia artificial:

Polipéptido sintético

<400> 75
Met Ala Ala Asp His Leu Met Leu Ala Glu Gly Tyr Arg Leu Val GIn

1 5 10 15



Arg Pro Pro Ser Ala Ala Ala Ala His Gly Pro His Ala Leu Arg Thr

20 25 30

Leu Pro Pro Tyr Ala Gly Pro Gly Leu Asp Ser Gly Leu Arg Pro Arg

35 40 45

Gly Ala Pro Leu Gly Pro Pro Pro Pro Arg GIn Pro Gly Ala Leu Ala

50 55 60

Tyr Gly Ala Phe Gly Pro Pro Ser Ser Phe GIn Pro Phe Pro Ala Val

65 70 75 80

Pro Pro Pro Ala Ala Gly lle Ala His Leu GIn Pro Val Ala Thr Pro

85 90 95

Tyr Pro Gly Arg Ala Ala Ala Pro Pro Asn Ala Pro Gly Gly Pro Pro

100 105 110

Gly Pro GIn Pro Ala Pro Ser Ala Ala Ala Pro Pro Pro Pro Ala His

115 120 125

Ala Leu Gly Gly Met Asp Ala Glu Leu lle Asp Glu Glu Ala Leu Thr

130 135 140



Ser Leu Glu Leu Glu Leu Gly Leu His Arg Val Arg Glu Leu Pro Glu

145 150 155 160

Leu Phe Leu Gly GIn Ser Glu Phe Asp Cys Phe Ser Asp Leu Gly Ser

165 170 175

Ala Pro Pro Ala Gly Ser Val Ser Cys Gly Gly Ser Gly Gly Gly Ser

180 185 190

Gly Arg Pro His Ala Cys Pro Ala Glu Gly Cys Asp Arg Arg Phe Ser

195 200 205

Arg Ser Asp Asn Leu Val Arg His Leu Arg Ile His Thr Gly His Lys

210 215 220

Pro Phe GIn Cys Arg lle Cys Met Arg Ser Phe Ser Arg Glu Asp Asn

225 230 235 240

Leu His Thr His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys

245 250 255

Glu Phe Cys Gly Arg Lys Phe Ala Arg Ser Asp Glu Leu Val Arg His

260 265 270



Ala Lys lle His Leu Lys GIn Lys Glu His Ala Cys Pro Ala Glu Gly

275 280 285

Cys Asp Arg Arg Phe Ser GIn Ser Gly Asn Leu Thr Glu His Leu Arg

290 295 300

Ile His Thr Gly His Lys Pro Phe GIn Cys Arg lle Cys Met Arg Ser

305 310 315 320

Phe Ser Thr Ser Gly His Leu Val Arg His lle Arg Thr His Thr Gly

325 330 335

Glu Lys Pro Phe Ala Cys Glu Phe Cys Gly Arg Lys Phe Ala GIn Asn

340 345 350

Ser Thr Leu Thr Glu His Ala Lys lle His Leu Lys GIn Lys Glu Lys

355 360 365

Leu Glu Met Ala Asp His Leu Met Leu Ala Glu Gly Tyr Arg Leu Val

370 375 380

GlIn Arg Pro Pro Ser Ala Ala Ala Ala His Gly Pro His Ala Leu Arg



385 390 395 400

Thr Leu Pro Pro Tyr Ala Gly Pro Gly Leu Asp Ser Gly Leu Arg Pro

405 410 415

Arg Gly Ala Pro Leu Gly Pro Pro Pro Pro Arg Gln Pro Gly Ala Leu

420 425 430

Ala Tyr Gly Ala Phe Gly Pro Pro Ser Ser Phe GIn Pro Phe Pro Ala

435 440 445

Val Pro Pro Pro Ala Ala Gly lle Ala His Leu GIn Pro Val Ala Thr

450 455 460

Pro Tyr Pro Gly Arg Ala Ala Ala Pro Pro Asn Ala Pro Gly Gly Pro

465 470 475 480

Pro Gly Pro GIn Pro Ala Pro Ser Ala Ala Ala Pro Pro Pro Pro Ala

485 490 495

His Ala Leu Gly Gly Met Asp Ala Glu Leu lle Asp Glu Glu Ala Leu

500 505 510



Thr Ser Leu Glu Leu Glu Leu Gly Leu His Arg Val Arg Glu Leu Pro

515 520 525

Glu Leu Phe Leu Gly GIn Ser Glu Phe Asp Cys Phe Ser Asp Leu Gly

530 535 540

Ser Ala Pro Pro Ala Gly Ser Val Ser Cys

545 550

<210>76
<211>362
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 76

Met Arg Pro His Ala Cys Pro Ala Glu Gly Cys Asp Arg Arg Phe Ser

1 5 10 15

Ser Pro Ala Asp Leu Thr Arg His Leu Arg lle His Thr Gly His Lys

20 25 30

Pro Phe GIn Cys Arg Ile Cys Met Arg Ser Phe Ser Asp Ser Gly Asn



35 40 45

Leu Arg Val His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys

50 55 60

Glu Phe Cys Gly Arg Lys Phe Ala GIn Leu Ala His Leu Arg Ala His

65 70 75 80

Ala Lys lle His Leu Lys GIn Lys Glu His Ala Cys Pro Ala Glu Gly

85 90 95

Cys Asp Arg Arg Phe Ser GIn Arg Ala Asn Leu Arg Ala His Leu Arg

100 105 110

Ile His Thr Gly His Lys Pro Phe GIn Cys Arg lle Cys Met Arg Ser

115 120 125

Phe Ser Arg Glu Asp Asn Leu His Thr His lle Arg Thr His Thr Gly

130 135 140

Glu Lys Pro Phe Ala Cys Glu Phe Cys Gly Arg Lys Phe Ala Arg Ser

145 150 155 160



Asp Asn Leu Val Arg His Ala Lys lle His Leu Lys GIn Lys Glu Lys

165 170 175

Leu Glu Met Ala Asp His Leu Met Leu Ala Glu Gly Tyr Arg Leu Val

180 185 190

GlIn Arg Pro Pro Ser Ala Ala Ala Ala His Gly Pro His Ala Leu Arg

195 200 205

Thr Leu Pro Pro Tyr Ala Gly Pro Gly Leu Asp Ser Gly Leu Arg Pro

210 215 220

Arg Gly Ala Pro Leu Gly Pro Pro Pro Pro Arg Gln Pro Gly Ala Leu

225 230 235 240

Ala Tyr Gly Ala Phe Gly Pro Pro Ser Ser Phe GIn Pro Phe Pro Ala

245 250 255

Val Pro Pro Pro Ala Ala Gly lle Ala His Leu GIn Pro Val Ala Thr

260 265 270

Pro Tyr Pro Gly Arg Ala Ala Ala Pro Pro Asn Ala Pro Gly Gly Pro

275 280 285



Pro Gly Pro GIn Pro Ala Pro Ser Ala Ala Ala Pro Pro Pro Pro Ala

290 295 300

His Ala Leu Gly Gly Met Asp Ala Glu Leu lle Asp Glu Glu Ala Leu

305 310 315 320

Thr Ser Leu Glu Leu Glu Leu Gly Leu His Arg Val Arg Glu Leu Pro

325 330 335

Glu Leu Phe Leu Gly GIn Ser Glu Phe Asp Cys Phe Ser Asp Leu Gly

340 345 350

Ser Ala Pro Pro Ala Gly Ser Val Ser Cys

355 360

<210>77
<211>554
<212> PRT

<213> Secuencia Artificial

<220>

<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 77



Met Ala Ala Asp His Leu Met Leu Ala Glu Gly Tyr Arg Leu Val GIn

1 5 10 15

Arg Pro Pro Ser Ala Ala Ala Ala His Gly Pro His Ala Leu Arg Thr

20 25 30

Leu Pro Pro Tyr Ala Gly Pro Gly Leu Asp Ser Gly Leu Arg Pro Arg

35 40 45

Gly Ala Pro Leu Gly Pro Pro Pro Pro Arg GIn Pro Gly Ala Leu Ala

50 55 60

Tyr Gly Ala Phe Gly Pro Pro Ser Ser Phe GlIn Pro Phe Pro Ala Val

65 70 75 80

Pro Pro Pro Ala Ala Gly lle Ala His Leu GIn Pro Val Ala Thr Pro

85 90 95

Tyr Pro Gly Arg Ala Ala Ala Pro Pro Asn Ala Pro Gly Gly Pro Pro

100 105 110

Gly Pro GIn Pro Ala Pro Ser Ala Ala Ala Pro Pro Pro Pro Ala His

115 120 125



Ala Leu Gly Gly Met Asp Ala Glu Leu lle Asp Glu Glu Ala Leu Thr

130 135 140

Ser Leu Glu Leu Glu Leu Gly Leu His Arg Val Arg Glu Leu Pro Glu

145 150 155 160

Leu Phe Leu Gly GIn Ser Glu Phe Asp Cys Phe Ser Asp Leu Gly Ser

165 170 175

Ala Pro Pro Ala Gly Ser Val Ser Cys Gly Gly Ser Gly Gly Gly Ser

180 185 190

Gly Arg Pro His Ala Cys Pro Ala Glu Gly Cys Asp Arg Arg Phe Ser

195 200 205

Ser Pro Ala Asp Leu Thr Arg His Leu Arg lle His Thr Gly His Lys

210 215 220

Pro Phe GIn Cys Arg lle Cys Met Arg Ser Phe Ser Asp Ser Gly Asn

225 230 235 240

Leu Arg Val His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys

245 250 255



Glu Phe Cys Gly Arg Lys Phe Ala GIn Leu Ala His Leu Arg Ala His

260 265 270

Ala Lys lle His Leu Lys GIn Lys Glu His Ala Cys Pro Ala Glu Gly

275 280 285

Cys Asp Arg Arg Phe Ser GIn Arg Ala Asn Leu Arg Ala His Leu Arg

290 295 300

Ile His Thr Gly His Lys Pro Phe GIn Cys Arg lle Cys Met Arg Ser

305 310 315 320

Phe Ser Arg Glu Asp Asn Leu His Thr His lle Arg Thr His Thr Gly

325 330 335

Glu Lys Pro Phe Ala Cys Glu Phe Cys Gly Arg Lys Phe Ala Arg Ser

340 345 350

Asp Asn Leu Val Arg His Ala Lys lle His Leu Lys GIn Lys Glu Lys

355 360 365

Leu Glu Met Ala Asp His Leu Met Leu Ala Glu Gly Tyr Arg Leu Val



370 375 380

GIn Arg Pro Pro Ser Ala Ala Ala Ala His Gly Pro His Ala Leu Arg

385 390 395 400

Thr Leu Pro Pro Tyr Ala Gly Pro Gly Leu Asp Ser Gly Leu Arg Pro

405 410 415

Arg Gly Ala Pro Leu Gly Pro Pro Pro Pro Arg Gln Pro Gly Ala Leu

420 425 430

Ala Tyr Gly Ala Phe Gly Pro Pro Ser Ser Phe GIn Pro Phe Pro Ala

435 440 445

Val Pro Pro Pro Ala Ala Gly lle Ala His Leu GIn Pro Val Ala Thr

450 455 460

Pro Tyr Pro Gly Arg Ala Ala Ala Pro Pro Asn Ala Pro Gly Gly Pro

465 470 475 480

Pro Gly Pro GIn Pro Ala Pro Ser Ala Ala Ala Pro Pro Pro Pro Ala

485 490 495



His Ala Leu Gly Gly Met Asp Ala Glu Leu lle Asp Glu Glu Ala Leu

500 505 510

Thr Ser Leu Glu Leu Glu Leu Gly Leu His Arg Val Arg Glu Leu Pro

515 520 525

Glu Leu Phe Leu Gly GIn Ser Glu Phe Asp Cys Phe Ser Asp Leu Gly

530 535 540

Ser Ala Pro Pro Ala Gly Ser Val Ser Cys

545 550

<210>78
<211>453
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 78

Met Arg Pro His Ala Cys Pro Ala Glu Gly Cys Asp Arg Arg Phe Ser

1 5 10 15

Arg Arg Asp Glu Leu Asn Val His Leu Arg lle His Thr Gly His Lys



20 25 30

Pro Phe GIn Cys Arg lle Cys Met Arg Ser Phe Ser Ser Arg Arg Thr

35 40 45

Cys Arg Ala His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys

50 55 60

Glu Phe Cys Gly Arg Lys Phe Ala GIn Ser Ser Asn Leu Val Arg His

65 70 75 80

Ala Lys lle His Leu Lys GIn Lys Glu His Ala Cys Pro Ala Glu Gly

85 90 95

Cys Asp Arg Arg Phe Ser GIn Leu Ala His Leu Arg Ala His Leu Arg

100 105 110

Ile His Thr Gly His Lys Pro Phe GIn Cys Arg lle Cys Met Arg Ser

115 120 125

Phe Ser Thr Ser Gly Asn Leu Val Arg His lle Arg Thr His Thr Gly

130 135 140



Glu Lys Pro Phe Ala Cys Glu Phe Cys Gly Arg Lys Phe Ala His Arg

145 150 155 160

Thr Thr Leu Thr Asn His Ala Lys lle His Leu Lys GIn Lys Glu Lys

165 170 175

Leu Glu Met Ser Gly Leu Glu Met Ala Asp His Met Met Ala Met Asn

180 185 190

His Gly Arg Phe Pro Asp Gly Thr Asn Gly Leu His His His Pro Ala

195 200 205

His Arg Met Gly Met Gly GIn Phe Pro Ser Pro His His His GIn GIn

210 215 220

GIn GIn Pro GIn His Ala Phe Asn Ala Leu Met Gly Glu His lle His

225 230 235 240

Tyr Gly Ala Gly Asn Met Asn Ala Thr Ser Gly lle Arg His Ala Met

245 250 255

Gly Pro Gly Thr Val Asn Gly Gly His Pro Pro Ser Ala Leu Ala Pro

260 265 270



Ala Ala Arg Phe Asn Asn Ser GIn Phe Met Gly Pro Pro Val Ala Ser

275 280 285

GlIn Gly Gly Ser Leu Pro Ala Ser Met GIn Leu GlIn Lys Leu Asn Asn

290 295 300

GIn Tyr Phe Asn His His Pro Tyr Pro His Asn His Tyr Met Pro Asp

305 310 315 320

Leu His Pro Ala Ala Gly His GIn Met Asn Gly Thr Asn GIn His Phe

325 330 335

Arg Asp Cys Asn Pro Lys His Ser Gly Gly Ser Ser Thr Pro Gly Gly

340 345 350

Ser Gly Gly Ser Ser Thr Pro Gly Gly Ser Gly Ser Ser Ser Gly Gly

355 360 365

Gly Ala Gly Ser Ser Asn Ser Gly Gly Gly Ser Gly Ser Gly Asn Met

370 375 380

Pro Ala Ser Val Ala His Val Pro Ala Ala Met Leu Pro Pro Asn Val

385 390 395 400



Ile Asp Thr Asp Phe lle Asp Glu Glu Val Leu Met Ser Leu Val lle

405 410 415

Glu Met Gly Leu Asp Arg lle Lys Glu Leu Pro Glu Leu Trp Leu Gly

420 425 430

GIn Asn Glu Phe Asp Phe Met Thr Asp Phe Val Cys Lys GIn GIn Pro

435 440 445

Ser Arg Val Ser Cys

450

<210>79
<211>554
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 79
Met Ala Ala Asp His Leu Met Leu Ala Glu Gly Tyr Arg Leu Val GIn

1 5 10 15



Arg Pro Pro Ser Ala Ala Ala Ala His Gly Pro His Ala Leu Arg Thr

20 25 30

Leu Pro Pro Tyr Ala Gly Pro Gly Leu Asp Ser Gly Leu Arg Pro Arg

35 40 45

Gly Ala Pro Leu Gly Pro Pro Pro Pro Arg GIn Pro Gly Ala Leu Ala

50 55 60

Tyr Gly Ala Phe Gly Pro Pro Ser Ser Phe GIn Pro Phe Pro Ala Val

65 70 75 80

Pro Pro Pro Ala Ala Gly lle Ala His Leu GIn Pro Val Ala Thr Pro

85 90 95

Tyr Pro Gly Arg Ala Ala Ala Pro Pro Asn Ala Pro Gly Gly Pro Pro

100 105 110

Gly Pro GIn Pro Ala Pro Ser Ala Ala Ala Pro Pro Pro Pro Ala His

115 120 125

Ala Leu Gly Gly Met Asp Ala Glu Leu lle Asp Glu Glu Ala Leu Thr

130 135 140



Ser Leu Glu Leu Glu Leu Gly Leu His Arg Val Arg Glu Leu Pro Glu

145 150 155 160

Leu Phe Leu Gly GIn Ser Glu Phe Asp Cys Phe Ser Asp Leu Gly Ser

165 170 175

Ala Pro Pro Ala Gly Ser Val Ser Cys Gly Gly Ser Gly Gly Gly Ser

180 185 190

Gly Arg Pro His Ala Cys Pro Ala Glu Gly Cys Asp Arg Arg Phe Ser

195 200 205

Arg Arg Asp Glu Leu Asn Val His Leu Arg lle His Thr Gly His Lys

210 215 220

Pro Phe GIn Cys Arg lle Cys Met Arg Ser Phe Ser Ser Arg Arg Thr

225 230 235 240

Cys Arg Ala His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys

245 250 255

Glu Phe Cys Gly Arg Lys Phe Ala GIn Ser Ser Asn Leu Val Arg His



260 265 270

Ala Lys lle His Leu Lys GIn Lys Glu His Ala Cys Pro Ala Glu Gly

275 280 285

Cys Asp Arg Arg Phe Ser GIn Leu Ala His Leu Arg Ala His Leu Arg

290 295 300

Ile His Thr Gly His Lys Pro Phe GIn Cys Arg lle Cys Met Arg Ser

305 310 315 320

Phe Ser Thr Ser Gly Asn Leu Val Arg His lle Arg Thr His Thr Gly

325 330 335

Glu Lys Pro Phe Ala Cys Glu Phe Cys Gly Arg Lys Phe Ala His Arg

340 345 350

Thr Thr Leu Thr Asn His Ala Lys lle His Leu Lys GIn Lys Glu Lys

355 360 365

Leu Glu Met Ala Asp His Leu Met Leu Ala Glu Gly Tyr Arg Leu Val

370 375 380



GlIn Arg Pro Pro Ser Ala Ala Ala Ala His Gly Pro His Ala Leu Arg

385 390 395 400

Thr Leu Pro Pro Tyr Ala Gly Pro Gly Leu Asp Ser Gly Leu Arg Pro

405 410 415

Arg Gly Ala Pro Leu Gly Pro Pro Pro Pro Arg Gln Pro Gly Ala Leu

420 425 430

Ala Tyr Gly Ala Phe Gly Pro Pro Ser Ser Phe GIn Pro Phe Pro Ala

435 440 445

Val Pro Pro Pro Ala Ala Gly Ile Ala His Leu GIn Pro Val Ala Thr

450 455 460

Pro Tyr Pro Gly Arg Ala Ala Ala Pro Pro Asn Ala Pro Gly Gly Pro

465 470 475 480

Pro Gly Pro GIn Pro Ala Pro Ser Ala Ala Ala Pro Pro Pro Pro Ala

485 490 495

His Ala Leu Gly Gly Met Asp Ala Glu Leu lle Asp Glu Glu Ala Leu

500 505 510



Thr Ser Leu Glu Leu Glu Leu Gly Leu His Arg Val Arg Glu Leu Pro

515 520 525

Glu Leu Phe Leu Gly GIn Ser Glu Phe Asp Cys Phe Ser Asp Leu Gly

530 535 540

Ser Ala Pro Pro Ala Gly Ser Val Ser Cys

545 550

<210> 80
<211> 362
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcidn de secuencia artificial:

Polipéptido sintético

<400> 80
Met Arg Pro His Ala Cys Pro Ala Glu Gly Cys Asp Arg Arg Phe Ser

1 5 10 15

Arg Arg Asp Glu Leu Asn Val His Leu Arg lle His Thr Gly His Lys

20 25 30



Pro Phe GIn Cys Arg lle Cys Met Arg Ser Phe Ser Ser Arg Arg Thr

35 40 45

Cys Arg Ala His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys

50 55 60

Glu Phe Cys Gly Arg Lys Phe Ala GIn Ser Ser Asn Leu Val Arg His

65 70 75 80

Ala Lys lle His Leu Lys GIn Lys Glu His Ala Cys Pro Ala Glu Gly

85 90 95

Cys Asp Arg Arg Phe Ser GIn Leu Ala His Leu Arg Ala His Leu Arg

100 105 110

Ile His Thr Gly His Lys Pro Phe GIn Cys Arg lle Cys Met Arg Ser

115 120 125

Phe Ser Thr Ser Gly Asn Leu Val Arg His lle Arg Thr His Thr Gly

130 135 140

Glu Lys Pro Phe Ala Cys Glu Phe Cys Gly Arg Lys Phe Ala His Arg

145 150 155 160



Thr Thr Leu Thr Asn His Ala Lys lle His Leu Lys GIn Lys Glu Lys

165 170 175

Leu Glu Met Ala Asp His Leu Met Leu Ala Glu Gly Tyr Arg Leu Val

180 185 190

GIn Arg Pro Pro Ser Ala Ala Ala Ala His Gly Pro His Ala Leu Arg

195 200 205

Thr Leu Pro Pro Tyr Ala Gly Pro Gly Leu Asp Ser Gly Leu Arg Pro

210 215 220

Arg Gly Ala Pro Leu Gly Pro Pro Pro Pro Arg Gln Pro Gly Ala Leu

225 230 235 240

Ala Tyr Gly Ala Phe Gly Pro Pro Ser Ser Phe GIn Pro Phe Pro Ala

245 250 255

Val Pro Pro Pro Ala Ala Gly lle Ala His Leu GIn Pro Val Ala Thr

260 265 270

Pro Tyr Pro Gly Arg Ala Ala Ala Pro Pro Asn Ala Pro Gly Gly Pro

275 280 285



Pro Gly Pro GIn Pro Ala Pro Ser Ala Ala Ala Pro Pro Pro Pro Ala

290 295 300

His Ala Leu Gly Gly Met Asp Ala Glu Leu lle Asp Glu Glu Ala Leu

305 310 315 320

Thr Ser Leu Glu Leu Glu Leu Gly Leu His Arg Val Arg Glu Leu Pro

325 330 335

Glu Leu Phe Leu Gly GIn Ser Glu Phe Asp Cys Phe Ser Asp Leu Gly

340 345 350

Ser Ala Pro Pro Ala Gly Ser Val Ser Cys

355 360

<210> 81
<211>176
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético



<400> 81
Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

1 5 10 15

Phe Ser Arg Arg Asp Glu Leu Asn Val His GIn Arg Thr His Thr Gly

20 25 30

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Ser Arg

35 40 45

Arg Thr Cys Arg Ala His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr

50 55 60

Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser GIn Ser Ser Asn Leu Val

65 70 75 80

Arg His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu

85 90 95

Cys Gly Lys Ser Phe Ser GIn Leu Ala His Leu Arg Ala His GIn Arg

100 105 110

Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

115 120 125



Phe Ser Thr Ser Gly Asn Leu Val Arg His GIn Arg Thr His Thr Gly

130 135 140

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser His Arg

145 150 155 160

Thr Thr Leu Thr Asn His Gln Arg Thr His Thr Gly Lys Lys Thr Ser

165 170 175

<210> 82
<211>202
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcidn de secuencia artificial:

Polipéptido sintético

<400> 82
Met GIn Ser GIn Leu lle Lys Pro Ser Arg Met Arg Lys Tyr Pro Asn

1 5 10 15

Arg Pro Ser Lys Thr Pro Pro His Glu Arg Pro Tyr Ala Cys Pro Val

20 25 30



Glu Ser Cys Asp Arg Arg Phe Ser Arg Arg Asp Glu Leu Asn Val His

35 40 45

Ile Arg lle His Thr Gly GIn Lys Pro Phe GIn Cys Arg lle Cys Met

50 55 60

Arg Asn Phe Ser Ser Arg Arg Thr Cys Arg Ala His lle Arg Thr His

65 70 75 80

Thr Gly Glu Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys Phe Ala

85 90 95

GlIn Ser Ser Asn Leu Val Arg His Thr Lys lle His Leu Arg GIn Lys

100 105 110

Asp Arg Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser

115 120 125

GIn Leu Ala His Leu Arg Ala His lle Arg lle His Thr Gly GIn Lys

130 135 140

Pro Phe GIn Cys Arg lle Cys Met Arg Asn Phe Ser Thr Ser Gly Asn

145 150 155 160



Leu Val Arg His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys

165 170 175

Asp lle Cys Gly Arg Lys Phe Ala His Arg Thr Thr Leu Thr Asn His

180 185 190

Thr Lys lle His Leu Arg GIn Lys Asp Lys

195 200

<210> 83
<211>201
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcidn de secuencia artificial:

Polipéptido sintético

<400> 83
GlIn Ser GIn Leu lle Lys Pro Ser Arg Met Arg Lys Tyr Pro Asn Arg

1 5 10 15

Pro Ser Lys Thr Pro Pro His Glu Arg Pro Tyr Ala Cys Pro Val Glu

20 25 30



Ser Cys Asp Arg Arg Phe Ser Arg Arg Asp Glu Leu Asn Val His lle

35 40 45

Arg lle His Thr Gly GIn Lys Pro Phe GIn Cys Arg lle Cys Met Arg

50 55 60

Asn Phe Ser Ser Arg Arg Thr Cys Arg Ala His lle Arg Thr His Thr

65 70 75 80

Gly Glu Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys Phe Ala GIn

85 90 95

Ser Ser Asn Leu Val Arg His Thr Lys lle His Leu Arg GIn Lys Asp

100 105 110

Arg Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser GIn

115 120 125

Leu Ala His Leu Arg Ala His lle Arg lle His Thr Gly GIn Lys Pro

130 135 140

Phe GIn Cys Arg lle Cys Met Arg Asn Phe Ser Thr Ser Gly Asn Leu

145 150 155 160



Val Arg His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp

165 170 175

Ile Cys Gly Arg Lys Phe Ala His Arg Thr Thr Leu Thr Asn His Thr

180 185 190

Lys lle His Leu Arg GIn Lys Asp Lys

195 200

<210> 84
<211>176
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcidn de secuencia artificial:

Polipéptido sintético

<400> 84
Arg Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser Arg

1 5 10 15

Ser Asp Asn Leu Val Arg His lle Arg lle His Thr Gly GIn Lys Pro

20 25 30



Phe GlIn Cys Arg lle Cys Met Arg Asn Phe Ser Arg Glu Asp Asn Leu

35 40 45

His Thr His Ile Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp

50 55 60

Ile Cys Gly Arg Lys Phe Ala Arg Ser Asp Glu Leu Val Arg His Thr

65 70 75 80

Lys lle His Leu Arg GIn Lys Asp Arg Pro Tyr Ala Cys Pro Val Glu

85 90 95

Ser Cys Asp Arg Arg Phe Ser GIn Ser Gly Asn Leu Thr Glu His lle

100 105 110

Arg lle His Thr Gly GIn Lys Pro Phe GIn Cys Arg lle Cys Met Arg

115 120 125

Asn Phe Ser Thr Ser Gly His Leu Val Arg His lle Arg Thr His Thr

130 135 140

Gly Glu Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys Phe Ala GIn

145 150 155 160



Asn Ser Thr Leu Thr Glu His Thr Lys lle His Leu Arg GIn Lys Asp

165 170 175

<210> 85
<211>201
<212>PRT

<213> Secuencia Artificial

<220>
<223> Descripcién de secuencia artificial:

Polipéptido sintético

<400> 85
GIn Ser GIn Leu lle Lys Pro Ser Arg Met Arg Lys Tyr Pro Asn Arg

1 5 10 15

Pro Ser Lys Thr Pro Pro His Glu Arg Pro Tyr Ala Cys Pro Val Glu

20 25 30

Ser Cys Asp Arg Arg Phe Ser Arg Ser Asp Asn Leu Val Arg His lle

35 40 45

Arg lle His Thr Gly GIn Lys Pro Phe GIn Cys Arg lle Cys Met Arg

50 55 60



Asn Phe Ser Arg Glu Asp Asn Leu His Thr His lle Arg Thr His Thr

65 70 75 80

Gly Glu Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys Phe Ala Arg

85 90 95

Ser Asp Glu Leu Val Arg His Thr Lys lle His Leu Arg GIn Lys Asp

100 105 110

Arg Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser GIn

115 120 125

Ser Gly Asn Leu Thr Glu His lle Arg Ile His Thr Gly GIn Lys Pro

130 135 140

Phe GIn Cys Arg lle Cys Met Arg Asn Phe Ser Thr Ser Gly His Leu

145 150 155 160

Val Arg His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp

165 170 175

Ile Cys Gly Arg Lys Phe Ala GIn Asn Ser Thr Leu Thr Glu His Thr

180 185 190



Lys lle His Leu Arg GIn Lys Asp Lys

195 200

<210> 86
<211> 202
<212>PRT

<213> Secuencia Artificial

<220>
<223> Descripcién de secuencia artificial:

Polipéptido sintético

<400> 86
Met GIn Ser GIn Leu lle Lys Pro Ser Arg Met Arg Lys Tyr Pro Asn

1 5 10 15

Arg Pro Ser Lys Thr Pro Pro His Glu Arg Pro Tyr Ala Cys Pro Val

20 25 30

Glu Ser Cys Asp Arg Arg Phe Ser Ser Pro Ala Asp Leu Thr Arg His

35 40 45

Ile Arg lle His Thr Gly GIn Lys Pro Phe GIn Cys Arg lle Cys Met

50 55 60



Arg Asn Phe Ser Asp Ser Gly Asn Leu Arg Val His lle Arg Thr His

65 70 75 80

Thr Gly Glu Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys Phe Ala

85 90 95

GIn Leu Ala His Leu Arg Ala His Thr Lys lle His Leu Arg GIn Lys

100 105 110

Asp Arg Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser

115 120 125

GIn Arg Ala Asn Leu Arg Ala His lle Arg lle His Thr Gly GIn Lys

130 135 140

Pro Phe GIn Cys Arg lle Cys Met Arg Asn Phe Ser Arg Glu Asp Asn

145 150 155 160

Leu His Thr His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys

165 170 175

Asp lle Cys Gly Arg Lys Phe Ala Arg Ser Asp Asn Leu Val Arg His

180 185 190



Thr Lys lle His Leu Arg GIn Lys Asp Lys

195 200

<210> 87
<211>177
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcién de secuencia artificial:

Polipéptido sintético

<400> 87
Arg Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser Arg

1 5 10 15

Arg Asp Glu Leu Asn Val His lle Arg lle His Thr Gly GIn Lys Pro

20 25 30

Phe GIn Cys Arg lle Cys Met Arg Asn Phe Ser Ser Arg Arg Thr Cys

35 40 45

Arg Ala His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp

50 55 60



Ile Cys Gly Arg Lys Phe Ala GIn Ser Ser Asn Leu Val Arg His Thr

65 70 75 80

Lys lle His Leu Arg GIn Lys Asp Arg Pro Tyr Ala Cys Pro Val Glu

85 90 95

Ser Cys Asp Arg Arg Phe Ser GIn Leu Ala His Leu Arg Ala His lle

100 105 110

Arg lle His Thr Gly GIn Lys Pro Phe GIn Cys Arg lle Cys Met Arg

115 120 125

Asn Phe Ser Thr Ser Gly Asn Leu Val Arg His lle Arg Thr His Thr

130 135 140

Gly Glu Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys Phe Ala His

145 150 155 160

Arg Thr Thr Leu Thr Asn His Thr Lys lle His Leu Arg GIn Lys Asp

165 170 175

Lys



<210> 88
<211>177
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 88
Arg Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser Arg

1 5 10 15

Ser Asp Asn Leu Val Arg His lle Arg lle His Thr Gly GIn Lys Pro

20 25 30

Phe GIn Cys Arg lle Cys Met Arg Asn Phe Ser Arg Glu Asp Asn Leu

35 40 45

His Thr His Ile Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp

50 55 60

Ile Cys Gly Arg Lys Phe Ala Arg Ser Asp Glu Leu Val Arg His Thr

65 70 75 80



Lys lle His Leu Arg GIn Lys Asp Arg Pro Tyr Ala Cys Pro Val Glu

85 90 95

Ser Cys Asp Arg Arg Phe Ser GIn Ser Gly Asn Leu Thr Glu His lle

100 105 110

Arg lle His Thr Gly GIn Lys Pro Phe GIn Cys Arg lle Cys Met Arg

115 120 125

Asn Phe Ser Thr Ser Gly His Leu Val Arg His lle Arg Thr His Thr

130 135 140

Gly Glu Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys Phe Ala GIn

145 150 155 160

Asn Ser Thr Leu Thr Glu His Thr Lys lle His Leu Arg Gln Lys Asp

165 170 175

Lys

<210> 89

<211>177



<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 89
Arg Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser Ser

1 5 10 15

Pro Ala Asp Leu Thr Arg His lle Arg lle His Thr Gly GIn Lys Pro

20 25 30

Phe GIn Cys Arg lle Cys Met Arg Asn Phe Ser Asp Ser Gly Asn Leu

35 40 45

Arg Val His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp

50 55 60

Ile Cys Gly Arg Lys Phe Ala GIn Leu Ala His Leu Arg Ala His Thr

65 70 75 80

Lys lle His Leu Arg GIn Lys Asp Arg Pro Tyr Ala Cys Pro Val Glu

85 90 95



Ser Cys Asp Arg Arg Phe Ser GIn Arg Ala Asn Leu Arg Ala His lle

100 105 110

Arg lle His Thr Gly GIn Lys Pro Phe GIn Cys Arg lle Cys Met Arg

115 120 125

Asn Phe Ser Arg Glu Asp Asn Leu His Thr His lle Arg Thr His Thr

130 135 140

Gly Glu Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys Phe Ala Arg

145 150 155 160

Ser Asp Asn Leu Val Arg His Thr Lys lle His Leu Arg GIn Lys Asp

165 170 175

Lys

<210>90
<211>201
<212> PRT

<213> Secuencia Artificial

<220>



<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 90
GlIn Ser GIn Leu lle Lys Pro Ser Arg Met Arg Lys Tyr Pro Asn Arg

1 5 10 15

Pro Ser Lys Thr Pro Pro His Glu Arg Pro Tyr Ala Cys Pro Val Glu

20 25 30

Ser Cys Asp Arg Arg Phe Ser Arg Ser Asp Asn Leu Val Arg His lle

35 40 45

Arg lle His Thr Gly GIn Lys Pro Phe GIn Cys Arg lle Cys Met Arg

50 55 60

Asn Phe Ser His Arg Thr Thr Leu Thr Asn His lle Arg Thr His Thr

65 70 75 80

Gly Glu Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys Phe Ala Arg

85 90 95

Glu Asp Asn Leu His Thr His Thr Lys lle His Leu Arg GIn Lys Asp

100 105 110



Arg Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser Thr

115 120 125

Ser His Ser Leu Thr Glu His lle Arg lle His Thr Gly GIn Lys Pro

130 135 140

Phe GIn Cys Arg lle Cys Met Arg Asn Phe Ser Gin Ser Ser Ser Leu

145 150 155 160

Val Arg His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp

165 170 175

Ile Cys Gly Arg Lys Phe Ala Arg Glu Asp Asn Leu His Thr His Thr

180 185 190

Lys lle His Leu Arg GIn Lys Asp Lys

195 200

<210>91
<211>201
<212> PRT

<213> Secuencia Artificial

<220>



<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400>91
GlIn Ser GIn Leu lle Lys Pro Ser Arg Met Arg Lys Tyr Pro Asn Arg

1 5 10 15

Pro Ser Lys Thr Pro Pro His Glu Arg Pro Tyr Ala Cys Pro Val Glu

20 25 30

Ser Cys Asp Arg Arg Phe Ser Arg Ser Asp Asn Leu Val Arg His lle

35 40 45

Arg lle His Thr Gly GIn Lys Pro Phe GIn Cys Arg lle Cys Met Arg

50 55 60

Asn Phe Ser Arg Glu Asp Asn Leu His Thr His lle Arg Thr His Thr

65 70 75 80

Gly Glu Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys Phe Ala Arg

85 90 95

Ser Asp Glu Leu Val Arg His Thr Lys lle His Leu Arg GIn Lys Asp

100 105 110



Arg Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser GIn

115 120 125

Ser Gly Asn Leu Thr Glu His lle Arg lle His Thr Gly GIn Lys Pro

130 135 140

Phe GIn Cys Arg lle Cys Met Arg Asn Phe Ser Thr Ser Gly His Leu

145 150 155 160

Val Arg His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp

165 170 175

Ile Cys Gly Arg Lys Phe Ala GIn Asn Ser Thr Leu Thr Glu His Thr

180 185 190

Lys lle His Leu Arg GIn Lys Asp Lys

195 200

<210>92
<211>172
<212> PRT

<213> Secuencia Artificial

<220>



<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 92
His Ala Cys Pro Ala Glu Gly Cys Asp Arg Arg Phe Ser Arg Ser Asp

1 5 10 15

Asn Leu Val Arg His Leu Arg lle His Thr Gly His Lys Pro Phe GIn

20 25 30

Cys Arg lle Cys Met Arg Ser Phe Ser Arg Glu Asp Asn Leu His Thr

35 40 45

His Ile Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Glu Phe Cys

50 55 60

Gly Arg Lys Phe Ala Arg Ser Asp Glu Leu Val Arg His Ala Lys lle

65 70 75 80

His Leu Lys GIn Lys Glu His Ala Cys Pro Ala Glu Gly Cys Asp Arg

85 90 95

Arg Phe Ser GIn Ser Gly Asn Leu Thr Glu His Leu Arg lle His Thr

100 105 110



Gly His Lys Pro Phe GIn Cys Arg lle Cys Met Arg Ser Phe Ser Thr

115 120 125

Ser Gly His Leu Val Arg His lle Arg Thr His Thr Gly Glu Lys Pro

130 135 140

Phe Ala Cys Glu Phe Cys Gly Arg Lys Phe Ala GIn Asn Ser Thr Leu

145 150 155 160

Thr Glu His Ala Lys lle His Leu Lys GIn Lys Glu

165 170

<210>93
<211>172
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcidn de secuencia artificial:

Polipéptido sintético

<400>93
His Ala Cys Pro Ala Glu Gly Cys Asp Arg Arg Phe Ser Ser Pro Ala

1 5 10 15



Asp Leu Thr Arg His Leu Arg lle His Thr Gly His Lys Pro Phe GlIn

20 25 30

Cys Arg lle Cys Met Arg Ser Phe Ser Asp Ser Gly Asn Leu Arg Val

35 40 45

His Ile Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Glu Phe Cys

50 55 60

Gly Arg Lys Phe Ala GIn Leu Ala His Leu Arg Ala His Ala Lys lle

65 70 75 80

His Leu Lys GIn Lys Glu His Ala Cys Pro Ala Glu Gly Cys Asp Arg

85 90 95

Arg Phe Ser GIn Arg Ala Asn Leu Arg Ala His Leu Arg lle His Thr

100 105 110

Gly His Lys Pro Phe GIn Cys Arg lle Cys Met Arg Ser Phe Ser Arg

115 120 125

Glu Asp Asn Leu His Thr His Ile Arg Thr His Thr Gly Glu Lys Pro

130 135 140



Phe Ala Cys Glu Phe Cys Gly Arg Lys Phe Ala Arg Ser Asp Asn Leu

145 150 155 160

Val Arg His Ala Lys lle His Leu Lys GIn Lys Glu

165 170

<210>94
<211>172
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 94
His Ala Cys Pro Ala Glu Gly Cys Asp Arg Arg Phe Ser Arg Arg Asp

1 5 10 15

Glu Leu Asn Val His Leu Arg lle His Thr Gly His Lys Pro Phe GIn

20 25 30

Cys Arg lle Cys Met Arg Ser Phe Ser Ser Arg Arg Thr Cys Arg Ala

35 40 45



His Ile Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Glu Phe Cys

50 55 60

Gly Arg Lys Phe Ala GIn Ser Ser Asn Leu Val Arg His Ala Lys lle

65 70 75 80

His Leu Lys GIn Lys Glu His Ala Cys Pro Ala Glu Gly Cys Asp Arg

85 90 95

Arg Phe Ser GIn Leu Ala His Leu Arg Ala His Leu Arg lle His Thr

100 105 110

Gly His Lys Pro Phe GIn Cys Arg lle Cys Met Arg Ser Phe Ser Thr

115 120 125

Ser Gly Asn Leu Val Arg His lle Arg Thr His Thr Gly Glu Lys Pro

130 135 140

Phe Ala Cys Glu Phe Cys Gly Arg Lys Phe Ala His Arg Thr Thr Leu

145 150 155 160

Thr Asn His Ala Lys lle His Leu Lys GIn Lys Glu

165 170



<210>95
<211>50
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 95
Asp Ala Leu Asp Asp Phe Asp Leu Asp Met Leu Gly Ser Asp Ala Leu

1 5 10 15

Asp Asp Phe Asp Leu Asp Met Leu Gly Ser Asp Ala Leu Asp Asp Phe

20 25 30

Asp Leu Asp Met Leu Gly Ser Asp Ala Leu Asp Asp Phe Asp Leu Asp

35 40 45

Met Leu

50

<210>96
<211>275
<212> PRT

<213> Secuencia Artificial



<220>
<223> Descripcidn de secuencia artificial:

Polipéptido sintético

<400> 96

Met Ser Gly Leu Glu Met Ala Asp His Met Met Ala Met Asn His Gly

1 5 10 15

Arg Phe Pro Asp Gly Thr Asn Gly Leu His His His Pro Ala His Arg

20 25 30

Met Gly Met Gly GIn Phe Pro Ser Pro His His His GIn GIn GIn GIn

35 40 45

Pro GIn His Ala Phe Asn Ala Leu Met Gly Glu His lle His Tyr Gly

50 55 60

Ala Gly Asn Met Asn Ala Thr Ser Gly Val Arg His Ala Met Gly Pro

65 70 75 80

Gly Thr Val Asn Gly Gly His Pro Pro Ser Ala Leu Ala Pro Ala Ala

85 90 95

Arg Phe Asn Asn Ser GIn Phe Met Gly Pro Pro Val Ala Ser GIn Gly



100 105 110

Gly Ser Leu Pro Ala Ser Met GIn Leu GIn Lys Leu Asn Asn GIn Tyr

115 120 125

Phe Asn His His Pro Tyr Pro His Asn His Tyr Met Pro Asp Leu His

130 135 140

Pro Ala Ala Gly His GIn Met Asn Gly Thr Asn GIn His Phe Arg Asp

145 150 155 160

Cys Asn Pro Lys His Ser Gly Gly Ser Ser Thr Pro Gly Gly Ser Gly

165 170 175

Gly Ser Ser Thr Pro Gly Gly Ser Gly Ser Ser Ser Gly Gly Gly Ala

180 185 190

Gly Ser Ser Asn Ser Gly Gly Gly Ser Gly Ser Gly Asn Met Pro Ala

195 200 205

Ser Val Ala His Val Pro Ala Ala Met Leu Pro Pro Asn Val lle Asp

210 215 220



Thr Asp Phe lle Asp Glu Glu Val Leu Met Ser Leu Val lle Glu Met

225 230 235 240

Gly Leu Asp Arg lle Lys Glu Leu Pro Glu Leu Trp Leu Gly GIn Asn

245 250 255

Glu Phe Asp Phe Met Thr Asp Phe Val Cys Lys GIn GIn Pro Ser Arg

260 265 270

Val Ser Cys

275

<210>97
<211>184
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 97

Met Ala Asp His Leu Met Leu Ala Glu Gly Tyr Arg Leu Val GIn Arg

1 5 10 15

Pro Pro Ser Ala Ala Ala Ala His Gly Pro His Ala Leu Arg Thr Leu



20 25 30

Pro Pro Tyr Ala Gly Pro Gly Leu Asp Ser Gly Leu Arg Pro Arg Gly

35 40 45

Ala Pro Leu Gly Pro Pro Pro Pro Arg Gln Pro Gly Ala Leu Ala Tyr

50 55 60

Gly Ala Phe Gly Pro Pro Ser Ser Phe GIn Pro Phe Pro Ala Val Pro

65 70 75 80

Pro Pro Ala Ala Gly lle Ala His Leu GIn Pro Val Ala Thr Pro Tyr

85 90 95

Pro Gly Arg Ala Ala Ala Pro Pro Asn Ala Pro Gly Gly Pro Pro Gly

100 105 110

Pro GIn Pro Ala Pro Ser Ala Ala Ala Pro Pro Pro Pro Ala His Ala

115 120 125

Leu Gly Gly Met Asp Ala Glu Leu lle Asp Glu Glu Ala Leu Thr Ser

130 135 140



Leu Glu Leu Glu Leu Gly Leu His Arg Val Arg Glu Leu Pro Glu Leu

145 150 155 160

Phe Leu Gly GIn Ser Glu Phe Asp Cys Phe Ser Asp Leu Gly Ser Ala

165 170 175

Pro Pro Ala Gly Ser Val Ser Cys

180

<210>98
<211>274
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 98

Ser Gly Leu Glu Met Ala Asp His Met Met Ala Met Asn His Gly Arg

1 5 10 15

Phe Pro Asp Gly Thr Asn Gly Leu His His His Pro Ala His Arg Met

20 25 30

Gly Met Gly GIn Phe Pro Ser Pro His His His GIn GIn GIn GIn Pro



35 40 45

GIn His Ala Phe Asn Ala Leu Met Gly Glu His lle His Tyr Gly Ala

50 55 60

Gly Asn Met Asn Ala Thr Ser Gly Val Arg His Ala Met Gly Pro Gly

65 70 75 80

Thr Val Asn Gly Gly His Pro Pro Ser Ala Leu Ala Pro Ala Ala Arg

85 90 95

Phe Asn Asn Ser GIn Phe Met Gly Pro Pro Val Ala Ser GIn Gly Gly

100 105 110

Ser Leu Pro Ala Ser Met GIn Leu GIn Lys Leu Asn Asn GIn Tyr Phe

115 120 125

Asn His His Pro Tyr Pro His Asn His Tyr Met Pro Asp Leu His Pro

130 135 140

Ala Ala Gly His GIn Met Asn Gly Thr Asn GIn His Phe Arg Asp Cys

145 150 155 160



Asn Pro Lys His Ser Gly Gly Ser Ser Thr Pro Gly Gly Ser Gly Gly

165 170 175

Ser Ser Thr Pro Gly Gly Ser Gly Ser Ser Ser Gly Gly Gly Ala Gly

180 185 190

Ser Ser Asn Ser Gly Gly Gly Ser Gly Ser Gly Asn Met Pro Ala Ser

195 200 205

Val Ala His Val Pro Ala Ala Met Leu Pro Pro Asn Val lle Asp Thr

210 215 220

Asp Phe lle Asp Glu Glu Val Leu Met Ser Leu Val lle Glu Met Gly

225 230 235 240

Leu Asp Arg lle Lys Glu Leu Pro Glu Leu Trp Leu Gly GIn Asn Glu

245 250 255

Phe Asp Phe Met Thr Asp Phe Val Cys Lys GIn GIn Pro Ser Arg Val

260 265 270

Ser Cys



<210>99
<211> 275
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 99
Met Ser Gly Leu Glu Met Ala Asp His Met Met Ala Met Asn His Gly

1 5 10 15

Arg Phe Pro Asp Gly Thr Asn Gly Leu His His His Pro Ala His Arg

20 25 30

Met Gly Met Gly GIn Phe Pro Ser Pro His His His GIn GIn GIn GIn

35 40 45

Pro GIn His Ala Phe Asn Ala Leu Met Gly Glu His lle His Tyr Gly

50 55 60

Ala Gly Asn Met Asn Ala Thr Ser Gly Val Arg His Ala Met Gly Pro

65 70 75 80



Gly Thr Val Asn Gly Gly His Pro Pro Ser Ala Leu Ala Pro Ala Ala

85 90 95

Arg Phe Asn Asn Ser GIn Phe Met Gly Pro Pro Val Ala Ser GIn Gly

100 105 110

Gly Ser Leu Pro Ala Ser Met GIn Leu GIn Lys Leu Asn Asn GIn Tyr

115 120 125

Phe Asn His His Pro Tyr Pro His Asn His Tyr Met Pro Asp Leu His

130 135 140

Pro Ala Ala Gly His GIn Met Asn Gly Thr Asn GIn His Phe Arg Asp

145 150 155 160

Cys Asn Pro Lys His Ser Gly Gly Ser Ser Thr Pro Gly Gly Ser Gly

165 170 175

Gly Ser Ser Thr Pro Gly Gly Ser Gly Ser Ser Ser Gly Gly Gly Ala

180 185 190

Gly Ser Ser Asn Ser Gly Gly Gly Ser Gly Ser Gly Asn Met Pro Ala

195 200 205



Ser Val Ala His Val Pro Ala Ala Met Leu Pro Pro Asn Val lle Asp

210 215 220

Thr Asp Phe lle Asp Glu Glu Val Leu Met Ser Leu Val lle Glu Met

225 230 235 240

Gly Leu Asp Arg lle Lys Glu Leu Pro Glu Leu Trp Leu Gly GIn Asn

245 250 255

Glu Phe Asp Phe Met Thr Asp Phe Val Cys Lys GIn GIn Pro Ser Arg

260 265 270

Val Ser Cys

275

<210> 100
<211>184
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 100



Ala Ala Asp His Leu Met Leu Ala Glu Gly Tyr Arg Leu Val GIn Arg

1 5 10 15

Pro Pro Ser Ala Ala Ala Ala His Gly Pro His Ala Leu Arg Thr Leu

20 25 30

Pro Pro Tyr Ala Gly Pro Gly Leu Asp Ser Gly Leu Arg Pro Arg Gly

35 40 45

Ala Pro Leu Gly Pro Pro Pro Pro Arg GIn Pro Gly Ala Leu Ala Tyr

50 55 60

Gly Ala Phe Gly Pro Pro Ser Ser Phe GIn Pro Phe Pro Ala Val Pro

65 70 75 80

Pro Pro Ala Ala Gly lle Ala His Leu GIn Pro Val Ala Thr Pro Tyr

85 90 95

Pro Gly Arg Ala Ala Ala Pro Pro Asn Ala Pro Gly Gly Pro Pro Gly

100 105 110

Pro GIn Pro Ala Pro Ser Ala Ala Ala Pro Pro Pro Pro Ala His Ala

115 120 125



Leu Gly Gly Met Asp Ala Glu Leu lle Asp Glu Glu Ala Leu Thr Ser

130 135 140

Leu Glu Leu Glu Leu Gly Leu His Arg Val Arg Glu Leu Pro Glu Leu

145 150 155 160

Phe Leu Gly GIn Ser Glu Phe Asp Cys Phe Ser Asp Leu Gly Ser Ala

165 170 175

Pro Pro Ala Gly Ser Val Ser Cys

180

<210>101

<400> 101

000

<210> 102
<211>76
<212>DNA

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

oligonucledtidos sintéticos



<400> 102

gttttagtac tctggaaaca gaatctacta aaacaaggca aaatgccgtg tttatctcgt

caacttgttg gcgaga 76

<210> 103
<211> 1052
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcién de secuencia artificial:

Polipéptido sintético

<400> 103
Lys Arg Asn Tyr lle Leu Gly Leu Ala lle Gly Ile Thr Ser Val Gly

1 5 10 15

Tyr Gly lle lle Asp Tyr Glu Thr Arg Asp Val lle Asp Ala Gly Val

20 25 30

Arg Leu Phe Lys Glu Ala Asn Val Glu Asn Asn Glu Gly Arg Arg Ser

35 40 45

Lys Arg Gly Ala Arg Arg Leu Lys Arg Arg Arg Arg His Arg lle GIn

50 55 60

60



Arg Val Lys Lys Leu Leu Phe Asp Tyr Asn Leu Leu Thr Asp His Ser

65 70 75 80

Glu Leu Ser Gly lle Asn Pro Tyr Glu Ala Arg Val Lys Gly Leu Ser

85 90 95

GIn Lys Leu Ser Glu Glu Glu Phe Ser Ala Ala Leu Leu His Leu Ala

100 105 110

Lys Arg Arg Gly Val His Asn Val Asn Glu Val Glu Glu Asp Thr Gly

115 120 125

Asn Glu Leu Ser Thr Lys Glu GIn lle Ser Arg Asn Ser Lys Ala Leu

130 135 140

Glu Glu Lys Tyr Val Ala Glu Leu GIn Leu Glu Arg Leu Lys Lys Asp

145 150 155 160

Gly Glu Val Arg Gly Ser lle Asn Arg Phe Lys Thr Ser Asp Tyr Val

165 170 175

Lys Glu Ala Lys GIn Leu Leu Lys Val GIn Lys Ala Tyr His GIn Leu



180 185 190

Asp GIn Ser Phe lle Asp Thr Tyr lle Asp Leu Leu Glu Thr Arg Arg

195 200 205

Thr Tyr Tyr Glu Gly Pro Gly Glu Gly Ser Pro Phe Gly Trp Lys Asp

210 215 220

Ile Lys Glu Trp Tyr Glu Met Leu Met Gly His Cys Thr Tyr Phe Pro

225 230 235 240

Glu Glu Leu Arg Ser Val Lys Tyr Ala Tyr Asn Ala Asp Leu Tyr Asn

245 250 255

Ala Leu Asn Asp Leu Asn Asn Leu Val lle Thr Arg Asp Glu Asn Glu

260 265 270

Lys Leu Glu Tyr Tyr Glu Lys Phe GIn lle lle Glu Asn Val Phe Lys

275 280 285

GlIn Lys Lys Lys Pro Thr Leu Lys GlIn lle Ala Lys Glu lle Leu Val

290 295 300



Asn Glu Glu Asp lle Lys Gly Tyr Arg Val Thr Ser Thr Gly Lys Pro

305 310 315 320

Glu Phe Thr Asn Leu Lys Val Tyr His Asp lle Lys Asp lle Thr Ala

325 330 335

Arg Lys Glu lle lle Glu Asn Ala Glu Leu Leu Asp GIn lle Ala Lys

340 345 350

Ile Leu Thr lle Tyr GIn Ser Ser Glu Asp lle GIn Glu Glu Leu Thr

355 360 365

Asn Leu Asn Ser Glu Leu Thr GIn Glu Glu lle Glu GIn lle Ser Asn

370 375 380

Leu Lys Gly Tyr Thr Gly Thr His Asn Leu Ser Leu Lys Ala lle Asn

385 390 395 400

Leu lle Leu Asp Glu Leu Trp His Thr Asn Asp Asn GIn lle Ala lle

405 410 415

Phe Asn Arg Leu Lys Leu Val Pro Lys Lys Val Asp Leu Ser GIn GIn

420 425 430



Lys Glu lle Pro Thr Thr Leu Val Asp Asp Phe lle Leu Ser Pro Val

435 440 445

Val Lys Arg Ser Phe lle GIn Ser lle Lys Val lle Asn Ala lle lle

450 455 460

Lys Lys Tyr Gly Leu Pro Asn Asp lle lle lle Glu Leu Ala Arg Glu

465 470 475 480

Lys Asn Ser Lys Asp Ala GIn Lys Met lle Asn Glu Met GIn Lys Arg

485 490 495

Asn Arg GIn Thr Asn Glu Arg lle Glu Glu lle lle Arg Thr Thr Gly

500 505 510

Lys Glu Asn Ala Lys Tyr Leu lle Glu Lys lle Lys Leu His Asp Met

515 520 525

GIn Glu Gly Lys Cys Leu Tyr Ser Leu Glu Ala lle Pro Leu Glu Asp

530 535 540

Leu Leu Asn Asn Pro Phe Asn Tyr Glu Val Asp His lle lle Pro Arg

545 550 555 560



Ser Val Ser Phe Asp Asn Ser Phe Asn Asn Lys Val Leu Val Lys GIn

565 570 575

Glu Glu Ala Ser Lys Lys Gly Asn Arg Thr Pro Phe GIn Tyr Leu Ser

580 585 590

Ser Ser Asp Ser Lys lle Ser Tyr Glu Thr Phe Lys Lys His lle Leu

595 600 605

Asn Leu Ala Lys Gly Lys Gly Arg lle Ser Lys Thr Lys Lys Glu Tyr

610 615 620

Leu Leu Glu Glu Arg Asp lle Asn Arg Phe Ser Val GIn Lys Asp Phe

625 630 635 640

Ile Asn Arg Asn Leu Val Asp Thr Arg Tyr Ala Thr Arg Gly Leu Met

645 650 655

Asn Leu Leu Arg Ser Tyr Phe Arg Val Asn Asn Leu Asp Val Lys Val

660 665 670

Lys Ser lle Asn Gly Gly Phe Thr Ser Phe Leu Arg Arg Lys Trp Lys



675 680 685

Phe Lys Lys Glu Arg Asn Lys Gly Tyr Lys His His Ala Glu Asp Ala

690 695 700

Leu lle lle Ala Asn Ala Asp Phe lle Phe Lys Glu Trp Lys Lys Leu

705 710 715 720

Asp Lys Ala Lys Lys Val Met Glu Asn GIn Met Phe Glu Glu Lys GIn

725 730 735

Ala Glu Ser Met Pro Glu lle Glu Thr Glu GIn Glu Tyr Lys Glu lle

740 745 750

Phe lle Thr Pro His GIn Ile Lys His lle Lys Asp Phe Lys Asp Tyr

755 760 765

Lys Tyr Ser His Arg Val Asp Lys Lys Pro Asn Arg Glu Leu lle Asn

770 775 780

Asp Thr Leu Tyr Ser Thr Arg Lys Asp Asp Lys Gly Asn Thr Leu lle

785 790 795 800



Val Asn Asn Leu Asn Gly Leu Tyr Asp Lys Asp Asn Asp Lys Leu Lys

805 810 815

Lys Leu lle Asn Lys Ser Pro Glu Lys Leu Leu Met Tyr His His Asp

820 825 830

Pro GIn Thr Tyr GIn Lys Leu Lys Leu lle Met Glu GIn Tyr Gly Asp

835 840 845

Glu Lys Asn Pro Leu Tyr Lys Tyr Tyr Glu Glu Thr Gly Asn Tyr Leu

850 855 860

Thr Lys Tyr Ser Lys Lys Asp Asn Gly Pro Val lle Lys Lys lle Lys

865 870 875 880

Tyr Tyr Gly Asn Lys Leu Asn Ala His Leu Asp lle Thr Asp Asp Tyr

885 890 895

Pro Asn Ser Arg Asn Lys Val Val Lys Leu Ser Leu Lys Pro Tyr Arg

900 905 910

Phe Asp Val Tyr Leu Asp Asn Gly Val Tyr Lys Phe Val Thr Val Lys

915 920 925



Asn Leu Asp Val lle Lys Lys Glu Asn Tyr Tyr Glu Val Asn Ser Lys

930 935 940

Cys Tyr Glu Glu Ala Lys Lys Leu Lys Lys lle Ser Asn GIn Ala Glu

945 950 955 960

Phe Ile Ala Ser Phe Tyr Asn Asn Asp Leu lle Lys lle Asn Gly Glu

965 970 975

Leu Tyr Arg Val lle Gly Val Asn Asn Asp Leu Leu Asn Arg lle Glu

980 985 990

Val Asn Met lle Asp lle Thr Tyr Arg Glu Tyr Leu Glu Asn Met Asn

995 1000 1005

Asp Lys Arg Pro Pro Arg lle lle Lys Thr lle Ala Ser Lys Thr

1010 1015 1020

Gln Ser lle Lys Lys Tyr Ser Thr Asp lle Leu Gly Asn Leu Tyr

1025 1030 1035

Glu Val Lys Ser Lys Lys His Pro GIn lle lle Lys Lys Gly

1040 1045 1050



<210> 104
<211> 1148
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 104
Met Ala Pro Lys Lys Lys Arg Lys Val Gly lle His Gly Val Pro Ala

1 5 10 15

Ala Lys Arg Asn Tyr lle Leu Gly Leu Ala lle Gly lle Thr Ser Val

20 25 30

Gly Tyr Gly lle lle Asp Tyr Glu Thr Arg Asp Val lle Asp Ala Gly

35 40 45

Val Arg Leu Phe Lys Glu Ala Asn Val Glu Asn Asn Glu Gly Arg Arg

50 55 60

Ser Lys Arg Gly Ala Arg Arg Leu Lys Arg Arg Arg Arg His Arg lle

65 70 75 80



GIn Arg Val Lys Lys Leu Leu Phe Asp Tyr Asn Leu Leu Thr Asp His

85 90 95

Ser Glu Leu Ser Gly lle Asn Pro Tyr Glu Ala Arg Val Lys Gly Leu

100 105 110

Ser GIn Lys Leu Ser Glu Glu Glu Phe Ser Ala Ala Leu Leu His Leu

115 120 125

Ala Lys Arg Arg Gly Val His Asn Val Asn Glu Val Glu Glu Asp Thr

130 135 140

Gly Asn Glu Leu Ser Thr Lys Glu GIn Ile Ser Arg Asn Ser Lys Ala

145 150 155 160

Leu Glu Glu Lys Tyr Val Ala Glu Leu GIn Leu Glu Arg Leu Lys Lys

165 170 175

Asp Gly Glu Val Arg Gly Ser lle Asn Arg Phe Lys Thr Ser Asp Tyr

180 185 190

Val Lys Glu Ala Lys GIn Leu Leu Lys Val GIn Lys Ala Tyr His GIn

195 200 205



Leu Asp GIn Ser Phe lle Asp Thr Tyr lle Asp Leu Leu Glu Thr Arg

210 215 220

Arg Thr Tyr Tyr Glu Gly Pro Gly Glu Gly Ser Pro Phe Gly Trp Lys

225 230 235 240

Asp lle Lys Glu Trp Tyr Glu Met Leu Met Gly His Cys Thr Tyr Phe

245 250 255

Pro Glu Glu Leu Arg Ser Val Lys Tyr Ala Tyr Asn Ala Asp Leu Tyr

260 265 270

Asn Ala Leu Asn Asp Leu Asn Asn Leu Val lle Thr Arg Asp Glu Asn

275 280 285

Glu Lys Leu Glu Tyr Tyr Glu Lys Phe GlIn lle lle Glu Asn Val Phe

290 295 300

Lys GIn Lys Lys Lys Pro Thr Leu Lys Gin lle Ala Lys Glu lle Leu

305 310 315 320

Val Asn Glu Glu Asp lle Lys Gly Tyr Arg Val Thr Ser Thr Gly Lys



325 330 335

Pro Glu Phe Thr Asn Leu Lys Val Tyr His Asp lle Lys Asp lle Thr

340 345 350

Ala Arg Lys Glu lle lle Glu Asn Ala Glu Leu Leu Asp Gin lle Ala

355 360 365

Lys lle Leu Thr lle Tyr GIn Ser Ser Glu Asp lle GIn Glu Glu Leu

370 375 380

Thr Asn Leu Asn Ser Glu Leu Thr GIn Glu Glu lle Glu GIn lle Ser

385 390 395 400

Asn Leu Lys Gly Tyr Thr Gly Thr His Asn Leu Ser Leu Lys Ala lle

405 410 415

Asn Leu lle Leu Asp Glu Leu Trp His Thr Asn Asp Asn GIn lle Ala

420 425 430

Ile Phe Asn Arg Leu Lys Leu Val Pro Lys Lys Val Asp Leu Ser GIn

435 440 445



GIn Lys Glu lle Pro Thr Thr Leu Val Asp Asp Phe lle Leu Ser Pro

450 455 460

Val Val Lys Arg Ser Phe lle GIn Ser lle Lys Val lle Asn Ala lle

465 470 475 480

Ile Lys Lys Tyr Gly Leu Pro Asn Asp lle lle lle Glu Leu Ala Arg

485 490 495

Glu Lys Asn Ser Lys Asp Ala GIn Lys Met lle Asn Glu Met GIn Lys

500 505 510

Arg Asn Arg GIn Thr Asn Glu Arg lle Glu Glu lle lle Arg Thr Thr

515 520 525

Gly Lys Glu Asn Ala Lys Tyr Leu lle Glu Lys lle Lys Leu His Asp

530 535 540

Met GIn Glu Gly Lys Cys Leu Tyr Ser Leu Glu Ala lle Pro Leu Glu

545 550 555 560

Asp Leu Leu Asn Asn Pro Phe Asn Tyr Glu Val Asp His lle lle Pro

565 570 575



Arg Ser Val Ser Phe Asp Asn Ser Phe Asn Asn Lys Val Leu Val Lys

580 585 590

GlIn Glu Glu Ala Ser Lys Lys Gly Asn Arg Thr Pro Phe GIn Tyr Leu

595 600 605

Ser Ser Ser Asp Ser Lys lle Ser Tyr Glu Thr Phe Lys Lys His lle

610 615 620

Leu Asn Leu Ala Lys Gly Lys Gly Arg lle Ser Lys Thr Lys Lys Glu

625 630 635 640

Tyr Leu Leu Glu Glu Arg Asp lle Asn Arg Phe Ser Val GIn Lys Asp

645 650 655

Phe lle Asn Arg Asn Leu Val Asp Thr Arg Tyr Ala Thr Arg Gly Leu

660 665 670

Met Asn Leu Leu Arg Ser Tyr Phe Arg Val Asn Asn Leu Asp Val Lys

675 680 685

Val Lys Ser lle Asn Gly Gly Phe Thr Ser Phe Leu Arg Arg Lys Trp

690 695 700



Lys Phe Lys Lys Glu Arg Asn Lys Gly Tyr Lys His His Ala Glu Asp

705 710 715 720

Ala Leu lle lle Ala Asn Ala Asp Phe lle Phe Lys Glu Trp Lys Lys

725 730 735

Leu Asp Lys Ala Lys Lys Val Met Glu Asn GIn Met Phe Glu Glu Lys

740 745 750

GlIn Ala Glu Ser Met Pro Glu lle Glu Thr Glu GIn Glu Tyr Lys Glu

755 760 765

Ile Phe lle Thr Pro His GlIn lle Lys His lle Lys Asp Phe Lys Asp

770 775 780

Tyr Lys Tyr Ser His Arg Val Asp Lys Lys Pro Asn Arg Glu Leu lle

785 790 795 800

Asn Asp Thr Leu Tyr Ser Thr Arg Lys Asp Asp Lys Gly Asn Thr Leu

805 810 815

Ile Val Asn Asn Leu Asn Gly Leu Tyr Asp Lys Asp Asn Asp Lys Leu



820 825 830

Lys Lys Leu lle Asn Lys Ser Pro Glu Lys Leu Leu Met Tyr His His

835 840 845

Asp Pro GIn Thr Tyr Gin Lys Leu Lys Leu lle Met Glu GIn Tyr Gly

850 855 860

Asp Glu Lys Asn Pro Leu Tyr Lys Tyr Tyr Glu Glu Thr Gly Asn Tyr

865 870 875 880

Leu Thr Lys Tyr Ser Lys Lys Asp Asn Gly Pro Val lle Lys Lys lle

885 890 895

Lys Tyr Tyr Gly Asn Lys Leu Asn Ala His Leu Asp lle Thr Asp Asp

900 905 910

Tyr Pro Asn Ser Arg Asn Lys Val Val Lys Leu Ser Leu Lys Pro Tyr

915 920 925

Arg Phe Asp Val Tyr Leu Asp Asn Gly Val Tyr Lys Phe Val Thr Val

930 935 940



Lys Asn Leu Asp Val lle Lys Lys Glu Asn Tyr Tyr Glu Val Asn Ser

945 950 955 960

Lys Cys Tyr Glu Glu Ala Lys Lys Leu Lys Lys lle Ser Asn GIn Ala

965 970 975

Glu Phe lle Ala Ser Phe Tyr Asn Asn Asp Leu lle Lys lle Asn Gly

980 985 990

Glu Leu Tyr Arg Val lle Gly Val Asn Asn Asp Leu Leu Asn Arg lle

995 1000 1005

Glu Val Asn Met lle Asp lle Thr Tyr Arg Glu Tyr Leu Glu Asn

1010 1015 1020

Met Asn Asp Lys Arg Pro Pro Arglle lle Lys Thr lle Ala Ser

1025 1030 1035

Lys Thr Gln Ser lle Lys Lys Tyr Ser Thr Asp lle Leu Gly Asn

1040 1045 1050

Leu Tyr Glu Val Lys Ser Lys Lys His Pro GIn lle lle Lys Lys

1055 1060 1065



Gly Lys Arg Pro Ala Ala Thr Lys Lys Ala Gly GIn Ala Lys Lys

1070 1075 1080

Lys Lys Gly Ser Tyr Pro Tyr Asp Val Pro Asp Tyr Ala Leu Glu

1085 1090 1095

Asp Ala Leu Asp Asp Phe Asp Leu Asp Met Leu Gly Ser Asp Ala

1100 1105 1110

Leu Asp Asp Phe Asp Leu Asp Met Leu Gly Ser Asp Ala Leu Asp

1115 1120 1125

Asp Phe Asp Leu Asp Met Leu Gly Ser Asp Ala Leu Asp Asp Phe

1130 1135 1140

Asp Leu Asp Met Leu

1145

<210> 105
<211>21
<212>DNA

<213> Secuencia Artificial

<220>



<223> Descripcion de secuencia artificial:

oligonucledtidos sintéticos

<400> 105

tgacctagac agccttacat a 21

<210> 106
<211>21
<212>DNA

<213> Homo sapiens

<400> 106

taaggctgtc taggtcaagt g 21

<210> 107
<211>21
<212>DNA

<213> Homo sapiens

<400> 107

aaggctgtct aggtcaagtg t 21

<210>108
<211>21
<212>DNA

<213> Homo sapiens

<400> 108



gatgaagccg agaggatact g

<210> 109
<211>21
<212>DNA

<213> Homo sapiens

<400> 109

gctgatttgt attaggtacc a

<210> 110
<211>21
<212> DNA

<213> Secuencia Artificial

<220>

<223> Descripcion de secuencia artificial:

oligonucledtidos sintéticos

<400> 110

cttcgttatg taaggctgtc t

<210>111
<211>21
<212>DNA

<213> Secuencia Artificial

<220>

21

21

21



<223> Descripcion de secuencia artificial:

oligonucledtidos sintéticos

<400> 111

caagtgtagg agacacactg c 21

<210> 112
<211> 1052
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcién de secuencia artificial:

Polipéptido sintético

<400> 112
Lys Arg Asn Tyr lle Leu Gly Leu Ala lle Gly lle Thr Ser Val Gly

1 5 10 15

Tyr Gly lle lle Asp Tyr Glu Thr Arg Asp Val lle Asp Ala Gly Val

20 25 30

Arg Leu Phe Lys Glu Ala Asn Val Glu Asn Asn Glu Gly Arg Arg Ser

35 40 45

Lys Arg Gly Ala Arg Arg Leu Lys Arg Arg Arg Arg His Arg lle GIn

50 55 60



Arg Val Lys Lys Leu Leu Phe Asp Tyr Asn Leu Leu Thr Asp His Ser

65 70 75 80

Glu Leu Ser Gly lle Asn Pro Tyr Glu Ala Arg Val Lys Gly Leu Ser

85 90 95

GIn Lys Leu Ser Glu Glu Glu Phe Ser Ala Ala Leu Leu His Leu Ala

100 105 110

Lys Arg Arg Gly Val His Asn Val Asn Glu Val Glu Glu Asp Thr Gly

115 120 125

Asn Glu Leu Ser Thr Lys Glu GIn lle Ser Arg Asn Ser Lys Ala Leu

130 135 140

Glu Glu Lys Tyr Val Ala Glu Leu GIn Leu Glu Arg Leu Lys Lys Asp

145 150 155 160

Gly Glu Val Arg Gly Ser lle Asn Arg Phe Lys Thr Ser Asp Tyr Val

165 170 175

Lys Glu Ala Lys GIn Leu Leu Lys Val GIn Lys Ala Tyr His GIn Leu



180 185 190

Asp GlIn Ser Phe lle Asp Thr Tyr lle Asp Leu Leu Glu Thr Arg Arg

195 200 205

Thr Tyr Tyr Glu Gly Pro Gly Glu Gly Ser Pro Phe Gly Trp Lys Asp

210 215 220

Ile Lys Glu Trp Tyr Glu Met Leu Met Gly His Cys Thr Tyr Phe Pro

225 230 235 240

Glu Glu Leu Arg Ser Val Lys Tyr Ala Tyr Asn Ala Asp Leu Tyr Asn

245 250 255

Ala Leu Asn Asp Leu Asn Asn Leu Val lle Thr Arg Asp Glu Asn Glu

260 265 270

Lys Leu Glu Tyr Tyr Glu Lys Phe GIn lle lle Glu Asn Val Phe Lys

275 280 285

GlIn Lys Lys Lys Pro Thr Leu Lys GlIn lle Ala Lys Glu lle Leu Val

290 295 300



Asn Glu Glu Asp lle Lys Gly Tyr Arg Val Thr Ser Thr Gly Lys Pro

305 310 315 320

Glu Phe Thr Asn Leu Lys Val Tyr His Asp lle Lys Asp lle Thr Ala

325 330 335

Arg Lys Glu lle lle Glu Asn Ala Glu Leu Leu Asp GIn lle Ala Lys

340 345 350

Ile Leu Thr lle Tyr GIn Ser Ser Glu Asp lle GIn Glu Glu Leu Thr

355 360 365

Asn Leu Asn Ser Glu Leu Thr GIn Glu Glu lle Glu GIn lle Ser Asn

370 375 380

Leu Lys Gly Tyr Thr Gly Thr His Asn Leu Ser Leu Lys Ala lle Asn

385 390 395 400

Leu lle Leu Asp Glu Leu Trp His Thr Asn Asp Asn GIn lle Ala lle

405 410 415

Phe Asn Arg Leu Lys Leu Val Pro Lys Lys Val Asp Leu Ser GIn GIn

420 425 430



Lys Glu lle Pro Thr Thr Leu Val Asp Asp Phe lle Leu Ser Pro Val

435 440 445

Val Lys Arg Ser Phe lle GIn Ser lle Lys Val lle Asn Ala lle lle

450 455 460

Lys Lys Tyr Gly Leu Pro Asn Asp lle lle lle Glu Leu Ala Arg Glu

465 470 475 480

Lys Asn Ser Lys Asp Ala GIn Lys Met lle Asn Glu Met GIn Lys Arg

485 490 495

Asn Arg GIn Thr Asn Glu Arg lle Glu Glu lle lle Arg Thr Thr Gly

500 505 510

Lys Glu Asn Ala Lys Tyr Leu lle Glu Lys lle Lys Leu His Asp Met

515 520 525

GIn Glu Gly Lys Cys Leu Tyr Ser Leu Glu Ala lle Pro Leu Glu Asp

530 535 540

Leu Leu Asn Asn Pro Phe Asn Tyr Glu Val Asp His lle lle Pro Arg

545 550 555 560



Ser Val Ser Phe Asp Asn Ser Phe Asn Asn Lys Val Leu Val Lys GIn

565 570 575

Glu Glu Ala Ser Lys Lys Gly Asn Arg Thr Pro Phe GIn Tyr Leu Ser

580 585 590

Ser Ser Asp Ser Lys lle Ser Tyr Glu Thr Phe Lys Lys His lle Leu

595 600 605

Asn Leu Ala Lys Gly Lys Gly Arg lle Ser Lys Thr Lys Lys Glu Tyr

610 615 620

Leu Leu Glu Glu Arg Asp lle Asn Arg Phe Ser Val GIn Lys Asp Phe

625 630 635 640

Ile Asn Arg Asn Leu Val Asp Thr Arg Tyr Ala Thr Arg Gly Leu Met

645 650 655

Asn Leu Leu Arg Ser Tyr Phe Arg Val Asn Asn Leu Asp Val Lys Val

660 665 670

Lys Ser lle Asn Gly Gly Phe Thr Ser Phe Leu Arg Arg Lys Trp Lys



675 680 685

Phe Lys Lys Glu Arg Asn Lys Gly Tyr Lys His His Ala Glu Asp Ala

690 695 700

Leu lle lle Ala Asn Ala Asp Phe lle Phe Lys Glu Trp Lys Lys Leu

705 710 715 720

Asp Lys Ala Lys Lys Val Met Glu Asn GIn Met Phe Glu Glu Lys GIn

725 730 735

Ala Glu Ser Met Pro Glu lle Glu Thr Glu GIn Glu Tyr Lys Glu lle

740 745 750

Phe lle Thr Pro His GIn Ile Lys His lle Lys Asp Phe Lys Asp Tyr

755 760 765

Lys Tyr Ser His Arg Val Asp Lys Lys Pro Asn Arg Glu Leu lle Asn

770 775 780

Asp Thr Leu Tyr Ser Thr Arg Lys Asp Asp Lys Gly Asn Thr Leu lle

785 790 795 800



Val Asn Asn Leu Asn Gly Leu Tyr Asp Lys Asp Asn Asp Lys Leu Lys

805 810 815

Lys Leu lle Asn Lys Ser Pro Glu Lys Leu Leu Met Tyr His His Asp

820 825 830

Pro GIn Thr Tyr GIn Lys Leu Lys Leu lle Met Glu GIn Tyr Gly Asp

835 840 845

Glu Lys Asn Pro Leu Tyr Lys Tyr Tyr Glu Glu Thr Gly Asn Tyr Leu

850 855 860

Thr Lys Tyr Ser Lys Lys Asp Asn Gly Pro Val lle Lys Lys lle Lys

865 870 875 880

Tyr Tyr Gly Asn Lys Leu Asn Ala His Leu Asp lle Thr Asp Asp Tyr

885 890 895

Pro Asn Ser Arg Asn Lys Val Val Lys Leu Ser Leu Lys Pro Tyr Arg

900 905 910

Phe Asp Val Tyr Leu Asp Asn Gly Val Tyr Lys Phe Val Thr Val Lys

915 920 925



Asn Leu Asp Val lle Lys Lys Glu Asn Tyr Tyr Glu Val Asn Ser Lys

930 935 940

Cys Tyr Glu Glu Ala Lys Lys Leu Lys Lys lle Ser Asn GIn Ala Glu

945 950 955 960

Phe Ile Ala Ser Phe Tyr Asn Asn Asp Leu lle Lys lle Asn Gly Glu

965 970 975

Leu Tyr Arg Val lle Gly Val Asn Asn Asp Leu Leu Asn Arg lle Glu

980 985 990

Val Asn Met lle Asp lle Thr Tyr Arg Glu Tyr Leu Glu Asn Met Asn

995 1000 1005

Asp Lys Arg Pro Pro Arg lle lle Lys Thr lle Ala Ser Lys Thr

1010 1015 1020

Gln Ser lle Lys Lys Tyr Ser Thr Asp lle Leu Gly Asn Leu Tyr

1025 1030 1035

Glu Val Lys Ser Lys Lys His Pro GIn lle lle Lys Lys Gly

1040 1045 1050



<210>113
<211>21
<212> DNA

<213>Homo sapiens

<400> 113

catgatccct agaaatgggg t 21

<210> 114
<211>523
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcidn de secuencia artificial:

Polipéptido sintético

<400> 114
Asp Ala Leu Asp Asp Phe Asp Leu Asp Met Leu Gly Ser Asp Ala Leu

1 5 10 15

Asp Asp Phe Asp Leu Asp Met Leu Gly Ser Asp Ala Leu Asp Asp Phe

20 25 30

Asp Leu Asp Met Leu Gly Ser Asp Ala Leu Asp Asp Phe Asp Leu Asp

35 40 45



Met Leu lle Asn Ser Arg Ser Ser Gly Ser Pro Lys Lys Lys Arg Lys

50 55 60

Val Gly Ser GIn Tyr Leu Pro Asp Thr Asp Asp Arg His Arg lle Glu

65 70 75 80

Glu Lys Arg Lys Arg Thr Tyr Glu Thr Phe Lys Ser lle Met Lys Lys

85 90 95

Ser Pro Phe Ser Gly Pro Thr Asp Pro Arg Pro Pro Pro Arg Arg lle

100 105 110

Ala Val Pro Ser Arg Ser Ser Ala Ser Val Pro Lys Pro Ala Pro GIn

115 120 125

Pro Tyr Pro Phe Thr Ser Ser Leu Ser Thr Ile Asn Tyr Asp Glu Phe

130 135 140

Pro Thr Met Val Phe Pro Ser Gly GIn lle Ser GlIn Ala Ser Ala Leu

145 150 155 160

Ala Pro Ala Pro Pro GIn Val Leu Pro GIn Ala Pro Ala Pro Ala Pro



165 170 175

Ala Pro Ala Met Val Ser Ala Leu Ala GIn Ala Pro Ala Pro Val Pro

180 185 190

Val Leu Ala Pro Gly Pro Pro Gin Ala Val Ala Pro Pro Ala Pro Lys

195 200 205

Pro Thr GIn Ala Gly Glu Gly Thr Leu Ser Glu Ala Leu Leu GIn Leu

210 215 220

GIn Phe Asp Asp Glu Asp Leu Gly Ala Leu Leu Gly Asn Ser Thr Asp

225 230 235 240

Pro Ala Val Phe Thr Asp Leu Ala Ser Val Asp Asn Ser Glu Phe GIn

245 250 255

GIn Leu Leu Asn GIn Gly lle Pro Val Ala Pro His Thr Thr Glu Pro

260 265 270

Met Leu Met Glu Tyr Pro Glu Ala lle Thr Arg Leu Val Thr Gly Ala

275 280 285



GlIn Arg Pro Pro Asp Pro Ala Pro Ala Pro Leu Gly Ala Pro Gly Leu

290 295 300

Pro Asn Gly Leu Leu Ser Gly Asp Glu Asp Phe Ser Ser lle Ala Asp

305 310 315 320

Met Asp Phe Ser Ala Leu Leu Gly Ser Gly Ser Gly Ser Arg Asp Ser

325 330 335

Arg Glu Gly Met Phe Leu Pro Lys Pro Glu Ala Gly Ser Ala lle Ser

340 345 350

Asp Val Phe Glu Gly Arg Glu Val Cys GIn Pro Lys Arg lle Arg Pro

355 360 365

Phe His Pro Pro Gly Ser Pro Trp Ala Asn Arg Pro Leu Pro Ala Ser

370 375 380

Leu Ala Pro Thr Pro Thr Gly Pro Val His Glu Pro Val Gly Ser Leu

385 390 395 400

Thr Pro Ala Pro Val Pro GIn Pro Leu Asp Pro Ala Pro Ala Val Thr

405 410 415



Pro Glu Ala Ser His Leu Leu Glu Asp Pro Asp Glu Glu Thr Ser GIn

420 425 430

Ala Val Lys Ala Leu Arg Glu Met Ala Asp Thr Val lle Pro Gin Lys

435 440 445

Glu Glu Ala Ala lle Cys Gly GIn Met Asp Leu Ser His Pro Pro Pro

450 455 460

Arg Gly His Leu Asp Glu Leu Thr Thr Thr Leu Glu Ser Met Thr Glu

465 470 475 480

Asp Leu Asn Leu Asp Ser Pro Leu Thr Pro Glu Leu Asn Glu lle Leu

485 490 495

Asp Thr Phe Leu Asn Asp Glu Cys Leu Leu His Ala Met His lle Ser

500 505 510

Thr Gly Leu Ser lle Phe Asp Thr Ser Leu Phe

515 520

<210> 115

<211>7



<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

péptido

<400> 115
Arg Ser Asp Asn Leu Val Arg

1 5

<210> 116
<211>7
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

péptido

<400> 116
Arg Glu Asp Asn Leu His Thr

1 5

<210> 117
<211>7
<212> PRT

<213> Secuencia Artificial



<220>
<223> Descripcion de secuencia artificial:

péptido

<400> 117
Arg Ser Asp Glu Leu Val Arg

1 5

<210>118
<211>7
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

péptido

<400> 118
GlIn Ser Gly Asn Leu Thr Glu

1 5

<210> 119
<211>7
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

péptido



<400> 119
Thr Ser Gly His Leu Val Arg

1 5

<210> 120
<211>7
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcién de secuencia artificial:

péptido sintético

<400> 120
GIn Asn Ser Thr Leu Thr Glu

1 5

<210>121
<211>7
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

péptido sintético

<400> 121

Asp Pro Gly Ala Leu Val Arg



<210> 122
<211>7
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcién de secuencia artificial:

péptido sintético

<400> 122
His Arg Thr Thr Leu Thr Asn

1 5

<210> 123
<211>7
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcidn de secuencia artificial:

péptido sintético

<400> 123
GlIn Ser Gly Asp Leu Arg Arg

1 5



<210> 124
<211>7
<212>PRT

<213> Secuencia Artificial

<220>
<223> Descripcidn de secuencia artificial:

péptido sintético

<400> 124
Thr Ser His Ser Leu Thr Glu

1 5

<210> 125
<211>7
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcidn de secuencia artificial:

péptido sintético

<400> 125
Thr His Leu Asp Leu lle Arg

1 5

<210> 126
<211>7

<212> PRT



<213> Secuencia Artificial

<220>
<223> Descripcidn de secuencia artificial:

péptido sintético

<400> 126
GlIn Ser Ser Ser Leu Val Arg

1 5

<210> 127
<211>7
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcidn de secuencia artificial:

péptido sintético

<400> 127
Thr Ser Gly Asn Leu Val Arg

1 5

<210> 128
<211>7
<212> PRT

<213> Secuencia Artificial

<220>



<223> Descripcion de secuencia artificial:

péptido sintético

<400> 128
Arg Arg Asp Glu Leu Asn Val

1 5

<210> 129
<211>7
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

péptido sintético

<400> 129
Arg Ser Asp Asp Leu Val Arg

1 5

<210> 130
<211>7
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

péptido sintético



<400> 130
Arg Ser Asp His Leu Thr Asn

1 5

<210>131
<211>176
<212>PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 131
Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

1 5 10 15

Phe Ser Arg Ser Asp Asn Leu Val Arg His GIn Arg Thr His Thr Gly

20 25 30

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Glu

35 40 45

Asp Asn Leu His Thr His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr

50 55 60



Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Ser Asp Glu Leu Val

65 70 75 80

Arg His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu

85 90 95

Cys Gly Lys Ser Phe Ser GIn Ser Gly Asn Leu Thr Glu His GIn Arg

100 105 110

Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

115 120 125

Phe Ser Thr Ser Gly His Leu Val Arg His Gln Arg Thr His Thr Gly

130 135 140

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser GIn Asn

145 150 155 160

Ser Thr Leu Thr Glu His GIn Arg Thr His Thr Gly Lys Lys Thr Ser

165 170 175

<210> 132
<211>176

<212> PRT



<213> Secuencia Artificial

<220>
<223> Descripcidn de secuencia artificial:

Polipéptido sintético

<400> 132
Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

1 5 10 15

Phe Ser Arg Ser Asp Asn Leu Val Arg His GIn Arg Thr His Thr Gly

20 25 30

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser His Arg

35 40 45

Thr Thr Leu Thr Asn His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr

50 55 60

Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Glu Asp Asn Leu His

65 70 75 80

Thr His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu

85 90 95



Cys Gly Lys Ser Phe Ser Thr Ser His Ser Leu Thr Glu His GIn Arg

100 105 110

Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

115 120 125

Phe Ser GIn Ser Ser Ser Leu Val Arg His GIn Arg Thr His Thr Gly

130 135 140

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Glu

145 150 155 160

Asp Asn Leu His Thr His GIn Arg Thr His Thr Gly Lys Lys Thr Ser

165 170 175

<210> 133
<211>176
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 133

Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser



Phe Ser Asp Pro Gly Ala Leu Val Arg His GIn Arg Thr His Thr Gly

20 25 30

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Ser

35 40 45

Asp Asn Leu Val Arg His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr

50 55 60

Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser GIn Ser Gly Asp Leu Arg

65 70 75 80

Arg His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu

85 90 95

Cys Gly Lys Ser Phe Ser Thr His Leu Asp Leu lle Arg His GIn Arg

100 105 110

Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

115 120 125



Phe Ser Thr Ser Gly Asn Leu Val Arg His GIn Arg Thr His Thr Gly

130 135 140

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Ser

145 150 155 160

Asp Asn Leu Val Arg His GIn Arg Thr His Thr Gly Lys Lys Thr Ser

165 170 175

<210> 134
<211> 260
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 134

Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

1 5 10 15

Phe Ser Arg Arg Asp Glu Leu Asn Val His GIn Arg Thr His Thr Gly

20 25 30

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Ser



35 40 45

Asp His Leu Thr Asn His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr

50 55 60

Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Ser Asp Asp Leu Val

65 70 75 80

Arg His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu

85 90 95

Cys Gly Lys Ser Phe Ser Arg Ser Asp Asn Leu Val Arg His GIn Arg

100 105 110

Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

115 120 125

Phe Ser His Arg Thr Thr Leu Thr Asn His GIn Arg Thr His Thr Gly

130 135 140

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Glu

145 150 155 160



Asp Asn Leu His Thr His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr

165 170 175

Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Thr Ser His Ser Leu Thr

180 185 190

Glu His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu

195 200 205

Cys Gly Lys Ser Phe Ser GIn Ser Ser Ser Leu Val Arg His GIn Arg

210 215 220

Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

225 230 235 240

Phe Ser Arg Glu Asp Asn Leu His Thr His GIn Arg Thr His Thr Gly

245 250 255

Lys Lys Thr Ser
260

<210> 135
<211>292

<212> PRT



<213> Secuencia Artificial

<220>
<223> Descripcidn de secuencia artificial:

Polipéptido sintético

<220>
<221> MOD_RES
<222>(8)..(57)

<223> Cualquier amino acido

<220>
<221> MISC_FEATURE
<222>(8)..(57)

<223> Esta region puede abarcar 1-50 residuos

<220>
<221> MOD_RES
<222>(65)..(114)

<223> Cualquier amino acido

<220>
<221> MISC_FEATURE
<222>(65)..(114)

<223> Esta region puede abarcar 1-50 residuos

<220>
<221> MOD_RES
<222>(122)..(171)

<223> Cualquier amino acido



<220>
<221> MISC_FEATURE
<222>(122)..(171)

<223> Esta regidn puede abarcar 1-50 residuos

<220>
<221> MOD_RES
<222>(179)..(228)

<223> Cualquier amino acido

<220>
<221> MISC_FEATURE
<222>(179)..(228)

<223> Esta region puede abarcar 1-50 residuos

<220>
<221> MOD_RES
<222>(236)..(285)

<223> Cualquier amino acido

<220>
<221> MISC_FEATURE
<222>(236)..(285)

<223> Esta region puede abarcar 1-50 residuos

<400> 135
Arg Ser Asp Asn Leu Val Arg Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

1 5 10 15



Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

20 25 30

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

35 40 45

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Arg Glu Asp Asn Leu His Thr

50 55 60

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

65 70 75 80

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

85 90 95

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

100 105 110

Xaa Xaa Arg Ser Asp Glu Leu Val Arg Xaa Xaa Xaa Xaa Xaa Xaa Xaa

115 120 125

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

130 135 140



Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

145 150 155 160

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa GlIn Ser Gly Asn Leu

165 170 175

Thr Glu Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

180 185 190

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

195 200 205

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

210 215 220

Xaa Xaa Xaa Xaa Thr Ser Gly His Leu Val Arg Xaa Xaa Xaa Xaa Xaa

225 230 235 240

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

245 250 255

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

260 265 270



Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa GIn Asn Ser

275 280 285

Thr Leu Thr Glu

290

<210> 136
<211>18
<212>DNA

<213> Homo sapiens

<400> 136

gaggatactg cagaggtc 18

<210> 137

<400> 137

000

<210> 138

<400> 138

000



<210> 139

<400> 139

000

<210> 140

<400> 140

000

<210> 141
<211>7
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

péptido sintético

<400> 141
Arg Asn Asp Thr Leu Thr Glu

1 5

<210> 142
<211>7
<212> PRT

<213> Secuencia Artificial



<220>
<223> Descripcion de secuencia artificial:

péptido sintético

<400> 142
Arg Ser Asp Asn Leu Val Arg

1 5

<210> 143
<211>7
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

péptido sintético

<400> 143
Arg Ser Asp His Leu Thr Thr

1 5

<210> 144
<211>7
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

péptido sintético



<400> 144
Ser Pro Ala Asp Leu Thr Arg

1 5

<210> 145
<211>7
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcién de secuencia artificial:

péptido sintético

<400> 145
Thr Ser His Ser Leu Thr Glu

1 5

<210> 146
<211>7
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

péptido sintético

<400> 146

GlIn Ser Gly Asp Leu Arg Arg



<210> 147
<211>7
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcién de secuencia artificial:

péptido sintético

<400> 147
Asp Pro Gly Ala Leu Val Arg

1 5

<210> 148
<211>7
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcidn de secuencia artificial:

péptido sintético

<400> 148
Asp Pro Gly His Leu Val Arg

1 5



<210> 149
<211>7
<212>PRT

<213> Secuencia Artificial

<220>
<223> Descripcidn de secuencia artificial:

péptido sintético

<400> 149
Arg Ser Asp Glu Leu Val Arg

1 5

<210> 150
<211>7
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcidn de secuencia artificial:

péptido sintético

<400> 150
Asp Ser Gly Asn Leu Arg Val

1 5

<210> 151
<211>7

<212> PRT



<213> Secuencia Artificial

<220>
<223> Descripcidn de secuencia artificial:

péptido sintético

<400> 151
His Lys Asn Ala Leu GIn Asn

1 5

<210> 152
<211>7
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcidn de secuencia artificial:

péptido sintético

<400> 152
Thr Ser Gly Glu Leu Val Arg

1 5

<210> 153
<211>7
<212> PRT

<213> Secuencia Artificial

<220>



<223> Descripcion de secuencia artificial:

péptido sintético

<400> 153
Arg Ser Asp Lys Leu Val Arg

1 5

<210> 154
<211>7
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

péptido sintético

<400> 154
GIn Leu Ala His Leu Arg Ala

1 5

<210> 155
<211>7
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

péptido sintético



<400> 155
Glu Arg Ser His Leu Arg Glu

1 5

<210> 156
<211>7
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

péptido sintético

<400> 156
Thr Thr Gly Asn Leu Thr Val

1 5

<210> 157
<211>7
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

péptido sintético

<400> 157
GIn Arg Ala Asn Leu Arg Ala

1 5



<210> 158
<211>7
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

péptido sintético

<400> 158
Ser Lys Lys Ala Leu Thr Glu

1 5

<210> 159
<211>7
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

péptido sintético

<400> 159

Arg Glu Asp Asn Leu His Thr

1 5

<210> 160



<211>7
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

péptido sintético

<400> 160
Thr Lys Asn Ser Leu Thr Glu

1 5

<210> 161
<211>7
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcidn de secuencia artificial:

péptido

<400> 161
Arg Lys Asp Asn Leu Lys Asn

1 5

<210> 162
<211>7
<212> PRT

<213> Secuencia Artificial



<220>
<223> Descripcidn de secuencia artificial:

péptido sintético

<400> 162
GlIn Ser Ser Asn Leu Val Arg

1 5

<210> 163
<211>7
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcidn de secuencia artificial:

péptido sintético

<400> 163
GlIn Ser Ser Ser Leu Val Arg

1 5

<210> 164
<211>7
<212> PRT

<213> Secuencia Artificial

<220>

<223> Descripcion de secuencia artificial:



péptido sintético

<400> 164
GlIn Ala Gly His Leu Ala Ser

1 5

<210> 165
<211>176
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcién de secuencia artificial:

Polipéptido sintético

<400> 165
Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

1 5 10 15

Phe Ser Arg Asn Asp Thr Leu Thr Glu His GIn Arg Thr His Thr Gly

20 25 30

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Asp Pro

35 40 45

Gly Ala Leu Val Arg His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr

50 55 60



Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Thr Ser Gly Glu Leu Val

65 70 75 80

Arg His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu

85 90 95

Cys Gly Lys Ser Phe Ser Arg Ser Asp Asn Leu Val Arg His GIn Arg

100 105 110

Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

115 120 125

Phe Ser Thr Ser Gly Glu Leu Val Arg His GIn Arg Thr His Thr Gly

130 135 140

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Thr Lys

145 150 155 160

Asn Ser Leu Thr Glu His GIn Arg Thr His Thr Gly Lys Lys Thr Ser

165 170 175

<210> 166



<211>176
<212>PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 166
Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

1 5 10 15

Phe Ser Arg Ser Asp Asn Leu Val Arg His GIn Arg Thr His Thr Gly

20 25 30

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Asp Pro

35 40 45

Gly His Leu Val Arg His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr

50 55 60

Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Ser Asp His Leu Thr

65 70 75 80

Thr His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu

85 90 95



Cys Gly Lys Ser Phe Ser Arg Ser Asp Glu Leu Val Arg His GIn Arg

100 105 110

Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

115 120 125

Phe Ser Arg Ser Asp Lys Leu Val Arg His GIn Arg Thr His Thr Gly

130 135 140

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Thr Thr

145 150 155 160

Gly Asn Leu Thr Val His GIn Arg Thr His Thr Gly Lys Lys Thr Ser

165 170 175

<210> 167
<211>176
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético



<400> 167
Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

1 5 10 15

Phe Ser Arg Ser Asp His Leu Thr Thr His GIn Arg Thr His Thr Gly

20 25 30

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Ser

35 40 45

Asp Glu Leu Val Arg His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr

50 55 60

Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Ser Asp Lys Leu Val

65 70 75 80

Arg His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu

85 90 95

Cys Gly Lys Ser Phe Ser Thr Thr Gly Asn Leu Thr Val His GIn Arg

100 105 110

Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

115 120 125



Phe Ser GIn Leu Ala His Leu Arg Ala His GIn Arg Thr His Thr Gly

130 135 140

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Thr Lys

145 150 155 160

Asn Ser Leu Thr Glu His GIn Arg Thr His Thr Gly Lys Lys Thr Ser

165 170 175

<210> 168
<211>176
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcidn de secuencia artificial:

Polipéptido sintético

<400> 168
Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

1 5 10 15

Phe Ser Ser Pro Ala Asp Leu Thr Arg His GIn Arg Thr His Thr Gly

20 25 30



Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Asp Ser

35 40 45

Gly Asn Leu Arg Val His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr

50 55 60

Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser GIn Leu Ala His Leu Arg

65 70 75 80

Ala His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu

85 90 95

Cys Gly Lys Ser Phe Ser GIn Arg Ala Asn Leu Arg Ala His GIn Arg

100 105 110

Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

115 120 125

Phe Ser Arg Glu Asp Asn Leu His Thr His GIn Arg Thr His Thr Gly

130 135 140

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Ser

145 150 155 160



Asp Asn Leu Val Arg His GIn Arg Thr His Thr Gly Lys Lys Thr Ser

165 170 175

<210> 169
<211> 260
<212>PRT

<213> Secuencia Artificial

<220>
<223> Descripcién de secuencia artificial:

Polipéptido sintético

<400> 169
Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

1 5 10 15

Phe Ser Thr Ser His Ser Leu Thr Glu His GIn Arg Thr His Thr Gly

20 25 30

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser His Lys

35 40 45

Asn Ala Leu GIn Asn His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr

50 55 60



Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Glu Arg Ser His Leu Arg

65 70 75 80

Glu His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu

85 90 95

Cys Gly Lys Ser Phe Ser Ser Lys Lys Ala Leu Thr Glu His GIn Arg

100 105 110

Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

115 120 125

Phe Ser GIn Arg Ala Asn Leu Arg Ala His GIn Arg Thr His Thr Gly

130 135 140

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Lys

145 150 155 160

Asp Asn Leu Lys Asn His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr

165 170 175

Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser GlIn Ser Ser Asn Leu Val

180 185 190



Arg His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu

195 200 205

Cys Gly Lys Ser Phe Ser GIn Ser Ser Ser Leu Val Arg His GIn Arg

210 215 220

Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

225 230 235 240

Phe Ser GIn Ala Gly His Leu Ala Ser His GIn Arg Thr His Thr Gly

245 250 255

Lys Lys Thr Ser

260

<210>170
<211>204
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético



<400> 170
Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

1 5 10 15

Phe Ser GIn Ser Gly Asp Leu Arg Arg His GIn Arg Thr His Thr Gly

20 25 30

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Ser Pro

35 40 45

Ala Asp Leu Thr Arg His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr

50 55 60

Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Asp Ser Gly Asn Leu Arg

65 70 75 80

Val His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu

85 90 95

Cys Gly Lys Ser Phe Ser GIn Leu Ala His Leu Arg Ala His GIn Arg

100 105 110

Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

115 120 125



Phe Ser GIn Arg Ala Asn Leu Arg Ala His GIn Arg Thr His Thr Gly

130 135 140

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Glu

145 150 155 160

Asp Asn Leu His Thr His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr

165 170 175

Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Ser Asp Asn Leu Val

180 185 190

Arg His GIn Arg Thr His Thr Gly Lys Lys Thr Ser

195 200

<210>171
<211>292
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético



<220>
<221> MOD_RES
<222>(8)..(57)

<223> Cualquier amino acido

<220>
<221> MISC_FEATURE
<222> (8)..(57)

<223> Esta regidon puede abarcar 1-50 residuos

<220>
<221> MOD_RES
<222>(65)..(114)

<223> Cualquier amino acido

<220>
<221> MISC_FEATURE
<222>(65)..(114)

<223> Esta region puede abarcar 1-50 residuos

<220>
<221> MOD_RES
<222>(122)..(171)

<223> Cualquier amino acido

<220>
<221> MISC_FEATURE
<222>(122)..(171)

<223> Esta regién puede abarcar 1-50 residuos



<220>
<221> MOD_RES
<222>(179)..(228)

<223> Cualquier amino acido

<220>
<221> MISC_FEATURE
<222>(179)..(228)

<223> Esta regidn puede abarcar 1-50 residuos

<220>
<221> MOD_RES
<222>(236)..(285)

<223> Cualquier amino acido

<220>
<221> MISC_FEATURE
<222>(236)..(285)

<223> Esta region puede abarcar 1-50 residuos

<400>171
Arg Asn Asp Thr Leu Thr Glu Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

1 5 10 15

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

20 25 30

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

35 40 45



Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Asp Pro Gly Ala Leu Val Arg

50 55 60

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

65 70 75 80

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

85 90 95

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

100 105 110

Xaa Xaa Thr Ser Gly Glu Leu Val Arg Xaa Xaa Xaa Xaa Xaa Xaa Xaa

115 120 125

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

130 135 140

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

145 150 155 160

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Arg Ser Asp Asn Leu



165 170 175

Val Arg Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

180 185 190

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

195 200 205

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

210 215 220

Xaa Xaa Xaa Xaa Thr Ser Gly Glu Leu Val Arg Xaa Xaa Xaa Xaa Xaa

225 230 235 240

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

245 250 255

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

260 265 270

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Thr Lys Asn

275 280 285



Ser Leu Thr Glu

290

<210>172

<400> 172

000

<210>173

<400> 173

000

<210>174

<400> 174

000

<210> 175

<400> 175

000

<210> 176

<400> 176



000

<210> 177

<400> 177

000

<210>178
<211>49
<212> DNA

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

oligonucledtidos sintéticos

<400> 178

gtgtgtatgc tcaggggctg ggaaaggagg ggagggagcet ccggcetcag

<210>179
<211> 1644
<212>DNA

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

poli nucledtido

49



<400> 179

cgttacataa cttacggtaa atggcccgcec tggetgaccg cccaacgacc ccegeccatt 60

gacgtcaata atgacgtatg ttcccatagt aacgccaata gggactttcc attgacgtca 120

atgggtggag tatttacggt aaactgccca cttggeagta catcaagtgt atcatatgcc 180

aagtacgccc cctattgacg tcaatgacgg taaatggcecc gectggeatt atgeccagta 240

catgacctta tgggactttc ctacttggca gtacatctac gtattagtca tcgctattac 300

catgggtcga ggtgagcccc acgttctget tcactcteee catctecece cectccccac 360

ccccaatttt gtatttattt attttttaat tattttgtge agcgatgggg gcgggggggg 420

88888gcgeg cgecaggrgg gecgegecss g8cgagegsc ggeeceessc gaggeggaga 480

ggtgeggcegg cagecaatca gageggegeg ctccgaaagt ttecttttat ggegaggegg 540

cggeggeggce ggecctataa aaagegaage gegeggeggg cgggagtege tgegttgeect 600

tcgeeccgtg cecegetecg cgecgecteg cgeegeeege ccecggetetg actgaccgeg 660

ttactcccac aggtgagegg gegggacggce ccttetecte cgggetgtaa ttagegettg 720

gtttaatgac ggctcgtttc ttttctgtgg ctgegtgaaa gecttaaagg getccgggag 780

ggccctttgt geggggggga geggeteggg gegtgegtgc gtgtgtgtgt gegtggggag 840

cgcegegtge ggeeegegcet geeeggeggce tgtgagegcet gegggegegg cgegggectt 900



tgtgcgcetee gegtgtgege gaggggageg cggeeggeeg cggtgecccg cggtgegggg 960

gggctgegag gggaacaaag getgegtgeg gggtgtgtge gtggeggsst gageaggggg 1020

tgtgggegeg geggtegggc tgtaaccccc cectgeaccce cectececga gttgetgage 1080

acggcccggce ttegggtgeg gggeteegtg cggggegtgg cgeggggcete geegtgeegg 1140

gcggeeestg geggeaggty ggegtgccgg gegggeegsg geegeetegg geeggggagg 1200

gctcggggga gggecgegsce ggeeccggag cgeeggeggce tgtegaggeg cggegageeg 1260

cagccattgc cttttatggt aatcgtgcga gagggegeag ggacttectt tgtcccaaat 1320

ctggcggagce cgaaatctgg gaggegeege cgeaccccct ctagegggeg cgggegaage 1380

ggtgeggege cggraggaag gaaatgggeg gggagggcect tegtgegteg ccgegeecgee 1440

gtceccttct ccatctccag ccteggggct geecgeagggg gacggcetgec tteggggggg 1500

acggggcagg geggggtteg gettctggeg tgtgaccgge ggetetagag cctetgetaa 1560

ccatgttcat gecttcttct ttttcctaca getcctggge aacgtgetgg tigttgtget 1620

gtctcatcat tttggcaaag aatt 1644

<210> 180

<211>2009

<212> PRT

<213> Homo sapiens



<400> 180
Met Glu GIn Thr Val Leu Val Pro Pro Gly Pro Asp Ser Phe Asn Phe

1 5 10 15

Phe Thr Arg Glu Ser Leu Ala Ala lle Glu Arg Arg lle Ala Glu Glu

20 25 30

Lys Ala Lys Asn Pro Lys Pro Asp Lys Lys Asp Asp Asp Glu Asn Gly

35 40 45

Pro Lys Pro Asn Ser Asp Leu Glu Ala Gly Lys Asn Leu Pro Phe lle

50 55 60

Tyr Gly Asp lle Pro Pro Glu Met Val Ser Glu Pro Leu Glu Asp Leu

65 70 75 80

Asp Pro Tyr Tyr lle Asn Lys Lys Thr Phe lle Val Leu Asn Lys Gly

85 90 95

Lys Ala lle Phe Arg Phe Ser Ala Thr Ser Ala Leu Tyr lle Leu Thr

100 105 110

Pro Phe Asn Pro Leu Arg Lys lle Ala lle Lys lle Leu Val His Ser



115 120 125

Leu Phe Ser Met Leu lle Met Cys Thr lle Leu Thr Asn Cys Val Phe

130 135 140

Met Thr Met Ser Asn Pro Pro Asp Trp Thr Lys Asn Val Glu Tyr Thr

145 150 155 160

Phe Thr Gly lle Tyr Thr Phe Glu Ser Leu lle Lys lle lle Ala Arg

165 170 175

Gly Phe Cys Leu Glu Asp Phe Thr Phe Leu Arg Asp Pro Trp Asn Trp

180 185 190

Leu Asp Phe Thr Val lle Thr Phe Ala Tyr Val Thr Glu Phe Val Asp

195 200 205

Leu Gly Asn Val Ser Ala Leu Arg Thr Phe Arg Val Leu Arg Ala Leu

210 215 220

Lys Thr lle Ser Val lle Pro Gly Leu Lys Thr lle Val Gly Ala Leu

225 230 235 240



Ile GIn Ser Val Lys Lys Leu Ser Asp Val Met lle Leu Thr Val Phe

245 250 255

Cys Leu Ser Val Phe Ala Leu lle Gly Leu GIn Leu Phe Met Gly Asn

260 265 270

Leu Arg Asn Lys Cys lle GIn Trp Pro Pro Thr Asn Ala Ser Leu Glu

275 280 285

Glu His Ser lle Glu Lys Asn lle Thr Val Asn Tyr Asn Gly Thr Leu

290 295 300

Ile Asn Glu Thr Val Phe Glu Phe Asp Trp Lys Ser Tyr lle GIn Asp

305 310 315 320

Ser Arg Tyr His Tyr Phe Leu Glu Gly Phe Leu Asp Ala Leu Leu Cys

325 330 335

Gly Asn Ser Ser Asp Ala Gly GIn Cys Pro Glu Gly Tyr Met Cys Val

340 345 350

Lys Ala Gly Arg Asn Pro Asn Tyr Gly Tyr Thr Ser Phe Asp Thr Phe

355 360 365



Ser Trp Ala Phe Leu Ser Leu Phe Arg Leu Met Thr GIn Asp Phe Trp

370 375 380

Glu Asn Leu Tyr Gin Leu Thr Leu Arg Ala Ala Gly Lys Thr Tyr Met

385 390 395 400

Ile Phe Phe Val Leu Val lle Phe Leu Gly Ser Phe Tyr Leu lle Asn

405 410 415

Leu lle Leu Ala Val Val Ala Met Ala Tyr Glu Glu GIn Asn GIn Ala

420 425 430

Thr Leu Glu Glu Ala Glu GIn Lys Glu Ala Glu Phe GIn GIn Met lle

435 440 445

Glu GIn Leu Lys Lys GIn GIn Glu Ala Ala GIn GIn Ala Ala Thr Ala

450 455 460

Thr Ala Ser Glu His Ser Arg Glu Pro Ser Ala Ala Gly Arg Leu Ser

465 470 475 480

Asp Ser Ser Ser Glu Ala Ser Lys Leu Ser Ser Lys Ser Ala Lys Glu

485 490 495



Arg Arg Asn Arg Arg Lys Lys Arg Lys Gin Lys Glu GIn Ser Gly Gly

500 505 510

Glu Glu Lys Asp Glu Asp Glu Phe GIn Lys Ser Glu Ser Glu Asp Ser

515 520 525

Ile Arg Arg Lys Gly Phe Arg Phe Ser lle Glu Gly Asn Arg Leu Thr

530 535 540

Tyr Glu Lys Arg Tyr Ser Ser Pro His GIn Ser Leu Leu Ser lle Arg

545 550 555 560

Gly Ser Leu Phe Ser Pro Arg Arg Asn Ser Arg Thr Ser Leu Phe Ser

565 570 575

Phe Arg Gly Arg Ala Lys Asp Val Gly Ser Glu Asn Asp Phe Ala Asp

580 585 590

Asp Glu His Ser Thr Phe Glu Asp Asn Glu Ser Arg Arg Asp Ser Leu

595 600 605

Phe Val Pro Arg Arg His Gly Glu Arg Arg Asn Ser Asn Leu Ser GIn



610 615 620

Thr Ser Arg Ser Ser Arg Met Leu Ala Val Phe Pro Ala Asn Gly Lys

625 630 635 640

Met His Ser Thr Val Asp Cys Asn Gly Val Val Ser Leu Val Gly Gly

645 650 655

Pro Ser Val Pro Thr Ser Pro Val Gly GIn Leu Leu Pro Glu Val lle

660 665 670

Ile Asp Lys Pro Ala Thr Asp Asp Asn Gly Thr Thr Thr Glu Thr Glu

675 680 685

Met Arg Lys Arg Arg Ser Ser Ser Phe His Val Ser Met Asp Phe Leu

690 695 700

Glu Asp Pro Ser GIn Arg GIn Arg Ala Met Ser lle Ala Ser lle Leu

705 710 715 720

Thr Asn Thr Val Glu Glu Leu Glu Glu Ser Arg GIn Lys Cys Pro Pro

725 730 735



Cys Trp Tyr Lys Phe Ser Asn Ile Phe Leu lle Trp Asp Cys Ser Pro

740 745 750

Tyr Trp Leu Lys Val Lys His Val Val Asn Leu Val Val Met Asp Pro

755 760 765

Phe Val Asp Leu Ala lle Thr Ile Cys lle Val Leu Asn Thr Leu Phe

770 775 780

Met Ala Met Glu His Tyr Pro Met Thr Asp His Phe Asn Asn Val Leu

785 790 795 800

Thr Val Gly Asn Leu Val Phe Thr Gly lle Phe Thr Ala Glu Met Phe

805 810 815

Leu Lys lle lle Ala Met Asp Pro Tyr Tyr Tyr Phe GIn Glu Gly Trp

820 825 830

Asn lle Phe Asp Gly Phe lle Val Thr Leu Ser Leu Val Glu Leu Gly

835 840 845

Leu Ala Asn Val Glu Gly Leu Ser Val Leu Arg Ser Phe Arg Leu Leu

850 855 860



Arg Val Phe Lys Leu Ala Lys Ser Trp Pro Thr Leu Asn Met Leu lle

865 870 875 880

Lys lle lle Gly Asn Ser Val Gly Ala Leu Gly Asn Leu Thr Leu Val

885 890 895

Leu Ala lle lle Val Phe lle Phe Ala Val Val Gly Met GIn Leu Phe

900 905 910

Gly Lys Ser Tyr Lys Asp Cys Val Cys Lys lle Ala Ser Asp Cys GIn

915 920 925

Leu Pro Arg Trp His Met Asn Asp Phe Phe His Ser Phe Leu lle Val

930 935 940

Phe Arg Val Leu Cys Gly Glu Trp lle Glu Thr Met Trp Asp Cys Met

945 950 955 960

Glu Val Ala Gly GIn Ala Met Cys Leu Thr Val Phe Met Met Val Met

965 970 975

Val lle Gly Asn Leu Val Val Leu Asn Leu Phe Leu Ala Leu Leu Leu

980 985 990



Ser Ser Phe Ser Ala Asp Asn Leu Ala Ala Thr Asp Asp Asp Asn Glu

995 1000 1005

Met Asn Asn Leu GIn lle Ala Val Asp Arg Met His Lys Gly Val

1010 1015 1020

Ala Tyr Val Lys Arg Lys lle Tyr Glu Phe lle GIn GIn Ser Phe

1025 1030 1035

Ile Arg Lys GIn Lys lle Leu Asp Glu lle Lys Pro Leu Asp Asp

1040 1045 1050

Leu Asn Asn Lys Lys Asp Ser Cys Met Ser Asn His Thr Ala Glu

1055 1060 1065

lle Gly Lys Asp Leu Asp Tyr Leu Lys Asp Val Asn Gly Thr Thr

1070 1075 1080

Ser Gly lle Gly Thr Gly Ser Ser Val Glu Lys Tyr lle lle Asp

1085 1090 1095

Glu Ser Asp Tyr Met Ser Phe lle Asn Asn Pro Ser Leu Thr Val



1100 1105 1110

Thr Val Pro lle Ala Val Gly Glu Ser Asp Phe Glu Asn Leu Asn

1115 1120 1125

Thr Glu Asp Phe Ser Ser Glu Ser Asp Leu Glu Glu Ser Lys Glu

1130 1135 1140

Lys Leu Asn Glu Ser Ser Ser Ser Ser Glu Gly Ser Thr Val Asp

1145 1150 1155

Ile Gly Ala Pro Val Glu Glu GIn Pro Val Val Glu Pro Glu Glu

1160 1165 1170

Thr Leu Glu Pro Glu Ala Cys Phe Thr Glu Gly Cys Val GIn Arg

1175 1180 1185

Phe Lys Cys Cys GIn lle Asn Val Glu Glu Gly Arg Gly Lys GIn

1190 1195 1200

Trp Trp Asn Leu Arg Arg Thr Cys Phe Arg lle Val Glu His Asn

1205 1210 1215



Trp Phe Glu Thr Phe lle Val Phe Met lle Leu Leu Ser Ser Gly

1220 1225 1230

Ala Leu Ala Phe Glu Asp lle Tyr lle Asp GIn Arg Lys Thr lle

1235 1240 1245

Lys Thr Met Leu Glu Tyr Ala Asp Lys Val Phe Thr Tyr lle Phe

1250 1255 1260

lle Leu Glu Met Leu Leu Lys Trp Val Ala Tyr Gly Tyr GIn Thr

1265 1270 1275

Tyr Phe Thr Asn Ala Trp Cys Trp Leu Asp Phe Leu lle Val Asp

1280 1285 1290

Val Ser Leu Val Ser Leu Thr Ala Asn Ala Leu Gly Tyr Ser Glu

1295 1300 1305

Leu Gly Ala lle Lys Ser Leu Arg Thr Leu Arg Ala Leu Arg Pro

1310 1315 1320

Leu Arg Ala Leu Ser Arg Phe Glu Gly Met Arg Val Val Val Asn

1325 1330 1335



Ala Leu Leu Gly Ala lle Pro Ser lle Met Asn Val Leu Leu Val

1340 1345 1350

Cys Leu lle Phe Trp Leu lle Phe Ser lle Met Gly Val Asn Leu

1355 1360 1365

Phe Ala Gly Lys Phe Tyr His Cys lle Asn Thr Thr Thr Gly Asp

1370 1375 1380

Arg Phe Asp lle Glu Asp Val Asn Asn His Thr Asp Cys Leu Lys

1385 1390 1395

Leu lle Glu Arg Asn Glu Thr Ala Arg Trp Lys Asn Val Lys Val

1400 1405 1410

Asn Phe Asp Asn Val Gly Phe Gly Tyr Leu Ser Leu Leu GlIn Val

1415 1420 1425

Ala Thr Phe Lys Gly Trp Met Asp lle Met Tyr Ala Ala Val Asp

1430 1435 1440

Ser Arg Asn Val Glu Leu GIn Pro Lys Tyr Glu Glu Ser Leu Tyr

1445 1450 1455



Met Tyr Leu Tyr Phe Val lle Phe lle lle Phe Gly Ser Phe Phe

1460 1465 1470

Thr Leu Asn Leu Phe lle Gly Val lle lle Asp Asn Phe Asn GIn

1475 1480 1485

GIn Lys Lys Lys Phe Gly Gly GIn Asp lle Phe Met Thr Glu Glu

1490 1495 1500

GIn Lys Lys Tyr Tyr Asn Ala Met Lys Lys Leu Gly Ser Lys Lys

1505 1510 1515

Pro GIn Lys Pro lle Pro Arg Pro Gly Asn Lys Phe GIn Gly Met

1520 1525 1530

Val Phe Asp Phe Val Thr Arg GIn Val Phe Asp lle Ser lle Met

1535 1540 1545

Ile Leu lle Cys Leu Asn Met Val Thr Met Met Val Glu Thr Asp

1550 1555 1560

Asp GIn Ser Glu Tyr Val Thr Thr lle Leu Ser Arg lle Asn Leu



1565 1570 1575

Val Phe lle Val Leu Phe Thr Gly Glu Cys Val Leu Lys Leu lle

1580 1585 1590

Ser Leu Arg His Tyr Tyr Phe Thr lle Gly Trp Asn lle Phe Asp

1595 1600 1605

Phe Val Val Val lle Leu Ser lle Val Gly Met Phe Leu Ala Glu

1610 1615 1620

Leu lle Glu Lys Tyr Phe Val Ser Pro Thr Leu Phe Arg Val lle

1625 1630 1635

Arg Leu Ala Arg lle Gly Arg lle Leu Arg Leu lle Lys Gly Ala

1640 1645 1650

Lys Gly lle Arg Thr Leu Leu Phe Ala Leu Met Met Ser Leu Pro

1655 1660 1665

Ala Leu Phe Asn lle Gly Leu Leu Leu Phe Leu Val Met Phe lle

1670 1675 1680



Tyr Ala lle Phe Gly Met Ser Asn Phe Ala Tyr Val Lys Arg Glu

1685 1690 1695

Val Gly lle Asp Asp Met Phe Asn Phe Glu Thr Phe Gly Asn Ser

1700 1705 1710

Met lle Cys Leu Phe GIn lle Thr Thr Ser Ala Gly Trp Asp Gly

1715 1720 1725

Leu Leu Ala Pro lle Leu Asn Ser Lys Pro Pro Asp Cys Asp Pro

1730 1735 1740

Asn Lys Val Asn Pro Gly Ser Ser Val Lys Gly Asp Cys Gly Asn

1745 1750 1755

Pro Ser Val Gly lle Phe Phe Phe Val Ser Tyr lle lle lle Ser

1760 1765 1770

Phe Leu Val Val Val Asn Met Tyr lle Ala Val lle Leu Glu Asn

1775 1780 1785

Phe Ser Val Ala Thr Glu Glu Ser Ala Glu Pro Leu Ser Glu Asp

1790 1795 1800



Asp Phe Glu Met Phe Tyr Glu Val Trp Glu Lys Phe Asp Pro Asp

1805 1810 1815

Ala Thr GIn Phe Met Glu Phe Glu Lys Leu Ser GIn Phe Ala Ala

1820 1825 1830

Ala Leu Glu Pro Pro Leu Asn Leu Pro GIn Pro Asn Lys Leu GIn

1835 1840 1845

Leu lle Ala Met Asp Leu Pro Met Val Ser Gly Asp Arg lle His

1850 1855 1860

Cys Leu Asp lle Leu Phe Ala Phe Thr Lys Arg Val Leu Gly Glu

1865 1870 1875

Ser Gly Glu Met Asp Ala Leu Arglle GIn Met Glu Glu Arg Phe

1880 1885 1890

Met Ala Ser Asn Pro Ser Lys Val Ser Tyr GIn Pro lle Thr Thr

1895 1900 1905

Thr Leu Lys Arg Lys GIn Glu Glu Val Ser Ala Val lle lle GIn

1910 1915 1920



Arg Ala Tyr Arg Arg His Leu Leu Lys Arg Thr Val Lys Gln Ala

1925 1930 1935

Ser Phe Thr Tyr Asn Lys Asn Lys lle Lys Gly Gly Ala Asn Leu

1940 1945 1950

Leu lle Lys Glu Asp Met lle lle Asp Arg lle Asn Glu Asn Ser

1955 1960 1965

Ile Thr Glu Lys Thr Asp Leu Thr Met Ser Thr Ala Ala Cys Pro

1970 1975 1980

Pro Ser Tyr Asp Arg Val Thr Lys Pro lle Val Glu Lys His Glu

1985 1990 1995

GIn Glu Gly Lys Asp Glu Lys Ala Lys Gly Lys

2000 2005

<210>181
<211>593
<212> PRT

<213>Homo sapiens



<400> 181
Met Trp Thr Leu Val Ser Trp Val Ala Leu Thr Ala Gly Leu Val Ala

1 5 10 15

Gly Thr Arg Cys Pro Asp Gly GIn Phe Cys Pro Val Ala Cys Cys Leu

20 25 30

Asp Pro Gly Gly Ala Ser Tyr Ser Cys Cys Arg Pro Leu Leu Asp Lys

35 40 45

Trp Pro Thr Thr Leu Ser Arg His Leu Gly Gly Pro Cys Gln Val Asp

50 55 60

Ala His Cys Ser Ala Gly His Ser Cys lle Phe Thr Val Ser Gly Thr

65 70 75 80

Ser Ser Cys Cys Pro Phe Pro Glu Ala Val Ala Cys Gly Asp Gly His

85 90 95

His Cys Cys Pro Arg Gly Phe His Cys Ser Ala Asp Gly Arg Ser Cys

100 105 110

Phe GIn Arg Ser Gly Asn Asn Ser Val Gly Ala lle GIn Cys Pro Asp

115 120 125



Ser GIn Phe Glu Cys Pro Asp Phe Ser Thr Cys Cys Val Met Val Asp

130 135 140

Gly Ser Trp Gly Cys Cys Pro Met Pro Gln Ala Ser Cys Cys Glu Asp

145 150 155 160

Arg Val His Cys Cys Pro His Gly Ala Phe Cys Asp Leu Val His Thr

165 170 175

Arg Cys lle Thr Pro Thr Gly Thr His Pro Leu Ala Lys Lys Leu Pro

180 185 190

Ala GIn Arg Thr Asn Arg Ala Val Ala Leu Ser Ser Ser Val Met Cys

195 200 205

Pro Asp Ala Arg Ser Arg Cys Pro Asp Gly Ser Thr Cys Cys Glu Leu

210 215 220

Pro Ser Gly Lys Tyr Gly Cys Cys Pro Met Pro Asn Ala Thr Cys Cys

225 230 235 240

Ser Asp His Leu His Cys Cys Pro GIn Asp Thr Val Cys Asp Leu lle



245 250 255

Gln Ser Lys Cys Leu Ser Lys Glu Asn Ala Thr Thr Asp Leu Leu Thr

260 265 270

Lys Leu Pro Ala His Thr Val Gly Asp Val Lys Cys Asp Met Glu Val

275 280 285

Ser Cys Pro Asp Gly Tyr Thr Cys Cys Arg Leu GlIn Ser Gly Ala Trp

290 295 300

Gly Cys Cys Pro Phe Thr GIn Ala Val Cys Cys Glu Asp His lle His

305 310 315 320

Cys Cys Pro Ala Gly Phe Thr Cys Asp Thr GIn Lys Gly Thr Cys Glu

325 330 335

GIn Gly Pro His GIn Val Pro Trp Met Glu Lys Ala Pro Ala His Leu

340 345 350

Ser Leu Pro Asp Pro GIn Ala Leu Lys Arg Asp Val Pro Cys Asp Asn

355 360 365



Val Ser Ser Cys Pro Ser Ser Asp Thr Cys Cys GlIn Leu Thr Ser Gly

370 375 380

Glu Trp Gly Cys Cys Pro lle Pro Glu Ala Val Cys Cys Ser Asp His

385 390 395 400

GlIn His Cys Cys Pro GIn Gly Tyr Thr Cys Val Ala Glu Gly GIn Cys

405 410 415

GIn Arg Gly Ser Glu lle Val Ala Gly Leu Glu Lys Met Pro Ala Arg

420 425 430

Arg Ala Ser Leu Ser His Pro Arg Asp lle Gly Cys Asp GIn His Thr

435 440 445

Ser Cys Pro Val Gly GIn Thr Cys Cys Pro Ser Leu Gly Gly Ser Trp

450 455 460

Ala Cys Cys GIn Leu Pro His Ala Val Cys Cys Glu Asp Arg Gln His

465 470 475 480

Cys Cys Pro Ala Gly Tyr Thr Cys Asn Val Lys Ala Arg Ser Cys Glu

485 490 495



Lys Glu Val Val Ser Ala GIn Pro Ala Thr Phe Leu Ala Arg Ser Pro

500 505 510

His Val Gly Val Lys Asp Val Glu Cys Gly Glu Gly His Phe Cys His

515 520 525

Asp Asn GIn Thr Cys Cys Arg Asp Asn Arg GIn Gly Trp Ala Cys Cys

530 535 540

Pro Tyr Arg GIn Gly Val Cys Cys Ala Asp Arg Arg His Cys Cys Pro

545 550 555 560

Ala Gly Phe Arg Cys Ala Ala Arg Gly Thr Lys Cys Leu Arg Arg Glu

565 570 575

Ala Pro Arg Trp Asp Ala Pro Leu Arg Asp Pro Ala Leu Arg GIn Leu

580 585 590

Leu

<210> 182

<211>56



<212>DNA

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

oligonucledtidos sintéticos

<400> 182

gtaaggtaag aattgaattt ctcagttgaa ggatgcttac actcttgtcc atctag 56

<210> 183
<211>2051
<212>DNA

<213> Secuencia Artificial

<220>
<223> Descripcidn de secuencia artificial:

polinucleétido sintético

<400> 183

ggaggaagcc atcaactaaa ctacaatgac tgtaagatac aaaattggga atggtaacat 60

attttgaagt tctgttgaca taaagaatca tgatattaat gcccatggaa atgaaaggge 120

gatcaacact atggtttgaa aagggggaaa ttgtagagca cagatgtgtt cgtgtggcag 180

tgtgctgtct ctagcaatac tcagagaaga gagagaacaa tgaaattctg attggcccca 240

gtgtgagccc agatgaggtt cagctgecaa ctitctcttt cacatcttat gaaagtcatt 300



taagcacaac taactttttt tttttttttt tttttttgag acagagtctt getctgttge 360

ccaggacaga gtgcagtagt gactcaatct cggctcactg cagectccac ctectagget 420

caaacggtcc tcctgeatca gecteccaag tagetggaat tacaggagtg geccaccatg 480

cccagctaat ttttgtattt ttaatagata cgggggtttc accatatcac ccaggetggt 540

ctcgaactcc tggectcaag tgatccacct gecteggect cccaaagtge tgggattata 600

ggcgtcagec actatgecca acccgaccaa ccttttttaa aataaatatt taaaaaattg 660

gtatttcaca tatatactag tatttacatt tatccacaca aaacggacgg gcctcegetg 720

aaccagtgag gccccagacg tgegcataaa taaccectge gtgetgeace acctggggag 780

agggggagga ccacggtaaa tggagegage gecatagcaaa agggacgegg ggtecttttc 840

tctgecggtg geactgggta getgtggeca ggtgtggtac tttgatgggg cccagggetg 900

gagctcaagg aagcgtcgcea gggtcacaga tctgggggaa ccccggggaa aageactgag 960

gcaaaaccgc cgctegtcte ctacaatata tgggaggggg aggttgagta cgttctggat 1020

tactcataag accttttttt tttccttccg ggegcaaaac cgtgagetgg atttataatc 1080

gccctataaa getccagagg cggtcaggcea cctgecagagg ageeccgeceg ctecgeecgac 1140

tagctgcecc cgegagceaac ggectegtga tttcecccgec gatceggtee cegectccee 1200

actctgececc cgectaccee ggageegtge agecgectcet ccgaatctcet ctettctect 1260



ggcgctcgeg tgcgagaggg aactagegag aacgaggaag cagetggagg tgacgeeggg 1320

cagattacgc ctgtcagggc cgagccgage ggatcgetgg gegetgtgea gaggaaagge 1380

gggagtgccc ggetegetgt cgcagagecg aggtgggtaa getagegacc acctggactt 1440

cccagcgecc aaccgtggcet tttcagecag gtectetect cccgeggett ctcaaccaac 1500

cccatcccag cgecggecac ccaacctece gaaatgagtg cttcetgece cagcagecga 1560

aggcgctact aggaacggta acctgttact tttccagggg ccgtagtcga cccgetgece 1620

gagttgctgt gcgactgege gegeggggct agagtgcaag gtgactgtgg ttcttctctg 1680

gccaagtccg agggagaacg taaagatatg ggectttttc ccectctcac cttgtctcac 1740

caaagtccct agtcecececgga geagttagec tetttetttc cagggaatta gccagacaca 1800

acaacgggaa ccagacaccg aaccagacat gccecgeeccg tgegecctee cegetegetg 1860

cctttcctec ctettgtcte tccagagecg gatcttcaag gggagectee gtgecceccgg 1920

ctgctcagtc cctecggtgt gcaggaccece ggaagtecte cccgeacage tetegettet 1980

ctttgcagcc tgtttctgeg ccggaccagt cgaggactct ggacagtaga ggeececggga 2040

cgaccgagct g 2051

<210> 184



<211> 1878

<212> DNA

<213> Secuencia Artificial

<220>

<223> Descripcion de secuencia artificial:

polinucleétido sintético

<400> 184

tcaacagggg gacacttggg aaagaaggat ggggacagag ccgagaggac tgttacacat 60

tagagaaaca tcagtgactg tgccagcttt ggggtagact gcacaaaagc cctgaggcag 120

cacaggcagg atccagtctg ctggtcccag gaagctaacc gtctcagaca gagcacaaag 180

caccgagaca tgtgccacaa ggcttgtgta gagaggtcag aggacagcegt acaggtccca 240

gagatcaaac tcaacctcac caggcettgge agcaagcctt taccaaccca cccccaccce 300

acccaccctg cacgegececc teteeectee ccatggtcte ccatggetat ctcacttgge 360

cctaaaatgt ttaaggatga cactggctgc tgagtggaaa tgagacagca gaagtcaaca 420

gtagatttta ggaaagccag agaaaaaggc ttgtgctgtt tttagaaage caagggacaa 480

gctaagatag ggcccaagta atgctagtat ttacatttat ccacacaaaa cggacgggee 540

tccgetgaac cagtgaggec ccagacgtge gcataaataa cccctgegtg ctgcaccace 600

tggggagagg gggaggacca cggtaaatgg agegagegea tagcaaaagg gacgeggggt 660



ccttttctct gccggtggea ctgggtaget gtggecaggt gtggtacttt gatggggece 720

agggctggag ctcaaggaag cgtcgcaggg tcacagatct gggggaacce cggggaaaag 780

cactgaggca aaaccgecgc tegtctecta caatatatgg gagggggagg ttgagtacgt 840

tctggattac tcataagacc tttttttttt ccttccggge gcaaaaccgt gagetggatt 900

tataatcgcc ctataaagct ccagaggcegg tcaggcacct gcagaggage ceccgeegete 960

cgccgactag ctgeccecge gagcaacgge ctegtgattt cccegeegat ceggtceceg 1020

cctccccact ctgeecccge ctaccececgga geegtgeage cgecteteeg aatctctcte 1080

ttctectggce getegegtge gagagggaac tagecgagaac gaggaageag ctggaggtga 1140

cgcegggceag attacgectg tcagggecga gecgagegga tegetgggeg ctgtgcagag 1200

gaaaggcggg agtgccegge tegetgtcge agagecgagg tgggtaaget agegaccacc 1260

tggacttccc agegeccaac cgtggetttt cagecaggtc ctetectece geggettcte 1320

aaccaacccc atcccagegce cggecaccca acctcccgaa atgagtgcett cctgecccag 1380

cagccgaagg cgctactagg aacggtaacc tgttactttt ccaggggecg tagtcgacce 1440

gctgeccgag ttgetgtgeg actgegegeg cggggctaga gtgcaaggtg actgtggttc 1500

ttctctggece aagtccgagg gagaacgtaa agatatgggc ctttttcccc ctctcacctt 1560

gtctcaccaa agtccctagt ccccggagcea gttagectct ttctttccag ggaattagee 1620



agacacaaca acgggaacca gacaccgaac cagacatgec cgeecegtge geccteccecg 1680

ctcgetgect ttecteccte ttgtectetec agagecggat cttcaagggg agecteegtg 1740

cceecggetg ctcagteect ceggtgtgea ggaccecgga agtectecce gecacagetct 1800

cgcttctett tgcagectgt ttctgegecg gaccagtcga ggactctgga cagtagagge 1860

cccgggacga ccgagcetg 1878

<210> 185

<211>681

<212>DNA

<213> Secuencia Artificial

<220>

<223> Descripcion de secuencia artificial:

polinucleétido sintético

<400> 185

ggaggaagcc atcaactaaa ctacaatgac tgtaagatac aaaattggga atggtaacat 60

attttgaagt tctgttgaca taaagaatca tgatattaat gcccatggaa atgaaaggge 120

gatcaacact atggtttgaa aagggggaaa ttgtagagca cagatgtgtt cgtgtggcag 180

tgtgctgtct ctagcaatac tcagagaaga gagagaacaa tgaaattctg attggcccca 240

gtgtgagccc agatgaggtt cagctgecaa ctttctcttt cacatcttat gaaagtcatt 300



taagcacaac taactttttt tttttttttt tttttttgag acagagtctt getctgttge 360

ccaggacaga gtgcagtagt gactcaatct cggctcactg cagectccac ctectagget 420

caaacggtcc tcctgeatca gecteccaag tagetggaat tacaggagtg geccaccatg 480

cccagctaat ttttgtattt ttaatagata cgggggtttc accatatcac ccaggetggt 540

ctcgaactcc tggectcaag tgatccacct gecteggect cccaaagtge tgggattata 600

ggcgtcagec actatgecca acccgaccaa ccttttttaa aataaatatt taaaaaattg 660

gtatttcaca tatatactagt 681

<210> 186

<211> 1335

<212> DNA

<213> Secuencia Artificial

<220>

<223> Descripcion de secuencia artificial:

polinucleétido sintético

<400> 186

gagtaattca tacaaaagga ctcgcccectg ccttggggaa tcccagggac cgtegttaaa 60

ctcccactaa cgtagaaccc agagatcgct gegttecege cecctcacce geeegetcte 120

gtcatcactg aggtggagaa gagcatgcgt gaggctccgg tgeeccgtcag tgggecagage 180



gcacatcgcc cacagtccec gagaagttgg ggggaggggt cggeaattga accggtgect 240

agagaaggtg gcgeggggta aactgggaaa gtgatgtegt gtactggcte cgecttttte 300

ccgagggtgg gggagaaccg tatataagtg cagtagtcgce cgtgaacgtt ctttttcgca 360

acgggtttge cgccagaaca caggtaagtg ccgtgtgtgg ttccegeggg cetggectet 420

ttacgggtta tggccecttge gtgecttgaa ttacttccac gecectgget gecagtacgtg 480

attcttgatc ccgagcticg ggttggaagt gggtgggaga gttcgaggec ttgegettaa 540

ggagcccctt cgectegtge ttgagttgag gectggettg ggegetgggg ccgecgegtg 600

cgaatctggt ggcaccttcg cgectgtcte getgettteg ataagtctct agecatttaa 660

aatttttgat gacctgctge gacgcttttt ttctggcaag atagtcttgt aaatgeggge 720

caagatctgc acactggtat ttcggttttt ggggecgegg geggegacgg ggeeegtgeg 780

tcccagegcea catgttcgge gaggeggggc ctgegagege ggecaccgag aatcggacgg 840

gggtagtctc aagctggecg gectgetetg gtgectggec tegegecgece gtgtatcgee 900

ccgecctggg cggeaaggct ggeecggteg geaccagttg cgtgagegga aagatggecg 960

cttcceggec ctgetgeagg gagcetcaaaa tggaggacge ggegeteggg agagegggeg 1020

ggtgagtcac ccacacaaag gaaaagggcc tttccgtect cagecgtege ttcatgtgac 1080



tccacggagt accgggegcec gtccaggeac ctcgattagt tctegagcett ttggagtacg 1140

tcgtctttag gtigggggga ggggttttat gcgatggagt ttccccacac tgagtgggtg 1200

gagactgaag ttaggccagc ttggcacttg atgtaattct ccttggaatt tgeecttttt 1260

gagtttggat cttggttcat tctcaagcct cagacagtgg ttcaaagttt ttttcttcca 1320

tttcaggtgt cgtga 1335

<210> 187

<211> 1366

<212> DNA

<213> Secuencia Artificial

<220>

<223> Descripcidn de secuencia artificial:

polinucleétido sintético

<400> 187

gagtttactc cctatcagtg atagagaacg tatgtcgagt ttactcccta tcagtgatag 60

agaacgatgt cgagtttact ccctatcagt gatagagaac gtatgtcgag tttactccct 120

atcagtgata gagaacgtat gtcgagttta ctccctatca gtgatagaga acgtatgtcg 180

agtttatccc tatcagtgat agagaacgta tgtcgagttt actccctatc agtgatagag 240

aacgtatgtc gaggtaggcg tgtacggtgg gaggcctata taagcagagce tegtttagtg 300



aaccgtcaga tcgecgaatt cgecaccatg gtgagcaagg gegaggagcet gttcaceggg 360

gtggtgecca tectggtega getggacgge gacgtaaacg gecacaagtt cagegtgtce 420

ggcgagggcg agggegatge cacctacggce aagetgaccc tgaagttcat ctgcaccace 480

ggcaagctge ccgtgecectg geccacccte gtgaccaccc tgacctacgg cgtgeagtge 540

ttcagccgct accccgacca catgaagceag cacgacttct tcaagtccge catgeccgaa 600

ggctacgtcc aggagcegcac catcttcttc aaggacgacg gcaactacaa gacccgegec 660

gaggtgaagt tcgagggcga caccctggtg aaccgcatcg agetgaaggg catcgacttc 720

aaggaggacg gcaacatcct ggggcacaag ctggagtaca actacaacag ccacaacgtc 780

tatatcatgg ccgacaagca gaagaacggc atcaaggtga acttcaagat ccgccacaac 840

atcgaggacg gcagegtgca getcgecgac cactaccage agaacacccc catcggecgac 900

ggccecgtge tgetgeeega caaccactac ctgagcaccce agtcegecct gagcaaagac 960

cccaacgaga agcgcegatca catggtectg ctggagttcg tgaccgecge cgggatcact 1020

ctcggcatgg acgagctgta caagtccgga ctcagatctc gagaggagga ggaggagaca 1080

gacagcagga tgccccacct cgacageccc ggeagctecc agecgagacg ctecttecte 1140

tcaagggtga tcagggcagc tctaccgttg cagetgcette tgetgetget getgetectg 1200

geetgecetge tacctgectc tgaagatgac tacagetgea cccaggecaa caactttgee 1260



cgatccttct accccatget geggtacacc aacgggcecac ctcccaccta gactagtaat 1320

aaaagatctt tattttcatt agatctgtgt gttggttttt tgtgtg 1366

<210> 188

<211>315

<212>DNA

<213> Secuencia Artificial

<220>

<223> Descripcién de secuencia artificial:

polinucleétido sintético

<400> 188

gagtttactc cctatcagtg atagagaacg tatgtcgagt ttactcccta tcagtgatag 60

agaacgatgt cgagtttact ccctatcagt gatagagaac gtatgtcgag tttactccct 120

atcagtgata gagaacgtat gtcgagttta ctccctatca gtgatagaga acgtatgtcg 180

agtttatccc tatcagtgat agagaacgta tgtcgagttt actccctatc agtgatagag 240

aacgtatgtc gaggtaggceg tgtacggtgg gaggcectata taagcagagc tegtttagtg 300

aaccgtcaga tcgec 315

<210> 189



<400> 189

000

<210> 190
<211>22
<212>DNA

<213> Secuencia Artificial

<220>

<223> Descripcién de secuencia artificial:

primer

<400> 190

tgtctcggcea ttgagaacat tc

<210>191
<211>21
<212>DNA

<213> Secuencia Artificial

<220>

<223> Descripcidn de secuencia artificial:

primer

<400> 191

attggtggga ggccattgta t

<210>192

22

21



<211>20
<212>DNA

<213> Secuencia Artificial

<220>

<223> Descripcion de secuencia artificial:

primer

<400> 192

accacagtcc atgccatcac

<210>193
<211>20
<212> DNA

<213> Secuencia Artificial

<220>

<223> Descripcion de secuencia artificial:

primer

<400> 193

tccaccaccc tgttgetgta

<210> 194

<400> 194

000

20

20



<210> 195
<211>21
<212>DNA

<213> Homo sapiens

<400> 195

cactcattga ggacagaagc a

<210> 196
<211>21
<212> DNA

<213> Homo sapiens

<400> 196

acaaagtgga gagactaccc g

<210> 197
<211>21
<212>DNA

<213>Homo sapiens

<400> 197

ggtacgggca aagatttctt g

<210>198
<211>21
<212>DNA

<213> Homo sapiens

21

21

21



<400> 198

tttgcccgta ccaaagtctt g

<210> 199
<211>21
<212>DNA

<213>Homo sapiens

<400> 199

tcttcagcca caaaaaaaaa a

<210> 200
<211>21
<212>DNA

<213> Homo sapiens

<400> 200

gtgtgcaacc catgaggtcg c

<210> 201
<211>21
<212>DNA

<213>Homo sapiens

<400> 201

acacaatgag ccacctacaa g

21

21

21

21



<210> 202
<211>21
<212>DNA

<213>Homo sapiens

<400> 202

gtggctcatt gtgtgtgtgc c

<210> 203
<211>21
<212>DNA

<213> Homo sapiens

<400> 203

agaaagctga tacagataca a

<210> 204

<400> 204

000

<210> 205
<211>21
<212>DNA

<213> Homo sapiens

<400> 205

21

21



aaaccagcaa caaacagtat a

<210> 206
<211>21
<212>DNA

<213> Homo sapiens

<400> 206

gagaatcatc taggtcagga ¢

<210> 207
<211>21
<212> DNA

<213> Homo sapiens

<400> 207

ttctcagttt tgaaattaaa a

<210> 208
<211>21
<212>DNA

<213> Homo sapiens

<400> 208

catatccctg caggttcaga a

<210> 209

21

21

21

21



<211>21
<212>DNA

<213> Homo sapiens

<400> 209

tggattctct tctgaacctg ¢

<210> 210
<211>21
<212>DNA

<213> Homo sapiens

<400> 210

agagagagag agagagagag a

<210>211
<211>21
<212>DNA

<213> Homo sapiens

<400> 211

tggtctcatt ctttttgtgg g

<210> 212

<400> 212

000

21

21

21



<210>213

<400> 213

000

<210>214

<400> 214

000

<210> 215

<400> 215

000

<210> 216

<400> 216

000

<210> 217

<400> 217

000



<210>218

<400> 218

000

<210> 219

<400> 219

000

<210> 220

<400> 220

000

<210> 221

<400> 221

000

<210> 222

<400> 222

000

<210> 223



<400> 223

000

<210> 224
<211>21
<212>DNA

<213>Homo sapiens

<400> 224

tgttcctcca gattaacact t

<210> 225
<211>21
<212>DNA

<213> Homo sapiens

<400> 225

attacagttc tgtcagcatg c

<210> 226
<211>21
<212>DNA

<213>Homo sapiens

<400> 226

atcatctgta accatcaagg a

21

21

21



<210> 227
<211>21
<212>DNA

<213>Homo sapiens

<400> 227

tcctgectac ttagtttcaa g

<210> 228
<211>21
<212>DNA

<213> Homo sapiens

<400> 228

tgctgaggca ggacacagtg t

<210> 229
<211>21
<212>DNA

<213>Homo sapiens

<400> 229

acaaagtaag tgtcagtgtg g

<210> 230
<211>21

<212>DNA

21

21

21



<213>Homo sapiens

<400> 230

ctgacactta ctttgtctaa a

<210> 231
<211>21
<212>DNA

<213> Homo sapiens

<400> 231

ataatagttg tgtctttata a

<210> 232
<211>21
<212>DNA

<213>Homo sapiens

<400> 232

cgatattttc atggattcct t

<210> 233
<211>21
<212>DNA

<213>Homo sapiens

<400> 233

aaaactggaa ccgcattccc a

21

21

21

21



<210> 234
<211>21
<212> DNA

<213>Homo sapiens

<400> 234

tgtacaagca gggctgcaaa g

<210> 235
<211>21
<212>DNA

<213> Homo sapiens

<400> 235

daaggggaat gggaacaccc g

<210> 236
<211>21
<212>DNA

<213> Homo sapiens

<400> 236

atgttcaagg tgcagaagga a

<210> 237

<211>21

21

21

21



<212>DNA

<213>Homo sapiens

<400> 237

ttcaacaagc tcccaagaag t

<210> 238
<211>21
<212>DNA

<213> Homo sapiens

<400> 238

gttaacaaat acactaaaca c

<210> 239

<400> 239

000

<210> 240
<211>21
<212>DNA

<213>Homo sapiens

<400> 240

aaaaccgtca accccataca g

21

21

21



<210> 241
<211>21
<212>DNA

<213> Homo sapiens

<400> 241

aggaatcact tgtcagacct a

<210> 242
<211>21
<212> DNA

<213> Homo sapiens

<400> 242

gagactgtgc gtataaaggc a

<210> 243
<211>21
<212>DNA

<213>Homo sapiens

<400> 243

tactgataca ggaactgtgc c

<210> 244
<211>21
<212>DNA

<213> Homo sapiens

21

21

21



<400> 244

cttgtcatga aacatgagct a

<210> 245
<211>21
<212>DNA

<213>Homo sapiens

<400> 245

tatctgtatt ccttttattt t

<210> 246
<211>21
<212>DNA

<213> Homo sapiens

<400> 246

ataaatggta attaaaatgt g

<210> 247
<211>21
<212>DNA

<213>Homo sapiens

<400> 247

tgtttgctca aacgtgcacc a

21

21

21

21



<210> 248
<211>21
<212>DNA

<213>Homo sapiens

<400> 248

aaatatgtac cacaagaaat g

<210> 249
<211>21
<212>DNA

<213> Homo sapiens

<400> 249

tatctggttt ctctcactge t

<210> 250
<211>21
<212>DNA

<213>Homo sapiens

<400> 250

aaataagaca tgaaaacaag a

<210> 251
<211>21

<212>DNA

21

21

21



<213>Homo sapiens

<400> 251

attgcaaagc ataatttgga t

<210> 252
<211>21
<212>DNA

<213> Homo sapiens

<400> 252

caaactccca gectgeetgg ¢

<210> 253
<211>18
<212>DNA

<213>Homo sapiens

<400> 253

ccagcactgg tgcttcgt

<210> 254
<211>18
<212>DNA

<213>Homo sapiens

<400> 254

aaggctgtct aggtcaag

21

21

18

18



<210> 255

<400> 255

000

<210> 256
<211>24
<212>DNA

<213> Homo sapiens

<400> 256

ctaggtcaag tgtaggagac acac

<210> 257
<211>18
<212>DNA

<213> Homo sapiens

<400> 257

ggtcaagtgt aggagaca

<210> 258
<211>18
<212>DNA

<213>Homo sapiens

18

24



<400> 258

caagtgtagg agacacac

<210> 259
<211>24
<212>DNA

<213>Homo sapiens

<400> 259

agtgtaggag acacactgct ggcc

<210> 260
<211>18
<212> DNA

<213> Homo sapiens

<400> 260

agtgtaggag acacactg

<210> 261
<211>18
<212>DNA

<213>Homo sapiens

<400> 261

acttgaccta gacagcct

18

18

18

24



<210> 262
<211>21
<212>DNA

<213>Homo sapiens

<400> 262

aggagacaca ctgctggect g

<210> 263

<400> 263

000

<210> 264
<211>18
<212>DNA

<213>Homo sapiens

<400> 264

tgaataactc attagtga

<210> 265
<211>18
<212>DNA

<213>Homo sapiens

<400> 265

aaagtacatt aggctaat

21

18

18



<210> 266

<400> 266

000

<210> 267

<400> 267

000

<210> 268
<211>231
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcidn de secuencia artificial:

Polipéptido sintético

<400> 268
Met Ala Pro Lys Lys Lys Arg Lys Val Gly lle His Gly Val Pro Ala

1 5 10 15

Ala Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

20 25 30



Ser Phe Ser Asp Pro Gly His Leu Val Arg His GIn Arg Thr His Thr

35 40 45

Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Thr

50 55 60

Lys Asn Ser Leu Thr Glu His GIn Arg Thr His Thr Gly Glu Lys Pro

65 70 75 80

Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Asn Asp Ala Leu

85 90 95

Thr Glu His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro

100 105 110

Glu Cys Gly Lys Ser Phe Ser Glu Arg Ser His Leu Arg Glu His GIn

115 120 125

Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

130 135 140

Ser Phe Ser Ser Lys Lys His Leu Ala Glu His GIn Arg Thr His Thr

145 150 155 160



Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Thr

165 170 175

His Leu Asp Leu lle Arg His GIn Arg Thr His Thr Gly Glu Lys Pro

180 185 190

Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser GIn Ser Gly Asn Leu

195 200 205

Thr Glu His GIn Arg Thr His Thr Gly Lys Lys Thr Ser Lys Arg Pro

210 215 220

Ala Ala Thr Lys Lys Ala Gly

225 230

<210> 269
<211>203
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético



<400> 269
Met Ala Pro Lys Lys Lys Arg Lys Val Gly lle His Gly Val Pro Ala

1 5 10 15

Ala Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

20 25 30

Ser Phe Ser Ser Arg Arg Thr Cys Arg Ala His GIn Arg Thr His Thr

35 40 45

Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Thr

50 55 60

Thr Gly Ala Leu Thr Glu His GIn Arg Thr His Thr Gly Glu Lys Pro

65 70 75 80

Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Ser Asp Glu Leu

85 90 95

Val Arg His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro

100 105 110

Glu Cys Gly Lys Ser Phe Ser Arg Asn Asp Ala Leu Thr Glu His GIn

115 120 125



Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

130 135 140

Ser Phe Ser GIn Ser Gly Asp Leu Arg Arg His GIn Arg Thr His Thr

145 150 155 160

Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Thr

165 170 175

Ser His Ser Leu Thr Glu His GIn Arg Thr His Thr Gly Lys Lys Thr

180 185 190

Ser Lys Arg Pro Ala Ala Thr Lys Lys Ala Gly

195 200

<210> 270
<211>203
<212>PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético



<400> 270
Met Ala Pro Lys Lys Lys Arg Lys Val Gly lle His Gly Val Pro Ala

1 5 10 15

Ala Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

20 25 30

Ser Phe Ser Arg Lys Asp Asn Leu Lys Asn His GIn Arg Thr His Thr

35 40 45

Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Asp

50 55 60

Pro Gly Ala Leu Val Arg His GIn Arg Thr His Thr Gly Glu Lys Pro

65 70 75 80

Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Glu Asp Asn Leu

85 90 95

His Thr His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro

100 105 110

Glu Cys Gly Lys Ser Phe Ser Asp Pro Gly Ala Leu Val Arg His GIn

115 120 125



Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

130 135 140

Ser Phe Ser Thr Ser Gly Glu Leu Val Arg His GIn Arg Thr His Thr

145 150 155 160

Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg

165 170 175

Lys Asp Asn Leu Lys Asn His GIn Arg Thr His Thr Gly Lys Lys Thr

180 185 190

Ser Lys Arg Pro Ala Ala Thr Lys Lys Ala Gly

195 200

<210> 271
<211>272
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético



<400> 271
Met Ala Pro Lys Lys Lys Arg Lys Val Gly lle His Gly Val Pro Ala

1 5 10 15

Ala Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

20 25 30

Ser Phe Ser Arg Ser Asp Asn Leu Val Arg His GIn Arg Thr His Thr

35 40 45

Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg

50 55 60

Glu Asp Asn Leu His Thr His GIn Arg Thr His Thr Gly Glu Lys Pro

65 70 75 80

Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Ser Asp Glu Leu

85 90 95

Val Arg His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro

100 105 110

Glu Cys Gly Lys Ser Phe Ser GIn Ser Gly Asn Leu Thr Glu His GIn

115 120 125



Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

130 135 140

Ser Phe Ser Thr Ser Gly His Leu Val Arg His GIn Arg Thr His Thr

145 150 155 160

Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser GIn

165 170 175

Asn Ser Thr Leu Thr Glu His GIn Arg Thr His Thr Gly Lys Lys Thr

180 185 190

Ser Lys Arg Pro Ala Ala Thr Lys Lys Ala Gly GIn Ala Lys Lys Lys

195 200 205

Lys Gly Ser Tyr Pro Tyr Asp Val Pro Asp Tyr Ala Leu Glu Asp Ala

210 215 220

Leu Asp Asp Phe Asp Leu Asp Met Leu Gly Ser Asp Ala Leu Asp Asp

225 230 235 240

Phe Asp Leu Asp Met Leu Gly Ser Asp Ala Leu Asp Asp Phe Asp Leu



245 250 255

Asp Met Leu Gly Ser Asp Ala Leu Asp Asp Phe Asp Leu Asp Met Leu

260 265 270

<210> 272
<211>328
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcién de secuencia artificial:

Polipéptido sintético

<400> 272
Met Ala Pro Lys Lys Lys Arg Lys Val Gly lle His Gly Val Pro Ala

1 5 10 15

Ala Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

20 25 30

Ser Phe Ser Ser Lys Lys Ala Leu Thr Glu His GIn Arg Thr His Thr

35 40 45

Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Ser

50 55 60



Pro Ala Asp Leu Thr Arg His GIn Arg Thr His Thr Gly Glu Lys Pro

65 70 75 80

Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Ser Asp Asn Leu

85 90 95

Val Arg His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro

100 105 110

Glu Cys Gly Lys Ser Phe Ser Arg Glu Asp Asn Leu His Thr His GIn

115 120 125

Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

130 135 140

Ser Phe Ser Arg Ser Asp Glu Leu Val Arg His GIn Arg Thr His Thr

145 150 155 160

Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser GIn

165 170 175

Ser Gly Asn Leu Thr Glu His GIn Arg Thr His Thr Gly Glu Lys Pro



180 185 190

Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Thr Ser Gly His Leu

195 200 205

Val Arg His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro

210 215 220

Glu Cys Gly Lys Ser Phe Ser GlIn Asn Ser Thr Leu Thr Glu His GIn

225 230 235 240

Arg Thr His Thr Gly Lys Lys Thr Ser Lys Arg Pro Ala Ala Thr Lys

245 250 255

Lys Ala Gly GIn Ala Lys Lys Lys Lys Gly Ser Tyr Pro Tyr Asp Val

260 265 270

Pro Asp Tyr Ala Leu Glu Asp Ala Leu Asp Asp Phe Asp Leu Asp Met

275 280 285

Leu Gly Ser Asp Ala Leu Asp Asp Phe Asp Leu Asp Met Leu Gly Ser

290 295 300



Asp Ala Leu Asp Asp Phe Asp Leu Asp Met Leu Gly Ser Asp Ala Leu

305 310 315 320

Asp Asp Phe Asp Leu Asp Met Leu

325

<210> 273
<211>203
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 273

Met Ala Pro Lys Lys Lys Arg Lys Val Gly lle His Gly Val Pro Ala

1 5 10 15

Ala Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

20 25 30

Ser Phe Ser Ser Pro Ala Asp Leu Thr Arg His GIn Arg Thr His Thr

35 40 45

Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg



50 55 60

Ser Asp Asn Leu Val Arg His GIn Arg Thr His Thr Gly Glu Lys Pro

65 70 75 80

Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Glu Asp Asn Leu

85 90 95

His Thr His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro

100 105 110

Glu Cys Gly Lys Ser Phe Ser Arg Ser Asp Glu Leu Val Arg His GIn

115 120 125

Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

130 135 140

Ser Phe Ser GIn Ser Gly Asn Leu Thr Glu His GIn Arg Thr His Thr

145 150 155 160

Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Thr

165 170 175



Ser Gly His Leu Val Arg His GIn Arg Thr His Thr Gly Lys Lys Thr

180 185 190

Ser Lys Arg Pro Ala Ala Thr Lys Lys Ala Gly

195 200

<210> 274
<211>203
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 274

Met Ala Pro Lys Lys Lys Arg Lys Val Gly lle His Gly Val Pro Ala

1 5 10 15

Ala Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

20 25 30

Ser Phe Ser Ser Lys Lys Ala Leu Thr Glu His GIn Arg Thr His Thr

35 40 45

Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Ser



50 55 60

Pro Ala Asp Leu Thr Arg His GIn Arg Thr His Thr Gly Glu Lys Pro

65 70 75 80

Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Ser Asp Asn Leu

85 90 95

Val Arg His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro

100 105 110

Glu Cys Gly Lys Ser Phe Ser Arg Glu Asp Asn Leu His Thr His GIn

115 120 125

Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

130 135 140

Ser Phe Ser Arg Ser Asp Glu Leu Val Arg His GIn Arg Thr His Thr

145 150 155 160

Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser GIn

165 170 175



Ser Gly Asn Leu Thr Glu His GIn Arg Thr His Thr Gly Lys Lys Thr

180 185 190

Ser Lys Arg Pro Ala Ala Thr Lys Lys Ala Gly

195 200

<210> 275
<211> 259
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 275

Met Ala Pro Lys Lys Lys Arg Lys Val Gly lle His Gly Val Pro Ala

1 5 10 15

Ala Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

20 25 30

Ser Phe Ser Asp Cys Arg Asp Leu Ala Arg His GIn Arg Thr His Thr

35 40 45

Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg



50 55 60

Asn Asp Ala Leu Thr Glu His GIn Arg Thr His Thr Gly Glu Lys Pro

65 70 75 80

Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Asn Asp Ala Leu

85 90 95

Thr Glu His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro

100 105 110

Glu Cys Gly Lys Ser Phe Ser Ser Pro Ala Asp Leu Thr Arg His GIn

115 120 125

Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

130 135 140

Ser Phe Ser Asp Pro Gly Asn Leu Val Arg His GIn Arg Thr His Thr

145 150 155 160

Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser GIn

165 170 175



Arg Ala His Leu Glu Arg His GIn Arg Thr His Thr Gly Glu Lys Pro

180 185 190

Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser GIn Ser Ser Ser Leu

195 200 205

Val Arg His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro

210 215 220

Glu Cys Gly Lys Ser Phe Ser His Arg Thr Thr Leu Thr Asn His GlIn

225 230 235 240

Arg Thr His Thr Gly Lys Lys Thr Ser Lys Arg Pro Ala Ala Thr Lys

245 250 255

Lys Ala Gly

<210> 276
<211>203
<212> PRT

<213> Secuencia Artificial

<220>

<223> Descripcion de secuencia artificial:



Polipéptido sintético

<400> 276
Met Ala Pro Lys Lys Lys Arg Lys Val Gly lle His Gly Val Pro Ala

1 5 10 15

Ala Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

20 25 30

Ser Phe Ser Arg Asn Asp Ala Leu Thr Glu His GIn Arg Thr His Thr

35 40 45

Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Ser

50 55 60

Pro Ala Asp Leu Thr Arg His GIn Arg Thr His Thr Gly Glu Lys Pro

65 70 75 80

Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Asp Pro Gly Asn Leu

85 90 95

Val Arg His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro

100 105 110



Glu Cys Gly Lys Ser Phe Ser GIn Arg Ala His Leu Glu Arg His GIn

115 120 125

Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

130 135 140

Ser Phe Ser GIn Ser Ser Ser Leu Val Arg His GIn Arg Thr His Thr

145 150 155 160

Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser His

165 170 175

Arg Thr Thr Leu Thr Asn His GlIn Arg Thr His Thr Gly Lys Lys Thr

180 185 190

Ser Lys Arg Pro Ala Ala Thr Lys Lys Ala Gly

195 200

<210> 277
<211>203
<212> PRT

<213> Secuencia Artificial

<220>

<223> Descripcion de secuencia artificial:



Polipéptido sintético

<400> 277
Met Ala Pro Lys Lys Lys Arg Lys Val Gly lle His Gly Val Pro Ala

1 5 10 15

Ala Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

20 25 30

Ser Phe Ser Thr Lys Asn Ser Leu Thr Glu His GIn Arg Thr His Thr

35 40 45

Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg

50 55 60

Ala Asp Asn Leu Thr Glu His GIn Arg Thr His Thr Gly Glu Lys Pro

65 70 75 80

Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser GIn Leu Ala His Leu

85 90 95

Arg Ala His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro

100 105 110



Glu Cys Gly Lys Ser Phe Ser Thr Lys Asn Ser Leu Thr Glu His GIn

115 120 125

Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

130 135 140

Ser Phe Ser GIn Ala Gly His Leu Ala Ser His GIn Arg Thr His Thr

145 150 155 160

Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Thr

165 170 175

His Leu Asp Leu lle Arg His GIn Arg Thr His Thr Gly Lys Lys Thr

180 185 190

Ser Lys Arg Pro Ala Ala Thr Lys Lys Ala Gly

195 200

<210> 278
<211>231
<212> PRT

<213> Secuencia Artificial

<220>

<223> Descripcion de secuencia artificial:



Polipéptido sintético

<400> 278
Met Ala Pro Lys Lys Lys Arg Lys Val Gly lle His Gly Val Pro Ala

1 5 10 15

Ala Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

20 25 30

Ser Phe Ser Arg Asn Asp Ala Leu Thr Glu His GIn Arg Thr His Thr

35 40 45

Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Asp

50 55 60

Pro Gly His Leu Val Arg His GIn Arg Thr His Thr Gly Glu Lys Pro

65 70 75 80

Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Thr Ser Gly Glu Leu

85 90 95

Val Arg His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro

100 105 110



Glu Cys Gly Lys Ser Phe Ser Thr His Leu Asp Leu lle Arg His GIn

115 120 125

Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

130 135 140

Ser Phe Ser Ser Lys Lys Ala Leu Thr Glu His GlIn Arg Thr His Thr

145 150 155 160

Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser GIn

165 170 175

Leu Ala His Leu Arg Ala His GIn Arg Thr His Thr Gly Glu Lys Pro

180 185 190

Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Ser Asp His Leu

195 200 205

Thr Asn His GIn Arg Thr His Thr Gly Lys Lys Thr Ser Lys Arg Pro

210 215 220

Ala Ala Thr Lys Lys Ala Gly

225 230



<210> 279
<211>272
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 279
Met Ala Pro Lys Lys Lys Arg Lys Val Gly lle His Gly Val Pro Ala

1 5 10 15

Ala Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

20 25 30

Ser Phe Ser Arg Ser Asp Asn Leu Val Arg His GIn Arg Thr His Thr

35 40 45

Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser His

50 55 60

Arg Thr Thr Leu Thr Asn His GlIn Arg Thr His Thr Gly Glu Lys Pro

65 70 75 80



Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Glu Asp Asn Leu

85 90 95

His Thr His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro

100 105 110

Glu Cys Gly Lys Ser Phe Ser Thr Ser His Ser Leu Thr Glu His GIn

115 120 125

Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

130 135 140

Ser Phe Ser GIn Ser Ser Ser Leu Val Arg His GIn Arg Thr His Thr

145 150 155 160

Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg

165 170 175

Glu Asp Asn Leu His Thr His GIn Arg Thr His Thr Gly Lys Lys Thr

180 185 190

Ser Lys Arg Pro Ala Ala Thr Lys Lys Ala Gly GIn Ala Lys Lys Lys

195 200 205



Lys Gly Ser Tyr Pro Tyr Asp Val Pro Asp Tyr Ala Leu Glu Asp Ala

210 215 220

Leu Asp Asp Phe Asp Leu Asp Met Leu Gly Ser Asp Ala Leu Asp Asp

225 230 235 240

Phe Asp Leu Asp Met Leu Gly Ser Asp Ala Leu Asp Asp Phe Asp Leu

245 250 255

Asp Met Leu Gly Ser Asp Ala Leu Asp Asp Phe Asp Leu Asp Met Leu

260 265 270

<210> 280
<211> 272
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcidn de secuencia artificial:

Polipéptido sintético

<400> 280
Met Ala Pro Lys Lys Lys Arg Lys Val Gly lle His Gly Val Pro Ala

1 5 10 15



Ala Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

20 25 30

Ser Phe Ser Asp Pro Gly Ala Leu Val Arg His GIn Arg Thr His Thr

35 40 45

Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg

50 55 60

Ser Asp Asn Leu Val Arg His GIn Arg Thr His Thr Gly Glu Lys Pro

65 70 75 80

Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser GIn Ser Gly Asp Leu

85 90 95

Arg Arg His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro

100 105 110

Glu Cys Gly Lys Ser Phe Ser Thr His Leu Asp Leu lle Arg His GIn

115 120 125

Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

130 135 140



Ser Phe Ser Thr Ser Gly Asn Leu Val Arg His GIn Arg Thr His Thr

145 150 155 160

Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg

165 170 175

Ser Asp Asn Leu Val Arg His GIn Arg Thr His Thr Gly Lys Lys Thr

180 185 190

Ser Lys Arg Pro Ala Ala Thr Lys Lys Ala Gly GIn Ala Lys Lys Lys

195 200 205

Lys Gly Ser Tyr Pro Tyr Asp Val Pro Asp Tyr Ala Leu Glu Asp Ala

210 215 220

Leu Asp Asp Phe Asp Leu Asp Met Leu Gly Ser Asp Ala Leu Asp Asp

225 230 235 240

Phe Asp Leu Asp Met Leu Gly Ser Asp Ala Leu Asp Asp Phe Asp Leu

245 250 255

Asp Met Leu Gly Ser Asp Ala Leu Asp Asp Phe Asp Leu Asp Met Leu

260 265 270



<210> 281
<211>203
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 281
Met Ala Pro Lys Lys Lys Arg Lys Val Gly lle His Gly Val Pro Ala

1 5 10 15

Ala Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

20 25 30

Ser Phe Ser GIn Ala Gly His Leu Ala Ser His GIn Arg Thr His Thr

35 40 45

Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg

50 55 60

Glu Asp Asn Leu His Thr His GIn Arg Thr His Thr Gly Glu Lys Pro

65 70 75 80



Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Thr Ser Gly Asn Leu

85 90 95

Thr Glu His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro

100 105 110

Glu Cys Gly Lys Ser Phe Ser Thr His Leu Asp Leu lle Arg His GIn

115 120 125

Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

130 135 140

Ser Phe Ser GIn Lys Ser Ser Leu lle Ala His GIn Arg Thr His Thr

145 150 155 160

Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser GIn

165 170 175

Ala Gly His Leu Ala Ser His GIn Arg Thr His Thr Gly Lys Lys Thr

180 185 190

Ser Lys Arg Pro Ala Ala Thr Lys Lys Ala Gly

195 200



<210> 282
<211>203
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 282
Met Ala Pro Lys Lys Lys Arg Lys Val Gly lle His Gly Val Pro Ala

1 5 10 15

Ala Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

20 25 30

Ser Phe Ser Thr Thr Gly Asn Leu Thr Val His GIn Arg Thr His Thr

35 40 45

Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Thr

50 55 60

Ser Gly Glu Leu Val Arg His GIn Arg Thr His Thr Gly Glu Lys Pro

65 70 75 80



Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Glu Asp Asn Leu

85 90 95

His Thr His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro

100 105 110

Glu Cys Gly Lys Ser Phe Ser Thr Ser Gly Asn Leu Thr Glu His GIn

115 120 125

Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

130 135 140

Ser Phe Ser GIn Ser Ser Ser Leu Val Arg His GIn Arg Thr His Thr

145 150 155 160

Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser GIn

165 170 175

Arg Ala Asn Leu Arg Ala His GIn Arg Thr His Thr Gly Lys Lys Thr

180 185 190

Ser Lys Arg Pro Ala Ala Thr Lys Lys Ala Gly

195 200



<210> 283
<211> 20
<212>DNA

<213> Secuencia Artificial

<220>

<223> Descripcion de secuencia artificial:

primer

<400> 283

ggtcacgtac agcttcgcat

<210> 284
<211>20
<212>DNA

<213> Secuencia Artificial

<220>

<223> Descripcion de secuencia artificial:

primer

<400> 284

ctggtttctg gctegtggag

<210> 285
<211>19

<212>DNA

20

20



<213> Secuencia Artificial

<220>

<223> Descripcidn de secuencia artificial:

primer

<400> 285

aagccccaaa geccaageag

<210> 286
<211>19
<212>DNA

<213> Secuencia Artificial

<220>

<223> Descripcidn de secuencia artificial:

primer

<400> 286

aggtgtggca ttgaaacgg

<210> 287
<211> 20
<212>DNA

<213> Secuencia Artificial

<220>

<223> Descripcion de secuencia artificial:

primer

19

19



<400> 287

atggtcagtt ctgcectgtg

<210> 288
<211>21
<212>DNA

<213> Secuencia Artificial

<220>

<223> Descripcion de secuencia artificial:

primer

<400> 288

cggtaaagat gcaggagtgg ¢

<210> 289
<211>20
<212>DNA

<213> Secuencia Artificial

<220>

<223> Descripcion de secuencia artificial:

primer

<400> 289

tgacaatggg cagaacgaat

20

21

20



<210> 290
<211>20
<212>DNA

<213> Secuencia Artificial

<220>

<223> Descripcidn de secuencia artificial:

primer

<400> 290

tgcagcactc tgttgacgtt

<210>291
<211>20
<212> DNA

<213> Secuencia Artificial

<220>

<223> Descripcidn de secuencia artificial:

primer

<400> 291

tgttgccact ggtgctaaag

<210> 292
<211> 20
<212>DNA

<213> Secuencia Artificial

20

20



<220>

<223> Descripcion de secuencia artificial:

primer

<400> 292

acagcagtct tctecgcttc

<210> 293
<211> 20
<212>DNA

<213> Secuencia Artificial

<220>

<223> Descripcion de secuencia artificial:

primer

<400> 293

caaaaaagcc acaaaagcct

<210> 294
<211>20
<212>DNA

<213> Secuencia Artificial

<220>

<223> Descripcion de secuencia artificial:

primer

<400> 294

20

20



ttagctccge aagaaacatc 20

<210> 295
<211> 667
<212>PRT

<213> Secuencia Artificial

<220>
<223> Descripcién de secuencia artificial:

Polipéptido sintético

<400> 295
Met Tyr Pro Tyr Asp Val Pro Asp Tyr Ala Gly Tyr Pro Tyr Asp Val

1 5 10 15

Pro Asp Tyr Ala Gly Ser Tyr Pro Tyr Asp Val Pro Asp Tyr Ala Gly

20 25 30

Ser Gly Ser Gly Ser Ala Ala Ala Lys Ala Glu Met GIn Leu Met Ser

35 40 45

Pro Leu GlIn lle Ser Asp Pro Phe Gly Ser Phe Pro His Ser Pro Thr

50 55 60

Met Asp Asn Tyr Pro Lys Leu Glu Glu Met Met Leu Leu Ser Asn Gly

65 70 75 80



Ala Pro GIn Phe Leu Gly Ala Ala Gly Ala Pro Glu Gly Ser Gly Ser

85 90 95

Asn Ser Ser Ser Ser Ser Ser Gly Gly Gly Gly Gly Gly Gly Gly Gly

100 105 110

Ser Asn Ser Ser Ser Ser Ser Ser Thr Phe Asn Pro GIn Ala Asp Thr

115 120 125

Gly Glu GIn Pro Tyr Glu His Leu Thr Ala Glu Ser Phe Pro Asp lle

130 135 140

Ser Leu Asn Asn Glu Lys Val Leu Val Glu Thr Ser Tyr Pro Ser GIn

145 150 155 160

Thr Thr Arg Leu Pro Pro lle Thr Tyr Thr Gly Arg Phe Ser Leu Glu

165 170 175

Pro Ala Pro Asn Ser Gly Asn Thr Leu Trp Pro Glu Pro Leu Phe Ser

180 185 190

Leu Val Ser Gly Leu Val Ser Met Thr Asn Pro Pro Ala Ser Ser Ser



195 200 205

Ser Ala Pro Ser Pro Ala Ala Ser Ser Ala Ser Ala Ser GIn Ser Pro

210 215 220

Pro Leu Ser Cys Ala Val Pro Ser Asn Asp Ser Ser Pro lle Tyr Ser

225 230 235 240

Ala Ala Pro Thr Phe Pro Thr Pro Asn Thr Asp lle Phe Pro Glu Pro

245 250 255

GlIn Ser GIn Ala Phe Pro Gly Ser Ala Gly Thr Ala Leu GIn Tyr Pro

260 265 270

Pro Pro Ala Tyr Pro Ala Ala Lys Gly Gly Phe GIn Val Pro Met lle

275 280 285

Pro Asp Tyr Leu Phe Pro GIn GIn GIn Gly Asp Leu Gly Leu Gly Thr

290 295 300

Pro Asp GIn Lys Pro Phe GIn Gly Leu Glu Ser Arg Thr GIn GIn Pro

305 310 315 320



Ser Leu Thr Pro Leu Ser Thr lle Lys Ala Phe Ala Thr GIn Ser Gly

325 330 335

Ser GIn Asp Leu Lys Ala Leu Asn Thr Ser Tyr GIn Ser GIn Leu lle

340 345 350

Lys Pro Ser Arg Met Arg Lys Tyr Pro Asn Arg Pro Ser Lys Thr Pro

355 360 365

Pro His Glu Arg Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg

370 375 380

Phe Ser Arg Ser Asp Asn Leu Val Arg His lle Arg lle His Thr Gly

385 390 395 400

GIn Lys Pro Phe GIn Cys Arg lle Cys Met Arg Asn Phe Ser Arg Glu

405 410 415

Asp Asn Leu His Thr His lle Arg Thr His Thr Gly Glu Lys Pro Phe

420 425 430

Ala Cys Asp lle Cys Gly Arg Lys Phe Ala Arg Ser Asp Glu Leu Val

435 440 445



Arg His Thr Lys lle His Leu Arg GIn Lys Asp Arg Pro Tyr Ala Cys

450 455 460

Pro Val Glu Ser Cys Asp Arg Arg Phe Ser GIn Ser Gly Asn Leu Thr

465 470 475 480

Glu His lle Arg lle His Thr Gly GIn Lys Pro Phe GIn Cys Arg lle

485 490 495

Cys Met Arg Asn Phe Ser Thr Ser Gly His Leu Val Arg His lle Arg

500 505 510

Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys

515 520 525

Phe Ala GIn Asn Ser Thr Leu Thr Glu His Thr Lys lle His Leu Arg

530 535 540

Gln Lys Asp Lys Lys Ala Asp Lys Ser Val Val Ala Ser Ser Ala Thr

545 550 555 560

Ser Ser Leu Ser Ser Tyr Pro Ser Pro Val Ala Thr Ser Tyr Pro Ser

565 570 575



Pro Val Thr Thr Ser Tyr Pro Ser Pro Ala Thr Thr Ser Tyr Pro Ser

580 585 590

Pro Val Pro Thr Ser Phe Ser Ser Pro Gly Ser Ser Thr Tyr Pro Ser

595 600 605

Pro Val His Ser Gly Phe Pro Ser Pro Ser Val Ala Thr Thr Tyr Ser

610 615 620

Ser Val Pro Pro Ala Phe Pro Ala GIn Val Ser Ser Phe Pro Ser Ser

625 630 635 640

Ala Val Thr Asn Ser Phe Ser Ala Ser Thr Gly Leu Ser Asp Met Thr

645 650 655

Ala Thr Phe Ser Pro Arg Thr lle Glu lle Cys

660 665

<210> 296
<211>719
<212> PRT

<213> Secuencia Artificial



<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 296
Met Ala Ala Ala Lys Ala Glu Met GIn Leu Met Ser Pro Leu Gin lle

1 5 10 15

Ser Asp Pro Phe Gly Ser Phe Pro His Ser Pro Thr Met Asp Asn Tyr

20 25 30

Pro Lys Leu Glu Glu Met Met Leu Leu Ser Asn Gly Ala Pro GIn Phe

35 40 45

Leu Gly Ala Ala Gly Ala Pro Glu Gly Ser Gly Ser Asn Ser Ser Ser

50 55 60

Ser Ser Ser Gly Gly Gly Gly Gly Gly Gly Gly Gly Ser Asn Ser Ser

65 70 75 80

Ser Ser Ser Ser Thr Phe Asn Pro GIn Ala Asp Thr Gly Glu GIn Pro

85 90 95

Tyr Glu His Leu Thr Ala Glu Ser Phe Pro Asp lle Ser Leu Asn Asn

100 105 110



Glu Lys Val Leu Val Glu Thr Ser Tyr Pro Ser GIn Thr Thr Arg Leu

115 120 125

Pro Pro lle Thr Tyr Thr Gly Arg Phe Ser Leu Glu Pro Ala Pro Asn

130 135 140

Ser Gly Asn Thr Leu Trp Pro Glu Pro Leu Phe Ser Leu Val Ser Gly

145 150 155 160

Leu Val Ser Met Thr Asn Pro Pro Ala Ser Ser Ser Ser Ala Pro Ser

165 170 175

Pro Ala Ala Ser Ser Ala Ser Ala Ser GIn Ser Pro Pro Leu Ser Cys

180 185 190

Ala Val Pro Ser Asn Asp Ser Ser Pro lle Tyr Ser Ala Ala Pro Thr

195 200 205

Phe Pro Thr Pro Asn Thr Asp lle Phe Pro Glu Pro GIn Ser GIn Ala

210 215 220

Phe Pro Gly Ser Ala Gly Thr Ala Leu GIn Tyr Pro Pro Pro Ala Tyr



225 230 235 240

Pro Ala Ala Lys Gly Gly Phe GIn Val Pro Met lle Pro Asp Tyr Leu

245 250 255

Phe Pro GIn GIn GIn Gly Asp Leu Gly Leu Gly Thr Pro Asp GIn Lys

260 265 270

Pro Phe GIn Gly Leu Glu Ser Arg Thr GIn GIn Pro Ser Leu Thr Pro

275 280 285

Leu Ser Thr lle Lys Ala Phe Ala Thr GIn Ser Gly Ser GIn Asp Leu

290 295 300

Lys Ala Leu Asn Thr Ser Tyr GIn Ser GIn Leu lle Lys Pro Ser Arg

305 310 315 320

Met Arg Lys Tyr Pro Asn Arg Pro Ser Lys Thr Pro Pro His Glu Arg

325 330 335

Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser Asp Pro

340 345 350



Gly Ala Leu Val Arg His lle Arg lle His Thr Gly GIn Lys Pro Phe

355 360 365

GlIn Cys Arg lle Cys Met Arg Asn Phe Ser Arg Ser Asp Asn Leu Val

370 375 380

Arg His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp lle

385 390 395 400

Cys Gly Arg Lys Phe Ala GIn Ser Gly Asp Leu Arg Arg His Thr Lys

405 410 415

Ile His Leu Arg GIn Lys Asp Arg Pro Tyr Ala Cys Pro Val Glu Ser

420 425 430

Cys Asp Arg Arg Phe Ser Thr His Leu Asp Leu lle Arg His lle Arg

435 440 445

Ile His Thr Gly GIn Lys Pro Phe GIn Cys Arg lle Cys Met Arg Asn

450 455 460

Phe Ser Thr Ser Gly Asn Leu Val Arg His lle Arg Thr His Thr Gly

465 470 475 480



Glu Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys Phe Ala Arg Ser

485 490 495

Asp Asn Leu Val Arg His Thr Lys lle His Leu Arg GIn Lys Asp Arg

500 505 510

Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser GIn Ser

515 520 525

Gly His Leu Thr Glu His lle Arg lle His Thr Gly GIn Lys Pro Phe

530 535 540

GIn Cys Arg lle Cys Met Arg Asn Phe Ser Glu Arg Ser His Leu Arg

545 550 555 560

Glu His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp lle

565 570 575

Cys Gly Arg Lys Phe Ala GIn Ala Gly His Leu Ala Ser His Thr Lys

580 585 590

Ile His Leu Arg GIn Lys Asp Lys Lys Ala Asp Lys Ser Val Val Ala

595 600 605



Ser Ser Ala Thr Ser Ser Leu Ser Ser Tyr Pro Ser Pro Val Ala Thr

610 615 620

Ser Tyr Pro Ser Pro Val Thr Thr Ser Tyr Pro Ser Pro Ala Thr Thr

625 630 635 640

Ser Tyr Pro Ser Pro Val Pro Thr Ser Phe Ser Ser Pro Gly Ser Ser

645 650 655

Thr Tyr Pro Ser Pro Val His Ser Gly Phe Pro Ser Pro Ser Val Ala

660 665 670

Thr Thr Tyr Ser Ser Val Pro Pro Ala Phe Pro Ala GIn Val Ser Ser

675 680 685

Phe Pro Ser Ser Ala Val Thr Asn Ser Phe Ser Ala Ser Thr Gly Leu

690 695 700

Ser Asp Met Thr Ala Thr Phe Ser Pro Arg Thr lle Glu lle Cys

705 710 715

<210> 297



<211>197
<212>PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 297
Met Arg Lys Tyr Pro Asn Arg Pro Ser Lys Thr Pro Pro His Glu Arg

1 5 10 15

Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser Arg Ser

20 25 30

Asp Asn Leu Thr Arg His lle Arg lle His Thr Gly GIn Lys Pro Phe

35 40 45

GIn Cys Arg lle Cys Met Arg Asn Phe Ser His Ser Thr Thr Leu Thr

50 55 60

Asn His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp lle

65 70 75 80

Cys Gly Arg Lys Phe Ala Arg Ser Asp Asn Arg Lys Thr His lle Arg

85 90 95



Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys

100 105 110

Phe Ser Thr Ser His Ser Leu Thr Glu His lle Arg lle His Thr Gly

115 120 125

GlIn Lys Pro Phe GIn Cys Arg lle Cys Met Arg Asn Phe Ser GIn Ser

130 135 140

Ser Ser Leu Thr Arg His lle Arg Thr His Thr Gly Glu Lys Pro Phe

145 150 155 160

Ala Cys Asp lle Cys Gly Arg Lys Phe Ala Arg Ser Asp Asn Arg Lys

165 170 175

Thr His Thr Lys lle His Leu Arg GIn Lys Asp Lys Lys Ala Asp Lys

180 185 190

Ser Val Val Ala Ser

195

<210>298



<211>197
<212>PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 298
Met Arg Lys Tyr Pro Asn Arg Pro Ser Lys Thr Pro Pro His Glu Arg

1 5 10 15

Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser Arg Ser

20 25 30

Asp Asn Leu Thr Arg His lle Arg lle His Thr Gly GIn Lys Pro Phe

35 40 45

GlIn Cys Arg lle Cys Met Arg Asn Phe Ser Arg Ser Asp Asn Leu Thr

50 55 60

Thr His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp lle

65 70 75 80

Cys Gly Arg Lys Phe Ala Arg Ser Asp Glu Arg Lys Arg His lle Arg

85 90 95



Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys

100 105 110

Phe Ser GIn Ser Gly Asn Leu Thr Glu His Ile Arg lle His Thr Gly

115 120 125

GlIn Lys Pro Phe GIn Cys Arg lle Cys Met Arg Asn Phe Ser Thr Ser

130 135 140

Gly His Leu Thr Arg His lle Arg Thr His Thr Gly Glu Lys Pro Phe

145 150 155 160

Ala Cys Asp lle Cys Gly Arg Lys Phe Ala GIn Ser Ser Thr Arg Lys

165 170 175

Glu His Thr Lys lle His Leu Arg GIn Lys Asp Lys Lys Ala Asp Lys

180 185 190

Ser Val Val Ala Ser

195

<210> 299



<211>627
<212>PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 299
Met Ala Ala Ala Lys Ala Glu Met GIn Leu Met Ser Pro Leu Gln lle

1 5 10 15

Ser Asp Pro Phe Gly Ser Phe Pro His Ser Pro Thr Met Asp Asn Tyr

20 25 30

Pro Lys Leu Glu Glu Met Met Leu Leu Ser Asn Gly Ala Pro GIn Phe

35 40 45

Leu Gly Ala Ala Gly Ala Pro Glu Gly Ser Gly Ser Asn Ser Ser Ser

50 55 60

Ser Ser Ser Gly Gly Gly Gly Gly Gly Gly Gly Gly Ser Asn Ser Ser

65 70 75 80

Ser Ser Ser Ser Thr Phe Asn Pro GIn Ala Asp Thr Gly Glu GIn Pro

85 90 95



Tyr Glu His Leu Thr Ala Glu Ser Phe Pro Asp lle Ser Leu Asn Asn

100 105 110

Glu Lys Val Leu Val Glu Thr Ser Tyr Pro Ser GIn Thr Thr Arg Leu

115 120 125

Pro Pro lle Thr Tyr Thr Gly Arg Phe Ser Leu Glu Pro Ala Pro Asn

130 135 140

Ser Gly Asn Thr Leu Trp Pro Glu Pro Leu Phe Ser Leu Val Ser Gly

145 150 155 160

Leu Val Ser Met Thr Asn Pro Pro Ala Ser Ser Ser Ser Ala Pro Ser

165 170 175

Pro Ala Ala Ser Ser Ala Ser Ala Ser GIn Ser Pro Pro Leu Ser Cys

180 185 190

Ala Val Pro Ser Asn Asp Ser Ser Pro lle Tyr Ser Ala Ala Pro Thr

195 200 205

Phe Pro Thr Pro Asn Thr Asp lle Phe Pro Glu Pro GIn Ser GIn Ala



210 215 220

Phe Pro Gly Ser Ala Gly Thr Ala Leu GIn Tyr Pro Pro Pro Ala Tyr

225 230 235 240

Pro Ala Ala Lys Gly Gly Phe GIn Val Pro Met lle Pro Asp Tyr Leu

245 250 255

Phe Pro GIn GIn GIn Gly Asp Leu Gly Leu Gly Thr Pro Asp GIn Lys

260 265 270

Pro Phe GIn Gly Leu Glu Ser Arg Thr GIn GIn Pro Ser Leu Thr Pro

275 280 285

Leu Ser Thr lle Lys Ala Phe Ala Thr GIn Ser Gly Ser GIn Asp Leu

290 295 300

Lys Ala Leu Asn Thr Ser Tyr GIn Ser GIn Leu lle Lys Pro Ser Arg

305 310 315 320

Met Arg Lys Tyr Pro Asn Arg Pro Ser Lys Thr Pro Pro His Glu Arg

325 330 335



Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser Arg Ser

340 345 350

Asp Asn Leu Val Arg His lle Arg lle His Thr Gly GIn Lys Pro Phe

355 360 365

GlIn Cys Arg lle Cys Met Arg Asn Phe Ser Arg Glu Asp Asn Leu His

370 375 380

Thr His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp lle

385 390 395 400

Cys Gly Arg Lys Phe Ala Arg Ser Asp Glu Leu Val Arg His lle Arg

405 410 415

Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys

420 425 430

Phe Ser GIn Ser Gly Asn Leu Thr Glu His Ile Arg lle His Thr Gly

435 440 445

GlIn Lys Pro Phe GIn Cys Arg lle Cys Met Arg Asn Phe Ser Thr Ser

450 455 460



Gly His Leu Val Arg His lle Arg Thr His Thr Gly Glu Lys Pro Phe

465 470 475 480

Ala Cys Asp lle Cys Gly Arg Lys Phe Ala GIn Asn Ser Thr Leu Thr

485 490 495

Glu His Thr Lys lle His Leu Arg GIn Lys Asp Lys Lys Ala Asp Lys

500 505 510

Ser Val Val Ala Ser Ser Ala Thr Ser Ser Leu Ser Ser Tyr Pro Ser

515 520 525

Pro Val Ala Thr Ser Tyr Pro Ser Pro Val Thr Thr Ser Tyr Pro Ser

530 535 540

Pro Ala Thr Thr Ser Tyr Pro Ser Pro Val Pro Thr Ser Phe Ser Ser

545 550 555 560

Pro Gly Ser Ser Thr Tyr Pro Ser Pro Val His Ser Gly Phe Pro Ser

565 570 575

Pro Ser Val Ala Thr Thr Tyr Ser Ser Val Pro Pro Ala Phe Pro Ala

580 585 590



GIn Val Ser Ser Phe Pro Ser Ser Ala Val Thr Asn Ser Phe Ser Ala

595 600 605

Ser Thr Gly Leu Ser Asp Met Thr Ala Thr Phe Ser Pro Arg Thr lle

610 615 620

Glu lle Cys

625

<210> 300

<400> 300

000

<210>301

<400> 301

000

<210>302

<400> 302

000



<210>303

<400> 303

000

<210>304

<400> 304

000

<210> 305
<211>753
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcidn de secuencia artificial:

Polipéptido sintético

<400> 305
Met Ala Pro Lys Lys Lys Arg Lys Val Gly lle His Gly Val Pro Ala

1 5 10 15

Ala Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

20 25 30



Ser Phe Ser Arg Ser Asp Asn Leu Val Arg His GIn Arg Thr His Thr

35 40 45

Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg

50 55 60

Glu Asp Asn Leu His Thr His GIn Arg Thr His Thr Gly Glu Lys Pro

65 70 75 80

Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Ser Asp Glu Leu

85 90 95

Val Arg His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro

100 105 110

Glu Cys Gly Lys Ser Phe Ser GIn Ser Gly Asn Leu Thr Glu His GIn

115 120 125

Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

130 135 140

Ser Phe Ser Thr Ser Gly His Leu Val Arg His GIn Arg Thr His Thr

145 150 155 160



Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser GIn

165 170 175

Asn Ser Thr Leu Thr Glu His GIn Arg Thr His Thr Gly Lys Lys Thr

180 185 190

Ser Lys Arg Pro Ala Ala Thr Lys Lys Ala Gly GIn Ala Lys Lys Lys

195 200 205

Lys Gly Ser Tyr Pro Tyr Asp Val Pro Asp Tyr Ala Leu Glu Glu Ala

210 215 220

Ser Gly Ser Gly Arg Ala Asp Ala Leu Asp Asp Phe Asp Leu Asp Met

225 230 235 240

Leu Gly Ser Asp Ala Leu Asp Asp Phe Asp Leu Asp Met Leu Gly Ser

245 250 255

Asp Ala Leu Asp Asp Phe Asp Leu Asp Met Leu Gly Ser Asp Ala Leu

260 265 270

Asp Asp Phe Asp Leu Asp Met Leu lle Asn Ser Arg Ser Ser Gly Ser

275 280 285



Pro Lys Lys Lys Arg Lys Val Gly Ser GIn Tyr Leu Pro Asp Thr Asp

290 295 300

Asp Arg His Arg lle Glu Glu Lys Arg Lys Arg Thr Tyr Glu Thr Phe

305 310 315 320

Lys Ser lle Met Lys Lys Ser Pro Phe Ser Gly Pro Thr Asp Pro Arg

325 330 335

Pro Pro Pro Arg Arg lle Ala Val Pro Ser Arg Ser Ser Ala Ser Val

340 345 350

Pro Lys Pro Ala Pro GIn Pro Tyr Pro Phe Thr Ser Ser Leu Ser Thr

355 360 365

Ile Asn Tyr Asp Glu Phe Pro Thr Met Val Phe Pro Ser Gly Gin lle

370 375 380

Ser GIn Ala Ser Ala Leu Ala Pro Ala Pro Pro GIn Val Leu Pro Gln

385 390 395 400

Ala Pro Ala Pro Ala Pro Ala Pro Ala Met Val Ser Ala Leu Ala GIn



405 410 415

Ala Pro Ala Pro Val Pro Val Leu Ala Pro Gly Pro Pro GIn Ala Val

420 425 430

Ala Pro Pro Ala Pro Lys Pro Thr GIn Ala Gly Glu Gly Thr Leu Ser

435 440 445

Glu Ala Leu Leu GIn Leu GIn Phe Asp Asp Glu Asp Leu Gly Ala Leu

450 455 460

Leu Gly Asn Ser Thr Asp Pro Ala Val Phe Thr Asp Leu Ala Ser Val

465 470 475 480

Asp Asn Ser Glu Phe GIn GIn Leu Leu Asn GIn Gly lle Pro Val Ala

485 490 495

Pro His Thr Thr Glu Pro Met Leu Met Glu Tyr Pro Glu Ala lle Thr

500 505 510

Arg Leu Val Thr Gly Ala GIn Arg Pro Pro Asp Pro Ala Pro Ala Pro

515 520 525



Leu Gly Ala Pro Gly Leu Pro Asn Gly Leu Leu Ser Gly Asp Glu Asp

530 535 540

Phe Ser Ser lle Ala Asp Met Asp Phe Ser Ala Leu Leu Gly Ser Gly

545 550 555 560

Ser Gly Ser Arg Asp Ser Arg Glu Gly Met Phe Leu Pro Lys Pro Glu

565 570 575

Ala Gly Ser Ala lle Ser Asp Val Phe Glu Gly Arg Glu Val Cys GIn

580 585 590

Pro Lys Arg lle Arg Pro Phe His Pro Pro Gly Ser Pro Trp Ala Asn

595 600 605

Arg Pro Leu Pro Ala Ser Leu Ala Pro Thr Pro Thr Gly Pro Val His

610 615 620

Glu Pro Val Gly Ser Leu Thr Pro Ala Pro Val Pro GIn Pro Leu Asp

625 630 635 640

Pro Ala Pro Ala Val Thr Pro Glu Ala Ser His Leu Leu Glu Asp Pro

645 650 655



Asp Glu Glu Thr Ser GIn Ala Val Lys Ala Leu Arg Glu Met Ala Asp

660 665 670

Thr Val lle Pro GIn Lys Glu Glu Ala Ala lle Cys Gly GIn Met Asp

675 680 685

Leu Ser His Pro Pro Pro Arg Gly His Leu Asp Glu Leu Thr Thr Thr

690 695 700

Leu Glu Ser Met Thr Glu Asp Leu Asn Leu Asp Ser Pro Leu Thr Pro

705 710 715 720

Glu Leu Asn Glu lle Leu Asp Thr Phe Leu Asn Asp Glu Cys Leu Leu

725 730 735

His Ala Met His Ile Ser Thr Gly Leu Ser Ile Phe Asp Thr Ser Leu

740 745 750

Phe

<210> 306

<211>272



<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 306
Met Ala Pro Lys Lys Lys Arg Lys Val Gly lle His Gly Val Pro Ala

1 5 10 15

Ala Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

20 25 30

Ser Phe Ser Arg Ser Asp Asn Leu Val Arg His GIn Arg Thr His Thr

35 40 45

Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg

50 55 60

Glu Asp Asn Leu His Thr His GIn Arg Thr His Thr Gly Glu Lys Pro

65 70 75 80

Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Ser Asp Glu Leu

85 90 95



Val Arg His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro

100 105 110

Glu Cys Gly Lys Ser Phe Ser GIn Ser Gly Asn Leu Thr Glu His GIn

115 120 125

Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

130 135 140

Ser Phe Ser Thr Ser Gly His Leu Val Arg His GIn Arg Thr His Thr

145 150 155 160

Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser GIn

165 170 175

Asn Ser Thr Leu Thr Glu His GIn Arg Thr His Thr Gly Lys Lys Thr

180 185 190

Ser Lys Arg Pro Ala Ala Thr Lys Lys Ala Gly GIn Ala Lys Lys Lys

195 200 205

Lys Gly Ser Tyr Pro Tyr Asp Val Pro Asp Tyr Ala Leu Glu Asp Ala

210 215 220



Leu Asp Asp Phe Asp Leu Asp Met Leu Gly Ser Asp Ala Leu Asp Asp

225 230 235 240

Phe Asp Leu Asp Met Leu Gly Ser Asp Ala Leu Asp Asp Phe Asp Leu

245 250 255

Asp Met Leu Gly Ser Asp Ala Leu Asp Asp Phe Asp Leu Asp Met Leu

260 265 270

<210> 307
<211> 272
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcidn de secuencia artificial:

Polipéptido sintético

<400> 307
Met Ala Pro Lys Lys Lys Arg Lys Val Gly lle His Gly Val Pro Ala

1 5 10 15

Ala Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

20 25 30



Ser Phe Ser Arg Ser Asp Asn Leu Val Arg His GIn Arg Thr His Thr

35 40 45

Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg

50 55 60

Glu Asp Asn Leu His Thr His GIn Arg Thr His Thr Gly Glu Lys Pro

65 70 75 80

Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Ser Asp Glu Leu

85 90 95

Val Arg His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro

100 105 110

Glu Cys Gly Lys Ser Phe Ser GIn Ser Gly Asn Leu Thr Glu His GIn

115 120 125

Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

130 135 140

Ser Phe Ser Thr Ser Gly His Leu Val Arg His GIn Arg Thr His Thr

145 150 155 160



Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser GIn

165 170 175

Asn Ser Thr Leu Thr Glu His GIn Arg Thr His Thr Gly Lys Lys Thr

180 185 190

Ser Lys Arg Pro Ala Ala Thr Lys Lys Ala Gly GIn Ala Lys Lys Lys

195 200 205

Lys Gly Ser Tyr Pro Tyr Asp Val Pro Asp Tyr Ala Leu Glu Asp Ala

210 215 220

Leu Asp Asp Phe Asp Leu Asp Met Leu Gly Ser Asp Ala Leu Asp Asp

225 230 235 240

Phe Asp Leu Asp Met Leu Gly Ser Asp Ala Leu Asp Asp Phe Asp Leu

245 250 255

Asp Met Leu Gly Ser Asp Ala Leu Asp Asp Phe Asp Leu Asp Met Leu

260 265 270

<210>308



<211>272
<212>PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 308
Met Ala Pro Lys Lys Lys Arg Lys Val Gly lle His Gly Val Pro Ala

1 5 10 15

Ala Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

20 25 30

Ser Phe Ser Arg Ser Asp Asn Leu Val Arg His GIn Arg Thr His Thr

35 40 45

Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg

50 55 60

Glu Asp Asn Leu His Thr His GIn Arg Thr His Thr Gly Glu Lys Pro

65 70 75 80

Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Ser Asp Glu Leu

85 90 95



Val Arg His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro

100 105 110

Glu Cys Gly Lys Ser Phe Ser GIn Ser Gly Asn Leu Thr Glu His GIn

115 120 125

Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

130 135 140

Ser Phe Ser Thr Ser Gly His Leu Val Arg His GIn Arg Thr His Thr

145 150 155 160

Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser GIn

165 170 175

Asn Ser Thr Leu Thr Glu His GIn Arg Thr His Thr Gly Lys Lys Thr

180 185 190

Ser Lys Arg Pro Ala Ala Thr Lys Lys Ala Gly GIn Ala Lys Lys Lys

195 200 205

Lys Gly Ser Tyr Pro Tyr Asp Val Pro Asp Tyr Ala Leu Glu Asp Ala



210 215 220

Leu Asp Asp Phe Asp Leu Asp Met Leu Gly Ser Asp Ala Leu Asp Asp

225 230 235 240

Phe Asp Leu Asp Met Leu Gly Ser Asp Ala Leu Asp Asp Phe Asp Leu

245 250 255

Asp Met Leu Gly Ser Asp Ala Leu Asp Asp Phe Asp Leu Asp Met Leu

260 265 270

<210> 309
<211>753
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 309
Met Ala Pro Lys Lys Lys Arg Lys Val Gly lle His Gly Val Pro Ala

1 5 10 15

Ala Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

20 25 30



Ser Phe Ser Arg Ser Asp Asn Leu Val Arg His GIn Arg Thr His Thr

35 40 45

Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser His

50 55 60

Arg Thr Thr Leu Thr Asn His GlIn Arg Thr His Thr Gly Glu Lys Pro

65 70 75 80

Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Glu Asp Asn Leu

85 90 95

His Thr His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro

100 105 110

Glu Cys Gly Lys Ser Phe Ser Thr Ser His Ser Leu Thr Glu His GIn

115 120 125

Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

130 135 140

Ser Phe Ser GIn Ser Ser Ser Leu Val Arg His GIn Arg Thr His Thr



145 150 155 160

Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg

165 170 175

Glu Asp Asn Leu His Thr His GIn Arg Thr His Thr Gly Lys Lys Thr

180 185 190

Ser Lys Arg Pro Ala Ala Thr Lys Lys Ala Gly GIn Ala Lys Lys Lys

195 200 205

Lys Gly Ser Tyr Pro Tyr Asp Val Pro Asp Tyr Ala Leu Glu Glu Ala

210 215 220

Ser Gly Ser Gly Arg Ala Asp Ala Leu Asp Asp Phe Asp Leu Asp Met

225 230 235 240

Leu Gly Ser Asp Ala Leu Asp Asp Phe Asp Leu Asp Met Leu Gly Ser

245 250 255

Asp Ala Leu Asp Asp Phe Asp Leu Asp Met Leu Gly Ser Asp Ala Leu

260 265 270



Asp Asp Phe Asp Leu Asp Met Leu lle Asn Ser Arg Ser Ser Gly Ser

275 280 285

Pro Lys Lys Lys Arg Lys Val Gly Ser GIn Tyr Leu Pro Asp Thr Asp

290 295 300

Asp Arg His Arg lle Glu Glu Lys Arg Lys Arg Thr Tyr Glu Thr Phe

305 310 315 320

Lys Ser lle Met Lys Lys Ser Pro Phe Ser Gly Pro Thr Asp Pro Arg

325 330 335

Pro Pro Pro Arg Arg lle Ala Val Pro Ser Arg Ser Ser Ala Ser Val

340 345 350

Pro Lys Pro Ala Pro GIn Pro Tyr Pro Phe Thr Ser Ser Leu Ser Thr

355 360 365

Ile Asn Tyr Asp Glu Phe Pro Thr Met Val Phe Pro Ser Gly Gin lle

370 375 380

Ser GIn Ala Ser Ala Leu Ala Pro Ala Pro Pro Gln Val Leu Pro GIn

385 390 395 400



Ala Pro Ala Pro Ala Pro Ala Pro Ala Met Val Ser Ala Leu Ala GIn

405 410 415

Ala Pro Ala Pro Val Pro Val Leu Ala Pro Gly Pro Pro GIn Ala Val

420 425 430

Ala Pro Pro Ala Pro Lys Pro Thr GIn Ala Gly Glu Gly Thr Leu Ser

435 440 445

Glu Ala Leu Leu GIn Leu GIn Phe Asp Asp Glu Asp Leu Gly Ala Leu

450 455 460

Leu Gly Asn Ser Thr Asp Pro Ala Val Phe Thr Asp Leu Ala Ser Val

465 470 475 480

Asp Asn Ser Glu Phe GIn GIn Leu Leu Asn GIn Gly lle Pro Val Ala

485 490 495

Pro His Thr Thr Glu Pro Met Leu Met Glu Tyr Pro Glu Ala lle Thr

500 505 510

Arg Leu Val Thr Gly Ala GIn Arg Pro Pro Asp Pro Ala Pro Ala Pro

515 520 525



Leu Gly Ala Pro Gly Leu Pro Asn Gly Leu Leu Ser Gly Asp Glu Asp

530 535 540

Phe Ser Ser lle Ala Asp Met Asp Phe Ser Ala Leu Leu Gly Ser Gly

545 550 555 560

Ser Gly Ser Arg Asp Ser Arg Glu Gly Met Phe Leu Pro Lys Pro Glu

565 570 575

Ala Gly Ser Ala lle Ser Asp Val Phe Glu Gly Arg Glu Val Cys GIn

580 585 590

Pro Lys Arg lle Arg Pro Phe His Pro Pro Gly Ser Pro Trp Ala Asn

595 600 605

Arg Pro Leu Pro Ala Ser Leu Ala Pro Thr Pro Thr Gly Pro Val His

610 615 620

Glu Pro Val Gly Ser Leu Thr Pro Ala Pro Val Pro Gln Pro Leu Asp

625 630 635 640

Pro Ala Pro Ala Val Thr Pro Glu Ala Ser His Leu Leu Glu Asp Pro



645 650 655

Asp Glu Glu Thr Ser GIn Ala Val Lys Ala Leu Arg Glu Met Ala Asp

660 665 670

Thr Val lle Pro GIn Lys Glu Glu Ala Ala lle Cys Gly GIn Met Asp

675 680 685

Leu Ser His Pro Pro Pro Arg Gly His Leu Asp Glu Leu Thr Thr Thr

690 695 700

Leu Glu Ser Met Thr Glu Asp Leu Asn Leu Asp Ser Pro Leu Thr Pro

705 710 715 720

Glu Leu Asn Glu lle Leu Asp Thr Phe Leu Asn Asp Glu Cys Leu Leu

725 730 735

His Ala Met His Ile Ser Thr Gly Leu Ser Ile Phe Asp Thr Ser Leu

740 745 750

Phe



<210> 310
<211> 272
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcidn de secuencia artificial:

Polipéptido sintético

<400> 310

Met Ala Pro Lys Lys Lys Arg Lys Val Gly lle His Gly Val Pro Ala

1 5 10 15

Ala Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

20 25 30

Ser Phe Ser Arg Ser Asp Asn Leu Val Arg His GIn Arg Thr His Thr

35 40 45

Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser His

50 55 60

Arg Thr Thr Leu Thr Asn His GlIn Arg Thr His Thr Gly Glu Lys Pro

65 70 75 80

Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Glu Asp Asn Leu



85 90 95

His Thr His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro

100 105 110

Glu Cys Gly Lys Ser Phe Ser Thr Ser His Ser Leu Thr Glu His GIn

115 120 125

Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

130 135 140

Ser Phe Ser GIn Ser Ser Ser Leu Val Arg His GIn Arg Thr His Thr

145 150 155 160

Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg

165 170 175

Glu Asp Asn Leu His Thr His GIn Arg Thr His Thr Gly Lys Lys Thr

180 185 190

Ser Lys Arg Pro Ala Ala Thr Lys Lys Ala Gly GIn Ala Lys Lys Lys

195 200 205



Lys Gly Ser Tyr Pro Tyr Asp Val Pro Asp Tyr Ala Leu Glu Asp Ala

210 215 220

Leu Asp Asp Phe Asp Leu Asp Met Leu Gly Ser Asp Ala Leu Asp Asp

225 230 235 240

Phe Asp Leu Asp Met Leu Gly Ser Asp Ala Leu Asp Asp Phe Asp Leu

245 250 255

Asp Met Leu Gly Ser Asp Ala Leu Asp Asp Phe Asp Leu Asp Met Leu

260 265 270

<210>311
<211> 837
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 311

Met Ala Pro Lys Lys Lys Arg Lys Val Gly lle His Gly Val Pro Ala

1 5 10 15

Ala Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys



20 25 30

Ser Phe Ser Arg Arg Asp Glu Leu Asn Val His GIn Arg Thr His Thr

35 40 45

Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg

50 55 60

Ser Asp His Leu Thr Asn His GIn Arg Thr His Thr Gly Glu Lys Pro

65 70 75 80

Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Ser Asp Asp Leu

85 90 95

Val Arg His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro

100 105 110

Glu Cys Gly Lys Ser Phe Ser Arg Ser Asp Asn Leu Val Arg His GIn

115 120 125

Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

130 135 140



Ser Phe Ser His Arg Thr Thr Leu Thr Asn His GlIn Arg Thr His Thr

145 150 155 160

Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg

165 170 175

Glu Asp Asn Leu His Thr His GIn Arg Thr His Thr Gly Glu Lys Pro

180 185 190

Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Thr Ser His Ser Leu

195 200 205

Thr Glu His GlIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro

210 215 220

Glu Cys Gly Lys Ser Phe Ser GIn Ser Ser Ser Leu Val Arg His GIn

225 230 235 240

Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

245 250 255

Ser Phe Ser Arg Glu Asp Asn Leu His Thr His GIn Arg Thr His Thr

260 265 270



Gly Lys Lys Thr Ser Lys Arg Pro Ala Ala Thr Lys Lys Ala Gly GIn

275 280 285

Ala Lys Lys Lys Lys Gly Ser Tyr Pro Tyr Asp Val Pro Asp Tyr Ala

290 295 300

Leu Glu Glu Ala Ser Gly Ser Gly Arg Ala Asp Ala Leu Asp Asp Phe

305 310 315 320

Asp Leu Asp Met Leu Gly Ser Asp Ala Leu Asp Asp Phe Asp Leu Asp

325 330 335

Met Leu Gly Ser Asp Ala Leu Asp Asp Phe Asp Leu Asp Met Leu Gly

340 345 350

Ser Asp Ala Leu Asp Asp Phe Asp Leu Asp Met Leu lle Asn Ser Arg

355 360 365

Ser Ser Gly Ser Pro Lys Lys Lys Arg Lys Val Gly Ser GIn Tyr Leu

370 375 380

Pro Asp Thr Asp Asp Arg His Arg lle Glu Glu Lys Arg Lys Arg Thr

385 390 395 400



Tyr Glu Thr Phe Lys Ser lle Met Lys Lys Ser Pro Phe Ser Gly Pro

405 410 415

Thr Asp Pro Arg Pro Pro Pro Arg Arg lle Ala Val Pro Ser Arg Ser

420 425 430

Ser Ala Ser Val Pro Lys Pro Ala Pro GIn Pro Tyr Pro Phe Thr Ser

435 440 445

Ser Leu Ser Thr Ile Asn Tyr Asp Glu Phe Pro Thr Met Val Phe Pro

450 455 460

Ser Gly GlIn lle Ser GIn Ala Ser Ala Leu Ala Pro Ala Pro Pro GIn

465 470 475 480

Val Leu Pro GIn Ala Pro Ala Pro Ala Pro Ala Pro Ala Met Val Ser

485 490 495

Ala Leu Ala GIn Ala Pro Ala Pro Val Pro Val Leu Ala Pro Gly Pro

500 505 510

Pro GIn Ala Val Ala Pro Pro Ala Pro Lys Pro Thr GIn Ala Gly Glu



515 520 525

Gly Thr Leu Ser Glu Ala Leu Leu GIn Leu GIn Phe Asp Asp Glu Asp

530 535 540

Leu Gly Ala Leu Leu Gly Asn Ser Thr Asp Pro Ala Val Phe Thr Asp

545 550 555 560

Leu Ala Ser Val Asp Asn Ser Glu Phe GIn GIn Leu Leu Asn GIn Gly

565 570 575

Ile Pro Val Ala Pro His Thr Thr Glu Pro Met Leu Met Glu Tyr Pro

580 585 590

Glu Ala lle Thr Arg Leu Val Thr Gly Ala GIn Arg Pro Pro Asp Pro

595 600 605

Ala Pro Ala Pro Leu Gly Ala Pro Gly Leu Pro Asn Gly Leu Leu Ser

610 615 620

Gly Asp Glu Asp Phe Ser Ser lle Ala Asp Met Asp Phe Ser Ala Leu

625 630 635 640



Leu Gly Ser Gly Ser Gly Ser Arg Asp Ser Arg Glu Gly Met Phe Leu

645 650 655

Pro Lys Pro Glu Ala Gly Ser Ala lle Ser Asp Val Phe Glu Gly Arg

660 665 670

Glu Val Cys GIn Pro Lys Arg lle Arg Pro Phe His Pro Pro Gly Ser

675 680 685

Pro Trp Ala Asn Arg Pro Leu Pro Ala Ser Leu Ala Pro Thr Pro Thr

690 695 700

Gly Pro Val His Glu Pro Val Gly Ser Leu Thr Pro Ala Pro Val Pro

705 710 715 720

GlIn Pro Leu Asp Pro Ala Pro Ala Val Thr Pro Glu Ala Ser His Leu

725 730 735

Leu Glu Asp Pro Asp Glu Glu Thr Ser GIn Ala Val Lys Ala Leu Arg

740 745 750

Glu Met Ala Asp Thr Val lle Pro GIn Lys Glu Glu Ala Ala lle Cys

755 760 765



Gly GIn Met Asp Leu Ser His Pro Pro Pro Arg Gly His Leu Asp Glu

770 775 780

Leu Thr Thr Thr Leu Glu Ser Met Thr Glu Asp Leu Asn Leu Asp Ser

785 790 795 800

Pro Leu Thr Pro Glu Leu Asn Glu lle Leu Asp Thr Phe Leu Asn Asp

805 810 815

Glu Cys Leu Leu His Ala Met His lle Ser Thr Gly Leu Ser lle Phe

820 825 830

Asp Thr Ser Leu Phe

835

<210> 312
<211> 356
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 312



Met Ala Pro Lys Lys Lys Arg Lys Val Gly lle His Gly Val Pro Ala

1 5 10 15

Ala Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

20 25 30

Ser Phe Ser Arg Arg Asp Glu Leu Asn Val His GIn Arg Thr His Thr

35 40 45

Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg

50 55 60

Ser Asp His Leu Thr Asn His GlIn Arg Thr His Thr Gly Glu Lys Pro

65 70 75 80

Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Ser Asp Asp Leu

85 90 95

Val Arg His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro

100 105 110

Glu Cys Gly Lys Ser Phe Ser Arg Ser Asp Asn Leu Val Arg His GIn

115 120 125



Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

130 135 140

Ser Phe Ser His Arg Thr Thr Leu Thr Asn His GlIn Arg Thr His Thr

145 150 155 160

Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg

165 170 175

Glu Asp Asn Leu His Thr His GIn Arg Thr His Thr Gly Glu Lys Pro

180 185 190

Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Thr Ser His Ser Leu

195 200 205

Thr Glu His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro

210 215 220

Glu Cys Gly Lys Ser Phe Ser GIn Ser Ser Ser Leu Val Arg His GlIn

225 230 235 240

Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

245 250 255



Ser Phe Ser Arg Glu Asp Asn Leu His Thr His GIn Arg Thr His Thr

260 265 270

Gly Lys Lys Thr Ser Lys Arg Pro Ala Ala Thr Lys Lys Ala Gly GIn

275 280 285

Ala Lys Lys Lys Lys Gly Ser Tyr Pro Tyr Asp Val Pro Asp Tyr Ala

290 295 300

Leu Glu Asp Ala Leu Asp Asp Phe Asp Leu Asp Met Leu Gly Ser Asp

305 310 315 320

Ala Leu Asp Asp Phe Asp Leu Asp Met Leu Gly Ser Asp Ala Leu Asp

325 330 335

Asp Phe Asp Leu Asp Met Leu Gly Ser Asp Ala Leu Asp Asp Phe Asp

340 345 350

Leu Asp Met Leu

355

<210>313



<211>631
<212>PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 313
Met Ala Ala Ala Lys Ala Glu Met GIn Leu Met Ser Pro Leu Gln lle

1 5 10 15

Ser Asp Pro Phe Gly Ser Phe Pro His Ser Pro Thr Met Asp Asn Tyr

20 25 30

Pro Lys Leu Glu Glu Met Met Leu Leu Ser Asn Gly Ala Pro GIn Phe

35 40 45

Leu Gly Ala Ala Gly Ala Pro Glu Gly Ser Gly Ser Asn Ser Ser Ser

50 55 60

Ser Ser Ser Gly Gly Gly Gly Gly Gly Gly Gly Gly Ser Asn Ser Ser

65 70 75 80

Ser Ser Ser Ser Thr Phe Asn Pro GIn Ala Asp Thr Gly Glu GIn Pro

85 90 95



Tyr Glu His Leu Thr Ala Glu Ser Phe Pro Asp lle Ser Leu Asn Asn

100 105 110

Glu Lys Val Leu Val Glu Thr Ser Tyr Pro Ser GIn Thr Thr Arg Leu

115 120 125

Pro Pro lle Thr Tyr Thr Gly Arg Phe Ser Leu Glu Pro Ala Pro Asn

130 135 140

Ser Gly Asn Thr Leu Trp Pro Glu Pro Leu Phe Ser Leu Val Ser Gly

145 150 155 160

Leu Val Ser Met Thr Asn Pro Pro Ala Ser Ser Ser Ser Ala Pro Ser

165 170 175

Pro Ala Ala Ser Ser Ala Ser Ala Ser GIn Ser Pro Pro Leu Ser Cys

180 185 190

Ala Val Pro Ser Asn Asp Ser Ser Pro lle Tyr Ser Ala Ala Pro Thr

195 200 205

Phe Pro Thr Pro Asn Thr Asp lle Phe Pro Glu Pro GIn Ser GIn Ala



210 215 220

Phe Pro Gly Ser Ala Gly Thr Ala Leu GIn Tyr Pro Pro Pro Ala Tyr

225 230 235 240

Pro Ala Ala Lys Gly Gly Phe GIn Val Pro Met lle Pro Asp Tyr Leu

245 250 255

Phe Pro GIn GIn GIn Gly Asp Leu Gly Leu Gly Thr Pro Asp GIn Lys

260 265 270

Pro Phe GIn Gly Leu Glu Ser Arg Thr GIn GIn Pro Ser Leu Thr Pro

275 280 285

Leu Ser Thr lle Lys Ala Phe Ala Thr GIn Ser Gly Ser GIn Asp Leu

290 295 300

Lys Ala Leu Asn Thr Ser Tyr GIn Ser GIn Leu lle Lys Pro Ser Arg

305 310 315 320

Met Arg Lys Tyr Pro Asn Arg Pro Ser Lys Thr Pro Pro His Glu Arg

325 330 335



Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser Arg Ser

340 345 350

Asp Asn Leu Val Arg His lle Arg lle His Thr Gly GIn Lys Pro Phe

355 360 365

GlIn Cys Arg lle Cys Met Arg Asn Phe Ser Arg Glu Asp Asn Leu His

370 375 380

Thr His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp lle

385 390 395 400

Cys Gly Arg Lys Phe Ala Arg Ser Asp Glu Leu Val Arg His Thr Lys

405 410 415

Ile His Leu Arg GIn Lys Asp Arg Pro Tyr Ala Cys Pro Val Glu Ser

420 425 430

Cys Asp Arg Arg Phe Ser GIn Ser Gly Asn Leu Thr Glu His lle Arg

435 440 445

Ile His Thr Gly GIn Lys Pro Phe GlIn Cys Arg lle Cys Met Arg Asn

450 455 460



Phe Ser Thr Ser Gly His Leu Val Arg His lle Arg Thr His Thr Gly

465 470 475 480

Glu Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys Phe Ala GIn Asn

485 490 495

Ser Thr Leu Thr Glu His Thr Lys Ile His Leu Arg GIn Lys Asp Lys

500 505 510

Lys Ala Asp Lys Ser Val Val Ala Ser Ser Ala Thr Ser Ser Leu Ser

515 520 525

Ser Tyr Pro Ser Pro Val Ala Thr Ser Tyr Pro Ser Pro Val Thr Thr

530 535 540

Ser Tyr Pro Ser Pro Ala Thr Thr Ser Tyr Pro Ser Pro Val Pro Thr

545 550 555 560

Ser Phe Ser Ser Pro Gly Ser Ser Thr Tyr Pro Ser Pro Val His Ser

565 570 575

Gly Phe Pro Ser Pro Ser Val Ala Thr Thr Tyr Ser Ser Val Pro Pro

580 585 590



Ala Phe Pro Ala GIn Val Ser Ser Phe Pro Ser Ser Ala Val Thr Asn

595 600 605

Ser Phe Ser Ala Ser Thr Gly Leu Ser Asp Met Thr Ala Thr Phe Ser

610 615 620

Pro Arg Thr lle Glu lle Cys

625 630

<210> 314
<211>631
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcidn de secuencia artificial:

Polipéptido sintético

<400> 314
Met Ala Ala Ala Lys Ala Glu Met GIn Leu Met Ser Pro Leu Gin lle

1 5 10 15

Ser Asp Pro Phe Gly Ser Phe Pro His Ser Pro Thr Met Asp Asn Tyr

20 25 30



Pro Lys Leu Glu Glu Met Met Leu Leu Ser Asn Gly Ala Pro GIn Phe

35 40 45

Leu Gly Ala Ala Gly Ala Pro Glu Gly Ser Gly Ser Asn Ser Ser Ser

50 55 60

Ser Ser Ser Gly Gly Gly Gly Gly Gly Gly Gly Gly Ser Asn Ser Ser

65 70 75 80

Ser Ser Ser Ser Thr Phe Asn Pro GIn Ala Asp Thr Gly Glu GIn Pro

85 90 95

Tyr Glu His Leu Thr Ala Glu Ser Phe Pro Asp lle Ser Leu Asn Asn

100 105 110

Glu Lys Val Leu Val Glu Thr Ser Tyr Pro Ser GIn Thr Thr Arg Leu

115 120 125

Pro Pro lle Thr Tyr Thr Gly Arg Phe Ser Leu Glu Pro Ala Pro Asn

130 135 140

Ser Gly Asn Thr Leu Trp Pro Glu Pro Leu Phe Ser Leu Val Ser Gly

145 150 155 160



Leu Val Ser Met Thr Asn Pro Pro Ala Ser Ser Ser Ser Ala Pro Ser

165 170 175

Pro Ala Ala Ser Ser Ala Ser Ala Ser GIn Ser Pro Pro Leu Ser Cys

180 185 190

Ala Val Pro Ser Asn Asp Ser Ser Pro lle Tyr Ser Ala Ala Pro Thr

195 200 205

Phe Pro Thr Pro Asn Thr Asp lle Phe Pro Glu Pro GIn Ser GIn Ala

210 215 220

Phe Pro Gly Ser Ala Gly Thr Ala Leu GIn Tyr Pro Pro Pro Ala Tyr

225 230 235 240

Pro Ala Ala Lys Gly Gly Phe GIn Val Pro Met lle Pro Asp Tyr Leu

245 250 255

Phe Pro GIn GIn GIn Gly Asp Leu Gly Leu Gly Thr Pro Asp GlIn Lys

260 265 270

Pro Phe GIn Gly Leu Glu Ser Arg Thr GIn GIn Pro Ser Leu Thr Pro



275 280 285

Leu Ser Thr lle Lys Ala Phe Ala Thr GIn Ser Gly Ser GIn Asp Leu

290 295 300

Lys Ala Leu Asn Thr Ser Tyr GIn Ser GIn Leu lle Lys Pro Ser Arg

305 310 315 320

Met Arg Lys Tyr Pro Asn Arg Pro Ser Lys Thr Pro Pro His Glu Arg

325 330 335

Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser Arg Ser

340 345 350

Asp Asn Leu Val Arg His lle Arg lle His Thr Gly GIn Lys Pro Phe

355 360 365

GlIn Cys Arg lle Cys Met Arg Asn Phe Ser Arg Glu Asp Asn Leu His

370 375 380

Thr His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp lle

385 390 395 400



Cys Gly Arg Lys Phe Ala Arg Ser Asp Glu Leu Val Arg His Thr Lys

405 410 415

Ile His Leu Arg GlIn Lys Asp Arg Pro Tyr Ala Cys Pro Val Glu Ser

420 425 430

Cys Asp Arg Arg Phe Ser GIn Ser Gly Asn Leu Thr Glu His lle Arg

435 440 445

Ile His Thr Gly GIn Lys Pro Phe GIn Cys Arg lle Cys Met Arg Asn

450 455 460

Phe Ser Thr Ser Gly His Leu Val Arg His lle Arg Thr His Thr Gly

465 470 475 480

Glu Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys Phe Ala GIn Asn

485 490 495

Ser Thr Leu Thr Glu His Thr Lys lle His Leu Arg GIn Lys Asp Lys

500 505 510

Lys Ala Asp Lys Ser Val Val Ala Ser Ser Ala Thr Ser Ser Leu Ser

515 520 525



Ser Tyr Pro Ser Pro Val Ala Thr Ser Tyr Pro Ser Pro Val Thr Thr

530 535 540

Ser Tyr Pro Ser Pro Ala Thr Thr Ser Tyr Pro Ser Pro Val Pro Thr

545 550 555 560

Ser Phe Ser Ser Pro Gly Ser Ser Thr Tyr Pro Ser Pro Val His Ser

565 570 575

Gly Phe Pro Ser Pro Ser Val Ala Thr Thr Tyr Ser Ser Val Pro Pro

580 585 590

Ala Phe Pro Ala Gln Val Ser Ser Phe Pro Ser Ser Ala Val Thr Asn

595 600 605

Ser Phe Ser Ala Ser Thr Gly Leu Ser Asp Met Thr Ala Thr Phe Ser

610 615 620

Pro Arg Thr lle Glu lle Cys

625 630

<210> 315

<211>394



<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 315
Met Ala Ala Asp His Leu Met Leu Ala Glu Gly Tyr Arg Leu Val GIn

1 5 10 15

Arg Pro Pro Ser Ala Ala Ala Ala His Gly Pro His Ala Leu Arg Thr

20 25 30

Leu Pro Pro Tyr Ala Gly Pro Gly Leu Asp Ser Gly Leu Arg Pro Arg

35 40 45

Gly Ala Pro Leu Gly Pro Pro Pro Pro Arg GIn Pro Gly Ala Leu Ala

50 55 60

Tyr Gly Ala Phe Gly Pro Pro Ser Ser Phe GlIn Pro Phe Pro Ala Val

65 70 75 80

Pro Pro Pro Ala Ala Gly lle Ala His Leu GIn Pro Val Ala Thr Pro

85 90 95



Tyr Pro Gly Arg Ala Ala Ala Pro Pro Asn Ala Pro Gly Gly Pro Pro

100 105 110

Gly Pro GIn Pro Ala Pro Ser Ala Ala Ala Pro Pro Pro Pro Ala His

115 120 125

Ala Leu Gly Gly Met Asp Ala Glu Leu lle Asp Glu Glu Ala Leu Thr

130 135 140

Ser Leu Glu Leu Glu Leu Gly Leu His Arg Val Arg Glu Leu Pro Glu

145 150 155 160

Leu Phe Leu Gly GIn Ser Glu Phe Asp Cys Phe Ser Asp Leu Gly Ser

165 170 175

Ala Pro Pro Ala Gly Ser Val Ser Cys Gly Gly Ser Gly Gly Gly Ser

180 185 190

Gly GIn Ser GIn Leu lle Lys Pro Ser Arg Met Arg Lys Tyr Pro Asn

195 200 205

Arg Pro Ser Lys Thr Pro Pro His Glu Arg Pro Tyr Ala Cys Pro Val

210 215 220



Glu Ser Cys Asp Arg Arg Phe Ser Arg Ser Asp Asn Leu Val Arg His

225 230 235 240

Ile Arg lle His Thr Gly GIn Lys Pro Phe GIn Cys Arg lle Cys Met

245 250 255

Arg Asn Phe Ser Arg Glu Asp Asn Leu His Thr His lle Arg Thr His

260 265 270

Thr Gly Glu Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys Phe Ala

275 280 285

Arg Ser Asp Glu Leu Val Arg His Thr Lys lle His Leu Arg GIn Lys

290 295 300

Asp Arg Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser

305 310 315 320

GlIn Ser Gly Asn Leu Thr Glu His lle Arg lle His Thr Gly GIn Lys

325 330 335

Pro Phe GIn Cys Arg lle Cys Met Arg Asn Phe Ser Thr Ser Gly His



340 345 350

Leu Val Arg His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys

355 360 365

Asp lle Cys Gly Arg Lys Phe Ala GIn Asn Ser Thr Leu Thr Glu His

370 375 380

Thr Lys lle His Leu Arg GIn Lys Asp Lys

385 390

<210> 316
<211>580
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 316
Met Ala Ala Asp His Leu Met Leu Ala Glu Gly Tyr Arg Leu Val GIn

1 5 10 15

Arg Pro Pro Ser Ala Ala Ala Ala His Gly Pro His Ala Leu Arg Thr

20 25 30



Leu Pro Pro Tyr Ala Gly Pro Gly Leu Asp Ser Gly Leu Arg Pro Arg

35 40 45

Gly Ala Pro Leu Gly Pro Pro Pro Pro Arg GIn Pro Gly Ala Leu Ala

50 55 60

Tyr Gly Ala Phe Gly Pro Pro Ser Ser Phe GIn Pro Phe Pro Ala Val

65 70 75 80

Pro Pro Pro Ala Ala Gly lle Ala His Leu GIn Pro Val Ala Thr Pro

85 90 95

Tyr Pro Gly Arg Ala Ala Ala Pro Pro Asn Ala Pro Gly Gly Pro Pro

100 105 110

Gly Pro GIn Pro Ala Pro Ser Ala Ala Ala Pro Pro Pro Pro Ala His

115 120 125

Ala Leu Gly Gly Met Asp Ala Glu Leu lle Asp Glu Glu Ala Leu Thr

130 135 140

Ser Leu Glu Leu Glu Leu Gly Leu His Arg Val Arg Glu Leu Pro Glu



145 150 155 160

Leu Phe Leu Gly GIn Ser Glu Phe Asp Cys Phe Ser Asp Leu Gly Ser

165 170 175

Ala Pro Pro Ala Gly Ser Val Ser Cys Gly Gly Ser Gly Gly Gly Ser

180 185 190

Gly GIn Ser GIn Leu lle Lys Pro Ser Arg Met Arg Lys Tyr Pro Asn

195 200 205

Arg Pro Ser Lys Thr Pro Pro His Glu Arg Pro Tyr Ala Cys Pro Val

210 215 220

Glu Ser Cys Asp Arg Arg Phe Ser Arg Ser Asp Asn Leu Val Arg His

225 230 235 240

Ile Arg lle His Thr Gly GIn Lys Pro Phe GIn Cys Arg lle Cys Met

245 250 255

Arg Asn Phe Ser Arg Glu Asp Asn Leu His Thr His lle Arg Thr His

260 265 270



Thr Gly Glu Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys Phe Ala

275 280 285

Arg Ser Asp Glu Leu Val Arg His Thr Lys lle His Leu Arg GIn Lys

290 295 300

Asp Arg Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser

305 310 315 320

GlIn Ser Gly Asn Leu Thr Glu His lle Arg lle His Thr Gly GIn Lys

325 330 335

Pro Phe GIn Cys Arg lle Cys Met Arg Asn Phe Ser Thr Ser Gly His

340 345 350

Leu Val Arg His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys

355 360 365

Asp lle Cys Gly Arg Lys Phe Ala GIn Asn Ser Thr Leu Thr Glu His

370 375 380

Thr Lys lle His Leu Arg GIn Lys Asp Lys Leu Glu Met Ala Asp His

385 390 395 400



Leu Met Leu Ala Glu Gly Tyr Arg Leu Val GIn Arg Pro Pro Ser Ala

405 410 415

Ala Ala Ala His Gly Pro His Ala Leu Arg Thr Leu Pro Pro Tyr Ala

420 425 430

Gly Pro Gly Leu Asp Ser Gly Leu Arg Pro Arg Gly Ala Pro Leu Gly

435 440 445

Pro Pro Pro Pro Arg GIn Pro Gly Ala Leu Ala Tyr Gly Ala Phe Gly

450 455 460

Pro Pro Ser Ser Phe GIn Pro Phe Pro Ala Val Pro Pro Pro Ala Ala

465 470 475 480

Gly lle Ala His Leu GIn Pro Val Ala Thr Pro Tyr Pro Gly Arg Ala

485 490 495

Ala Ala Pro Pro Asn Ala Pro Gly Gly Pro Pro Gly Pro GIn Pro Ala

500 505 510

Pro Ser Ala Ala Ala Pro Pro Pro Pro Ala His Ala Leu Gly Gly Met

515 520 525



Asp Ala Glu Leu lle Asp Glu Glu Ala Leu Thr Ser Leu Glu Leu Glu

530 535 540

Leu Gly Leu His Arg Val Arg Glu Leu Pro Glu Leu Phe Leu Gly GIn

545 550 555 560

Ser Glu Phe Asp Cys Phe Ser Asp Leu Gly Ser Ala Pro Pro Ala Gly

565 570 575

Ser Val Ser Cys

580

<210> 317
<211> 627
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 317
Met Ala Ala Ala Lys Ala Glu Met GIn Leu Met Ser Pro Leu Gln lle

1 5 10 15



Ser Asp Pro Phe Gly Ser Phe Pro His Ser Pro Thr Met Asp Asn Tyr

20 25 30

Pro Lys Leu Glu Glu Met Met Leu Leu Ser Asn Gly Ala Pro GIn Phe

35 40 45

Leu Gly Ala Ala Gly Ala Pro Glu Gly Ser Gly Ser Asn Ser Ser Ser

50 55 60

Ser Ser Ser Gly Gly Gly Gly Gly Gly Gly Gly Gly Ser Asn Ser Ser

65 70 75 80

Ser Ser Ser Ser Thr Phe Asn Pro GIn Ala Asp Thr Gly Glu GIn Pro

85 90 95

Tyr Glu His Leu Thr Ala Glu Ser Phe Pro Asp lle Ser Leu Asn Asn

100 105 110

Glu Lys Val Leu Val Glu Thr Ser Tyr Pro Ser GIn Thr Thr Arg Leu

115 120 125

Pro Pro lle Thr Tyr Thr Gly Arg Phe Ser Leu Glu Pro Ala Pro Asn

130 135 140



Ser Gly Asn Thr Leu Trp Pro Glu Pro Leu Phe Ser Leu Val Ser Gly

145 150 155 160

Leu Val Ser Met Thr Asn Pro Pro Ala Ser Ser Ser Ser Ala Pro Ser

165 170 175

Pro Ala Ala Ser Ser Ala Ser Ala Ser GIn Ser Pro Pro Leu Ser Cys

180 185 190

Ala Val Pro Ser Asn Asp Ser Ser Pro lle Tyr Ser Ala Ala Pro Thr

195 200 205

Phe Pro Thr Pro Asn Thr Asp lle Phe Pro Glu Pro GIn Ser GIn Ala

210 215 220

Phe Pro Gly Ser Ala Gly Thr Ala Leu GIn Tyr Pro Pro Pro Ala Tyr

225 230 235 240

Pro Ala Ala Lys Gly Gly Phe GIn Val Pro Met lle Pro Asp Tyr Leu

245 250 255

Phe Pro GIn GIn GIn Gly Asp Leu Gly Leu Gly Thr Pro Asp GIn Lys



260 265 270

Pro Phe GIn Gly Leu Glu Ser Arg Thr GIn GIn Pro Ser Leu Thr Pro

275 280 285

Leu Ser Thr lle Lys Ala Phe Ala Thr GIn Ser Gly Ser GIn Asp Leu

290 295 300

Lys Ala Leu Asn Thr Ser Tyr GIn Ser GIn Leu lle Lys Pro Ser Arg

305 310 315 320

Met Arg Lys Tyr Pro Asn Arg Pro Ser Lys Thr Pro Pro His Glu Arg

325 330 335

Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser Arg Ser

340 345 350

Asp Asn Leu Val Arg His lle Arg lle His Thr Gly GIn Lys Pro Phe

355 360 365

GlIn Cys Arg lle Cys Met Arg Asn Phe Ser His Arg Thr Thr Leu Thr

370 375 380



Asn His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp lle

385 390 395 400

Cys Gly Arg Lys Phe Ala Arg Glu Asp Asn Leu His Thr His lle Arg

405 410 415

Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys

420 425 430

Phe Ser Thr Ser His Ser Leu Thr Glu His lle Arg lle His Thr Gly

435 440 445

GIn Lys Pro Phe GIn Cys Arg lle Cys Met Arg Asn Phe Ser GIn Ser

450 455 460

Ser Ser Leu Val Arg His lle Arg Thr His Thr Gly Glu Lys Pro Phe

465 470 475 480

Ala Cys Asp lle Cys Gly Arg Lys Phe Ala Arg Glu Asp Asn Leu His

485 490 495

Thr His Thr Lys lle His Leu Arg GIn Lys Asp Lys Lys Ala Asp Lys

500 505 510



Ser Val Val Ala Ser Ser Ala Thr Ser Ser Leu Ser Ser Tyr Pro Ser

515 520 525

Pro Val Ala Thr Ser Tyr Pro Ser Pro Val Thr Thr Ser Tyr Pro Ser

530 535 540

Pro Ala Thr Thr Ser Tyr Pro Ser Pro Val Pro Thr Ser Phe Ser Ser

545 550 555 560

Pro Gly Ser Ser Thr Tyr Pro Ser Pro Val His Ser Gly Phe Pro Ser

565 570 575

Pro Ser Val Ala Thr Thr Tyr Ser Ser Val Pro Pro Ala Phe Pro Ala

580 585 590

GIn Val Ser Ser Phe Pro Ser Ser Ala Val Thr Asn Ser Phe Ser Ala

595 600 605

Ser Thr Gly Leu Ser Asp Met Thr Ala Thr Phe Ser Pro Arg Thr lle

610 615 620

Glu lle Cys

625



<210> 318
<211>394
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 318
Met Ala Ala Asp His Leu Met Leu Ala Glu Gly Tyr Arg Leu Val GIn

1 5 10 15

Arg Pro Pro Ser Ala Ala Ala Ala His Gly Pro His Ala Leu Arg Thr

20 25 30

Leu Pro Pro Tyr Ala Gly Pro Gly Leu Asp Ser Gly Leu Arg Pro Arg

35 40 45

Gly Ala Pro Leu Gly Pro Pro Pro Pro Arg GIn Pro Gly Ala Leu Ala

50 55 60

Tyr Gly Ala Phe Gly Pro Pro Ser Ser Phe GIn Pro Phe Pro Ala Val

65 70 75 80



Pro Pro Pro Ala Ala Gly lle Ala His Leu GIn Pro Val Ala Thr Pro

85 90 95

Tyr Pro Gly Arg Ala Ala Ala Pro Pro Asn Ala Pro Gly Gly Pro Pro

100 105 110

Gly Pro GIn Pro Ala Pro Ser Ala Ala Ala Pro Pro Pro Pro Ala His

115 120 125

Ala Leu Gly Gly Met Asp Ala Glu Leu lle Asp Glu Glu Ala Leu Thr

130 135 140

Ser Leu Glu Leu Glu Leu Gly Leu His Arg Val Arg Glu Leu Pro Glu

145 150 155 160

Leu Phe Leu Gly GIn Ser Glu Phe Asp Cys Phe Ser Asp Leu Gly Ser

165 170 175

Ala Pro Pro Ala Gly Ser Val Ser Cys Gly Gly Ser Gly Gly Gly Ser

180 185 190

Gly GIn Ser GIn Leu lle Lys Pro Ser Arg Met Arg Lys Tyr Pro Asn

195 200 205



Arg Pro Ser Lys Thr Pro Pro His Glu Arg Pro Tyr Ala Cys Pro Val

210 215 220

Glu Ser Cys Asp Arg Arg Phe Ser Arg Ser Asp Asn Leu Val Arg His

225 230 235 240

Ile Arg lle His Thr Gly GIn Lys Pro Phe GIn Cys Arg lle Cys Met

245 250 255

Arg Asn Phe Ser His Arg Thr Thr Leu Thr Asn His lle Arg Thr His

260 265 270

Thr Gly Glu Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys Phe Ala

275 280 285

Arg Glu Asp Asn Leu His Thr His Thr Lys lle His Leu Arg GIn Lys

290 295 300

Asp Arg Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser

305 310 315 320

Thr Ser His Ser Leu Thr Glu His lle Arg lle His Thr Gly GIn Lys



325 330 335

Pro Phe GIn Cys Arg lle Cys Met Arg Asn Phe Ser GIn Ser Ser Ser

340 345 350

Leu Val Arg His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys

355 360 365

Asp lle Cys Gly Arg Lys Phe Ala Arg Glu Asp Asn Leu His Thr His

370 375 380

Thr Lys lle His Leu Arg GIn Lys Asp Lys

385 390

<210>319
<211>580
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 319
Met Ala Ala Asp His Leu Met Leu Ala Glu Gly Tyr Arg Leu Val GIn

1 5 10 15



Arg Pro Pro Ser Ala Ala Ala Ala His Gly Pro His Ala Leu Arg Thr

20 25 30

Leu Pro Pro Tyr Ala Gly Pro Gly Leu Asp Ser Gly Leu Arg Pro Arg

35 40 45

Gly Ala Pro Leu Gly Pro Pro Pro Pro Arg GIn Pro Gly Ala Leu Ala

50 55 60

Tyr Gly Ala Phe Gly Pro Pro Ser Ser Phe GlIn Pro Phe Pro Ala Val

65 70 75 80

Pro Pro Pro Ala Ala Gly lle Ala His Leu GIn Pro Val Ala Thr Pro

85 90 95

Tyr Pro Gly Arg Ala Ala Ala Pro Pro Asn Ala Pro Gly Gly Pro Pro

100 105 110

Gly Pro GIn Pro Ala Pro Ser Ala Ala Ala Pro Pro Pro Pro Ala His

115 120 125

Ala Leu Gly Gly Met Asp Ala Glu Leu lle Asp Glu Glu Ala Leu Thr



130 135 140

Ser Leu Glu Leu Glu Leu Gly Leu His Arg Val Arg Glu Leu Pro Glu

145 150 155 160

Leu Phe Leu Gly GIn Ser Glu Phe Asp Cys Phe Ser Asp Leu Gly Ser

165 170 175

Ala Pro Pro Ala Gly Ser Val Ser Cys Gly Gly Ser Gly Gly Gly Ser

180 185 190

Gly GIn Ser GIn Leu lle Lys Pro Ser Arg Met Arg Lys Tyr Pro Asn

195 200 205

Arg Pro Ser Lys Thr Pro Pro His Glu Arg Pro Tyr Ala Cys Pro Val

210 215 220

Glu Ser Cys Asp Arg Arg Phe Ser Arg Ser Asp Asn Leu Val Arg His

225 230 235 240

Ile Arg lle His Thr Gly GIn Lys Pro Phe GIn Cys Arg lle Cys Met

245 250 255



Arg Asn Phe Ser His Arg Thr Thr Leu Thr Asn His lle Arg Thr His

260 265 270

Thr Gly Glu Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys Phe Ala

275 280 285

Arg Glu Asp Asn Leu His Thr His Thr Lys Ile His Leu Arg GIn Lys

290 295 300

Asp Arg Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser

305 310 315 320

Thr Ser His Ser Leu Thr Glu His lle Arg lle His Thr Gly GIn Lys

325 330 335

Pro Phe GIn Cys Arg lle Cys Met Arg Asn Phe Ser GIn Ser Ser Ser

340 345 350

Leu Val Arg His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys

355 360 365

Asp lle Cys Gly Arg Lys Phe Ala Arg Glu Asp Asn Leu His Thr His

370 375 380



Thr Lys lle His Leu Arg GIn Lys Asp Lys Leu Glu Met Ala Asp His

385 390 395 400

Leu Met Leu Ala Glu Gly Tyr Arg Leu Val GIn Arg Pro Pro Ser Ala

405 410 415

Ala Ala Ala His Gly Pro His Ala Leu Arg Thr Leu Pro Pro Tyr Ala

420 425 430

Gly Pro Gly Leu Asp Ser Gly Leu Arg Pro Arg Gly Ala Pro Leu Gly

435 440 445

Pro Pro Pro Pro Arg GIn Pro Gly Ala Leu Ala Tyr Gly Ala Phe Gly

450 455 460

Pro Pro Ser Ser Phe Gln Pro Phe Pro Ala Val Pro Pro Pro Ala Ala

465 470 475 480

Gly lle Ala His Leu GIn Pro Val Ala Thr Pro Tyr Pro Gly Arg Ala

485 490 495

Ala Ala Pro Pro Asn Ala Pro Gly Gly Pro Pro Gly Pro GIn Pro Ala

500 505 510



Pro Ser Ala Ala Ala Pro Pro Pro Pro Ala His Ala Leu Gly Gly Met

515 520 525

Asp Ala Glu Leu lle Asp Glu Glu Ala Leu Thr Ser Leu Glu Leu Glu

530 535 540

Leu Gly Leu His Arg Val Arg Glu Leu Pro Glu Leu Phe Leu Gly GIn

545 550 555 560

Ser Glu Phe Asp Cys Phe Ser Asp Leu Gly Ser Ala Pro Pro Ala Gly

565 570 575

Ser Val Ser Cys

580

<210> 320
<211>719
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético



<400> 320
Met Ala Ala Ala Lys Ala Glu Met GIn Leu Met Ser Pro Leu Gin lle

1 5 10 15

Ser Asp Pro Phe Gly Ser Phe Pro His Ser Pro Thr Met Asp Asn Tyr

20 25 30

Pro Lys Leu Glu Glu Met Met Leu Leu Ser Asn Gly Ala Pro GIn Phe

35 40 45

Leu Gly Ala Ala Gly Ala Pro Glu Gly Ser Gly Ser Asn Ser Ser Ser

50 55 60

Ser Ser Ser Gly Gly Gly Gly Gly Gly Gly Gly Gly Ser Asn Ser Ser

65 70 75 80

Ser Ser Ser Ser Thr Phe Asn Pro GIn Ala Asp Thr Gly Glu GIn Pro

85 90 95

Tyr Glu His Leu Thr Ala Glu Ser Phe Pro Asp lle Ser Leu Asn Asn

100 105 110

Glu Lys Val Leu Val Glu Thr Ser Tyr Pro Ser GIn Thr Thr Arg Leu

115 120 125



Pro Pro lle Thr Tyr Thr Gly Arg Phe Ser Leu Glu Pro Ala Pro Asn

130 135 140

Ser Gly Asn Thr Leu Trp Pro Glu Pro Leu Phe Ser Leu Val Ser Gly

145 150 155 160

Leu Val Ser Met Thr Asn Pro Pro Ala Ser Ser Ser Ser Ala Pro Ser

165 170 175

Pro Ala Ala Ser Ser Ala Ser Ala Ser GIn Ser Pro Pro Leu Ser Cys

180 185 190

Ala Val Pro Ser Asn Asp Ser Ser Pro lle Tyr Ser Ala Ala Pro Thr

195 200 205

Phe Pro Thr Pro Asn Thr Asp lle Phe Pro Glu Pro GIn Ser GIn Ala

210 215 220

Phe Pro Gly Ser Ala Gly Thr Ala Leu GIn Tyr Pro Pro Pro Ala Tyr

225 230 235 240

Pro Ala Ala Lys Gly Gly Phe GIn Val Pro Met lle Pro Asp Tyr Leu



245 250 255

Phe Pro GIn GIn GIn Gly Asp Leu Gly Leu Gly Thr Pro Asp GIn Lys

260 265 270

Pro Phe GIn Gly Leu Glu Ser Arg Thr GIn GIn Pro Ser Leu Thr Pro

275 280 285

Leu Ser Thr lle Lys Ala Phe Ala Thr GIn Ser Gly Ser GIn Asp Leu

290 295 300

Lys Ala Leu Asn Thr Ser Tyr GIn Ser GIn Leu lle Lys Pro Ser Arg

305 310 315 320

Met Arg Lys Tyr Pro Asn Arg Pro Ser Lys Thr Pro Pro His Glu Arg

325 330 335

Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser Arg Arg

340 345 350

Asp Glu Leu Asn Val His lle Arg lle His Thr Gly GIn Lys Pro Phe

355 360 365



GlIn Cys Arg lle Cys Met Arg Asn Phe Ser Arg Ser Asp His Leu Thr

370 375 380

Asn His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp lle

385 390 395 400

Cys Gly Arg Lys Phe Ala Arg Ser Asp Asp Leu Val Arg His Thr Lys

405 410 415

Ile His Leu Arg GIn Lys Asp Arg Pro Tyr Ala Cys Pro Val Glu Ser

420 425 430

Cys Asp Arg Arg Phe Ser Arg Ser Asp Asn Leu Val Arg His lle Arg

435 440 445

Ile His Thr Gly GIn Lys Pro Phe GIn Cys Arg lle Cys Met Arg Asn

450 455 460

Phe Ser His Arg Thr Thr Leu Thr Asn His lle Arg Thr His Thr Gly

465 470 475 480

Glu Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys Phe Ala Arg Glu

485 490 495



Asp Asn Leu His Thr His Thr Lys Ile His Leu Arg GIn Lys Asp Arg

500 505 510

Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser Thr Ser

515 520 525

His Ser Leu Thr Glu His lle Arg lle His Thr Gly GIn Lys Pro Phe

530 535 540

GIn Cys Arg lle Cys Met Arg Asn Phe Ser GIn Ser Ser Ser Leu Val

545 550 555 560

Arg His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp lle

565 570 575

Cys Gly Arg Lys Phe Ala Arg Glu Asp Asn Leu His Thr His Thr Lys

580 585 590

Ile His Leu Arg GIn Lys Asp Lys Lys Ala Asp Lys Ser Val Val Ala

595 600 605

Ser Ser Ala Thr Ser Ser Leu Ser Ser Tyr Pro Ser Pro Val Ala Thr

610 615 620



Ser Tyr Pro Ser Pro Val Thr Thr Ser Tyr Pro Ser Pro Ala Thr Thr

625 630 635 640

Ser Tyr Pro Ser Pro Val Pro Thr Ser Phe Ser Ser Pro Gly Ser Ser

645 650 655

Thr Tyr Pro Ser Pro Val His Ser Gly Phe Pro Ser Pro Ser Val Ala

660 665 670

Thr Thr Tyr Ser Ser Val Pro Pro Ala Phe Pro Ala GIn Val Ser Ser

675 680 685

Phe Pro Ser Ser Ala Val Thr Asn Ser Phe Ser Ala Ser Thr Gly Leu

690 695 700

Ser Asp Met Thr Ala Thr Phe Ser Pro Arg Thr lle Glu lle Cys

705 710 715

<210>321
<211>719
<212> PRT

<213> Secuencia Artificial



<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 321
Met Ala Ala Ala Lys Ala Glu Met GIn Leu Met Ser Pro Leu Gin lle

1 5 10 15

Ser Asp Pro Phe Gly Ser Phe Pro His Ser Pro Thr Met Asp Asn Tyr

20 25 30

Pro Lys Leu Glu Glu Met Met Leu Leu Ser Asn Gly Ala Pro GIn Phe

35 40 45

Leu Gly Ala Ala Gly Ala Pro Glu Gly Ser Gly Ser Asn Ser Ser Ser

50 55 60

Ser Ser Ser Gly Gly Gly Gly Gly Gly Gly Gly Gly Ser Asn Ser Ser

65 70 75 80

Ser Ser Ser Ser Thr Phe Asn Pro GIn Ala Asp Thr Gly Glu GIn Pro

85 90 95

Tyr Glu His Leu Thr Ala Glu Ser Phe Pro Asp lle Ser Leu Asn Asn

100 105 110



Glu Lys Val Leu Val Glu Thr Ser Tyr Pro Ser GIn Thr Thr Arg Leu

115 120 125

Pro Pro lle Thr Tyr Thr Gly Arg Phe Ser Leu Glu Pro Ala Pro Asn

130 135 140

Ser Gly Asn Thr Leu Trp Pro Glu Pro Leu Phe Ser Leu Val Ser Gly

145 150 155 160

Leu Val Ser Met Thr Asn Pro Pro Ala Ser Ser Ser Ser Ala Pro Ser

165 170 175

Pro Ala Ala Ser Ser Ala Ser Ala Ser GIn Ser Pro Pro Leu Ser Cys

180 185 190

Ala Val Pro Ser Asn Asp Ser Ser Pro lle Tyr Ser Ala Ala Pro Thr

195 200 205

Phe Pro Thr Pro Asn Thr Asp lle Phe Pro Glu Pro GIn Ser GIn Ala

210 215 220

Phe Pro Gly Ser Ala Gly Thr Ala Leu GIn Tyr Pro Pro Pro Ala Tyr



225 230 235 240

Pro Ala Ala Lys Gly Gly Phe GIn Val Pro Met lle Pro Asp Tyr Leu

245 250 255

Phe Pro GIn GIn GIn Gly Asp Leu Gly Leu Gly Thr Pro Asp GIn Lys

260 265 270

Pro Phe GIn Gly Leu Glu Ser Arg Thr GIn GIn Pro Ser Leu Thr Pro

275 280 285

Leu Ser Thr lle Lys Ala Phe Ala Thr GIn Ser Gly Ser GIn Asp Leu

290 295 300

Lys Ala Leu Asn Thr Ser Tyr GIn Ser GIn Leu lle Lys Pro Ser Arg

305 310 315 320

Met Arg Lys Tyr Pro Asn Arg Pro Ser Lys Thr Pro Pro His Glu Arg

325 330 335

Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser Arg Arg

340 345 350



Asp Glu Leu Asn Val His lle Arg lle His Thr Gly GIn Lys Pro Phe

355 360 365

GlIn Cys Arg lle Cys Met Arg Asn Phe Ser Arg Ser Asp His Leu Thr

370 375 380

Asn His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp lle

385 390 395 400

Cys Gly Arg Lys Phe Ala Arg Ser Asp Asp Leu Val Arg His Thr Lys

405 410 415

Ile His Leu Arg GIn Lys Asp Arg Pro Tyr Ala Cys Pro Val Glu Ser

420 425 430

Cys Asp Arg Arg Phe Ser Arg Ser Asp Asn Leu Val Arg His lle Arg

435 440 445

Ile His Thr Gly GIn Lys Pro Phe GIn Cys Arg lle Cys Met Arg Asn

450 455 460

Phe Ser His Arg Thr Thr Leu Thr Asn His lle Arg Thr His Thr Gly

465 470 475 480



Glu Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys Phe Ala Arg Glu

485 490 495

Asp Asn Leu His Thr His Thr Lys lle His Leu Arg GIn Lys Asp Arg

500 505 510

Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser Thr Ser

515 520 525

His Ser Leu Thr Glu His lle Arg lle His Thr Gly GIn Lys Pro Phe

530 535 540

GlIn Cys Arg lle Cys Met Arg Asn Phe Ser Gln Ser Ser Ser Leu Val

545 550 555 560

Arg His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp lle

565 570 575

Cys Gly Arg Lys Phe Ala Arg Glu Asp Asn Leu His Thr His Thr Lys

580 585 590

Ile His Leu Arg GIn Lys Asp Lys Lys Ala Asp Lys Ser Val Val Ala

595 600 605



Ser Ser Ala Thr Ser Ser Leu Ser Ser Tyr Pro Ser Pro Val Ala Thr

610 615 620

Ser Tyr Pro Ser Pro Val Thr Thr Ser Tyr Pro Ser Pro Ala Thr Thr

625 630 635 640

Ser Tyr Pro Ser Pro Val Pro Thr Ser Phe Ser Ser Pro Gly Ser Ser

645 650 655

Thr Tyr Pro Ser Pro Val His Ser Gly Phe Pro Ser Pro Ser Val Ala

660 665 670

Thr Thr Tyr Ser Ser Val Pro Pro Ala Phe Pro Ala GIn Val Ser Ser

675 680 685

Phe Pro Ser Ser Ala Val Thr Asn Ser Phe Ser Ala Ser Thr Gly Leu

690 695 700

Ser Asp Met Thr Ala Thr Phe Ser Pro Arg Thr lle Glu lle Cys

705 710 715

<210> 322



<211>719
<212>PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 322
Met Ala Ala Ala Lys Ala Glu Met GIn Leu Met Ser Pro Leu Gln lle

1 5 10 15

Ser Asp Pro Phe Gly Ser Phe Pro His Ser Pro Thr Met Asp Asn Tyr

20 25 30

Pro Lys Leu Glu Glu Met Met Leu Leu Ser Asn Gly Ala Pro GIn Phe

35 40 45

Leu Gly Ala Ala Gly Ala Pro Glu Gly Ser Gly Ser Asn Ser Ser Ser

50 55 60

Ser Ser Ser Gly Gly Gly Gly Gly Gly Gly Gly Gly Ser Asn Ser Ser

65 70 75 80

Ser Ser Ser Ser Thr Phe Asn Pro GIn Ala Asp Thr Gly Glu GIn Pro

85 90 95



Tyr Glu His Leu Thr Ala Glu Ser Phe Pro Asp lle Ser Leu Asn Asn

100 105 110

Glu Lys Val Leu Val Glu Thr Ser Tyr Pro Ser GIn Thr Thr Arg Leu

115 120 125

Pro Pro lle Thr Tyr Thr Gly Arg Phe Ser Leu Glu Pro Ala Pro Asn

130 135 140

Ser Gly Asn Thr Leu Trp Pro Glu Pro Leu Phe Ser Leu Val Ser Gly

145 150 155 160

Leu Val Ser Met Thr Asn Pro Pro Ala Ser Ser Ser Ser Ala Pro Ser

165 170 175

Pro Ala Ala Ser Ser Ala Ser Ala Ser GIn Ser Pro Pro Leu Ser Cys

180 185 190

Ala Val Pro Ser Asn Asp Ser Ser Pro lle Tyr Ser Ala Ala Pro Thr

195 200 205

Phe Pro Thr Pro Asn Thr Asp lle Phe Pro Glu Pro GIn Ser GIn Ala



210 215 220

Phe Pro Gly Ser Ala Gly Thr Ala Leu GIn Tyr Pro Pro Pro Ala Tyr

225 230 235 240

Pro Ala Ala Lys Gly Gly Phe GIn Val Pro Met lle Pro Asp Tyr Leu

245 250 255

Phe Pro GIn GIn GIn Gly Asp Leu Gly Leu Gly Thr Pro Asp GIn Lys

260 265 270

Pro Phe GIn Gly Leu Glu Ser Arg Thr GIn GIn Pro Ser Leu Thr Pro

275 280 285

Leu Ser Thr lle Lys Ala Phe Ala Thr GIn Ser Gly Ser GIn Asp Leu

290 295 300

Lys Ala Leu Asn Thr Ser Tyr GIn Ser GIn Leu lle Lys Pro Ser Arg

305 310 315 320

Met Arg Lys Tyr Pro Asn Arg Pro Ser Lys Thr Pro Pro His Glu Arg

325 330 335



Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser Arg Arg

340 345 350

Asp Glu Leu Asn Val His lle Arg lle His Thr Gly GIn Lys Pro Phe

355 360 365

GlIn Cys Arg lle Cys Met Arg Asn Phe Ser Arg Ser Asp His Leu Thr

370 375 380

Asn His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp lle

385 390 395 400

Cys Gly Arg Lys Phe Ala Arg Ser Asp Asp Leu Val Arg His Thr Lys

405 410 415

Ile His Leu Arg GIn Lys Asp Arg Pro Tyr Ala Cys Pro Val Glu Ser

420 425 430

Cys Asp Arg Arg Phe Ser Arg Ser Asp Asn Leu Val Arg His lle Arg

435 440 445

Ile His Thr Gly GIn Lys Pro Phe GlIn Cys Arg lle Cys Met Arg Asn

450 455 460



Phe Ser His Arg Thr Thr Leu Thr Asn His lle Arg Thr His Thr Gly

465 470 475 480

Glu Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys Phe Ala Arg Glu

485 490 495

Asp Asn Leu His Thr His Thr Lys lle His Leu Arg GIn Lys Asp Arg

500 505 510

Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser Thr Ser

515 520 525

His Ser Leu Thr Glu His Ile Arg lle His Thr Gly GIn Lys Pro Phe

530 535 540

GlIn Cys Arg lle Cys Met Arg Asn Phe Ser Gln Ser Ser Ser Leu Val

545 550 555 560

Arg His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp lle

565 570 575

Cys Gly Arg Lys Phe Ala Arg Glu Asp Asn Leu His Thr His Thr Lys

580 585 590



Ile His Leu Arg GlIn Lys Asp Lys Lys Ala Asp Lys Ser Val Val Ala

595 600 605

Ser Ser Ala Thr Ser Ser Leu Ser Ser Tyr Pro Ser Pro Val Ala Thr

610 615 620

Ser Tyr Pro Ser Pro Val Thr Thr Ser Tyr Pro Ser Pro Ala Thr Thr

625 630 635 640

Ser Tyr Pro Ser Pro Val Pro Thr Ser Phe Ser Ser Pro Gly Ser Ser

645 650 655

Thr Tyr Pro Ser Pro Val His Ser Gly Phe Pro Ser Pro Ser Val Ala

660 665 670

Thr Thr Tyr Ser Ser Val Pro Pro Ala Phe Pro Ala GIn Val Ser Ser

675 680 685

Phe Pro Ser Ser Ala Val Thr Asn Ser Phe Ser Ala Ser Thr Gly Leu

690 695 700

Ser Asp Met Thr Ala Thr Phe Ser Pro Arg Thr lle Glu lle Cys



705 710 715

<210> 323
<211>473
<212>PRT

<213> Secuencia Artificial

<220>
<223> Descripcién de secuencia artificial:

Polipéptido sintético

<400> 323
Met Thr Gly Lys Leu Ala Glu Lys Leu Pro Val Thr Met Ser Ser Leu

1 5 10 15

Leu Asn GIn Leu Pro Asp Asn Leu Tyr Pro Glu Glu lle Pro Ser Ala

20 25 30

Leu Asn Leu Phe Ser Gly Ser Ser Asp Ser Val Val His Tyr Asn GIn

35 40 45

Met Ala Thr Glu Asn Val Met Asp lle Gly Leu Thr Asn Glu Lys Pro

50 55 60

Asn Pro Glu Leu Ser Tyr Ser Gly Ser Phe GIn Pro Ala Pro Gly Asn

65 70 75 80



Lys Thr Val Thr Tyr Leu Gly Lys Phe Ala Phe Asp Ser Pro Ser Asn

85 90 95

Trp Cys GIn Asp Asn lle lle Ser Leu Met Ser Ala Gly lle Leu Gly

100 105 110

Val Pro Pro Ala Ser Gly Ala Leu Ser Thr GIn Thr Ser Thr Ala Ser

115 120 125

Met Val GIn Pro Pro GIn Gly Asp Val Glu Ala Met Tyr Pro Ala Leu

130 135 140

Pro Pro Tyr Ser Asn Cys Gly Asp Leu Tyr Ser Glu Pro Val Ser Phe

145 150 155 160

His Asp Pro GIn Gly Asn Pro Gly Leu Ala Tyr Ser Pro GIn Asp Tyr

165 170 175

GlIn Ser Ala Lys Pro Ala Leu Asp Ser Asn Leu Phe Pro Met lle Pro

180 185 190

Asp Tyr Asn Leu Tyr His His Pro Asn Asp Met Gly Ser lle Pro Glu



195 200 205

His Lys Pro Phe GIn Gly Met Asp Pro lle Arg Val Asn Pro Pro Pro

210 215 220

Ile Thr Pro Leu Glu Thr lle Lys Ala Phe Lys Asp Lys GIn lle His

225 230 235 240

Pro Gly Phe Gly Ser Leu Pro GIn Pro Pro Leu Thr Leu Lys Pro lle

245 250 255

Arg Pro Arg Lys Tyr Pro Asn Arg Pro Ser Lys Thr Pro Leu His Glu

260 265 270

Arg Pro His Ala Cys Pro Ala Glu Gly Cys Asp Arg Arg Phe Ser Arg

275 280 285

Ser Asp Asn Leu Val Arg His Leu Arg lle His Thr Gly His Lys Pro

290 295 300

Phe GIn Cys Arg lle Cys Met Arg Ser Phe Ser Arg Glu Asp Asn Leu

305 310 315 320



His Thr His Ile Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Glu

325 330 335

Phe Cys Gly Arg Lys Phe Ala Arg Ser Asp Glu Leu Val Arg His Ala

340 345 350

Lys lle His Leu Lys GIn Lys Glu His Ala Cys Pro Ala Glu Gly Cys

355 360 365

Asp Arg Arg Phe Ser GIn Ser Gly Asn Leu Thr Glu His Leu Arg lle

370 375 380

His Thr Gly His Lys Pro Phe GIn Cys Arg lle Cys Met Arg Ser Phe

385 390 395 400

Ser Thr Ser Gly His Leu Val Arg His lle Arg Thr His Thr Gly Glu

405 410 415

Lys Pro Phe Ala Cys Glu Phe Cys Gly Arg Lys Phe Ala GIn Asn Ser

420 425 430

Thr Leu Thr Glu His Ala Lys lle His Leu Lys GIn Lys Glu Lys Lys

435 440 445



Ala Glu Lys Gly Gly Ala Pro Ser Ala Ser Ser Ala Pro Pro Val Ser

450 455 460

Leu Ala Pro Val Val Thr Thr Cys Ala

465 470

<210> 324
<211> 386
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 324
Met Ala Ala Asp His Leu Met Leu Ala Glu Gly Tyr Arg Leu Val GIn

1 5 10 15

Arg Pro Pro Ser Ala Ala Ala Ala His Gly Pro His Ala Leu Arg Thr

20 25 30

Leu Pro Pro Tyr Ala Gly Pro Gly Leu Asp Ser Gly Leu Arg Pro Arg

35 40 45



Gly Ala Pro Leu Gly Pro Pro Pro Pro Arg GIn Pro Gly Ala Leu Ala

50 55 60

Tyr Gly Ala Phe Gly Pro Pro Ser Ser Phe GlIn Pro Phe Pro Ala Val

65 70 75 80

Pro Pro Pro Ala Ala Gly lle Ala His Leu GIn Pro Val Ala Thr Pro

85 90 95

Tyr Pro Gly Arg Ala Ala Ala Pro Pro Asn Ala Pro Gly Gly Pro Pro

100 105 110

Gly Pro GIn Pro Ala Pro Ser Ala Ala Ala Pro Pro Pro Pro Ala His

115 120 125

Ala Leu Gly Gly Met Asp Ala Glu Leu lle Asp Glu Glu Ala Leu Thr

130 135 140

Ser Leu Glu Leu Glu Leu Gly Leu His Arg Val Arg Glu Leu Pro Glu

145 150 155 160

Leu Phe Leu Gly GIn Ser Glu Phe Asp Cys Phe Ser Asp Leu Gly Ser

165 170 175



Ala Pro Pro Ala Gly Ser Val Ser Cys GIn Ser GIn Leu lle Lys Pro

180 185 190

Ser Arg Met Arg Lys Tyr Pro Asn Arg Pro Ser Lys Thr Pro Pro His

195 200 205

Glu Arg Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser

210 215 220

Arg Ser Asp Asn Leu Val Arg His lle Arg lle His Thr Gly GIn Lys

225 230 235 240

Pro Phe GIn Cys Arg lle Cys Met Arg Asn Phe Ser His Arg Thr Thr

245 250 255

Leu Thr Asn His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys

260 265 270

Asp lle Cys Gly Arg Lys Phe Ala Arg Glu Asp Asn Leu His Thr His

275 280 285

Thr Lys lle His Leu Arg GIn Lys Asp Arg Pro Tyr Ala Cys Pro Val

290 295 300



Glu Ser Cys Asp Arg Arg Phe Ser Thr Ser His Ser Leu Thr Glu His

305 310 315 320

Ile Arg lle His Thr Gly GIn Lys Pro Phe GIn Cys Arg lle Cys Met

325 330 335

Arg Asn Phe Ser GIn Ser Ser Ser Leu Val Arg His lle Arg Thr His

340 345 350

Thr Gly Glu Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys Phe Ala

355 360 365

Arg Glu Asp Asn Leu His Thr His Thr Lys lle His Leu Arg GIn Lys

370 375 380

Asp Lys

385

<210> 325
<211> 627
<212> PRT

<213> Secuencia Artificial



<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 325
Met Ala Ala Ala Lys Ala Glu Met GIn Leu Met Ser Pro Leu Gin lle

1 5 10 15

Ser Asp Pro Phe Gly Ser Phe Pro His Ser Pro Thr Met Asp Asn Tyr

20 25 30

Pro Lys Leu Glu Glu Met Met Leu Leu Ser Asn Gly Ala Pro GIn Phe

35 40 45

Leu Gly Ala Ala Gly Ala Pro Glu Gly Ser Gly Ser Asn Ser Ser Ser

50 55 60

Ser Ser Ser Gly Gly Gly Gly Gly Gly Gly Gly Gly Ser Asn Ser Ser

65 70 75 80

Ser Ser Ser Ser Thr Phe Asn Pro GIn Ala Asp Thr Gly Glu GIn Pro

85 90 95

Tyr Glu His Leu Thr Ala Glu Ser Phe Pro Asp lle Ser Leu Asn Asn

100 105 110



Glu Lys Val Leu Val Glu Thr Ser Tyr Pro Ser GIn Thr Thr Arg Leu

115 120 125

Pro Pro lle Thr Tyr Thr Gly Arg Phe Ser Leu Glu Pro Ala Pro Asn

130 135 140

Ser Gly Asn Thr Leu Trp Pro Glu Pro Leu Phe Ser Leu Val Ser Gly

145 150 155 160

Leu Val Ser Met Thr Asn Pro Pro Ala Ser Ser Ser Ser Ala Pro Ser

165 170 175

Pro Ala Ala Ser Ser Ala Ser Ala Ser GIn Ser Pro Pro Leu Ser Cys

180 185 190

Ala Val Pro Ser Asn Asp Ser Ser Pro lle Tyr Ser Ala Ala Pro Thr

195 200 205

Phe Pro Thr Pro Asn Thr Asp lle Phe Pro Glu Pro GIn Ser GIn Ala

210 215 220

Phe Pro Gly Ser Ala Gly Thr Ala Leu GIn Tyr Pro Pro Pro Ala Tyr



225 230 235 240

Pro Ala Ala Lys Gly Gly Phe GIn Val Pro Met lle Pro Asp Tyr Leu

245 250 255

Phe Pro GIn GIn GIn Gly Asp Leu Gly Leu Gly Thr Pro Asp GIn Lys

260 265 270

Pro Phe GIn Gly Leu Glu Ser Arg Thr GIn GIn Pro Ser Leu Thr Pro

275 280 285

Leu Ser Thr lle Lys Ala Phe Ala Thr GIn Ser Gly Ser GIn Asp Leu

290 295 300

Lys Ala Leu Asn Thr Ser Tyr GIn Ser GIn Leu lle Lys Pro Ser Arg

305 310 315 320

Met Arg Lys Tyr Pro Asn Arg Pro Ser Lys Thr Pro Pro His Glu Arg

325 330 335

Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser Arg Ser

340 345 350



Asp Asn Leu Val Arg His lle Arg lle His Thr Gly GIn Lys Pro Phe

355 360 365

GlIn Cys Arg lle Cys Met Arg Asn Phe Ser His Arg Thr Thr Leu Thr

370 375 380

Asn His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp lle

385 390 395 400

Cys Gly Arg Lys Phe Ala Arg Glu Asp Asn Leu His Thr His lle Arg

405 410 415

Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys

420 425 430

Phe Ser Thr Ser His Ser Leu Thr Glu His lle Arg lle His Thr Gly

435 440 445

GIn Lys Pro Phe GIn Cys Arg lle Cys Met Arg Asn Phe Ser GIn Ser

450 455 460

Ser Ser Leu Val Arg His lle Arg Thr His Thr Gly Glu Lys Pro Phe

465 470 475 480



Ala Cys Asp lle Cys Gly Arg Lys Phe Ala Arg Glu Asp Asn Leu His

485 490 495

Thr His Thr Lys lle His Leu Arg GIn Lys Asp Lys Lys Ala Asp Lys

500 505 510

Ser Val Val Ala Ser Ser Ala Thr Ser Ser Leu Ser Ser Tyr Pro Ser

515 520 525

Pro Val Ala Thr Ser Tyr Pro Ser Pro Val Thr Thr Ser Tyr Pro Ser

530 535 540

Pro Ala Thr Thr Ser Tyr Pro Ser Pro Val Pro Thr Ser Phe Ser Ser

545 550 555 560

Pro Gly Ser Ser Thr Tyr Pro Ser Pro Val His Ser Gly Phe Pro Ser

565 570 575

Pro Ser Val Ala Thr Thr Tyr Ser Ser Val Pro Pro Ala Phe Pro Ala

580 585 590

GIn Val Ser Ser Phe Pro Ser Ser Ala Val Thr Asn Ser Phe Ser Ala

595 600 605



Ser Thr Gly Leu Ser Asp Met Thr Ala Thr Phe Ser Pro Arg Thr lle

610 615 620

Glu lle Cys

625

<210> 326
<211>62
<212>DNA

<213> Secuencia Artificial

<220>
<223> Descripcidn de secuencia artificial:

oligonucledtidos sintéticos

<400> 326

aataaaagat ctttattttc attagatctg tgtgttggtt ttttgtgtge ggaccgceacg

tg 62

<210> 327

<211>477

<212>DNA

<213> Secuencia Artificial

<220>

60



<223> Descripcion de secuencia artificial:

polinucleétido sintético

<400> 327

gggtggcatc cctgtgacce ctceccagtg cctetectgg cectggaagt tgecactcca 60

gtgcccacca gecttgtect aataaaatta agttgcatca ttttgtctga ctaggtgtce 120

ttctataata ttatggggts gagggeggte gtatggagca aggggcaagt tgggaagaca 180

acctgtaggg cctgeggggt ctattgggaa ccaagctgga gtgcagtgge acaatcttgg 240

ctcactgcaa tctccgecte ctgggttcaa gegattctee tgectcagec tecegagttg 300

ttgggattcc aggcatgcat gaccaggctc agctaatttt tgtttitttg gtagagacgg 360

ggtttcacca tattggccag getggtctee aactectaat ctcaggtgat ctacccacct 420

tggcctccca aattgetggg attacaggeg tgaaccactg cteccttecc tgtectt 477

<210> 328

<211>23

<212>DNA

<213> Secuencia Artificial

<220>

<223> Descripcion de secuencia artificial:

primer

<400> 328



ccatggaact ggctcgattt cac

<210> 329
<211>27
<212>DNA

<213> Secuencia Artificial

<220>

<223> Descripcién de secuencia artificial:

probe

<400> 329

aggcctgaaa accattgtgg gagecct

<210>330
<211>18
<212>DNA

<213> Homo sapiens

<400> 330

cgcactgtca atgcccca

<210>331
<211>18
<212>DNA

<213> Homo sapiens

<400> 331

23

18

27



cctgctgagg ctgtcecg

<210> 332
<211>18
<212>DNA

<213> Homo sapiens

<400> 332

aatggggtgt gggecgag

<210>333
<211>18
<212> DNA

<213> Homo sapiens

<400> 333

cctagaaatg gggtgtgg

<210>334
<211>27
<212>DNA

<213>Homo sapiens

<400> 334

tgagtagaaa agaaacacag cattcca

<210> 335

18

18

18

27



<211>21
<212>DNA

<213> Homo sapiens

<400> 335

gagtagaaaa gaaacacagc a 21

<210> 336
<211>21
<212>DNA

<213> Homo sapiens

<400> 336

agtagaaaag aaacacagca t 21

<210>337
<211> 272
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcidn de secuencia artificial:

Polipéptido sintético

<400> 337
Met Ala Pro Lys Lys Lys Arg Lys Val Gly lle His Gly Val Pro Ala

1 5 10 15



Ala Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

20 25 30

Ser Phe Ser Thr Ser His Ser Leu Thr Glu His GIn Arg Thr His Thr

35 40 45

Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Asp

50 55 60

Cys Arg Asp Leu Ala Arg His GlIn Arg Thr His Thr Gly Glu Lys Pro

65 70 75 80

Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Thr Thr Gly Asn Leu

85 90 95

Thr Val His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro

100 105 110

Glu Cys Gly Lys Ser Phe Ser Asp Pro Gly Ala Leu Val Arg His GIn

115 120 125

Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

130 135 140



Ser Phe Ser Thr His Leu Asp Leu lle Arg His GIn Arg Thr His Thr

145 150 155 160

Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser His

165 170 175

Thr Gly His Leu Leu Glu His GIn Arg Thr His Thr Gly Lys Lys Thr

180 185 190

Ser Lys Arg Pro Ala Ala Thr Lys Lys Ala Gly GIn Ala Lys Lys Lys

195 200 205

Lys Gly Ser Tyr Pro Tyr Asp Val Pro Asp Tyr Ala Leu Glu Asp Ala

210 215 220

Leu Asp Asp Phe Asp Leu Asp Met Leu Gly Ser Asp Ala Leu Asp Asp

225 230 235 240

Phe Asp Leu Asp Met Leu Gly Ser Asp Ala Leu Asp Asp Phe Asp Leu

245 250 255

Asp Met Leu Gly Ser Asp Ala Leu Asp Asp Phe Asp Leu Asp Met Leu

260 265 270



<210>338
<211>272
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 338
Met Ala Pro Lys Lys Lys Arg Lys Val Gly lle His Gly Val Pro Ala

1 5 10 15

Ala Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

20 25 30

Ser Phe Ser Arg Asn Asp Thr Leu Thr Glu His GIn Arg Thr His Thr

35 40 45

Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Asp

50 55 60

Pro Gly Ala Leu Val Arg His GIn Arg Thr His Thr Gly Glu Lys Pro

65 70 75 80



Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Thr Ser Gly Glu Leu

85 90 95

Val Arg His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro

100 105 110

Glu Cys Gly Lys Ser Phe Ser Arg Ser Asp Asn Leu Val Arg His GIn

115 120 125

Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

130 135 140

Ser Phe Ser Thr Ser Gly Glu Leu Val Arg His GIn Arg Thr His Thr

145 150 155 160

Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Thr

165 170 175

Lys Asn Ser Leu Thr Glu His GIn Arg Thr His Thr Gly Lys Lys Thr

180 185 190

Ser Lys Arg Pro Ala Ala Thr Lys Lys Ala Gly GIn Ala Lys Lys Lys

195 200 205



Lys Gly Ser Tyr Pro Tyr Asp Val Pro Asp Tyr Ala Leu Glu Asp Ala

210 215 220

Leu Asp Asp Phe Asp Leu Asp Met Leu Gly Ser Asp Ala Leu Asp Asp

225 230 235 240

Phe Asp Leu Asp Met Leu Gly Ser Asp Ala Leu Asp Asp Phe Asp Leu

245 250 255

Asp Met Leu Gly Ser Asp Ala Leu Asp Asp Phe Asp Leu Asp Met Leu

260 265 270

<210> 339
<211>781
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 339
Met Ala Pro Lys Lys Lys Arg Lys Val Gly lle His Gly Val Pro Ala

1 5 10 15



Ala Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

20 25 30

Ser Phe Ser Thr Ser Gly Asn Leu Thr Glu His GIn Arg Thr His Thr

35 40 45

Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg

50 55 60

Ala Asp Asn Leu Thr Glu His GIn Arg Thr His Thr Gly Glu Lys Pro

65 70 75 80

Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Ser Pro Ala Asp Leu

85 90 95

Thr Arg His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro

100 105 110

Glu Cys Gly Lys Ser Phe Ser GIn Ser Ser Asn Leu Val Arg His GIn

115 120 125

Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

130 135 140



Ser Phe Ser GIn Arg Ala Asn Leu Arg Ala His GIn Arg Thr His Thr

145 150 155 160

Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser GIn

165 170 175

Leu Ala His Leu Arg Ala His GIn Arg Thr His Thr Gly Glu Lys Pro

180 185 190

Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser His Arg Thr Thr Leu

195 200 205

Thr Asn His GIn Arg Thr His Thr Gly Lys Lys Thr Ser Lys Arg Pro

210 215 220

Ala Ala Thr Lys Lys Ala Gly GIn Ala Lys Lys Lys Lys Gly Ser Tyr

225 230 235 240

Pro Tyr Asp Val Pro Asp Tyr Ala Leu Glu Glu Ala Ser Gly Ser Gly

245 250 255

Arg Ala Asp Ala Leu Asp Asp Phe Asp Leu Asp Met Leu Gly Ser Asp



260 265 270

Ala Leu Asp Asp Phe Asp Leu Asp Met Leu Gly Ser Asp Ala Leu Asp

275 280 285

Asp Phe Asp Leu Asp Met Leu Gly Ser Asp Ala Leu Asp Asp Phe Asp

290 295 300

Leu Asp Met Leu lle Asn Ser Arg Ser Ser Gly Ser Pro Lys Lys Lys

305 310 315 320

Arg Lys Val Gly Ser GIn Tyr Leu Pro Asp Thr Asp Asp Arg His Arg

325 330 335

lle Glu Glu Lys Arg Lys Arg Thr Tyr Glu Thr Phe Lys Ser lle Met

340 345 350

Lys Lys Ser Pro Phe Ser Gly Pro Thr Asp Pro Arg Pro Pro Pro Arg

355 360 365

Arg lle Ala Val Pro Ser Arg Ser Ser Ala Ser Val Pro Lys Pro Ala

370 375 380



Pro GlIn Pro Tyr Pro Phe Thr Ser Ser Leu Ser Thr lle Asn Tyr Asp

385 390 395 400

Glu Phe Pro Thr Met Val Phe Pro Ser Gly GIn lle Ser GIn Ala Ser

405 410 415

Ala Leu Ala Pro Ala Pro Pro GIn Val Leu Pro GIn Ala Pro Ala Pro

420 425 430

Ala Pro Ala Pro Ala Met Val Ser Ala Leu Ala GIn Ala Pro Ala Pro

435 440 445

Val Pro Val Leu Ala Pro Gly Pro Pro GIn Ala Val Ala Pro Pro Ala

450 455 460

Pro Lys Pro Thr GIn Ala Gly Glu Gly Thr Leu Ser Glu Ala Leu Leu

465 470 475 480

GIn Leu GIn Phe Asp Asp Glu Asp Leu Gly Ala Leu Leu Gly Asn Ser

485 490 495

Thr Asp Pro Ala Val Phe Thr Asp Leu Ala Ser Val Asp Asn Ser Glu

500 505 510



Phe GIn GIn Leu Leu Asn GIn Gly lle Pro Val Ala Pro His Thr Thr

515 520 525

Glu Pro Met Leu Met Glu Tyr Pro Glu Ala lle Thr Arg Leu Val Thr

530 535 540

Gly Ala GIn Arg Pro Pro Asp Pro Ala Pro Ala Pro Leu Gly Ala Pro

545 550 555 560

Gly Leu Pro Asn Gly Leu Leu Ser Gly Asp Glu Asp Phe Ser Ser lle

565 570 575

Ala Asp Met Asp Phe Ser Ala Leu Leu Gly Ser Gly Ser Gly Ser Arg

580 585 590

Asp Ser Arg Glu Gly Met Phe Leu Pro Lys Pro Glu Ala Gly Ser Ala

595 600 605

Ile Ser Asp Val Phe Glu Gly Arg Glu Val Cys GIn Pro Lys Arg lle

610 615 620

Arg Pro Phe His Pro Pro Gly Ser Pro Trp Ala Asn Arg Pro Leu Pro

625 630 635 640



Ala Ser Leu Ala Pro Thr Pro Thr Gly Pro Val His Glu Pro Val Gly

645 650 655

Ser Leu Thr Pro Ala Pro Val Pro GIn Pro Leu Asp Pro Ala Pro Ala

660 665 670

Val Thr Pro Glu Ala Ser His Leu Leu Glu Asp Pro Asp Glu Glu Thr

675 680 685

Ser GIn Ala Val Lys Ala Leu Arg Glu Met Ala Asp Thr Val lle Pro

690 695 700

GlIn Lys Glu Glu Ala Ala lle Cys Gly GIn Met Asp Leu Ser His Pro

705 710 715 720

Pro Pro Arg Gly His Leu Asp Glu Leu Thr Thr Thr Leu Glu Ser Met

725 730 735

Thr Glu Asp Leu Asn Leu Asp Ser Pro Leu Thr Pro Glu Leu Asn Glu

740 745 750

Ile Leu Asp Thr Phe Leu Asn Asp Glu Cys Leu Leu His Ala Met His



755 760 765

Ile Ser Thr Gly Leu Ser lle Phe Asp Thr Ser Leu Phe

770 775 780

<210> 340
<211> 272
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcién de secuencia artificial:

Polipéptido sintético

<400> 340
Met Ala Pro Lys Lys Lys Arg Lys Val Gly lle His Gly Val Pro Ala

1 5 10 15

Ala Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

20 25 30

Ser Phe Ser Ser Pro Ala Asp Leu Thr Arg His GIn Arg Thr His Thr

35 40 45

Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Asp

50 55 60



Ser Gly Asn Leu Arg Val His GIn Arg Thr His Thr Gly Glu Lys Pro

65 70 75 80

Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser GIn Leu Ala His Leu

85 90 95

Arg Ala His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro

100 105 110

Glu Cys Gly Lys Ser Phe Ser GIn Arg Ala Asn Leu Arg Ala His GIn

115 120 125

Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

130 135 140

Ser Phe Ser Arg Glu Asp Asn Leu His Thr His GIn Arg Thr His Thr

145 150 155 160

Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg

165 170 175

Ser Asp Asn Leu Val Arg His GIn Arg Thr His Thr Gly Lys Lys Thr



180 185 190

Ser Lys Arg Pro Ala Ala Thr Lys Lys Ala Gly GIn Ala Lys Lys Lys

195 200 205

Lys Gly Ser Tyr Pro Tyr Asp Val Pro Asp Tyr Ala Leu Glu Asp Ala

210 215 220

Leu Asp Asp Phe Asp Leu Asp Met Leu Gly Ser Asp Ala Leu Asp Asp

225 230 235 240

Phe Asp Leu Asp Met Leu Gly Ser Asp Ala Leu Asp Asp Phe Asp Leu

245 250 255

Asp Met Leu Gly Ser Asp Ala Leu Asp Asp Phe Asp Leu Asp Met Leu

260 265 270

<210> 341
<211>753
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético



<400> 341
Met Ala Pro Lys Lys Lys Arg Lys Val Gly lle His Gly Val Pro Ala

1 5 10 15

Ala Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

20 25 30

Ser Phe Ser Ser Pro Ala Asp Leu Thr Arg His GIn Arg Thr His Thr

35 40 45

Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Asp

50 55 60

Ser Gly Asn Leu Arg Val His GIn Arg Thr His Thr Gly Glu Lys Pro

65 70 75 80

Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser GIn Leu Ala His Leu

85 90 95

Arg Ala His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro

100 105 110

Glu Cys Gly Lys Ser Phe Ser GIn Arg Ala Asn Leu Arg Ala His GIn



115 120 125

Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

130 135 140

Ser Phe Ser Arg Glu Asp Asn Leu His Thr His GIn Arg Thr His Thr

145 150 155 160

Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg

165 170 175

Ser Asp Asn Leu Val Arg His GIn Arg Thr His Thr Gly Lys Lys Thr

180 185 190

Ser Lys Arg Pro Ala Ala Thr Lys Lys Ala Gly GIn Ala Lys Lys Lys

195 200 205

Lys Gly Ser Tyr Pro Tyr Asp Val Pro Asp Tyr Ala Leu Glu Glu Ala

210 215 220

Ser Gly Ser Gly Arg Ala Asp Ala Leu Asp Asp Phe Asp Leu Asp Met

225 230 235 240



Leu Gly Ser Asp Ala Leu Asp Asp Phe Asp Leu Asp Met Leu Gly Ser

245 250 255

Asp Ala Leu Asp Asp Phe Asp Leu Asp Met Leu Gly Ser Asp Ala Leu

260 265 270

Asp Asp Phe Asp Leu Asp Met Leu lle Asn Ser Arg Ser Ser Gly Ser

275 280 285

Pro Lys Lys Lys Arg Lys Val Gly Ser GIn Tyr Leu Pro Asp Thr Asp

290 295 300

Asp Arg His Arg lle Glu Glu Lys Arg Lys Arg Thr Tyr Glu Thr Phe

305 310 315 320

Lys Ser lle Met Lys Lys Ser Pro Phe Ser Gly Pro Thr Asp Pro Arg

325 330 335

Pro Pro Pro Arg Arg lle Ala Val Pro Ser Arg Ser Ser Ala Ser Val

340 345 350

Pro Lys Pro Ala Pro GIn Pro Tyr Pro Phe Thr Ser Ser Leu Ser Thr

355 360 365



Ile Asn Tyr Asp Glu Phe Pro Thr Met Val Phe Pro Ser Gly Gin lle

370 375 380

Ser GIn Ala Ser Ala Leu Ala Pro Ala Pro Pro GIn Val Leu Pro Gln

385 390 395 400

Ala Pro Ala Pro Ala Pro Ala Pro Ala Met Val Ser Ala Leu Ala GIn

405 410 415

Ala Pro Ala Pro Val Pro Val Leu Ala Pro Gly Pro Pro GIn Ala Val

420 425 430

Ala Pro Pro Ala Pro Lys Pro Thr GIn Ala Gly Glu Gly Thr Leu Ser

435 440 445

Glu Ala Leu Leu GIn Leu GIn Phe Asp Asp Glu Asp Leu Gly Ala Leu

450 455 460

Leu Gly Asn Ser Thr Asp Pro Ala Val Phe Thr Asp Leu Ala Ser Val

465 470 475 480

Asp Asn Ser Glu Phe GIn GIn Leu Leu Asn GIn Gly lle Pro Val Ala

485 490 495



Pro His Thr Thr Glu Pro Met Leu Met Glu Tyr Pro Glu Ala lle Thr

500 505 510

Arg Leu Val Thr Gly Ala GIn Arg Pro Pro Asp Pro Ala Pro Ala Pro

515 520 525

Leu Gly Ala Pro Gly Leu Pro Asn Gly Leu Leu Ser Gly Asp Glu Asp

530 535 540

Phe Ser Ser lle Ala Asp Met Asp Phe Ser Ala Leu Leu Gly Ser Gly

545 550 555 560

Ser Gly Ser Arg Asp Ser Arg Glu Gly Met Phe Leu Pro Lys Pro Glu

565 570 575

Ala Gly Ser Ala lle Ser Asp Val Phe Glu Gly Arg Glu Val Cys GlIn

580 585 590

Pro Lys Arg lle Arg Pro Phe His Pro Pro Gly Ser Pro Trp Ala Asn

595 600 605

Arg Pro Leu Pro Ala Ser Leu Ala Pro Thr Pro Thr Gly Pro Val His



610 615 620

Glu Pro Val Gly Ser Leu Thr Pro Ala Pro Val Pro GIn Pro Leu Asp

625 630 635 640

Pro Ala Pro Ala Val Thr Pro Glu Ala Ser His Leu Leu Glu Asp Pro

645 650 655

Asp Glu Glu Thr Ser GIn Ala Val Lys Ala Leu Arg Glu Met Ala Asp

660 665 670

Thr Val lle Pro GIn Lys Glu Glu Ala Ala lle Cys Gly GIn Met Asp

675 680 685

Leu Ser His Pro Pro Pro Arg Gly His Leu Asp Glu Leu Thr Thr Thr

690 695 700

Leu Glu Ser Met Thr Glu Asp Leu Asn Leu Asp Ser Pro Leu Thr Pro

705 710 715 720

Glu Leu Asn Glu lle Leu Asp Thr Phe Leu Asn Asp Glu Cys Leu Leu

725 730 735



His Ala Met His Ile Ser Thr Gly Leu Ser Ile Phe Asp Thr Ser Leu

740 745 750

Phe

<210> 342
<211>753
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 342

Met Ala Pro Lys Lys Lys Arg Lys Val Gly lle His Gly Val Pro Ala

1 5 10 15

Ala Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

20 25 30

Ser Phe Ser Ser Pro Ala Asp Leu Thr Arg His GIn Arg Thr His Thr

35 40 45

Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Asp



50 55 60

Ser Gly Asn Leu Arg Val His GIn Arg Thr His Thr Gly Glu Lys Pro

65 70 75 80

Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser GIn Leu Ala His Leu

85 90 95

Arg Ala His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro

100 105 110

Glu Cys Gly Lys Ser Phe Ser GIn Arg Ala Asn Leu Arg Ala His GIn

115 120 125

Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

130 135 140

Ser Phe Ser Arg Glu Asp Asn Leu His Thr His GIn Arg Thr His Thr

145 150 155 160

Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg

165 170 175



Ser Asp Asn Leu Val Arg His GIn Arg Thr His Thr Gly Lys Lys Thr

180 185 190

Ser Lys Arg Pro Ala Ala Thr Lys Lys Ala Gly GIn Ala Lys Lys Lys

195 200 205

Lys Gly Ser Tyr Pro Tyr Asp Val Pro Asp Tyr Ala Leu Glu Glu Ala

210 215 220

Ser Gly Ser Gly Arg Ala Asp Ala Leu Asp Asp Phe Asp Leu Asp Met

225 230 235 240

Leu Gly Ser Asp Ala Leu Asp Asp Phe Asp Leu Asp Met Leu Gly Ser

245 250 255

Asp Ala Leu Asp Asp Phe Asp Leu Asp Met Leu Gly Ser Asp Ala Leu

260 265 270

Asp Asp Phe Asp Leu Asp Met Leu lle Asn Ser Arg Ser Ser Gly Ser

275 280 285

Pro Lys Lys Lys Arg Lys Val Gly Ser GIn Tyr Leu Pro Asp Thr Asp

290 295 300



Asp Arg His Arg lle Glu Glu Lys Arg Lys Arg Thr Tyr Glu Thr Phe

305 310 315 320

Lys Ser lle Met Lys Lys Ser Pro Phe Ser Gly Pro Thr Asp Pro Arg

325 330 335

Pro Pro Pro Arg Arg lle Ala Val Pro Ser Arg Ser Ser Ala Ser Val

340 345 350

Pro Lys Pro Ala Pro GIn Pro Tyr Pro Phe Thr Ser Ser Leu Ser Thr

355 360 365

Ile Asn Tyr Asp Glu Phe Pro Thr Met Val Phe Pro Ser Gly GIn lle

370 375 380

Ser GIn Ala Ser Ala Leu Ala Pro Ala Pro Pro GIn Val Leu Pro Gln

385 390 395 400

Ala Pro Ala Pro Ala Pro Ala Pro Ala Met Val Ser Ala Leu Ala GIn

405 410 415

Ala Pro Ala Pro Val Pro Val Leu Ala Pro Gly Pro Pro GIn Ala Val

420 425 430



Ala Pro Pro Ala Pro Lys Pro Thr GIn Ala Gly Glu Gly Thr Leu Ser

435 440 445

Glu Ala Leu Leu GIn Leu GIn Phe Asp Asp Glu Asp Leu Gly Ala Leu

450 455 460

Leu Gly Asn Ser Thr Asp Pro Ala Val Phe Thr Asp Leu Ala Ser Val

465 470 475 480

Asp Asn Ser Glu Phe GIn GIn Leu Leu Asn GIn Gly lle Pro Val Ala

485 490 495

Pro His Thr Thr Glu Pro Met Leu Met Glu Tyr Pro Glu Ala lle Thr

500 505 510

Arg Leu Val Thr Gly Ala GIn Arg Pro Pro Asp Pro Ala Pro Ala Pro

515 520 525

Leu Gly Ala Pro Gly Leu Pro Asn Gly Leu Leu Ser Gly Asp Glu Asp

530 535 540

Phe Ser Ser lle Ala Asp Met Asp Phe Ser Ala Leu Leu Gly Ser Gly



545 550 555 560

Ser Gly Ser Arg Asp Ser Arg Glu Gly Met Phe Leu Pro Lys Pro Glu

565 570 575

Ala Gly Ser Ala lle Ser Asp Val Phe Glu Gly Arg Glu Val Cys GIn

580 585 590

Pro Lys Arg lle Arg Pro Phe His Pro Pro Gly Ser Pro Trp Ala Asn

595 600 605

Arg Pro Leu Pro Ala Ser Leu Ala Pro Thr Pro Thr Gly Pro Val His

610 615 620

Glu Pro Val Gly Ser Leu Thr Pro Ala Pro Val Pro Gln Pro Leu Asp

625 630 635 640

Pro Ala Pro Ala Val Thr Pro Glu Ala Ser His Leu Leu Glu Asp Pro

645 650 655

Asp Glu Glu Thr Ser GIn Ala Val Lys Ala Leu Arg Glu Met Ala Asp

660 665 670



Thr Val lle Pro GIn Lys Glu Glu Ala Ala lle Cys Gly GIn Met Asp

675 680 685

Leu Ser His Pro Pro Pro Arg Gly His Leu Asp Glu Leu Thr Thr Thr

690 695 700

Leu Glu Ser Met Thr Glu Asp Leu Asn Leu Asp Ser Pro Leu Thr Pro

705 710 715 720

Glu Leu Asn Glu lle Leu Asp Thr Phe Leu Asn Asp Glu Cys Leu Leu

725 730 735

His Ala Met His Ile Ser Thr Gly Leu Ser Ile Phe Asp Thr Ser Leu

740 745 750

Phe

<210> 343
<211> 272
<212> PRT

<213> Secuencia Artificial

<220>

<223> Descripcion de secuencia artificial:



Polipéptido sintético

<400> 343
Met Ala Pro Lys Lys Lys Arg Lys Val Gly lle His Gly Val Pro Ala

1 5 10 15

Ala Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

20 25 30

Ser Phe Ser Ser Pro Ala Asp Leu Thr Arg His GlIn Arg Thr His Thr

35 40 45

Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Asp

50 55 60

Ser Gly Asn Leu Arg Val His GIn Arg Thr His Thr Gly Glu Lys Pro

65 70 75 80

Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser GIn Leu Ala His Leu

85 90 95

Arg Ala His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro

100 105 110



Glu Cys Gly Lys Ser Phe Ser GIn Arg Ala Asn Leu Arg Ala His GIn

115 120 125

Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

130 135 140

Ser Phe Ser Arg Glu Asp Asn Leu His Thr His GIn Arg Thr His Thr

145 150 155 160

Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg

165 170 175

Ser Asp Asn Leu Val Arg His GIn Arg Thr His Thr Gly Lys Lys Thr

180 185 190

Ser Lys Arg Pro Ala Ala Thr Lys Lys Ala Gly GIn Ala Lys Lys Lys

195 200 205

Lys Gly Ser Tyr Pro Tyr Asp Val Pro Asp Tyr Ala Leu Glu Asp Ala

210 215 220

Leu Asp Asp Phe Asp Leu Asp Met Leu Gly Ser Asp Ala Leu Asp Asp

225 230 235 240



Phe Asp Leu Asp Met Leu Gly Ser Asp Ala Leu Asp Asp Phe Asp Leu

245 250 255

Asp Met Leu Gly Ser Asp Ala Leu Asp Asp Phe Asp Leu Asp Met Leu

260 265 270

<210> 344
<211> 837
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 344
Met Ala Pro Lys Lys Lys Arg Lys Val Gly lle His Gly Val Pro Ala

1 5 10 15

Ala Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

20 25 30

Ser Phe Ser Thr Ser His Ser Leu Thr Glu His GIn Arg Thr His Thr

35 40 45



Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser His

50 55 60

Lys Asn Ala Leu GIn Asn His GIn Arg Thr His Thr Gly Glu Lys Pro

65 70 75 80

Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Glu Arg Ser His Leu

85 90 95

Arg Glu His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro

100 105 110

Glu Cys Gly Lys Ser Phe Ser Ser Lys Lys Ala Leu Thr Glu His GIn

115 120 125

Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

130 135 140

Ser Phe Ser GIn Arg Ala Asn Leu Arg Ala His GIn Arg Thr His Thr

145 150 155 160

Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg

165 170 175



Lys Asp Asn Leu Lys Asn His GIn Arg Thr His Thr Gly Glu Lys Pro

180 185 190

Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser GIn Ser Ser Asn Leu

195 200 205

Val Arg His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro

210 215 220

Glu Cys Gly Lys Ser Phe Ser GIn Ser Ser Ser Leu Val Arg His GlIn

225 230 235 240

Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

245 250 255

Ser Phe Ser GIn Ala Gly His Leu Ala Ser His GIn Arg Thr His Thr

260 265 270

Gly Lys Lys Thr Ser Lys Arg Pro Ala Ala Thr Lys Lys Ala Gly GIn

275 280 285

Ala Lys Lys Lys Lys Gly Ser Tyr Pro Tyr Asp Val Pro Asp Tyr Ala

290 295 300



Leu Glu Glu Ala Ser Gly Ser Gly Arg Ala Asp Ala Leu Asp Asp Phe

305 310 315 320

Asp Leu Asp Met Leu Gly Ser Asp Ala Leu Asp Asp Phe Asp Leu Asp

325 330 335

Met Leu Gly Ser Asp Ala Leu Asp Asp Phe Asp Leu Asp Met Leu Gly

340 345 350

Ser Asp Ala Leu Asp Asp Phe Asp Leu Asp Met Leu lle Asn Ser Arg

355 360 365

Ser Ser Gly Ser Pro Lys Lys Lys Arg Lys Val Gly Ser GIn Tyr Leu

370 375 380

Pro Asp Thr Asp Asp Arg His Arg lle Glu Glu Lys Arg Lys Arg Thr

385 390 395 400

Tyr Glu Thr Phe Lys Ser lle Met Lys Lys Ser Pro Phe Ser Gly Pro

405 410 415

Thr Asp Pro Arg Pro Pro Pro Arg Arg lle Ala Val Pro Ser Arg Ser



420 425 430

Ser Ala Ser Val Pro Lys Pro Ala Pro GIn Pro Tyr Pro Phe Thr Ser

435 440 445

Ser Leu Ser Thr Ile Asn Tyr Asp Glu Phe Pro Thr Met Val Phe Pro

450 455 460

Ser Gly GlIn lle Ser GIn Ala Ser Ala Leu Ala Pro Ala Pro Pro GIn

465 470 475 480

Val Leu Pro GIn Ala Pro Ala Pro Ala Pro Ala Pro Ala Met Val Ser

485 490 495

Ala Leu Ala GIn Ala Pro Ala Pro Val Pro Val Leu Ala Pro Gly Pro

500 505 510

Pro GIn Ala Val Ala Pro Pro Ala Pro Lys Pro Thr GIn Ala Gly Glu

515 520 525

Gly Thr Leu Ser Glu Ala Leu Leu GIn Leu GIn Phe Asp Asp Glu Asp

530 535 540



Leu Gly Ala Leu Leu Gly Asn Ser Thr Asp Pro Ala Val Phe Thr Asp

545 550 555 560

Leu Ala Ser Val Asp Asn Ser Glu Phe GIn GIn Leu Leu Asn GIn Gly

565 570 575

Ile Pro Val Ala Pro His Thr Thr Glu Pro Met Leu Met Glu Tyr Pro

580 585 590

Glu Ala lle Thr Arg Leu Val Thr Gly Ala GIn Arg Pro Pro Asp Pro

595 600 605

Ala Pro Ala Pro Leu Gly Ala Pro Gly Leu Pro Asn Gly Leu Leu Ser

610 615 620

Gly Asp Glu Asp Phe Ser Ser lle Ala Asp Met Asp Phe Ser Ala Leu

625 630 635 640

Leu Gly Ser Gly Ser Gly Ser Arg Asp Ser Arg Glu Gly Met Phe Leu

645 650 655

Pro Lys Pro Glu Ala Gly Ser Ala lle Ser Asp Val Phe Glu Gly Arg

660 665 670



Glu Val Cys GIn Pro Lys Arg lle Arg Pro Phe His Pro Pro Gly Ser

675 680 685

Pro Trp Ala Asn Arg Pro Leu Pro Ala Ser Leu Ala Pro Thr Pro Thr

690 695 700

Gly Pro Val His Glu Pro Val Gly Ser Leu Thr Pro Ala Pro Val Pro

705 710 715 720

GIn Pro Leu Asp Pro Ala Pro Ala Val Thr Pro Glu Ala Ser His Leu

725 730 735

Leu Glu Asp Pro Asp Glu Glu Thr Ser GIn Ala Val Lys Ala Leu Arg

740 745 750

Glu Met Ala Asp Thr Val lle Pro GIn Lys Glu Glu Ala Ala lle Cys

755 760 765

Gly GIn Met Asp Leu Ser His Pro Pro Pro Arg Gly His Leu Asp Glu

770 775 780

Leu Thr Thr Thr Leu Glu Ser Met Thr Glu Asp Leu Asn Leu Asp Ser

785 790 795 800



Pro Leu Thr Pro Glu Leu Asn Glu lle Leu Asp Thr Phe Leu Asn Asp

805 810 815

Glu Cys Leu Leu His Ala Met His lle Ser Thr Gly Leu Ser Ile Phe

820 825 830

Asp Thr Ser Leu Phe

835

<210> 345
<211>479
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcidn de secuencia artificial:

Polipéptido sintético

<400> 345
Met GIn Ser GIn Leu lle Lys Pro Ser Arg Met Arg Lys Tyr Pro Asn

1 5 10 15

Arg Pro Ser Lys Thr Pro Pro His Glu Arg Pro Tyr Ala Cys Pro Val

20 25 30



Glu Ser Cys Asp Arg Arg Phe Ser Ser Pro Ala Asp Leu Thr Arg His

35 40 45

Ile Arg lle His Thr Gly GIn Lys Pro Phe GIn Cys Arg lle Cys Met

50 55 60

Arg Asn Phe Ser Asp Ser Gly Asn Leu Arg Val His lle Arg Thr His

65 70 75 80

Thr Gly Glu Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys Phe Ala

85 90 95

GIn Leu Ala His Leu Arg Ala His Thr Lys lle His Leu Arg Gln Lys

100 105 110

Asp Arg Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser

115 120 125

GIn Arg Ala Asn Leu Arg Ala His lle Arg lle His Thr Gly GIn Lys

130 135 140

Pro Phe GIn Cys Arg lle Cys Met Arg Asn Phe Ser Arg Glu Asp Asn

145 150 155 160



Leu His Thr His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys

165 170 175

Asp lle Cys Gly Arg Lys Phe Ala Arg Ser Asp Asn Leu Val Arg His

180 185 190

Thr Lys lle His Leu Arg GIn Lys Asp Lys Leu Glu Met Ser Gly Leu

195 200 205

Glu Met Ala Asp His Met Met Ala Met Asn His Gly Arg Phe Pro Asp

210 215 220

Gly Thr Asn Gly Leu His His His Pro Ala His Arg Met Gly Met Gly

225 230 235 240

GIn Phe Pro Ser Pro His His His GIn GIn GIn GIn Pro GlIn His Ala

245 250 255

Phe Asn Ala Leu Met Gly Glu His lle His Tyr Gly Ala Gly Asn Met

260 265 270

Asn Ala Thr Ser Gly lle Arg His Ala Met Gly Pro Gly Thr Val Asn



275 280 285

Gly Gly His Pro Pro Ser Ala Leu Ala Pro Ala Ala Arg Phe Asn Asn

290 295 300

Ser Gln Phe Met Gly Pro Pro Val Ala Ser GIn Gly Gly Ser Leu Pro

305 310 315 320

Ala Ser Met GIn Leu GIn Lys Leu Asn Asn GIn Tyr Phe Asn His His

325 330 335

Pro Tyr Pro His Asn His Tyr Met Pro Asp Leu His Pro Ala Ala Gly

340 345 350

His GIn Met Asn Gly Thr Asn GIn His Phe Arg Asp Cys Asn Pro Lys

355 360 365

His Ser Gly Gly Ser Ser Thr Pro Gly Gly Ser Gly Gly Ser Ser Thr

370 375 380

Pro Gly Gly Ser Gly Ser Ser Ser Gly Gly Gly Ala Gly Ser Ser Asn

385 390 395 400



Ser Gly Gly Gly Ser Gly Ser Gly Asn Met Pro Ala Ser Val Ala His

405 410 415

Val Pro Ala Ala Met Leu Pro Pro Asn Val lle Asp Thr Asp Phe lle

420 425 430

Asp Glu Glu Val Leu Met Ser Leu Val lle Glu Met Gly Leu Asp Arg

435 440 445

lle Lys Glu Leu Pro Glu Leu Trp Leu Gly GIn Asn Glu Phe Asp Phe

450 455 460

Met Thr Asp Phe Val Cys Lys Gln GlIn Pro Ser Arg Val Ser Cys

465 470 475

<210> 346
<211>476
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 346

Met Ser Gly Leu Glu Met Ala Asp His Met Met Ala Met Asn His Gly



Arg Phe Pro Asp Gly Thr Asn Gly Leu His His His Pro Ala His Arg

20 25 30

Met Gly Met Gly GIn Phe Pro Ser Pro His His His GIn GIn GIn GIn

35 40 45

Pro GIn His Ala Phe Asn Ala Leu Met Gly Glu His lle His Tyr Gly

50 55 60

Ala Gly Asn Met Asn Ala Thr Ser Gly Val Arg His Ala Met Gly Pro

65 70 75 80

Gly Thr Val Asn Gly Gly His Pro Pro Ser Ala Leu Ala Pro Ala Ala

85 90 95

Arg Phe Asn Asn Ser GIn Phe Met Gly Pro Pro Val Ala Ser Gin Gly

100 105 110

Gly Ser Leu Pro Ala Ser Met GIn Leu GIn Lys Leu Asn Asn GIn Tyr

115 120 125



Phe Asn His His Pro Tyr Pro His Asn His Tyr Met Pro Asp Leu His

130 135 140

Pro Ala Ala Gly His GIn Met Asn Gly Thr Asn GIn His Phe Arg Asp

145 150 155 160

Cys Asn Pro Lys His Ser Gly Gly Ser Ser Thr Pro Gly Gly Ser Gly

165 170 175

Gly Ser Ser Thr Pro Gly Gly Ser Gly Ser Ser Ser Gly Gly Gly Ala

180 185 190

Gly Ser Ser Asn Ser Gly Gly Gly Ser Gly Ser Gly Asn Met Pro Ala

195 200 205

Ser Val Ala His Val Pro Ala Ala Met Leu Pro Pro Asn Val lle Asp

210 215 220

Thr Asp Phe lle Asp Glu Glu Val Leu Met Ser Leu Val lle Glu Met

225 230 235 240

Gly Leu Asp Arg lle Lys Glu Leu Pro Glu Leu Trp Leu Gly GIn Asn

245 250 255



Glu Phe Asp Phe Met Thr Asp Phe Val Cys Lys GIn GIn Pro Ser Arg

260 265 270

Val Ser Cys GIn Ser GIn Leu lle Lys Pro Ser Arg Met Arg Lys Tyr

275 280 285

Pro Asn Arg Pro Ser Lys Thr Pro Pro His Glu Arg Pro Tyr Ala Cys

290 295 300

Pro Val Glu Ser Cys Asp Arg Arg Phe Ser Ser Pro Ala Asp Leu Thr

305 310 315 320

Arg His lle Arg lle His Thr Gly GIn Lys Pro Phe GIn Cys Arg lle

325 330 335

Cys Met Arg Asn Phe Ser Asp Ser Gly Asn Leu Arg Val His lle Arg

340 345 350

Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys

355 360 365

Phe Ala GIn Leu Ala His Leu Arg Ala His Thr Lys lle His Leu Arg

370 375 380



GlIn Lys Asp Arg Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg

385 390 395 400

Phe Ser GIn Arg Ala Asn Leu Arg Ala His lle Arg lle His Thr Gly

405 410 415

GlIn Lys Pro Phe GIn Cys Arg lle Cys Met Arg Asn Phe Ser Arg Glu

420 425 430

Asp Asn Leu His Thr His lle Arg Thr His Thr Gly Glu Lys Pro Phe

435 440 445

Ala Cys Asp lle Cys Gly Arg Lys Phe Ala Arg Ser Asp Asn Leu Val

450 455 460

Arg His Thr Lys lle His Leu Arg GIn Lys Asp Lys

465 470 475

<210> 347
<211>479
<212> PRT

<213> Secuencia Artificial



<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 347
Met Arg Pro His Ala Cys Pro Ala Glu Gly Cys Asp Arg Arg Phe Ser

1 5 10 15

Ser Pro Ala Asp Leu Thr Arg His Leu Arg lle His Thr Gly His Lys

20 25 30

Pro Phe GIn Cys Arg lle Cys Met Arg Ser Phe Ser Asp Ser Gly Asn

35 40 45

Leu Arg Val His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys

50 55 60

Glu Phe Cys Gly Arg Lys Phe Ala GIn Leu Ala His Leu Arg Ala His

65 70 75 80

Ala Lys lle His Leu Lys GIn Lys Glu His Ala Cys Pro Ala Glu Gly

85 90 95

Cys Asp Arg Arg Phe Ser GIn Arg Ala Asn Leu Arg Ala His Leu Arg

100 105 110



Ile His Thr Gly His Lys Pro Phe GIn Cys Arg lle Cys Met Arg Ser

115 120 125

Phe Ser Arg Glu Asp Asn Leu His Thr His lle Arg Thr His Thr Gly

130 135 140

Glu Lys Pro Phe Ala Cys Glu Phe Cys Gly Arg Lys Phe Ala Arg Ser

145 150 155 160

Asp Asn Leu Val Arg His Ala Lys lle His Leu Lys GIn Lys Glu Lys

165 170 175

Lys Ala Glu Lys Gly Gly Ala Pro Ser Ala Ser Ser Ala Pro Pro Val

180 185 190

Ser Leu Ala Pro Val Val Thr Thr Cys Ala Leu Glu Met Ser Gly Leu

195 200 205

Glu Met Ala Asp His Met Met Ala Met Asn His Gly Arg Phe Pro Asp

210 215 220

Gly Thr Asn Gly Leu His His His Pro Ala His Arg Met Gly Met Gly



225 230 235 240

GIn Phe Pro Ser Pro His His His GIn GIn GlIn GIn Pro GIn His Ala

245 250 255

Phe Asn Ala Leu Met Gly Glu His lle His Tyr Gly Ala Gly Asn Met

260 265 270

Asn Ala Thr Ser Gly lle Arg His Ala Met Gly Pro Gly Thr Val Asn

275 280 285

Gly Gly His Pro Pro Ser Ala Leu Ala Pro Ala Ala Arg Phe Asn Asn

290 295 300

Ser Gln Phe Met Gly Pro Pro Val Ala Ser GIn Gly Gly Ser Leu Pro

305 310 315 320

Ala Ser Met GIn Leu GIn Lys Leu Asn Asn GIn Tyr Phe Asn His His

325 330 335

Pro Tyr Pro His Asn His Tyr Met Pro Asp Leu His Pro Ala Ala Gly

340 345 350



His GIn Met Asn Gly Thr Asn Gln His Phe Arg Asp Cys Asn Pro Lys

355 360 365

His Ser Gly Gly Ser Ser Thr Pro Gly Gly Ser Gly Gly Ser Ser Thr

370 375 380

Pro Gly Gly Ser Gly Ser Ser Ser Gly Gly Gly Ala Gly Ser Ser Asn

385 390 395 400

Ser Gly Gly Gly Ser Gly Ser Gly Asn Met Pro Ala Ser Val Ala His

405 410 415

Val Pro Ala Ala Met Leu Pro Pro Asn Val lle Asp Thr Asp Phe lle

420 425 430

Asp Glu Glu Val Leu Met Ser Leu Val lle Glu Met Gly Leu Asp Arg

435 440 445

Ile Lys Glu Leu Pro Glu Leu Trp Leu Gly GIn Asn Glu Phe Asp Phe

450 455 460

Met Thr Asp Phe Val Cys Lys GIn GIn Pro Ser Arg Val Ser Cys

465 470 475



<210> 348
<211>476
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 348
Met Ser Gly Leu Glu Met Ala Asp His Met Met Ala Met Asn His Gly

1 5 10 15

Arg Phe Pro Asp Gly Thr Asn Gly Leu His His His Pro Ala His Arg

20 25 30

Met Gly Met Gly GIn Phe Pro Ser Pro His His His GIn GIn GIn GIn

35 40 45

Pro GIn His Ala Phe Asn Ala Leu Met Gly Glu His lle His Tyr Gly

50 55 60

Ala Gly Asn Met Asn Ala Thr Ser Gly Val Arg His Ala Met Gly Pro

65 70 75 80



Gly Thr Val Asn Gly Gly His Pro Pro Ser Ala Leu Ala Pro Ala Ala

85 90 95

Arg Phe Asn Asn Ser GIn Phe Met Gly Pro Pro Val Ala Ser GIn Gly

100 105 110

Gly Ser Leu Pro Ala Ser Met GIn Leu GIn Lys Leu Asn Asn GIn Tyr

115 120 125

Phe Asn His His Pro Tyr Pro His Asn His Tyr Met Pro Asp Leu His

130 135 140

Pro Ala Ala Gly His GIn Met Asn Gly Thr Asn GIn His Phe Arg Asp

145 150 155 160

Cys Asn Pro Lys His Ser Gly Gly Ser Ser Thr Pro Gly Gly Ser Gly

165 170 175

Gly Ser Ser Thr Pro Gly Gly Ser Gly Ser Ser Ser Gly Gly Gly Ala

180 185 190

Gly Ser Ser Asn Ser Gly Gly Gly Ser Gly Ser Gly Asn Met Pro Ala

195 200 205



Ser Val Ala His Val Pro Ala Ala Met Leu Pro Pro Asn Val lle Asp

210 215 220

Thr Asp Phe lle Asp Glu Glu Val Leu Met Ser Leu Val lle Glu Met

225 230 235 240

Gly Leu Asp Arg lle Lys Glu Leu Pro Glu Leu Trp Leu Gly GIn Asn

245 250 255

Glu Phe Asp Phe Met Thr Asp Phe Val Cys Lys GIn GIn Pro Ser Arg

260 265 270

Val Ser Cys Arg Pro His Ala Cys Pro Ala Glu Gly Cys Asp Arg Arg

275 280 285

Phe Ser Ser Pro Ala Asp Leu Thr Arg His Leu Arg lle His Thr Gly

290 295 300

His Lys Pro Phe GIn Cys Arg lle Cys Met Arg Ser Phe Ser Asp Ser

305 310 315 320

Gly Asn Leu Arg Val His lle Arg Thr His Thr Gly Glu Lys Pro Phe

325 330 335



Ala Cys Glu Phe Cys Gly Arg Lys Phe Ala GIn Leu Ala His Leu Arg

340 345 350

Ala His Ala Lys lle His Leu Lys GIn Lys Glu His Ala Cys Pro Ala

355 360 365

Glu Gly Cys Asp Arg Arg Phe Ser GIn Arg Ala Asn Leu Arg Ala His

370 375 380

Leu Arg lle His Thr Gly His Lys Pro Phe GIn Cys Arg lle Cys Met

385 390 395 400

Arg Ser Phe Ser Arg Glu Asp Asn Leu His Thr His lle Arg Thr His

405 410 415

Thr Gly Glu Lys Pro Phe Ala Cys Glu Phe Cys Gly Arg Lys Phe Ala

420 425 430

Arg Ser Asp Asn Leu Val Arg His Ala Lys lle His Leu Lys GIn Lys

435 440 445

Glu Lys Lys Ala Glu Lys Gly Gly Ala Pro Ser Ala Ser Ser Ala Pro



450 455 460

Pro Val Ser Leu Ala Pro Val Val Thr Thr Cys Ala

465 470 475

<210> 349
<211>362
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcién de secuencia artificial:

Polipéptido sintético

<400> 349
Met Arg Pro His Ala Cys Pro Ala Glu Gly Cys Asp Arg Arg Phe Ser

1 5 10 15

Ser Pro Ala Asp Leu Thr Arg His Leu Arg lle His Thr Gly His Lys

20 25 30

Pro Phe GIn Cys Arg lle Cys Met Arg Ser Phe Ser Asp Ser Gly Asn

35 40 45

Leu Arg Val His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys

50 55 60



Glu Phe Cys Gly Arg Lys Phe Ala GIn Leu Ala His Leu Arg Ala His

65 70 75 80

Ala Lys lle His Leu Lys GIn Lys Glu His Ala Cys Pro Ala Glu Gly

85 90 95

Cys Asp Arg Arg Phe Ser GIn Arg Ala Asn Leu Arg Ala His Leu Arg

100 105 110

Ile His Thr Gly His Lys Pro Phe GIn Cys Arg lle Cys Met Arg Ser

115 120 125

Phe Ser Arg Glu Asp Asn Leu His Thr His lle Arg Thr His Thr Gly

130 135 140

Glu Lys Pro Phe Ala Cys Glu Phe Cys Gly Arg Lys Phe Ala Arg Ser

145 150 155 160

Asp Asn Leu Val Arg His Ala Lys lle His Leu Lys GIn Lys Glu Lys

165 170 175

Leu Glu Met Ala Asp His Leu Met Leu Ala Glu Gly Tyr Arg Leu Val



180 185 190

GIn Arg Pro Pro Ser Ala Ala Ala Ala His Gly Pro His Ala Leu Arg

195 200 205

Thr Leu Pro Pro Tyr Ala Gly Pro Gly Leu Asp Ser Gly Leu Arg Pro

210 215 220

Arg Gly Ala Pro Leu Gly Pro Pro Pro Pro Arg Gln Pro Gly Ala Leu

225 230 235 240

Ala Tyr Gly Ala Phe Gly Pro Pro Ser Ser Phe GIn Pro Phe Pro Ala

245 250 255

Val Pro Pro Pro Ala Ala Gly lle Ala His Leu GIn Pro Val Ala Thr

260 265 270

Pro Tyr Pro Gly Arg Ala Ala Ala Pro Pro Asn Ala Pro Gly Gly Pro

275 280 285

Pro Gly Pro GIn Pro Ala Pro Ser Ala Ala Ala Pro Pro Pro Pro Ala

290 295 300



His Ala Leu Gly Gly Met Asp Ala Glu Leu lle Asp Glu Glu Ala Leu

305 310 315 320

Thr Ser Leu Glu Leu Glu Leu Gly Leu His Arg Val Arg Glu Leu Pro

325 330 335

Glu Leu Phe Leu Gly GIn Ser Glu Phe Asp Cys Phe Ser Asp Leu Gly

340 345 350

Ser Ala Pro Pro Ala Gly Ser Val Ser Cys

355 360

<210> 350
<211>554
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 350

Met Ala Ala Asp His Leu Met Leu Ala Glu Gly Tyr Arg Leu Val GIn

1 5 10 15

Arg Pro Pro Ser Ala Ala Ala Ala His Gly Pro His Ala Leu Arg Thr



20 25 30

Leu Pro Pro Tyr Ala Gly Pro Gly Leu Asp Ser Gly Leu Arg Pro Arg

35 40 45

Gly Ala Pro Leu Gly Pro Pro Pro Pro Arg GIn Pro Gly Ala Leu Ala

50 55 60

Tyr Gly Ala Phe Gly Pro Pro Ser Ser Phe GIn Pro Phe Pro Ala Val

65 70 75 80

Pro Pro Pro Ala Ala Gly lle Ala His Leu GIn Pro Val Ala Thr Pro

85 90 95

Tyr Pro Gly Arg Ala Ala Ala Pro Pro Asn Ala Pro Gly Gly Pro Pro

100 105 110

Gly Pro GIn Pro Ala Pro Ser Ala Ala Ala Pro Pro Pro Pro Ala His

115 120 125

Ala Leu Gly Gly Met Asp Ala Glu Leu lle Asp Glu Glu Ala Leu Thr

130 135 140



Ser Leu Glu Leu Glu Leu Gly Leu His Arg Val Arg Glu Leu Pro Glu

145 150 155 160

Leu Phe Leu Gly GIn Ser Glu Phe Asp Cys Phe Ser Asp Leu Gly Ser

165 170 175

Ala Pro Pro Ala Gly Ser Val Ser Cys Gly Gly Ser Gly Gly Gly Ser

180 185 190

Gly Arg Pro His Ala Cys Pro Ala Glu Gly Cys Asp Arg Arg Phe Ser

195 200 205

Ser Pro Ala Asp Leu Thr Arg His Leu Arg lle His Thr Gly His Lys

210 215 220

Pro Phe GIn Cys Arg lle Cys Met Arg Ser Phe Ser Asp Ser Gly Asn

225 230 235 240

Leu Arg Val His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys

245 250 255

Glu Phe Cys Gly Arg Lys Phe Ala GIn Leu Ala His Leu Arg Ala His

260 265 270



Ala Lys lle His Leu Lys GIn Lys Glu His Ala Cys Pro Ala Glu Gly

275 280 285

Cys Asp Arg Arg Phe Ser GIn Arg Ala Asn Leu Arg Ala His Leu Arg

290 295 300

Ile His Thr Gly His Lys Pro Phe GIn Cys Arg lle Cys Met Arg Ser

305 310 315 320

Phe Ser Arg Glu Asp Asn Leu His Thr His lle Arg Thr His Thr Gly

325 330 335

Glu Lys Pro Phe Ala Cys Glu Phe Cys Gly Arg Lys Phe Ala Arg Ser

340 345 350

Asp Asn Leu Val Arg His Ala Lys lle His Leu Lys GIn Lys Glu Lys

355 360 365

Leu Glu Met Ala Asp His Leu Met Leu Ala Glu Gly Tyr Arg Leu Val

370 375 380

GIn Arg Pro Pro Ser Ala Ala Ala Ala His Gly Pro His Ala Leu Arg

385 390 395 400



Thr Leu Pro Pro Tyr Ala Gly Pro Gly Leu Asp Ser Gly Leu Arg Pro

405 410 415

Arg Gly Ala Pro Leu Gly Pro Pro Pro Pro Arg GIn Pro Gly Ala Leu

420 425 430

Ala Tyr Gly Ala Phe Gly Pro Pro Ser Ser Phe GIn Pro Phe Pro Ala

435 440 445

Val Pro Pro Pro Ala Ala Gly lle Ala His Leu GIn Pro Val Ala Thr

450 455 460

Pro Tyr Pro Gly Arg Ala Ala Ala Pro Pro Asn Ala Pro Gly Gly Pro

465 470 475 480

Pro Gly Pro GIn Pro Ala Pro Ser Ala Ala Ala Pro Pro Pro Pro Ala

485 490 495

His Ala Leu Gly Gly Met Asp Ala Glu Leu lle Asp Glu Glu Ala Leu

500 505 510

Thr Ser Leu Glu Leu Glu Leu Gly Leu His Arg Val Arg Glu Leu Pro



515 520 525

Glu Leu Phe Leu Gly GIn Ser Glu Phe Asp Cys Phe Ser Asp Leu Gly

530 535 540

Ser Ala Pro Pro Ala Gly Ser Val Ser Cys

545 550

<210> 351
<211>194
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcidn de secuencia artificial:

Polipéptido sintético

<400> 351
Arg Lys Tyr Pro Asn Arg Pro Ser Lys Thr Pro Pro His Glu Arg Pro

1 5 10 15

Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser Arg Ser Asp

20 25 30

Asn Leu Val Arg His lle Arg lle His Thr Gly GIn Lys Pro Phe GIn

35 40 45



Cys Arg lle Cys Met Arg Asn Phe Ser His Arg Thr Thr Leu Thr Asn

50 55 60

His Ile Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp lle Cys

65 70 75 80

Gly Arg Lys Phe Ala Arg Glu Asp Asn Leu His Thr His lle Arg Thr

85 90 95

His Thr Gly Glu Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys Phe

100 105 110

Ser Thr Ser His Ser Leu Thr Glu His lle Arg lle His Thr Gly GIn

115 120 125

Lys Pro Phe GIn Cys Arg lle Cys Met Arg Asn Phe Ser GIn Ser Ser

130 135 140

Ser Leu Val Arg His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala

145 150 155 160

Cys Asp lle Cys Gly Arg Lys Phe Ala Arg Glu Asp Asn Leu His Thr



165 170 175

His Thr Lys lle His Leu Arg GIn Lys Asp Lys Lys Ala Asp Lys Ser

180 185 190

Val Val

<210> 352

<400> 352

000

<210> 353
<211> 4380
<212>DNA

<213> Secuencia Artificial

<220>
<223> Descripcidn de secuencia artificial:

polinucleétido sintético

<400> 353

ggaggaagcc atcaactaaa ctacaatgac tgtaagatac aaaattggga atggtaacat 60

attttgaagt tctgttgaca taaagaatca tgatattaat gcccatggaa atgaaaggge 120



gatcaacact atggtttgaa aagggggaaa ttgtagagca cagatgtgtt cgtgtggcag 180

tgtgctgtct ctagcaatac tcagagaaga gagagaacaa tgaaattctg attggcccca 240

gtgtgagccc agatgaggtt cagctgecaa ctttctcttt cacatcttat gaaagtcatt 300

taagcacaac taactttttt tttttttttt tttttttgag acagagtctt gectctgttge 360

ccaggacaga gtgcagtagt gactcaatct cggctcactg cagectccac ctectagget 420

caaacggtcc tcctgeatca gectcccaag tagetggaat tacaggagtg geccaccatg 480

cccagctaat ttttgtattt ttaatagata cgggggtttc accatatcac ccaggetggt 540

ctcgaactcc tggectcaag tgatccacct gecteggect cccaaagtge tgggattata 600

ggcgtcagec actatgecca acccgaccaa ccttttttaa aataaatatt taaaaaattg 660

gtatttcaca tatatactag tatttacatt tatccacaca aaacggacgg gcctcegetg 720

aaccagtgag gccccagacg tgegeataaa taaccectge gtgetgeace acctggggag 780

agggggagga ccacggtaaa tggagegage gcatagcaaa agggacgegg ggtecttttc 840

tctgeeggtg geactgggta getgtggeca ggtgtggtac tttgatgggg cccagggetg 900

gagctcaagg aagcgtcgcea gggtcacaga tctgggggaa ccccggggaa aageactgag 960

gcaaaaccgc cgetegtcte ctacaatata tgggagggeg aggttgagta cgttctggat 1020

tactcataag accttttttt tttccttccg ggegcaaaac cgtgagetgg atttataatc 1080



gccctataaa getccagagg cggtcaggea cctgeagagg agecccgecg ctecgeegac 1140

tagctgcccc cgegagceaac ggectegtga tttccecgec gatceggtee ccgectcecce 1200

actctgececc cgectaccee ggagecegtge agecgectcet ccgaatctet ctettctect 1260

ggcgctcgeg tgcgagaggg aactagegag aacgaggaag cagetggagg tgacgeeggg 1320

cagattacgc ctgtcagggc cgagccgage ggatcgetgg gegetgtgea gaggaaagge 1380

gggagtgccc ggetegetgt cgcagagecg aggtgggtaa getagegacc acctggactt 1440

cccagcgecc aaccgtggcet tttcagecag gtectetect cccgeggcett ctcaaccaac 1500

cccatcccag cgecggecac ccaacctece gaaatgagtg cttectgece cageagecga 1560

aggcgctact aggaacggta acctgttact tttccagggg ccgtagtcga cccgetgece 1620

gagttgctgt gcgactgege gegeggggct agagtgecaag gtgactgtgg ttettctctg 1680

gccaagtccg agggagaacg taaagatatg ggectttttc ccectctcac cttgtctcac 1740

caaagtccct agtccececgga geagttagec tetttetttc cagggaatta gccagacaca 1800

acaacgggaa ccagacaccg aaccagacat gccecgecccg tgegeectee cegetegetg 1860

cctttectee ctettgtcte tccagagecg gatcttcaag gggagectee gtgecececcgg 1920

ctgctcagtc cctceggtgt gecaggaccce ggaagtecte cccgeacage tetegettct 1980



ctttgcagcc tgtttctgeg ccggaccagt cgaggactct ggacagtaga ggecccggga 2040

cgaccgagct ggaattcgee accatggecc caaagaagaa gcggaaggte ggtatccacg 2100

gagtcccagc agecctcgaa ccaggtgaaa aaccttacaa atgtcctgaa tgtgggaaat 2160

cattcagtcg cagcgacaac ctggtgagac atcaacgcac ccatacagga gaaaaacctt 2220

ataaatgtcc agaatgtgga aagtccttct cacgagagga taacttgcac actcatcaac 2280

gaacacatac tggtgaaaaa ccatacaagt gtcccgaatg tggtaaaagt tttagccgga 2340

gcgatgaact tgtccgacac caacgaaccc atacaggega gaagecttac aaatgtcccg 2400

agtgtggcaa gagcttctca caatcaggga atctgactga gecatcaacga actcataccg 2460

gggaaaaacc ttacaagtgt ccagagtgtg ggaagagctt ttccacaagt ggacatctgg 2520

tacgccacca gaggacacat acaggggaga agccctacaa atgeccccgaa tgeggtaaaa 2580

gtttctctca gaatagtacc ctgaccgaac accagcgaac acacactggg aaaaaaacga 2640

gtaaaaggcc ggcggecacg aaaaaggecg geccaggeaaa aaagaaaaag ggatectace 2700

catacgacgt accagattac gctctcgagg aggccagegg ttccggacgg getgacgecat 2760

tggacgattt tgatctggat atgctgggaa gtgacgecect cgatgatttt gaccttgaca 2820

tgcttggttc ggatgcecctt gatgactttg acctcgacat getcggeagt gacgeccttg 2880

atgatttcga cctggacatg ctgattaact ctagaagttc cggatctccg aaaaagaaac 2940



gcaaagttgg tagccagtac ctgeccgaca ccgacgaccg geaccggate gaggaaaage 3000

ggaagcggac ctacgagaca ttcaagagca tcatgaagaa gtcccecttc ageggececa 3060

ccgaccctag acctccacct agaagaatcg ccgtgeccag cagatccage gecagegtge 3120

caaaacctgc cccccagect taccccttca ccageagect gagcaccatc aactacgacg 3180

agttccctac catggtgttc cccageggece agatctctca ggectetget ctggetccag 3240

cccctectea ggtgetgect caggetectg ctectgeacce agetccagec atggtgtctg 3300

cactggctca ggcaccagca ccegtgectg tgetggetec tggacctcca caggetgtgg 3360

ctccaccagce ccctaaacct acacaggecg gegagggceac actgtctgaa getctgetge 3420

agctgcagtt cgacgacgag gatctgggag ccctgetggg aaacagcacc gatcectgecg 3480

tgttcaccga cctggecage gtggacaaca gegagttcca gcagetgetg aaccagggeca 3540

tcectgtgge cectcacacc accgagecca tgetgatgga ataccccgag gecatcacce 3600

ggctcgtgac aggegcetcag aggectectg atccagetcec tgecectetg ggagecaccag 3660

gcctgectaa tggactgcetg tetggegacg aggacttcag ctctatcgec gatatggatt 3720

tctcagectt getgggctcet ggcageggea geegggattc cagggaaggg atgtttttge 3780

cgaagcctga ggecggctec getattagtg acgtgtttga gggecgegag gtgtgeccage 3840



caaaacgaat ccggccattt catcctccag gaagtccatg ggeccaaccge ccactccccg 3900

ccagcctcge accaacacca accggtccag tacatgagcec agtcgggtca ctgaccecgg 3960

caccagtccc tcagccactg gatccagege ccgeagtgac tcccgaggec agtcacctgt 4020

tggaggatcc cgatgaagag acgagccagg ctgtcaaage ccttcgggag atggecgata 4080

ctgtgattcc ccagaaggaa gaggctgcaa tetgtggeca aatggacctt tcccatccge 4140

ccccaagggg ccatctggat gagctgacaa ccacacttga gtccatgacc gaggatctga 4200

acctggactc acccctgacc ccggaattga acgagattct ggataccttc ctgaacgacg 4260

agtgcctctt gcatgecatg catatcagca caggactgtc catcttcgac acatctctgt 4320

tttaaactag taataaaaga tctttatttt cattagatct gtgtgttggt tttttgtgtg 4380

<210>354

<211>3585

<212> DNA

<213> Secuencia Artificial

<220>

<223> Descripcion de secuencia artificial:

polinucleétido sintético

<400> 354

ggaggaagcc atcaactaaa ctacaatgac tgtaagatac aaaattggga atggtaacat 60



attttgaagt tctgttgaca taaagaatca tgatattaat gcccatggaa atgaaaggge 120

gatcaacact atggtttgaa aagggggaaa ttgtagagca cagatgtgtt cgtgtggcag 180

tgtgctgtct ctagcaatac tcagagaaga gagagaacaa tgaaattctg attggcccca 240

gtgtgagccc agatgaggtt cagctgecaa cttictcttt cacatcttat gaaagtcatt 300

taagcacaac taactttttt tttttttttt tttttttgag acagagtctt getctgttge 360

ccaggacaga gtgcagtagt gactcaatct cggctcactg cagectccac ctectagget 420

caaacggtcc tcctgeatca gectcccaag tagetggaat tacaggagtg geccaccatg 480

cccagctaat ttttgtattt ttaatagata cgggggtttc accatatcac ccaggetggt 540

ctcgaactcc tggectcaag tgatccacct gecteggect cccaaagtge tgggattata 600

ggcgtcagec actatgecca acccgaccaa ccttttttaa aataaatatt taaaaaattg 660

gtatttcaca tatatactag tatttacatt tatccacaca aaacggacgg gectecgetg 720

aaccagtgag gccccagacg tgcgcataaa taaccectge gtgetgeace acctggggag 780

agggggagga ccacggtaaa tggagegage gecatagcaaa agggacgegg ggtecttttc 840

tctgeeggtg geactgggta getgtggeca ggtgtggtac tttgatgggg cccagggetg 900

gagctcaagg aagcgtcgcea gggtcacaga tctgggggaa ccccggggaa aageactgag 960

gcaaaaccgc cgetegtcte ctacaatata tgggaggggg aggttgagta cgttctggat 1020



tactcataag accttttttt tttccttccg ggegcaaaac cgtgagetgg atttataatc 1080

gccctataaa getccagagg cggtcaggcea cctgeagagg agecccgecg ctecgecgac 1140

tagctgeccc cgegagcaac ggectegtga tttcceegece gatecggtece cegectccce 1200

actctgececc cgectaccee ggagecegtge agecgectcet ccgaatctcet ctettctect 1260

ggegcetegeg tgcgagaggg aactagegag aacgaggaag cagetggagg tgacgecggg 1320

cagattacgc ctgtcagggc cgagccgage ggatcgetgg gegetgtgea gaggaaagge 1380

gggagtgccc ggctegetgt cgcagagecg aggtgggtaa getagegacc acctggactt 1440

cccagegcecc aaccgtggct tttcagecag gtectetect cccgeggcett ctcaaccaac 1500

cccatcccag cgecggecac ccaacctece gaaatgagtg cttectgece cagcagecga 1560

aggcgctact aggaacggta acctgttact tttccagggg ccgtagtcga cccgetgece 1620

gagttgctgt gcgactgege gegeggggct agagtgcaag gtgactgtgg ttcttctctg 1680

gccaagtcecg agggagaacg taaagatatg ggcecttttte cccctetecac cttgtctcac 1740

caaagtccct agtccececgga geagttagec tetttetttc cagggaatta gccagacaca 1800

acaacgggaa ccagacaccg aaccagacat gecccgecccg tgegeectee cegetegetg 1860

cctttcctec ctettgtete tccagagecg gatcttcaag gggagectec gtgeeccecgg 1920



ctgctcagtc cctecggtgt gcaggacccce ggaagtecte cccgeacage tetegettet 1980

ctttgcagcc tgtttctgeg ccggaccagt cgaggactct ggacagtaga ggececggga 2040

cgaccgagct ggaattcgcc accatggecce caaagaagaa geggaaggtce ggtatccacg 2100

gagtcccagc agecctcgaa ccaggtgaaa aaccttacaa atgtcctgaa tgtgggaaat 2160

cattcagtcg cagcgacaac ctggtgagac atcaacgcac ccatacagga gaaaaacctt 2220

ataaatgtcc agaatgtgga aagtcctict cacgagagga taacttgcac actcatcaac 2280

gaacacatac tggtgaaaaa ccatacaagt gtcccgaatg tggtaaaagt tttagccgga 2340

gcgatgaact tgtccgacac caacgaaccc atacaggega gaagcecttac aaatgtcccg 2400

agtgtggcaa gagcttctca caatcaggga atctgactga geatcaacga actcataccg 2460

gggaaaaacc ttacaagtgt ccagagtgtg ggaagagctt ttccacaagt ggacatctgg 2520

tacgccacca gaggacacat acaggggaga agccctacaa atgecccgaa tgeggtaaaa 2580

gtttctctca gaatagtacc ctgaccgaac accagcgaac acacactggg aaaaaaacga 2640

gtaaaaggcc ggcggecacg aaaaaggecg geccaggeaaa aaagaaaaag ggatectace 2700

catacgacgt accagattac gctctcgagg acgegetgga cgatttcgat ctcgacatge 2760

tgggttctga tgccctcgat gactttgacc tggatatgtt gggaagegac geattggatg 2820

actttgatct ggacatgctc ggctccgatg ctctggacga tttcgatctc gatatgttat 2880



aaactagtaa agagaccggt tcactgtgac agtaaaagag accggttcac tgtgagaatg 2940

daagagaccg gttcactgtg atcggaaaag agaccggttc actgtgageg gecttgaaac 3000

ccagcagaca atgtagctca gtagaaaccc agcagacaat gtagctgaat ggaaacccag 3060

cagacaatgt agcttcggag aaacccagca gacaatgtag ctaagcettgg gtggcatcce 3120

tgtgacccct ccccagtgec tetectggec ctggaagttg ccactccagt gcccaccage 3180

cttgtcctaa taaaattaag ttgcatcatt ttgtctgact aggtgtcctt ctataatatt 3240

atggggtgga gggeggtagt atggagcaag gggcaagttg ggaagacaac ctgtagggee 3300

tgcggggtct attgggaacc aagctggagt gcagtggeac aatcttgget cactgcaatc 3360

tccgectect gggttcaage gattctectg cctcagecte ccgagttgtt gggattccag 3420

gcatgcatga ccaggctcag ctaatttttg tttttttggt agagacgggg tttcaccata 3480

ttggccaggce tggtctccaa ctectaatct caggtgatct acccaccttg gectcccaaa 3540

ttgctgggat tacaggcegtg aaccactgct cectteectg tectt 3585

<210> 355

<211>3371

<212>DNA

<213> Secuencia Artificial



<220>
<223> Descripcion de secuencia artificial:

polinucleétido sintético

<400> 355

ggaggaagcc atcaactaaa ctacaatgac tgtaagatac aaaattggga atggtaacat 60

attttgaagt tctgttgaca taaagaatca tgatattaat gcccatggaa atgaaaggge 120

gatcaacact atggtttgaa aagggggaaa ttgtagagca cagatgtgtt cgtgtggcag 180

tgtgctgtct ctagcaatac tcagagaaga gagagaacaa tgaaattctg attggcccca 240

gtgtgagccc agatgaggtt cagctgecaa cttictcttt cacatcttat gaaagtcatt 300

taagcacaac taactttttt tttttttttt tttttttgag acagagtctt getctgttge 360

ccaggacaga gtgcagtagt gactcaatct cggctcactg cagectccac ctectagget 420

caaacggtcc tcctgeatca gecteccaag tagetggaat tacaggagtg geccaccatg 480

cccagctaat ttttgtattt ttaatagata cgggggtttc accatatcac ccaggectggt 540

ctcgaactcc tggectcaag tgatccacct gecteggect cccaaagtge tgggattata 600

ggcgtcagec actatgecca acccgaccaa ccttttttaa aataaatatt taaaaaattg 660

gtatttcaca tatatactag tatttacatt tatccacaca aaacggacgg gectccgetg 720

aaccagtgag gccccagacg tgegeataaa taaccectge gtgetgeace acctggggag 780



agggggagga ccacggtaaa tggagegage gecatagcaaa agggacgegg ggtecttttc 840

tctgecggtg geactgggta getgtggeca ggtgtggtac tttgatgggg cccagggetg 900

gagctcaagg aagcgtcgca gggtcacaga tctgggggaa ccccggggaa aageactgag 960

gcaaaaccgc cgctegtcte ctacaatata tgggaggggg aggttgagta cgttctggat 1020

tactcataag accttttttt tttccttccg ggegcaaaac cgtgagetgg atttataatc 1080

gccctataaa getccagagg cggtcaggea cetgeagagg agecccgecg ctecgecgac 1140

tagctgcccc cgegagceaac ggectegtga tttccecgec gatceggtee ccgectccee 1200

actctgeccc cgectaccee ggagecegtge agecgectcet ccgaatctet ctettctect 1260

ggcgctegeg tgcgagaggg aactagegag aacgaggaag cagetggagg tgacgeeggg 1320

cagattacgc ctgtcagggc cgagccgage ggatcgetgg gegetgtgea gaggaaagge 1380

gggagtgccc ggctegetgt cgcagagecg aggtgggtaa getagegacc acctggactt 1440

cccagegcecc aaccgtggct tttcagecag gtectetect ceccgeggcett ctcaaccaac 1500

cccatcccag cgecggecac ccaacctece gaaatgagtg cttectgece cagcagecga 1560

aggcgctact aggaacggta acctgttact tttccagggg ccgtagtcga cccgetgece 1620

gagttgctgt gcgactgege gegeggggct agagtgeaag gtgactgtgg ttettctctg 1680

gccaagtcecg agggagaacg taaagatatg ggcecttttte cccctetecac cttgtctcac 1740



caaagtccct agtccececgga geagttagec tetttetttc cagggaatta gccagacaca 1800

acaacgggaa ccagacaccg aaccagacat gccegeeccg tgegeectee ccgetegetg 1860

cctttcctec ctettgtcte tccagagecg gatcttcaag gggagectee gtgecceccgg 1920

ctgctcagtc cctecggtgt gcaggaccce ggaagtecte cccgeacage tetegettet 1980

ctttgcagcc tgtttctgeg ccggaccagt cgaggactct ggacagtaga ggececggga 2040

cgaccgagct ggaattcgec accatggecce caaagaagaa gecggaaggtce ggtatccacg 2100

gagtcccagc agecctcgaa ccaggtgaaa aaccttacaa atgtcctgaa tgtgggaaat 2160

cattcagtcg cagcgacaac ctggtgagac atcaacgcac ccatacagga gaaaaacctt 2220

ataaatgtcc agaatgtgga aagtccttct cacgagagga taacttgcac actcatcaac 2280

gaacacatac tggtgaaaaa ccatacaagt gtcccgaatg tggtaaaagt tttageccgga 2340

gcgatgaact tgtccgacac caacgaaccc atacaggega gaagcecttac aaatgtcccg 2400

agtgtggcaa gagcttctca caatcaggga atctgactga geatcaacga actcataccg 2460

gggaaaaacc ttacaagtgt ccagagtgtg ggaagagctt ttccacaagt ggacatctgg 2520

tacgccacca gaggacacat acaggggaga agccctacaa atgecccgaa tgeggtaaaa 2580

gtttctctca gaatagtacc ctgaccgaac accagcgaac acacactggg aaaaaaacga 2640



gtaaaaggcc ggcggecacg aaaaaggecg geccaggeaaa aaagaaaaag ggatectace 2700

catacgacgt accagattac gctctcgagg acgegetgga cgatttcgat ctcgacatge 2760

tgggttctga tgccctcgat gactttgacc tggatatgtt gggaagegac geattggatg 2820

actttgatct ggacatgctc ggctccgatg ctectggacga tttcgatcte gatatgttat 2880

aaactagtaa gcttgggtgg catcectgtg accecctececcce agtgectcte ctggeectgg 2940

aagttgccac tccagtgecc accagecttg tcctaataaa attaagttge atcattttgt 3000

ctgactaggt gtccttctat aatattatgg ggtggagggg ggtggtatgg agcaagggge 3060

aagttgggaa gacaacctgt agggectgeg gggtctattg ggaaccaage tggagtgcag 3120

tggcacaatc ttggctcact gcaatctccg cctectgggt tcaagegatt ctectgectc 3180

agcctcccga gttgttggga ttccaggcat gecatgaccag getcagetaa tttttgtttt 3240

tttggtagag acggggtttc accatattgg ccaggctggt ctccaactcc taatctcagg 3300

tgatctaccc accttggect cccaaattge tgggattaca ggegtgaacc actgetcect 3360

tccctgtect t 3371

<210> 356

<211> 4014

<212>DNA

<213> Secuencia Artificial



<220>
<223> Descripcidn de secuencia artificial:

polinucleétido sintético

<400> 356

ggaggaagcc atcaactaaa ctacaatgac tgtaagatac aaaattggga atggtaacat 60

attttgaagt tctgttgaca taaagaatca tgatattaat gcccatggaa atgaaaggge 120

gatcaacact atggtttgaa aagggggaaa ttgtagagca cagatgtgtt cgtgtggcag 180

tgtgctgtct ctagcaatac tcagagaaga gagagaacaa tgaaattctg attggcccca 240

gtgtgagccc agatgaggtt cagctgecaa ctttctcttt cacatcttat gaaagtcatt 300

taagcacaac taactttttt tttttttttt tttttttgag acagagtctt getctgttge 360

ccaggacaga gtgcagtagt gactcaatct cggctcactg cagectccac ctectagget 420

caaacggtcc tcctgeatca gecteccaag tagetggaat tacaggagtg geccaccatg 480

cccagctaat ttttgtattt ttaatagata cgggggtttc accatatcac ccaggectggt 540

ctcgaactcc tggectcaag tgatccacct gecteggect cccaaagtge tgggattata 600

ggcgtcagec actatgecca acccgaccaa ccttttttaa aataaatatt taaaaaattg 660

gtatttcaca tatatactag tatttacatt tatccacaca aaacggacgg gectcegetg 720

aaccagtgag gcecccagacg tgegeataaa taaccectge gtgetgeace acctggggag 780



agggggagga ccacggtaaa tggagegage gecatagcaaa agggacgegg ggtecttttc 840

tctgeeggtg geactgggta getgtggeca ggtgtggtac tttgatgggg cccagggetg 900

gagctcaagg aagcgtcgca gggtcacaga tctgggggaa ccccggggaa aageactgag 960

gcaaaaccgc cgctegtcte ctacaatata tgggaggggg aggttgagta cgttctggat 1020

tactcataag accttttttt tttccttccg ggecgcaaaac cgtgagetgg atttataatc 1080

gccctataaa getccagagg cggtcaggea cctgeagagg agecccgecg ctecgeecgac 1140

tagctgcccc cgegagceaac ggectegtga tttccecgec gatceggtee ccgectccee 1200

actctgececc cgectaccee ggagecegtge agecgectcet ccgaatctcet ctettctect 1260

ggcgctegeg tgcgagaggg aactagegag aacgaggaag cagetggagg tgacgeeggg 1320

cagattacgc ctgtcagggc cgagecgage ggatcgetgg gegetgtgea gaggaaagge 1380

gggagtgccc ggctegetgt cgcagagecg aggtgggtaa getagegacc acctggactt 1440

cccagcgecc aaccgtggcet tttcagecag gtectetect cccgeggett ctcaaccaac 1500

cccatcccag cgecggecac ccaacctece gaaatgagtg cttcetgeee cagecagecga 1560

aggcgctact aggaacggta acctgttact tttccagggg ccgtagtcga cccgetgece 1620

gagttgctgt gcgactgege gegeggggct agagtgeaag gtgactgtgg ttettctctg 1680



gccaagtcecg agggagaacg taaagatatg ggcectttttc cccctctecac cttgtctcac 1740

caaagtccct agtccccgga geagttagec tetttctttc cagggaatta gccagacaca 1800

acaacgggaa ccagacaccg aaccagacat gcccgecccg tgegeectee ccgetegetg 1860

cctttectec ctettgtete tccagagecg gatcttcaag gggagectcece gtgecececcgg 1920

ctgctcagtc cctecggtgt gcaggaccce ggaagtecte cccgeacage tetegettet 1980

ctttgcagcc tgtttctgeg ccggaccagt cgaggactct ggacagtaga ggeceeggga 2040

cgaccgagct ggaattcgec accatggecg cggecaagge cgagatgeag ctgatgtcce 2100

cgctgcagat ctctgaccceg ttcggatect ttcctcactc geccaccatg gacaactacc 2160

ctaagctgga ggagatgatg ctgctgagca acggggctcc ccagttccte ggegeecgeeg 2220

gggccccaga gggeagegece agcaacagea gecageageag cagegggggec ggtggaggeg 2280

gcgeeeecgg cagcaacage agecageagea geageacctt caaccctcag geggacacgg 2340

gcgagcagcec ctacgagcac ctgaccgceag agtcttttce tgacatctct ctgaacaacg 2400

agaaggtgct ggtggagacc agttacccca gccaaaccac tegactgeec cccatcacct 2460

atactggccg cttttcectg gagectgeac ccaacagtgg caacaccttg tggeccgage 2520

ccctcttcag cttggtcagt ggectagtga geatgaccaa cccaccggec tectegtect 2580

cagcaccatc tccageggec tectecgect ccgectecca gageccaccec ctgagetgeg 2640



cagtgccatc caacgacagc agtcccattt actcageggce acccaccttc cccacgecga 2700

acactgacat tttccctgag ccacaaagcc aggcecttcce gggeteggea gggacagege 2760

tccagtaccc gectectgec taccectgecg ccaagggtgg cttccaggtt cccatgatce 2820

ccgactacct gtttccacag cagcaggggg atctgggect gggeacccca gaccagaage 2880

ccttccaggg cctggagagce cgcacccage agectteget aaccectctg tctactatta 2940

aggcctttge cactcagtcg ggctcccagg acctgaaggce cctcaatacc agetaccagt 3000

cccagctcat caaacccage cgeatgegea agtaccccaa ccggeccage aagacgecec 3060

cccacgaacg cccttacgcet tgeccagtgg agtectgtga tegeegcette tecccgecageg 3120

acaacctggt gagacacatc cgcatccaca caggccagaa geccttccag tgecgeatet 3180

gcatgagaaa cttcagccga gaggataact tgcacactca catccgcacc cacacaggeg 3240

aaaagccctt cgectgegac atctgtggaa gaaagtttge ccggagegat gaacttgtce 3300

gacataccaa gatccacttg cggcagaagg accgccctta cgettgecca gtggagtect 3360

gtgatcgecg cttctcccaa tcagggaatc tgactgagea catccgeate cacacaggee 3420

agaagccctt ccagtgecgce atctgeatga gaaacttcag cacaagtgga catctggtac 3480

gccacatccg cacccacaca ggcgaaaagce ccttcgectg cgacatctgt ggaagaaagt 3540



ttgcccagaa tagtaccctg accgaacata ccaagatcca cttgeggeag aaggacaaga 3600

aagcagacaa aagtgttgtg gctagetegg ccacctectc tetctcttee tacccgtcece 3660

cggttgctac ctcttacceg tececeggtta ctacctctta tecatceeeg geccaccacet 3720

catacccatc cectgtgecec acctecttet cctetceegg ctectegacce tacccatcece 3780

ctgtgcacag tggcttcccc teceegtegg tggecaccac gtactectct gttcccectg 3840

ctttccegge ccaggtcage agcttecctt cctcagetgt caccaactece ttcagegect 3900

ccacagggct ttcggacatg acagcaacct tttctcccag gacaattgaa atttgctaaa 3960

ctagtaataa aagatcttta ttttcattag atctgtgtgt tggttttttg tgtg 4014

<210> 357

<211>3861

<212>DNA

<213> Secuencia Artificial

<220>

<223> Descripcidn de secuencia artificial:

polinucleétido sintético

<400> 357

ggaggaagcc atcaactaaa ctacaatgac tgtaagatac aaaattggga atggtaacat 60

attttgaagt tctgttgaca taaagaatca tgatattaat gcccatggaa atgaaaggge 120



gatcaacact atggtttgaa aagggggaaa ttgtagagca cagatgtgtt cgtgtggcag 180

tgtgctgtct ctagcaatac tcagagaaga gagagaacaa tgaaattctg attggcccca 240

gtgtgagccc agatgaggtt cagctgecaa ctttctcttt cacatcttat gaaagtcatt 300

taagcacaac taactttttt tttttttttt tttttttgag acagagtctt gectctgttge 360

ccaggacaga gtgcagtagt gactcaatct cggctcactg cagectccac ctectagget 420

caaacggtcc tcctgeatca gectcccaag tagetggaat tacaggagtg geccaccatg 480

cccagctaat ttttgtattt ttaatagata cgggggtttc accatatcac ccaggetggt 540

ctcgaactcc tggectcaag tgatccacct gecteggect cccaaagtge tgggattata 600

ggcgtcagec actatgecca acccgaccaa ccttttttaa aataaatatt taaaaaattg 660

gtatttcaca tatatactag tatttacatt tatccacaca aaacggacgg gcctcegetg 720

aaccagtgag gccccagacg tgegeataaa taaccectge gtgetgeace acctggggag 780

agggggagga ccacggtaaa tggagegage gcatagcaaa agggacgegg ggtecttttc 840

tctgeeggtg geactgggta getgtggeca ggtgtggtac tttgatgggg cccagggetg 900

gagctcaagg aagcgtcgcea gggtcacaga tctgggggaa ccccggggaa aageactgag 960

gcaaaaccgc cgetegtcte ctacaatata tgggagggeg aggttgagta cgttctggat 1020

tactcataag accttttttt tttccttccg ggegcaaaac cgtgagetgg atttataatc 1080



gccctataaa getccagagg cggtcaggea cctgeagagg agecccgecg ctecgeecgac 1140

tagctgcccc cgegageaac ggectegtga tttccccgec gatceggtee ccgectcecece 1200

actctgececc cgectaccee ggagecegtge agecgectcet ccgaatctet ctettctect 1260

ggcgctcgeg tgcgagaggg aactagegag aacgaggaag cagetggagg tgacgeeggg 1320

cagattacgc ctgtcagggc cgagccgage ggatcgetgg gegetgtgea gaggaaagge 1380

gggagtgccc ggetegetgt cgcagagecg aggtgggtaa getagegacc acctggactt 1440

cccagcgecc aaccgtggcet tttcagecag gtectetect cccgeggcett ctcaaccaac 1500

cccatcccag cgecggecac ccaacctecce gaaatgagtg cttcctgece cageagecga 1560

aggcgctact aggaacggta acctgttact tttccagggg ccgtagtcga cccgetgece 1620

gagttgctgt gcgactgege gegeggggct agagtgecaag gtgactgtgg ttettctctg 1680

gccaagtccg agggagaacg taaagatatg ggectttttc ccectctcac cttgtctcac 1740

caaagtccct agtccececgga geagttagec tetttetttc cagggaatta gccagacaca 1800

acaacgggaa ccagacaccg aaccagacat gccecgecccg tgegeectee cegetegetg 1860

cctttectee ctettgtcte tccagagecg gatcttcaag gggagectee gtgecececcgg 1920

ctgctcagtc cctceggtgt gecaggaccce ggaagtecte cccgeacage tetegettct 1980



ctttgcagcc tgtttctgeg ccggaccagt cgaggactct ggacagtaga ggecccggga 2040

cgaccgagct ggaattcgee accatggecg ccgaccacct gatgetcgee gagggetace 2100

gcctggtgea gaggecgeeg tecgeegeeg ccgeccatgg cectcatgeg ctecggacte 2160

tgcegecegta cgegggeecg ggectggaca gtgggctgag geegegggeg geteegetgg 2220

ggcegecgec gececegecaa cccggggecc tggegtacgg ggectteggg ccgeegtect 2280

ccttccagec ctttceggec gtgectecge cggecgeggg catcgegeac ctgeagectg 2340

tggcgacgec gtaccecegge cgegeggeeg cgecccccaa cgetceggga ggeeccecgg 2400

gcccgeagec ggecccaage geecgeagecce cgeegeegec cgegeacgec ctgggeggea 2460

tggacgccga actcatcgac gaggaggegc tgacgtegcet ggagetggag ctggggetge 2520

accgegtgeg cgagetgecc gagetgttce tgggecagag cgagttcgac tgettctcgg 2580

acttggggtc cgcgecgecece geeggetecg tgagetgegg tggttetggt ggtggttetg 2640

gtcagtccca getcatcaaa cccagecgcea tgegcaagta ccccaaccgg cccagcaaga 2700

cgceecccca cgaacgecect tacgcettgece cagtggagtc ctgtgatcge cgettctcecc 2760

gcagcgacaa cctggtgaga cacatccgcea tccacacagg ccagaagcecc ttccagtgee 2820

gcatctgcat gagaaacttc agccgagagg ataacttgea cactcacatc cgcacccaca 2880

caggcgaaaa gececttegece tgegacatet gtggaagaaa gtttgecegg agegatgaac 2940



ttgtccgaca taccaagatc cacttgegge agaaggaccg cccttacget tgeccagtgg 3000

agtcctgtga tcgecgcttc tecccaatcag ggaatctgac tgagcacate cgecatccaca 3060

caggccagaa geccttccag tgecgeatct gecatgagaaa cttcagcaca agtggacatc 3120

tggtacgcca catccgeacc cacacaggeg aaaagcecctt cgectgegac atctgtggaa 3180

gaaagtttgc ccagaatagt accctgaccg aacataccaa gatccacttg cggcagaagg 3240

acaagctcga gatggccgac cacctgatge tcgecgaggg ctaccgectg gtgcagagge 3300

cgeegteege cgeegeegec catggeccte atgegetecg gactctgecg cegtacgegg 3360

gccegggect ggacagtggg ctgaggecge gggggectec getggggeeg cegecgeece 3420

gccaacccgg ggeectggeg tacggggcect tegggeegec gtectectte cageecttte 3480

cggecgtgec teecgeeggec gegggeateg cgeacctgea geetgtggeg acgecgtace 3540

ccggeegege ggecgegecce cccaacgete cgggaggecc ceccgggecceg cagecggeece 3600

Caagecgecege agecccgeeg cecgeecgege acgeectggg cggeatggac gecgaactca 3660

tcgacgagga ggcgctgacg tegetggage tggagetggg getgeaccge gtgegegage 3720

tgcccgagct gttcctggge cagagegagt tegactgctt cteggacttg gggtecgege 3780

cgcecgeegg ctecgtgage tgctaaacta gtaataaaag atctttattt tcattagatc 3840



tgtgtgttgg ttttttgtgt g 3861

<210> 358

<211> 4002

<212>DNA

<213> Secuencia Artificial

<220>

<223> Descripcién de secuencia artificial:

polinucleétido sintético

<400> 358

ggaggaagcc atcaactaaa ctacaatgac tgtaagatac aaaattggga atggtaacat 60

attttgaagt tctgttgaca taaagaatca tgatattaat gcccatggaa atgaaaggge 120

gatcaacact atggtttgaa aagggggaaa ttgtagagca cagatgtgtt cgtgtggcag 180

tgtgctgtct ctagcaatac tcagagaaga gagagaacaa tgaaattctg attggcccca 240

gtgtgagccc agatgaggtt cagctgecaa ctitctcttt cacatcttat gaaagtcatt 300

taagcacaac taactttttt tttttttttt tttttttgag acagagtctt getctgttge 360

ccaggacaga gtgcagtagt gactcaatct cggctcactg cagectccac ctectagget 420

caaacggtcc tcctgeatca gecteccaag tagetggaat tacaggagtg geccaccatg 480

cccagctaat ttttgtattt ttaatagata cgggggtttc accatatcac ccaggectggt 540



ctcgaactcc tggectcaag tgatccacct gecteggect cccaaagtge tgggattata 600

ggcgtcagec actatgecca acccgaccaa ccttttttaa aataaatatt taaaaaattg 660

gtatttcaca tatatactag tatttacatt tatccacaca aaacggacgg gcctcegetg 720

aaccagtgag gccccagacg tgcgcataaa taacccctgce gtgetgeace acctggggag 780

agggggagga ccacggtaaa tggagegage geatagcaaa agggacgegg ggtecttttc 840

tctgeecggtg geactgggta getgtggeca ggtgtggtac tttgatgggg cccagggetg 900

gagctcaagg aagcgtcgcea gggtcacaga tctgggggaa ccccggggaa aagecactgag 960

gcaaaaccgc cgctegtcte ctacaatata tgggaggggg aggttgagta cgttctggat 1020

tactcataag accttttttt tttccttccg ggegcaaaac cgtgagetgg atttataatc 1080

gccctataaa getccagagg cggtcaggea cctgeagagg agecccgeceg ctecgecgac 1140

tagctgececc cgegageaac ggectegtga ttteeeecgece gateceggtee ccgectecce 1200

actctgeccc cgectaccce ggagecegtge agecgectcet ccgaatctcet ctettctect 1260

ggcgctegeg tgcgagaggg aactagegag aacgaggaag cagetggagg tgacgeeggg 1320

cagattacgc ctgtcagggc cgagecgage ggatcgetgg gegetgtgea gaggaaagge 1380

gggagtgccc ggetegetgt cgcagagecg aggtgggtaa getagegacc acctggactt 1440

cccagcgecc aaccgtggcet tttcagecag gtectetect cccgeggett ctcaaccaac 1500



cccatcccag cgecggecac ccaacctece gaaatgagtg cttectgece cagcagecga 1560

aggcgctact aggaacggta acctgttact tttccagggg ccgtagtcga cccgetgece 1620

gagttgctgt gcgactgege gegeggggct agagtgcaag gtgactgtgg ttcttctctg 1680

gccaagtcecg agggagaacg taaagatatg ggcectttttc cccctctecac cttgtctcac 1740

caaagtccct agtccccgga geagttagec tetttctttc cagggaatta gccagacaca 1800

acaacgggaa ccagacaccg aaccagacat gcccgecccg tgegeectee ccgetegetg 1860

cctttectec ctettgtete tccagagecg gatcttcaag gggagectcece gtgeececccgg 1920

ctgctcagtc cctecggtgt gcaggacccce ggaagtecte cccgeacage tetegettct 1980

ctttgcagcc tgtttctgeg ccggaccagt cgaggactct ggacagtaga ggecceggga 2040

cgaccgagct ggaattcgec accatggecg cggeccaagge cgagatgeag ctgatgtcce 2100

cgctgcagat ctctgaccceg ttcggatect ttcctcactc geccaccatg gacaactacc 2160

ctaagctgga ggagatgatg ctgctgagca acggggctcc ccagttecctc ggegeecgeeg 2220

gggccccaga gggeagegec agcaacagea geageageag cageggggec ggtggaggeg 2280

gcggggeceg cagcaacage agcageagea geageacctt caaccctcag geggacacgg 2340

gcgagcagcec ctacgagcac ctgaccgceag agtcttttce tgacatctct ctgaacaacg 2400



agaaggtgct ggtggagacc agttacccca gecaaaccac tcgactgecce cccatcacct 2460

atactggccg cttttcectg gagectgeac ccaacagtgg caacaccttg tggeececgage 2520

ccctcttcag cttggtcagt ggectagtga geatgaccaa cccaccggec tectegtect 2580

cagcaccatc tccageggcec tecteegect ccgecteeca gageccacec ctgagetgeg 2640

cagtgccatc caacgacagc agtcccattt actcageggce acccaccttc cccacgeega 2700

acactgacat tttccctgag ccacaaagcc aggcecttcce gggeteggea gggacagege 2760

tccagtaccc gectectgec taccctgecg ccaagggtgg cttccaggtt cccatgatce 2820

ccgactacct gtttccacag cagcaggggg atctgggect gggeacccca gaccagaage 2880

ccttccaggg cctggagagce cgcacccage agectteget aacccctetg tctactatta 2940

aggcctttge cactcagtcg ggctcccagg acctgaaggce cctcaatacc agetaccagt 3000

cccagctcat caaacccagce cgcatgegcea agtaccccaa ccggeccage aagacgecce 3060

cccacgaacg cccttacgcet tgcccagtgg agtectgtga tegeegette tceccgetcag 3120

acaacctcgt tcgacacatc cgecatccaca caggccagaa geccttecag tgecgeatct 3180

gcatgagaaa cttcagccac cggactacac tcacgaacca catccgecacc cacacaggeg 3240

aaaagccctt cgectgegac atctgtggaa gaaagtttge cagagaagac aatctccata 3300

ctcacatccg gacacacacg ggagagaagc cattcgcatg tgatatatgt gggagaaagt 3360



tctccaccag ccattctcete actgaacaca tccgeatcca cacaggecag aageccttce 3420

agtgccgcat ctgcatgaga aacttcagcec agtctagcetc actggtgagg cacatccgca 3480

cccacacagg cgaaaagccc ttcgectgeg acatctgtgg aagaaagttt gccagggagg 3540

ataacctgca tacgcatacc aagatccact tgcggcagaa ggacaagaaa gcagacaaaa 3600

gtgttgtggc tagctcggece acctectcte tetettecta cecgteceeg gttgetacct 3660

cttacccgtc cccggttact acctcttate catcccegge caccacctea tacccatcce 3720

ctgtgcecac ctecttetec tetceegget cectegaccta ceccatecect gtgecacagtg 3780

gcttceccte cecgteggtg gecaccacgt actectetgt teceectget tteccggece 3840

aggtcagcag cttcccttec tcagetgtca ccaactcectt cagegectee acagggettt 3900

cggacatgac agcaaccttt tctcccagga caattgaaat ttgctaaact agtaataaaa 3960

gatctttatt ttcattagat ctgtgtgttg gttttttgtg tg 4002

<210> 359

<211>3309

<212>DNA

<213> Secuencia Artificial

<220>

<223> Descripcion de secuencia artificial:



polinucleétido sintético

<400> 359

ggaggaagcc atcaactaaa ctacaatgac tgtaagatac aaaattggga atggtaacat 60

attttgaagt tctgttgaca taaagaatca tgatattaat gcccatggaa atgaaaggge 120

gatcaacact atggtttgaa aagggggaaa ttgtagagca cagatgtgtt cgtgtggcag 180

tgtgctgtct ctagcaatac tcagagaaga gagagaacaa tgaaattctg attggcccca 240

gtgtgagccc agatgaggtt cagctgecaa ctttctcttt cacatcttat gaaagtcatt 300

taagcacaac taactttttt tttttttttt tttttttgag acagagtctt gectctgttge 360

ccaggacaga gtgcagtagt gactcaatct cggctcactg cagectccac ctectagget 420

caaacggtcc tcctgeatca gecteccaag tagetggaat tacaggagtg geccaccatg 480

cccagctaat ttttgtattt ttaatagata cgggggtttc accatatcac ccaggetggt 540

ctcgaactcc tggectcaag tgatccacct gecteggect cccaaagtge tgggattata 600

ggcgtcagec actatgecca acccgaccaa ccttttttaa aataaatatt taaaaaattg 660

gtatttcaca tatatactag tatttacatt tatccacaca aaacggacgg gcctcegetg 720

aaccagtgag gcecccagacg tgegeataaa taaccectge gtgetgeace acctggggag 780

agggeggagga ccacggtaaa tggagegage geatagcaaa agggacgegg getectttte 840



tctgecggtg gecactgggta getgtggeca ggtgtggtac tttgatgggg cccagggetg 900

gagctcaagg aagcgtcgcea gggtcacaga tctgggggaa ccccggggaa aagecactgag 960

gcaaaaccgc cgctegtete ctacaatata tgggaggggg aggttgagta cgttctggat 1020

tactcataag accttttttt tttccttccg ggecgcaaaac cgtgagetgg atttataatc 1080

gccctataaa getccagagg cggtcaggea cctgeagagg agecccgecg ctecgeegac 1140

tagctgcccc cgegagceaac ggectegtga tttccecgec gatceggtee ccgectccee 1200

actctgeccc cgectaccee ggageegtge agecgectct ccgaatctct ctettctect 1260

ggcgetegeg tgcgagaggg aactagegag aacgaggaag cagetggagg tgacgeeggg 1320

cagattacgc ctgtcagggc cgagecgage ggatcgetgg gegetgtgea gaggaaagge 1380

gggagtgccc ggctecgetgt cgcagagecg aggtgggtaa getagegacc acctggactt 1440

cccagcgecc aaccgtggcet tttcagecag gtectetect cccgeggett ctcaaccaac 1500

cccatcccag cgecggecac ccaaccteee gaaatgagtg cttectgeee cagecagecga 1560

aggcgctact aggaacggta acctgttact tttccagggg ccgtagtcga cccgetgece 1620

gagttgctgt gcgactgege gegeggggct agagtgecaag gtgactgtgg ttettctctg 1680

gccaagtccg agggagaacg taaagatatg ggectttttc ccectctcac cttgtctcac 1740

caaagtccct agtccececgga geagttagec tetttetttc cagggaatta gccagacaca 1800



acaacgggaa ccagacaccg aaccagacat gcccgecccg tgegeectee ccgetegetg 1860

cctttectec ctettgtete tccagagecg gatcttcaag gggagectcece gtgeeccccgg 1920

ctgctcagtc cctecggtgt gcaggaccce ggaagtecte cccgeacage tetegettet 1980

ctttgcagcc tgtttctgeg ccggaccagt cgaggactct ggacagtaga ggecccggga 2040

cgaccgagct ggaattcgee accatggecg ccgaccacct gatgetcgee gagggetace 2100

gcctggtgea gaggecgeeg tecgeegecg ccgeccatgg cectcatgeg cteceggacte 2160

tgcegecegta cgegggeecg ggectggaca gtgggetgag geegegggeg geteegetgg 2220

ggcegeegec gececgecaa cccggggecc tggegtacgg ggectteggg cegeegtect 2280

ccttccagec ctttecggec gtgectecge cggecgeggg catcgegeac ctgeageectg 2340

tggcgacgcec gtaccecegge cgegeggecg cgecccccaa cgeteeggga ggeeecececgg 2400

gcccgeagec ggecccaage geecgeagecc cgecgeegec cgegeacgec ctgggeggea 2460

tggacgccga actcatcgac gaggaggegc tgacgteget ggagetggag ctggggetge 2520

accgegtgeg cgagetgecc gagetgttce tgggecagag cgagttcgac tgettctcgg 2580

acttggggtc cgegeegecece geeggetecg tgagetgegg tggttetggt ggtggttctg 2640

gtcagtccca getcatcaaa cccagecgcea tgegcaagta ccccaaccgg cccagcaaga 2700



cgceecccca cgaacgecect tacgettgece cagtggagtc ctgtgatcge cgettctcec 2760

gcagcgacaa cctggtgaga cacatccgea tccacacagg ccagaagecc ttccagtgee 2820

gcatctgcat gagaaacttc agccgagagg ataacttgea cactcacatc cgcacccaca 2880

caggcgaaaa geccttcgec tgegacatct gtggaagaaa gtttgeccgg agegatgaac 2940

ttgtccgaca taccaagatc cacttgegge agaaggaccg cccttacget tgeccagtgg 3000

agtcctgtga tcgecgcttc tcccaatcag ggaatctgac tgagcacate cgcatccaca 3060

caggccagaa geccttccag tgecgeatct gcatgagaaa cttcagecaca agtggacatce 3120

tggtacgcca catccgeacc cacacaggeg aaaagecctt cgectgegac atctgtggaa 3180

gaaagtttgc ccagaatagt accctgaccg aacataccaa gatccacttg cggcagaagg 3240

acaagtaact cgagactagt aataaaagat ctttattttc attagatctg tgtgttggtt 3300

ttttgtgtg 3309

<210> 360

<211>3861

<212> DNA

<213> Secuencia Artificial

<220>

<223> Descripcion de secuencia artificial:

polinucleétido sintético



<400> 360

ggaggaagcc atcaactaaa ctacaatgac tgtaagatac aaaattggga atggtaacat 60

attttgaagt tctgttgaca taaagaatca tgatattaat gcccatggaa atgaaaggge 120

gatcaacact atggtttgaa aagggggaaa ttgtagagca cagatgtgtt cgtgtggcag 180

tgtgctgtct ctagcaatac tcagagaaga gagagaacaa tgaaattctg attggcccca 240

gtgtgagccc agatgaggtt cagctgecaa cttictcttt cacatcttat gaaagtcatt 300

taagcacaac taactttttt tttttttttt tttttttgag acagagtctt gectctgttge 360

ccaggacaga gtgcagtagt gactcaatct cggctcactg cagectccac ctectagget 420

caaacggtcc tcctgeatca gecteccaag tagetggaat tacaggagtg geccaccatg 480

cccagctaat ttttgtattt ttaatagata cgggggtttc accatatcac ccaggectggt 540

ctcgaactcc tggectcaag tgatccacct gecteggect cccaaagtge tgggattata 600

ggcgtcagec actatgecca acccgaccaa ccttttttaa aataaatatt taaaaaattg 660

gtatttcaca tatatactag tatttacatt tatccacaca aaacggacgg gectccgetg 720

aaccagtgag gcecccagacg tgegeataaa taaccectge gtgetgeace acctggggag 780

agggggagga ccacggtaaa tggagegage gecatagcaaa agggacgegg ggtectttte 840

tctgeeggtg geactgggta getgtggeca ggtgtggtac tttgatgggg cccagggetg 900



gagctcaagg aagcgtcgca gggtcacaga tctgggggaa ccccggggaa aageactgag 960

gcaaaaccgc cgctegtcte ctacaatata tgggaggggg aggttgagta cgttctggat 1020

tactcataag accttttttt tttccttccg ggegcaaaac cgtgagetgg atttataatc 1080

gccctataaa getccagagg cggtcaggea cctgeagagg agecccgecg ctecgeegac 1140

tagctgcccc cgegagceaac ggectegtga tttccecgec gatceggtee ccgectccee 1200

actctgececc cgectaccee ggageegtge agecgectcet ccgaatctcet ctettctect 1260

ggegcetegeg tgcgagaggg aactagegag aacgaggaag cagetggagg tgacgecggg 1320

cagattacgc ctgtcagggc cgagccgage ggatcgetgg gegetgtgea gaggaaagge 1380

gggagtgccc ggctegetgt cgcagagecg aggtgggtaa getagegacc acctggactt 1440

cccagcgecc aaccgtggcet tttcagecag gtectetect cccgeggett ctcaaccaac 1500

cccatcccag cgecggecac ccaacctece gaaatgagtg cttcctgeee cageagecga 1560

aggcgctact aggaacggta acctgttact tttccagggg ccgtagtcga cccgetgece 1620

gagttgctgt gcgactgege gegeggggct agagtgeaag gtgactgtgg ttettctctg 1680

gccaagtcecg agggagaacg taaagatatg ggcecttttte cccctetecac cttgtctcac 1740

caaagtccct agtccececgga geagttagec tetttetttc cagggaatta gccagacaca 1800



acaacgggaa ccagacaccg aaccagacat gecccgecccg tgegeectee cegetegetg 1860

cctttectec ctettgtete tccagagecg gatcttcaag gggagectcece gtgecececcgg 1920

ctgctcagtc cctecggtgt gcaggacccce ggaagtecte cccgeacage tetegettet 1980

ctttgcagcc tgtttctgeg ccggaccagt cgaggactct ggacagtaga ggececeggga 2040

cgaccgagct ggaattcgec accatggecg ccgaccacct gatgcetcgec gagggetace 2100

gcctggtgea gaggecgecg tecgecgecg ccgeccatgg cecteatgeg ctecggacte 2160

tgcegecegta cgegggeecg ggectggaca gtgggetgag geegegggeg geteegetgg 2220

ggcegeegec gececgecaa cccggggecc tggegtacgg ggectteggg cegeegtect 2280

ccttccagec ctttecggec gtgectecge cggecgeggg catcgegeac ctgeageectg 2340

tggcgacgec gtacccegge cgegeggecg cgeececccaa cgeteeggga ggeeccecgg 2400

geeegeagece ggeeeccaage gecgeagecec cgeegecgec cgegeacgec ctgggeggea 2460

tggacgccga actcatcgac gaggaggcgce tgacgteget ggagetggag ctggggctge 2520

accgcgtgeg cgagetgecc gagetgttce tgggecagag cgagttegac tgettctegg 2580

acttggggtc cgegecgecece geeggetecg tgagetgegg tggttetggt ggtggttctg 2640

gtcagtccca getcatcaaa cccagecgcea tgegcaagta ccccaaccgg cccagcaaga 2700

cgceecccca cgaacgecect tacgettgece cagtggagtc ctgtgatcge cgettctcec 2760



gctcagacaa cctcgttcga cacatccgea tccacacagg ccagaagecc ttccagtgee 2820

gcatctgcat gagaaacttc agccaccgga ctacactcac gaaccacatc cgcacccaca 2880

caggcgaaaa geccttecgec tgegacatct gtggaagaaa gtttgeccaga gaagacaatc 2940

tccatactca taccaagatc cacttgegge agaaggaccg cccttacget tgeccagtgg 3000

agtcctgtga tcgeegcttc teccaccagec attctctcac tgaacacate cgecatccaca 3060

caggccagaa geccttccag tgecgeatct gecatgagaaa cttcagecag tctagetcac 3120

tggtgaggca catccgcacc cacacaggeg aaaagecctt cgectgegac atctgtggaa 3180

gaaagtttgc cagggaggat aacctgcata cgcataccaa gatccacttg cggcagaagg 3240

acaagctcga gatggecgac cacctgatge tcgecgaggg ctaccgectg gtgcagagge 3300

cgeegtecge cgeegecegec catggeccte atgegceteeg gactctgeeg cegtacgegg 3360

gccegggect ggacagtggg ctgaggecge ggggggctec getggggeceg ccgecgecee 3420

gccaacccgg ggeectggeg tacggggcect tegggeegec gtectectte cageecttte 3480

cggcegtgec tecgeeggee gegggeateg cgeacctgea gectgtggeg acgecgtace 3540

ccggeegege ggecgegecce cccaacgete cgggaggecc cecgggeeceg cagecggeece 3600

Caagcgecge ageeccgeeg ccgeecgegce acgeectggg cggeatggac gecgaactca 3660



tcgacgagga ggegctgacg tegetggage tggagetggg getgecaccge gtgegegage 3720

tgccegagct gttcctggge cagagegagt tegactgett cteggacttg gggteccgege 3780

cgceegecgg ctecgtgage tgctaaacta gtaataaaag atctttattt tcattagatc 3840

tgtgtgttgg tttttigtgt g 3861

<210> 361

<211>3309

<212>DNA

<213> Secuencia Artificial

<220>

<223> Descripcion de secuencia artificial:

polinucleétido sintético

<400> 361

ggaggaagcc atcaactaaa ctacaatgac tgtaagatac aaaattggga atggtaacat 60

attttgaagt tctgttgaca taaagaatca tgatattaat gcccatggaa atgaaaggge 120

gatcaacact atggtttgaa aagggggaaa ttgtagagca cagatgtgtt cgtgtggcag 180

tgtgctgtct ctagcaatac tcagagaaga gagagaacaa tgaaattctg attggcccca 240

gtgtgagccc agatgaggtt cagctgecaa ctttctcttt cacatcttat gaaagtcatt 300

taagcacaac taactttttt tttttttttt tttttttgag acagagtctt getctgttge 360



ccaggacaga gtgcagtagt gactcaatct cggctcactg cagectccac ctectagget 420

caaacggtcc tcctgeatca gectcccaag tagetggaat tacaggagtg geccaccatg 480

cccagctaat ttttgtattt ttaatagata cgggggtttc accatatcac ccaggetggt 540

ctcgaactcc tggectcaag tgatccacct gecteggect cccaaagtge tgggattata 600

ggcgtcagec actatgecca acccgaccaa ccttttttaa aataaatatt taaaaaattg 660

gtatttcaca tatatactag tatttacatt tatccacaca aaacggacgg gcctcegetg 720

aaccagtgag gccccagacg tgcgcataaa taacccctgce gtgetgeace acctggggag 780

agggggagga ccacggtaaa tggagegagce gcatagcaaa agggacgegg ggtecttttc 840

tctgeeggtg geactgggta getgtggeca ggtgtggtac tttgatgggg cccagggetg 900

gagctcaagg aagcgtcgcea gggtcacaga tctgggggaa ccccggggaa aageactgag 960

gcaaaaccgc cgctegtcte ctacaatata tgggaggggg aggttgagta cgttctggat 1020

tactcataag accttttttt tttccttccg ggecgcaaaac cgtgagetgg atttataatc 1080

gccctataaa getccagagg cggtcaggea cctgecagagg ageeccgecg ctecgeecgac 1140

tagctgececc cgegagcaac ggectegtga tttcceegece gatecggtee ccgectecce 1200

actctgcecc cgectacece ggagecgtge agecgectct ccgaatctct ctettctect 1260

ggcgctegeg tgcgagaggg aactagegag aacgaggaag cagetggagg tgacgecggg 1320



cagattacgc ctgtcagggc cgagccgage ggatcgetgg gegetgtgea gaggaaagge 1380

gggagtgccc ggctegetgt cgcagagecg aggtgggtaa getagegacc acctggactt 1440

cccagcgecc aaccgtggcet tttcagecag gtectetect cccgeggett ctcaaccaac 1500

cccatcccag cgecggecac ccaacctece gaaatgagtg cttectgece cagcagecga 1560

aggcgctact aggaacggta acctgttact tttccagggg ccgtagtcga cccgetgeece 1620

gagttgctgt gcgactgege gegeggggct agagtgcaag gtgactgtgg ttcttctctg 1680

gccaagtccg agggagaacg taaagatatg ggcectttttc ccccteteac cttgtctcac 1740

caaagtccct agtccececgga geagttagec tetttetttc cagggaatta gccagacaca 1800

acaacgggaa ccagacaccg aaccagacat gccecgeeccg tgegecctee cegetegetg 1860

cctttectece ctettgtcte tccagagecg gatcttcaag gggagectee gtgecececgg 1920

ctgctcagtc cctecggtgt gcaggacccce ggaagtecte cccgeacage tetegettct 1980

ctttgcagcc tgtttctgeg ccggaccagt cgaggactct ggacagtaga ggecceggga 2040

cgaccgagct ggaattcgec accatggecg ccgaccacct gatgcetcgec gagggetace 2100

geetggtgea gaggecgecg tccgecgeeg ccgeecatgg cectecatgeg ctecggacte 2160

tgccgeegta cgegggeccg ggectggaca gtgggctgag geegegggeg getecgetgg 2220



ggcegecgece geccegecaa cccggggece tggegtacgg ggectteggg cegeegtect 2280

ccttccagec ctttceggec gtgectecge cggecgeggg catcgegeac ctgecagectg 2340

tggcgacgcec gtaccccgge cgegeggecg cgeececccaa cgeteeggga ggeeccecgg 2400

gccegeagee ggecccaage gecgeagece cgecgecgee cgegeacgece ctgggeggea 2460

tggacgccga actcatcgac gaggaggcgce tgacgteget ggagetggag ctggggctge 2520

accgcegtgeg cgagctgecce gagctgttec tgggecagag cgagttcgac tgettctcgg 2580

acttggggtc cgegeecgecce geeggetecg tgagetgegg tggttctggt ggtggttctg 2640

gtcagtccca getcatcaaa cccagecgcea tgegcaagta ccccaaccgg cccagcaaga 2700

cgcceecccca cgaacgecect tacgettgece cagtggagtc ctgtgatcge cgettctcecc 2760

gctcagacaa cctcgttcga cacatccgea tccacacagg ccagaagecc ttccagtgee 2820

gcatctgcat gagaaacttc agccaccgga ctacactcac gaaccacatc cgcacccaca 2880

caggcgaaaa geccttegec tgegacatct gtggaagaaa gtttgeccaga gaagacaatc 2940

tccatactca taccaagatc cacttgegge agaaggaccg cccttacget tgeccagtgg 3000

agtcctgtga tcgecgctte tccaccagec attctctcac tgaacacate cgecatccaca 3060

caggccagaa geccttccag tgecgeatct gecatgagaaa cttcagecag tctagetcac 3120

tggtgaggca catccgcacc cacacaggceg aaaagccctt cgectgegac atctgtggaa 3180



gaaagtttgc cagggaggat aacctgcata cgcataccaa gatccacttg cggcagaagg 3240

acaagtaact cgagactagt aataaaagat ctttattttc attagatctg tgtgttggtt 3300

ttttgtgtg 3309

<210> 362

<211> 4448

<212> DNA

<213> Secuencia Artificial

<220>

<223> Descripcion de secuencia artificial:

polinucleétido sintético

<400> 362

ggaggaagcc atcaactaaa ctacaatgac tgtaagatac aaaattggga atggtaacat 60

attttgaagt tctgttgaca taaagaatca tgatattaat gcccatggaa atgaaaggge 120

gatcaacact atggtttgaa aagggggaaa ttgtagagca cagatgtgtt cgtgtggcag 180

tgtgctgtct ctagcaatac tcagagaaga gagagaacaa tgaaattctg attggcccca 240

gtgtgagccc agatgaggtt cagctgecaa ctttctcttt cacatcttat gaaagtcatt 300

taagcacaac taactttttt tttttttttt tttttttgag acagagtctt getctgttge 360

ccaggacaga gtgcagtagt gactcaatct cggctcactg cagectccac ctectagget 420



caaacggtcc tcctgeatca gecteccaag tagetggaat tacaggagtg geccaccatg 480

cccagctaat ttttgtattt ttaatagata cgggggtttc accatatcac ccaggetggt 540

ctcgaactcc tggectcaag tgatccacct gecteggect cccaaagtge tgggattata 600

ggcgtcagec actatgecca acccgaccaa ccttttttaa aataaatatt taaaaaattg 660

gtatttcaca tatatactag tatttacatt tatccacaca aaacggacgg gcctcegetg 720

aaccagtgag gccccagacg tgegeataaa taaccectge gtgetgeace acctggggag 780

agggggagga ccacggtaaa tggagcgage gcatagcaaa agggacgegg ggtectttte 840

tctgecggtg geactgggta getgtggeca ggtgtggtac tttgatgggg cccagggetg 900

gagctcaagg aagcgtcgcea gggtcacaga tctgggggaa ccccggggaa aageactgag 960

gcaaaaccgc cgctegtcte ctacaatata tgggaggggg aggttgagta cgttctggat 1020

tactcataag accttttttt tttccttccg ggecgcaaaac cgtgagetgg atttataatc 1080

gccctataaa getccagagg cggtcaggcea cctgeagagg ageeccgeceg ctecgeecgac 1140

tagctgcecc cgegagceaac ggectegtga tttcecccgec gatceggtee cegectccee 1200

actctgececc cgectaccce ggageegtge agecgectcet ccgaatctcet ctettctect 1260

ggcgetegeg tgcgagaggg aactagegag aacgaggaag cagetggagg tgacgeeggg 1320



cagattacgc ctgtcagggc cgagccgage ggatcgetgg gegetgtgea gaggaaagge 1380

gggagtgccc ggctegetgt cgcagagecg aggtgggtaa getagegacc acctggactt 1440

cccagcgecc aaccgtggcet tttcagecag gtectctect cccgeggett ctcaaccaac 1500

cccatcccag cgecggecac ccaacctcce gaaatgagtg cttcetgece cagcageccga 1560

aggcgctact aggaacggta acctgttact tttccagggg ccgtagtcga cccgetgece 1620

gagttgctgt gcgactgege gegeggggct agagtgcaag gtgactgtgg ttcttctctg 1680

gccaagtccg agggagaacg taaagatatg ggcctttttc ccecteteac cttgtctcac 1740

caaagtccct agtcceccgga geagttagec tetttetttc cagggaatta gccagacaca 1800

acaacgggaa ccagacaccg aaccagacat gccecgeececg tgegeectee cegetegetg 1860

cctttcctec ctettgtcte tccagagecg gatcttcaag gggagectee gtgeccccgg 1920

ctgctcagtc cctecggtgt gcaggaccece ggaagtecte cccgeacage tetegettet 1980

ctttgcagcc tgtttctgeg ccggaccagt cgaggactct ggacagtaga ggececggga 2040

cgaccgagct ggaattcgec accatggecg cggeccaagge cgagatgeag ctgatgtcce 2100

cgctgcagat ctctgaccceg ttcggatcct ttectcactc geccaccatg gacaactacc 2160

ctaagctgga ggagatgatg ctgctgagca acggggctcc ccagttecte ggegeecgeeg 2220

gggccccaga gggragegec agcaacagea gecageageag cageggggec gatggaggeg 2280



gcgggegcgg cagcaacage agcageagea geageacctt caaccctcag geggacacgg 2340

gcgagcagcec ctacgagcac ctgaccgeag agtcttttce tgacatctct ctgaacaacg 2400

agaaggtgct ggtggagacc agttacccca gecaaaccac tcgactgecce cccatcacct 2460

atactggccg cttttcectg gagectgeac ccaacagtgg caacaccttg tggeccgage 2520

ccctcttcag cttggtcagt ggectagtga gcatgaccaa cccaccggec tectegtect 2580

cagcaccatc tccageggec tectecgect ccgectecca gageccaccc ctgagetgeg 2640

cagtgccatc caacgacagc agtcccattt actcagegge acccaccttc cccacgecga 2700

acactgacat tttccctgag ccacaaagec aggcecttcec gggeteggea gggacagege 2760

tccagtaccc gectectgec taccectgecg ccaagggtgg cttccaggtt cccatgatce 2820

ccgactacct gtttccacag cagcaggggg atctgggect gggecacccca gaccagaage 2880

ccttccaggg cctggagage cgeacccage agectteget aaccectetg tetactatta 2940

aggcctttge cactcagtcg ggctecccagg acctgaaggce cctcaatacc agetaccagt 3000

cccagctcat caaacccagc cgcatgegea agtaccccaa ccggeccage aagacgeece 3060

cccacgaacg cccttacgcet tgeccagtgg agtectgtga tegeegcette tceccgecageg 3120

acaacctggt gagacacatc cgcatccaca caggccagaa geccttccag tgeecgeatct 3180



gcatgagaaa cttcagccga gaggataact tgcacactca catccgeacc cacacaggeg 3240

aaaagccctt cgectgegac atctgtggaa gaaagtttge ccggagegat gaacttgtce 3300

gacataccaa gatccacttg cggcagaagg accgccctta cgettgecca gtggagtcct 3360

gtgatcgccg cttctcccaa tcagggaatc tgactgagea catccgeatc cacacaggee 3420

agaagccctt ccagtgecge atctgeatga gaaacttcag cacaagtgga catctggtac 3480

gccacatccg cacccacaca ggcgaaaage ccttegectg cgacatctgt ggaagaaagt 3540

ttgcccagaa tagtaccctg accgaacata ccaagatcca cttgeggeag aaggacaaga 3600

aagcagacaa aagtgttgtg gctagcetcgg ccacctectce tetctettec taccegtcece 3660

cggttgctac ctettacceg tececcggtta ctacctctta tecatceeeg gecaccacct 3720

catacccatc ccctgtgecc acctecttet cctctccegg ctectegacc tacccatcce 3780

ctgtgcacag tggcttcccc teceegtegg tggecaccac gtactectct gttcccectg 3840

ctttccecgge ccaggtcage agcttecctt cctcagcetgt caccaactec ttcagegeet 3900

ccacagggct ttcggacatg acagcaacct tttctcccag gacaattgaa atttgctaaa 3960

ctagtaagct tgggtggcat ccctgtgacc cctecccagt gectetectg geecctggaag 4020

ttgccactcc agtgeccacce agecttgtce taataaaatt aagttgeate attttgtctg 4080

actaggtgtc cttctataat attatggggt ggagggggst ggtatggage aaggggcaag 4140



ttgggaagac aacctgtagg geectgegggg tetattggga accaagetgg agtgeagtgg 4200

cacaatcttg gctcactgcea atctccgect cctgggttca agegattcte ctgectcage 4260

ctcccgagtt gttgggattc caggcatgca tgaccaggct cagctaattt ttgttttttt 4320

ggtagagacg gggtttcacc atattggcca ggetggtcte caactcctaa tctcaggtga 4380

tctacccacc ttggectcce aaattgetgg gattacagge gtgaaccact geteccttce 4440

ctgtectt 4448

<210> 363

<211> 4436

<212>DNA

<213> Secuencia Artificial

<220>

<223> Descripcidn de secuencia artificial:

polinucleétido sintético

<400> 363

ggaggaagcc atcaactaaa ctacaatgac tgtaagatac aaaattggga atggtaacat 60

attttgaagt tctgttgaca taaagaatca tgatattaat gcccatggaa atgaaaggge 120

gatcaacact atggtttgaa aagggggaaa ttgtagagca cagatgtgtt cgtgtggcag 180

tgtgctgtct ctagcaatac tcagagaaga gagagaacaa tgaaattctg attggcccca 240



gtgtgagccc agatgaggtt cagctgecaa ctttctcttt cacatcttat gaaagtcatt 300

taagcacaac taactttttt tttttttttt tttttttgag acagagtctt gectctgttge 360

ccaggacaga gtgcagtagt gactcaatct cggctcactg cagectccac ctectagget 420

caaacggtcc tcctgeatca gecteccaag tagetggaat tacaggagtg geccaccatg 480

cccagctaat ttttgtattt ttaatagata cgggggtttc accatatcac ccaggetggt 540

ctcgaactcc tggectcaag tgatccacct gecteggect cccaaagtge tgggattata 600

ggcgtcagec actatgecca acccgaccaa ccttttttaa aataaatatt taaaaaattg 660

gtatttcaca tatatactag tatttacatt tatccacaca aaacggacgg gcctcegetg 720

aaccagtgag gccccagacg tgegeataaa taaccectge gtgetgeace acctggggag 780

agggggagga ccacggtaaa tggagegage gecatagcaaa agggacgegg ggtecttttc 840

tctgecggtg geactgggta getgtggeca ggtgtggtac tttgatgggg cccagggetg 900

gagctcaagg aagcgtcgcea gggtcacaga tctgggggaa ccccggggaa aageactgag 960

gcaaaaccgc cgctegtcte ctacaatata tgggagggeg aggttgagta cgttctggat 1020

tactcataag accttttttt tttccttccg ggegcaaaac cgtgagetgg atttataatc 1080

gccctataaa getccagagg cggtcaggea cctgeagagg agececgeceg ctecgeecgac 1140



tagctgececc cgegagcaac ggectegtga tttccecgece gatceggtee cegectecce 1200

actctgeccc cgectaccee ggageegtge agecgectct ccgaatctct ctettctect 1260

ggcgctcgeg tgcgagaggg aactagegag aacgaggaag cagetggagg tgacgeeggg 1320

cagattacgc ctgtcagggc cgagccgage ggatcgetgg gegetgtgea gaggaaagge 1380

gggagtgccc ggetegetgt cgcagagecg aggtgggtaa getagegacc acctggactt 1440

cccagcegecc aaccgtggcet tttcagecag gtectetect cccgeggcett ctcaaccaac 1500

cccatcccag cgecggecac ccaacctece gaaatgagtg cttcetgece cagcagecga 1560

aggcgctact aggaacggta acctgttact tttccagggg ccgtagtcga cccgetgece 1620

gagttgctgt gcgactgege gegeggggct agagtgecaag gtgactgtgg ttettctctg 1680

gccaagtccg agggagaacg taaagatatg ggectttttc ccectctcac cttgtctcac 1740

caaagtccct agtccececgga geagttagec tetttetttc cagggaatta gccagacaca 1800

acaacgggaa ccagacaccg aaccagacat gccecgecccg tgegeectee cegetegetg 1860

cctttectee ctettgtcte tccagagecg gatcttcaag gggagectee gtgecececcgg 1920

ctgctcagtc cctecggtgt gcaggacccce ggaagtecte cccgeacage tetegettet 1980

ctttgcagcc tgtttctgeg ccggaccagt cgaggactct ggacagtaga ggececggga 2040

cgaccgagct ggaattcgec accatggecg cggeccaagge cgagatgeag ctgatgtcce 2100



cgctgcagat ctctgaccceg ttcggatect ttcctcactc geccaccatg gacaactacc 2160

ctaagctgga ggagatgatg ctgctgagca acggggctcc ccagttecte ggegeegeeg 2220

gggccccaga gggeragegec agcaacagea gecageageag cageggggec gatggaggeg 2280

gcgggegcgg cagcaacage agcageagea geageacctt caaccctcag geggacacgg 2340

gcgagcagcec ctacgagcac ctgaccgcag agtcttttec tgacatctct ctgaacaacg 2400

agaaggtgct ggtggagacc agttacccca gecaaaccac tcgactgecce cccatcacct 2460

atactggccg cttttccctg gagectgeac ccaacagtgg caacaccttg tggeececgage 2520

ccctcttcag cttggtcagt ggectagtga geatgaccaa ceccaccggec tectegtect 2580

cagcaccatc tccageggec tectecgect cegectecca gageccaccec ctgagetgeg 2640

cagtgccatc caacgacagc agtcccattt actcagegge acccaccttec cccacgecga 2700

acactgacat tttccctgag ccacaaagcc aggcecttcec gggeteggea gggacagege 2760

tccagtaccc gectectgec taccectgecg ccaagggtgg cttccaggtt cccatgatce 2820

ccgactacct gtttccacag cagcaggggg atctgggcect gggeacccca gaccagaage 2880

ccttccaggg cctggagagce cgcacccage agectteget aacccctetg tctactatta 2940

aggcctttge cactcagtcg ggetcccagg acctgaaggce cctcaatacc agetaccagt 3000



cccagctcat caaacccagc cgeatgcgea agtaccccaa ccggeccage aagacgecce 3060

cccacgaacg cccttacgct tgecccagtgg agtectgtga tegeegette tccegecageg 3120

acaacctggt gagacacatc cgcatccaca caggccagaa geccttccag tgecgeatct 3180

gcatgagaaa cttcagccga gaggataact tgcacactca catccgeace cacacaggeg 3240

aaaagccctt cgectgegac atctgtggaa gaaagtttge ccggagegat gaacttgtce 3300

gacacatccg gacacacacg ggagagaagc cattcgcatg tgatatatgt gggagaaagt 3360

tctcccaatc agggaatctg actgagcaca tccgeatcca cacaggecag aageecttce 3420

agtgccgcat ctgcatgaga aacttcagcea caagtggaca tctggtacge cacatccgca 3480

cccacacagg cgaaaagcecc ttcgectgeg acatctgtgg aagaaagttt gcccagaata 3540

gtaccctgac cgaacatacc aagatccact tgcggcagaa ggacaagaaa gcagacaaaa 3600

gtgttgtggc tagctcggece acctectetce tetettecta ceecgteceeg gttgetacct 3660

cttacccgtc ccecggttact acctcttate catcccegge caccacctea tacccatcce 3720

ctgtgcccac ctecttetee teteceggcet cctegaccta cccatecect gtgecacagtg 3780

gcttceecte ceccgteggtg gecaccacgt actectetgt teceectget tteccggeece 3840

aggtcagcag cttcccttec tcagetgtca ccaactectt cagegectce acagggettt 3900

cggacatgac agcaaccttt tctcccagga caattgaaat ttgctaaact agtaagettg 3960



ggtggcatcc ctgtgacccc tccccagtge ctetectgge cctggaagtt gecactccag 4020

tgcccaccag ccttgtecta ataaaattaa gttgeatcat tttgtctgac taggtgtcct 4080

tctataatat tatggggtgg aggggegtgg tatggagcaa ggggeaagtt gggaagacaa 4140

cctgtagggce ctgeggggtc tattgggaac caagetggag tgcagtggea caatcttgge 4200

tcactgcaat ctccgectcec tgggttcaag cgattctect gectcagect cccgagttgt 4260

tgggattcca ggcatgcatg accaggctca getaattttt gtttttttgg tagagacggg 4320

gtttcaccat attggccagg ctggtctcca actcctaatc tcaggtgate tacccacctt 4380

ggcctcccaa attgetggga ttacaggegt gaaccactge teectteect gtectt 4436

<210> 364

<211> 667

<212> PRT

<213> Secuencia Artificial

<220>

<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 364

Met Tyr Pro Tyr Asp Val Pro Asp Tyr Ala Gly Tyr Pro Tyr Asp Val

1 5 10 15



Pro Asp Tyr Ala Gly Ser Tyr Pro Tyr Asp Val Pro Asp Tyr Ala Gly

20 25 30

Ser Gly Ser Gly Ser Ala Ala Ala Lys Ala Glu Met GIn Leu Met Ser

35 40 45

Pro Leu GlIn Ile Ser Asp Pro Phe Gly Ser Phe Pro His Ser Pro Thr

50 55 60

Met Asp Asn Tyr Pro Lys Leu Glu Glu Met Met Leu Leu Ser Asn Gly

65 70 75 80

Ala Pro GIn Phe Leu Gly Ala Ala Gly Ala Pro Glu Gly Ser Gly Ser

85 90 95

Asn Ser Ser Ser Ser Ser Ser Gly Gly Gly Gly Gly Gly Gly Gly Gly

100 105 110

Ser Asn Ser Ser Ser Ser Ser Ser Thr Phe Asn Pro Gln Ala Asp Thr

115 120 125

Gly Glu GIn Pro Tyr Glu His Leu Thr Ala Glu Ser Phe Pro Asp lle

130 135 140



Ser Leu Asn Asn Glu Lys Val Leu Val Glu Thr Ser Tyr Pro Ser GIn

145 150 155 160

Thr Thr Arg Leu Pro Pro lle Thr Tyr Thr Gly Arg Phe Ser Leu Glu

165 170 175

Pro Ala Pro Asn Ser Gly Asn Thr Leu Trp Pro Glu Pro Leu Phe Ser

180 185 190

Leu Val Ser Gly Leu Val Ser Met Thr Asn Pro Pro Ala Ser Ser Ser

195 200 205

Ser Ala Pro Ser Pro Ala Ala Ser Ser Ala Ser Ala Ser GIn Ser Pro

210 215 220

Pro Leu Ser Cys Ala Val Pro Ser Asn Asp Ser Ser Pro lle Tyr Ser

225 230 235 240

Ala Ala Pro Thr Phe Pro Thr Pro Asn Thr Asp lle Phe Pro Glu Pro

245 250 255

GlIn Ser GIn Ala Phe Pro Gly Ser Ala Gly Thr Ala Leu GIn Tyr Pro



260 265 270

Pro Pro Ala Tyr Pro Ala Ala Lys Gly Gly Phe GIn Val Pro Met lle

275 280 285

Pro Asp Tyr Leu Phe Pro GIn GIn GIn Gly Asp Leu Gly Leu Gly Thr

290 295 300

Pro Asp GlIn Lys Pro Phe GIn Gly Leu Glu Ser Arg Thr GIn GIn Pro

305 310 315 320

Ser Leu Thr Pro Leu Ser Thr lle Lys Ala Phe Ala Thr GIn Ser Gly

325 330 335

Ser Gln Asp Leu Lys Ala Leu Asn Thr Ser Tyr GIn Ser GIn Leu lle

340 345 350

Lys Pro Ser Arg Met Arg Lys Tyr Pro Asn Arg Pro Ser Lys Thr Pro

355 360 365

Pro His Glu Arg Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg

370 375 380



Phe Ser Arg Ser Asp Asn Leu Val Arg His lle Arg lle His Thr Gly

385 390 395 400

GIn Lys Pro Phe GIn Cys Arg lle Cys Met Arg Asn Phe Ser His Arg

405 410 415

Thr Thr Leu Thr Asn His lle Arg Thr His Thr Gly Glu Lys Pro Phe

420 425 430

Ala Cys Asp lle Cys Gly Arg Lys Phe Ala Arg Glu Asp Asn Leu His

435 440 445

Thr His Thr Lys lle His Leu Arg GIn Lys Asp Arg Pro Tyr Ala Cys

450 455 460

Pro Val Glu Ser Cys Asp Arg Arg Phe Ser Thr Ser His Ser Leu Thr

465 470 475 480

Glu His lle Arg lle His Thr Gly GIn Lys Pro Phe GIn Cys Arg lle

485 490 495

Cys Met Arg Asn Phe Ser GIn Ser Ser Ser Leu Val Arg His lle Arg

500 505 510



Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys

515 520 525

Phe Ala Arg Glu Asp Asn Leu His Thr His Thr Lys lle His Leu Arg

530 535 540

GlIn Lys Asp Lys Lys Ala Asp Lys Ser Val Val Ala Ser Ser Ala Thr

545 550 555 560

Ser Ser Leu Ser Ser Tyr Pro Ser Pro Val Ala Thr Ser Tyr Pro Ser

565 570 575

Pro Val Thr Thr Ser Tyr Pro Ser Pro Ala Thr Thr Ser Tyr Pro Ser

580 585 590

Pro Val Pro Thr Ser Phe Ser Ser Pro Gly Ser Ser Thr Tyr Pro Ser

595 600 605

Pro Val His Ser Gly Phe Pro Ser Pro Ser Val Ala Thr Thr Tyr Ser

610 615 620

Ser Val Pro Pro Ala Phe Pro Ala GIn Val Ser Ser Phe Pro Ser Ser

625 630 635 640



Ala Val Thr Asn Ser Phe Ser Ala Ser Thr Gly Leu Ser Asp Met Thr

645 650 655

Ala Thr Phe Ser Pro Arg Thr lle Glu lle Cys

660 665

<210> 365
<211> 272
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcidn de secuencia artificial:

Polipéptido sintético

<400> 365
Met Ala Pro Lys Lys Lys Arg Lys Val Gly lle His Gly Val Pro Ala

1 5 10 15

Ala Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

20 25 30

Ser Phe Ser Arg Ser Asp Asn Leu Val Arg His GIn Arg Thr His Thr

35 40 45



Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser His

50 55 60

Arg Thr Thr Leu Thr Asn His GIn Arg Thr His Thr Gly Glu Lys Pro

65 70 75 80

Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Glu Asp Asn Leu

85 90 95

His Thr His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro

100 105 110

Glu Cys Gly Lys Ser Phe Ser Thr Ser His Ser Leu Thr Glu His GIn

115 120 125

Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

130 135 140

Ser Phe Ser GIn Ser Ser Ser Leu Val Arg His GIn Arg Thr His Thr

145 150 155 160

Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg

165 170 175



Glu Asp Asn Leu His Thr His GIn Arg Thr His Thr Gly Lys Lys Thr

180 185 190

Ser Lys Arg Pro Ala Ala Thr Lys Lys Ala Gly GIn Ala Lys Lys Lys

195 200 205

Lys Gly Ser Tyr Pro Tyr Asp Val Pro Asp Tyr Ala Leu Glu Asp Ala

210 215 220

Leu Asp Asp Phe Asp Leu Asp Met Leu Gly Ser Asp Ala Leu Asp Asp

225 230 235 240

Phe Asp Leu Asp Met Leu Gly Ser Asp Ala Leu Asp Asp Phe Asp Leu

245 250 255

Asp Met Leu Gly Ser Asp Ala Leu Asp Asp Phe Asp Leu Asp Met Leu

260 265 270

<210> 366
<211>753
<212> PRT

<213> Secuencia Artificial



<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 366
Met Ala Pro Lys Lys Lys Arg Lys Val Gly lle His Gly Val Pro Ala

1 5 10 15

Ala Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

20 25 30

Ser Phe Ser Arg Ser Asp Asn Leu Val Arg His GIn Arg Thr His Thr

35 40 45

Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser His

50 55 60

Arg Thr Thr Leu Thr Asn His GIn Arg Thr His Thr Gly Glu Lys Pro

65 70 75 80

Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Glu Asp Asn Leu

85 90 95

His Thr His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro

100 105 110



Glu Cys Gly Lys Ser Phe Ser Thr Ser His Ser Leu Thr Glu His GIn

115 120 125

Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys

130 135 140

Ser Phe Ser GIn Ser Ser Ser Leu Val Arg His GIn Arg Thr His Thr

145 150 155 160

Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg

165 170 175

Glu Asp Asn Leu His Thr His GIn Arg Thr His Thr Gly Lys Lys Thr

180 185 190

Ser Lys Arg Pro Ala Ala Thr Lys Lys Ala Gly GIn Ala Lys Lys Lys

195 200 205

Lys Gly Ser Tyr Pro Tyr Asp Val Pro Asp Tyr Ala Leu Glu Glu Ala

210 215 220

Ser Gly Ser Gly Arg Ala Asp Ala Leu Asp Asp Phe Asp Leu Asp Met



225 230 235 240

Leu Gly Ser Asp Ala Leu Asp Asp Phe Asp Leu Asp Met Leu Gly Ser

245 250 255

Asp Ala Leu Asp Asp Phe Asp Leu Asp Met Leu Gly Ser Asp Ala Leu

260 265 270

Asp Asp Phe Asp Leu Asp Met Leu lle Asn Ser Arg Ser Ser Gly Ser

275 280 285

Pro Lys Lys Lys Arg Lys Val Gly Ser GIn Tyr Leu Pro Asp Thr Asp

290 295 300

Asp Arg His Arg lle Glu Glu Lys Arg Lys Arg Thr Tyr Glu Thr Phe

305 310 315 320

Lys Ser lle Met Lys Lys Ser Pro Phe Ser Gly Pro Thr Asp Pro Arg

325 330 335

Pro Pro Pro Arg Arg lle Ala Val Pro Ser Arg Ser Ser Ala Ser Val

340 345 350



Pro Lys Pro Ala Pro GIn Pro Tyr Pro Phe Thr Ser Ser Leu Ser Thr

355 360 365

Ile Asn Tyr Asp Glu Phe Pro Thr Met Val Phe Pro Ser Gly Gin lle

370 375 380

Ser GIn Ala Ser Ala Leu Ala Pro Ala Pro Pro GIn Val Leu Pro Gln

385 390 395 400

Ala Pro Ala Pro Ala Pro Ala Pro Ala Met Val Ser Ala Leu Ala GIn

405 410 415

Ala Pro Ala Pro Val Pro Val Leu Ala Pro Gly Pro Pro GIn Ala Val

420 425 430

Ala Pro Pro Ala Pro Lys Pro Thr GIn Ala Gly Glu Gly Thr Leu Ser

435 440 445

Glu Ala Leu Leu GIn Leu GIn Phe Asp Asp Glu Asp Leu Gly Ala Leu

450 455 460

Leu Gly Asn Ser Thr Asp Pro Ala Val Phe Thr Asp Leu Ala Ser Val

465 470 475 480



Asp Asn Ser Glu Phe GIn GIn Leu Leu Asn GIn Gly lle Pro Val Ala

485 490 495

Pro His Thr Thr Glu Pro Met Leu Met Glu Tyr Pro Glu Ala lle Thr

500 505 510

Arg Leu Val Thr Gly Ala GIn Arg Pro Pro Asp Pro Ala Pro Ala Pro

515 520 525

Leu Gly Ala Pro Gly Leu Pro Asn Gly Leu Leu Ser Gly Asp Glu Asp

530 535 540

Phe Ser Ser lle Ala Asp Met Asp Phe Ser Ala Leu Leu Gly Ser Gly

545 550 555 560

Ser Gly Ser Arg Asp Ser Arg Glu Gly Met Phe Leu Pro Lys Pro Glu

565 570 575

Ala Gly Ser Ala lle Ser Asp Val Phe Glu Gly Arg Glu Val Cys GlIn

580 585 590

Pro Lys Arg lle Arg Pro Phe His Pro Pro Gly Ser Pro Trp Ala Asn

595 600 605



Arg Pro Leu Pro Ala Ser Leu Ala Pro Thr Pro Thr Gly Pro Val His

610 615 620

Glu Pro Val Gly Ser Leu Thr Pro Ala Pro Val Pro GIn Pro Leu Asp

625 630 635 640

Pro Ala Pro Ala Val Thr Pro Glu Ala Ser His Leu Leu Glu Asp Pro

645 650 655

Asp Glu Glu Thr Ser GIn Ala Val Lys Ala Leu Arg Glu Met Ala Asp

660 665 670

Thr Val lle Pro GIn Lys Glu Glu Ala Ala lle Cys Gly GIn Met Asp

675 680 685

Leu Ser His Pro Pro Pro Arg Gly His Leu Asp Glu Leu Thr Thr Thr

690 695 700

Leu Glu Ser Met Thr Glu Asp Leu Asn Leu Asp Ser Pro Leu Thr Pro

705 710 715 720

Glu Leu Asn Glu lle Leu Asp Thr Phe Leu Asn Asp Glu Cys Leu Leu



725 730 735

His Ala Met His lle Ser Thr Gly Leu Ser lle Phe Asp Thr Ser Leu

740 745 750

Phe

<210> 367
<211>3803
<212>DNA

<213> Secuencia Artificial

<220>
<223> Descripcidn de secuencia artificial:

polinucleétido sintético

<400> 367

gcggecgceac gegtggegeg ccgtttaaac ttaattaage tagecgttac ataacttacg 60

gtaaatggcc cgectggetg accgeccaac gacccccgec cattgacgtc aataatgacg 120

tatgttccca tagtaacgcec aatagggact ttccattgac gtcaatgggt ggagtattta 180

cggtaaactg cccacttggc agtacatcaa gtgtatcata tgccaagtac geceectatt 240

gacgtcaatg acggtaaatg gcecgectgg cattatgecc agtacatgac cttatgggac 300



tttcctactt ggcagtacat ctacgtatta gtcatcgcta ttaccatggg tcgaggtgag 360

ccccacgtte tgettcacte tecccatcete cceecectee ccacccccaa ttttgtattt 420

atttattttt taattatttt gtgcagcgat gggggcgggs gegeggggeeg cgegegecag 480

8CgBLeCese 8Cegescgag 8gLCeegescy ggecgage g gagagetgeg geggeageeca 540

atcagagcgg cgegctecga aagtttectt ttatggegag geggeggegg cggeggecct 600

ataaaaagcg aagcgegegg cggegcgggag tegetgegtt gecttegeece cgtgecccge 660

tcegegeege ctegegeege cegecccgge tetgactgac cgegttacte ccacaggtga 720

gegggeggga cggeccttet cctecgggcet gtaattageg cttggtttaa tgacggetcg 780

tttcttttct gtggctgegt gaaagectta aagggcetcecg ggagggecct ttgtgegggg 840

gggagegect cggggggtgc gtgegtgtgt gtgtgegtgg ggagegeege gtgeggeecg 900

cgctgeecgg cggetgtgag cgetgeggge geggegeggg getttgtgeg ctecgegtgt 960

gegegaggeg agegeggeeg ggggceggtgc ceegeggtge ggggggsctg cgaggggaac 1020

aaaggctgeg tgcggggtgt gtgegtgggg gggtgageag ggggtgtggg cgeggeggtc 1080

gggctgtaac cccceectge acccccctee ccgagttget gagecacggece cggetteggg 1140

tgeggggcte cgtgeggggce gtggegeggg getegeegtg cegggeggeg gatggeggea 1200

getggegsts ccgggegesg cggggeegec tegggeegeg gagagctegg gggagegeeg 1260



cggcggeccc ggagegeegg cggctgtega ggegeggega geecgeageca ttgeetttta 1320

tggtaatcgt gcgagagggc gecagggactt cctttgtccc aaatctggeg gagecgaaat 1380

ctgggaggcg ccgecgeacc ccctctageg ggegegggeg aageggtgeg gegeeggeag 1440

gaaggaaatg ggcggggagg gecttegtge gtegecgege cgeegteccce ttctccatct 1500

ccagectegg ggetgecgea gggggacggc tgectteggg ggggacgggg cagggegggg 1560

ttcggcttct ggegtgtgac cggeggctct agagectctg ctaaccatgt tcatgecttc 1620

ttctttttce tacagctect gggecaacgtg ctggttgttg tgctgtctea teattttgge 1680

aaagaattgg taccgccacc atggtgagca agggegagga getgttcace ggggtggtge 1740

ccatcctggt cgagctggac ggcgacgtaa acggcecacaa gttcagegtg tceggegagg 1800

gcgagggcega tgecacctac ggcaagcetga cectgaagtt catctgeacc accggecaage 1860

tgcecgtgec ctggeccacc ctegtgacca ccctgaccta cggegtgeag tgettcagee 1920

gctaccccga ccacatgaag cagcacgact tcttcaagtc cgecatgecc gaaggetacg 1980

tccaggagcg caccatcttc ttcaaggacg acggcaacta caagacccge gecgaggtga 2040

agttcgaggg cgacaccctg gtgaaccgca tcgagetgaa gggeatcgac ttcaaggagg 2100

acggcaacat cctggggcac aagctggagt acaactacaa cagccacaac gtctatatca 2160



tggccgacaa gcagaagaac ggcatcaagg tgaacttcaa gatccgecac aacatcgagg 2220

acggcagcgt gcagctcgece gaccactacc agcagaacac ccccatcgge gacggeeceg 2280

tgctgctgee cgacaaccac tacctgagcea cccagteege cctgagcaaa gaccccaacg 2340

agaagcgcega tcacatggtc ctgetggagt tegtgaccge cgecgggate actcteggea 2400

tggacgagct gtacaagtcc ggactcagat ctcgagagga ggaggaggag acagacagca 2460

ggatgcccca cctecgacage cccggeagcet cccagecgag acgetectte ctctcaaggg 2520

tgatcagggc agctctaccg ttgcagetge ttctgetget getgetgete ctggectgee 2580

tgctacctge ctctgaagat gactacagcet gcacccagge caacaacttt gcccgatect 2640

tctaccccat getgeggtac accaacggge caccteccac ctagagegct aatcaacctc 2700

tggattacaa aatttgtgaa agattgactg gtattcttaa ctatgttgct ccttttacgc 2760

tatgtggata cgctgcttta atgectttgt atcatgctat tgettcecegt atggetttca 2820

ttttctecte cttgtataaa tectggttge tgtctcttta tgaggagttg tggeecgttg 2880

tcaggcaacg tggcgtggtg tgcactgtgt ttgetgacge aacccccact ggttggggca 2940

ttgccaccac ctgtcagcete ctttceggga ctttegcettt cccecteect attgecacgg 3000

cggaactcat cgccgectge cttgeceget getggacagg ggeteggetg ttgggecactg 3060

acaattccgt ggtgttgtcg gggaaatcat cgtectttec ttggetgete gectatgttg 3120



ccacctggat tctgegeggg acgtecttct getacgtecc ttcggeecte aatccagegg 3180

accttecttc ccgeggectg ctgecggetce tgeggectcet tecgegtcett cgecttecgee 3240

ctcagacgag tcggatctcec ctttgggecg cctccecgea gatctacggg tggeatcect 3300

gtgacccctc cccagtgect ctectggecce tggaagttge cactccagtg cccaccagee 3360

ttgtcctaat aaaattaagt tgcatcattt tgtctgacta ggtgtecttc tataatatta 3420

tggggtggag ggggetegta tggagcaagg ggcaagttgg gaagacaacc tgtagggect 3480

gcggggtcta ttgggaacca agetggagtg cagtggcaca atcttggetc actgcaatct 3540

ccgectectg ggttcaageg attctectge ctcagectee cgagttgttg ggattccagg 3600

catgcatgac caggctcagc taatttttgt ttttttggta gagacggggt ttcaccatat 3660

tggccaggct ggtctccaac tectaatcte aggtgatcta cccaccttgg cctcccaaat 3720

tgctgggatt acaggcgtga accactgctce ccttcectgt ccttctgatt ttgtaggtaa 3780

ccacgtgegg accgageggc cgc 3803

<210> 368

<211>3803

<212>DNA

<213> Secuencia Artificial



<220>
<223> Descripcion de secuencia artificial:

polinucleétido sintético

<400> 368

gcggecgceac gegtggegeg ccgtttaaac ttaattaagce tagecgttac ataacttacg 60

gtaaatggcc cgectggetg accgeccaac gacceccgec cattgacgte aataatgacg 120

tatgttccca tagtaacgcec aatagggact ttccattgac gtcaatgggt ggagtattta 180

cggtaaactg cccacttggc agtacatcaa gtgtatcata tgccaagtac gcceectatt 240

gacgtcaatg acggtaaatg gcecgectgg cattatgecee agtacatgac cttatgggac 300

tttcctactt ggcagtacat ctacgtatta gtcatcgcta ttaccatggg tcgaggtgag 360

ccccacgttce tgettcacte tececatcete ccceceectee ccacceccaa ttttgtattt 420

atttattttt taattatttt gtgcagcgat gggggcgeege gggegeggeeg cgegegecag 480

gcggeecese geegeecgag ggeceeeecs gggcgagecy gagaggtgeg geggeageca 540

atcagagcgg cgcgctecga aagtttectt ttatggegag geggeggegg cggeggeect 600

ataaaaagcg aagcgegegg cgggegggag tegetgegtt gecttegece cgtgecccge 660

tcecgegecege ctegegeege cegeeccgge tetgactgac cgegttacte ccacaggtga 720

gegggeggga cggeccttet cctecgggcet gtaattageg cttggtttaa tgacggetcg 780



tttcttttct gtggctgegt gaaagectta aagggcetcecg ggagggecect ttgtgegggg 840

gggageggct cgggggstgc gtgegtgtgt gtgtgegtgg ggagegeege gtgeggeeeg 900

cgctgeeegg cggetgtgag cgetgegggc geggegeggg getttgtgeg ctecgegtgt 960

gcgegagggg agegeggecg ggggegstsce ceegeggtge gggggesctg cgaggggaac 1020

aaaggctgceg tgcgggstst gtgcgtgggg gggtgageag ggggtgtggg cgeggeggte 1080

gggctgtaac cccccectge accecectec ccgagttget gagcacggece cggetteggg 1140

tgcgggectce cgtgegggec gtggegeggs getegeegtg ccgggegggs gatggeggea 1200

getggegsty ccgggeggeg cggggeegec tegggeeggg gagagctegg gggagegecg 1260

cggeggececce ggagegeegg cggetgtega ggegeggega geegeageca ttgeetttta 1320

tggtaatcgt gcgagagggce gcagggactt cctttgtccc aaatctggeg gagecgaaat 1380

ctgggaggceg ccgecgeacc ccctetageg ggegegggeg aageggtgeg gegeeggeag 1440

gaaggaaatg ggcggggagg gecttegtgce gtegecgege cgecgteccc ttctecatct 1500

ccagcectcgg ggctgeegea gggggacggc tgecttcggg ggggacgegs cagggegggg 1560

ttcggcttct ggegtgtgac cggeggctct agagectcetg ctaaccatgt tcatgecttc 1620

ttctttttce tacagetect gggeaacgtg ctggttgttg tgetgtctea tecattttgge 1680

aaagaattgg taccgccacc atggtgagca agggcegagga getgttcace ggggtggtge 1740



ccatcctggt cgagctggac ggegacgtaa acggecacaa gttcagegtg tceggegagg 1800

gcgagggcga tgecacctac ggeaagcetga ccctgaagtt catctgeace accggcaage 1860

tgcecgtgec ctggeccacc ctegtgacca cectgaccta cggegtgeag tgettcagee 1920

gctaccccga ccacatgaag cagcacgact tcttcaagtc cgecatgece gaaggetacg 1980

tccaggagcg caccatcttc ttcaaggacg acggcaacta caagacccge gecgaggtga 2040

agttcgaggg cgacaccctg gtgaaccgca tcgagctgaa gggceatcgac ttcaaggagg 2100

acggcaacat cctggggceac aagctggagt acaactacaa cagccacaac gtctatatca 2160

tggccgacaa gcagaagaac ggcatcaagg tgaacttcaa gatccgecac aacatcgagg 2220

acggcagcgt gcagctcgece gaccactacc agcagaacac ccccategge gacggecccg 2280

tgctgetgece cgacaaccac tacctgagcea cccagtccge cctgagcaaa gaccccaacg 2340

agaagcgcga tcacatggtc ctgetggagt tcgtgaccge cgeegggate actctcggca 2400

tggacgagct gtacaagtcc ggactcagat ctcgagagga ggaggaggag acagacagca 2460

ggatgcccca cctcgacage cccggeaget cccagecgag acgcetectte ctetcaaggg 2520

tgatcagggc agctctaccg ttgcagetgce ttctgetget getgetgete ctggectgee 2580

tgctacctgc ctctgaagat gactacagct gcacccagge caacaacttt geccgatect 2640



tctaccccat getgeggtac accaacggge caccteccac ctagagegct aatcaacctc 2700

tggattacaa aatttgtgaa agattgactg gtattcttaa ctatgttgct ccttttacgc 2760

tatgtggata cgctgcttta atgectttgt atcatgctat tgettceccgt atggetttca 2820

ttttctecte cttgtataaa tectggttge tgtetettta tgaggagtig tggeecgttg 2880

tcaggcaacg tggcgtggtg tgcactgtgt ttgctgacge aacccccact ggttggggeca 2940

ttgccaccac ctgtcagcte ctttccggga ctttegettt cceectecct attgecacgg 3000

cggaactcat cgecgectgce cttgeceget getggacagg ggeteggetg ttgggecactg 3060

acaattccgt ggtgttgtcg gggaaatcat cgtectttcc ttggetgete gectatgttg 3120

ccacctggat tctgegeggg acgtecttct getacgtecc tteggececte aatccagegg 3180

accttectte ccgeggectg ctgeeggete tgeggectct tecgegtett cgecttcgee 3240

ctcagacgag tcggatctcec ctttgggecg cctceececgea gatctacggg tggeatcect 3300

gtgacccctc cccagtgect ctectggecce tggaagttge cactccagtg cccaccagee 3360

ttgtcctaat aaaattaagt tgcatcattt tgtctgacta ggtgtectte tataatatta 3420

tggggtggag ggggetggta tggagcaagg ggcaagttgg gaagacaacc tgtagggect 3480

gcggggtcta ttgggaacca agetggagtg cagtggcaca atcttggete actgcaatct 3540

ccgectectg ggttcaageg attctectge ctcagectee cgagttgttg ggattccagg 3600



catgcatgac caggctcagc taatttttgt ttttttggta gagacggggt ttcaccatat 3660

tggccaggct ggtctccaac tectaatcte aggtgatcta cccaccttgg cctcccaaat 3720

tgctgggatt acaggcegtga accactgctce ccttcectgt ccttctgatt ttgtaggtaa 3780

ccacgtgcgg accgageggc cge

<210> 369
<211>20
<212>DNA

<213> Secuencia Artificial

<220>

<223> Descripcidn de secuencia artificial:

primer

<400> 369

gctaccccga ccacatgaag

<210> 370
<211> 20
<212>DNA

<213> Secuencia Artificial

<220>

<223> Descripcion de secuencia artificial:

primer

3803

20



<400> 370

tcttgtagtt gcegtegtee

<210> 371
<211>292
<212>PRT

<213> Secuencia Artificial

<220>

<223> Descripcion de secuencia artificial:

Polipéptido sintético

<220>
<221> MOD_RES
<222>(8)..(57)

<223> Cualquier amino acido

<220>
<221> MISC_FEATURE

<222> (8)..(57)

<223> Esta region puede abarcar 1-50 residuos

<220>
<221> MOD_RES
<222>(65)..(114)

<223> Cualquier amino acido

<220>

20



<221> MISC_FEATURE
<222>(65)..(114)

<223> Esta region puede abarcar 1-50 residuos

<220>
<221> MOD_RES
<222>(122)..(171)

<223> Cualquier amino acido

<220>
<221> MISC_FEATURE
<222>(122)..(171)

<223> Esta region puede abarcar 1-50 residuos

<220>
<221> MOD_RES
<222>(179)..(228)

<223> Cualquier amino acido

<220>
<221> MISC_FEATURE
<222>(179)..(228)

<223> Esta region puede abarcar 1-50 residuos

<220>
<221> MOD_RES
<222>(236)..(285)

<223> Cualquier amino acido

<220>

<221> MISC_FEATURE



<222>(236)..(285)

<223> Esta regidn puede abarcar 1-50 residuos

<400> 371
Arg Ser Asp Asn Leu Val Arg Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

1 5 10 15

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

20 25 30

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

35 40 45

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa His Arg Thr Thr Leu Thr Asn

50 55 60

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

65 70 75 80

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

85 90 95

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

100 105 110



Xaa Xaa Arg Glu Asp Asn Leu His Thr Xaa Xaa Xaa Xaa Xaa Xaa Xaa

115 120 125

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

130 135 140

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

145 150 155 160

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Thr Ser His Ser Leu

165 170 175

Thr Glu Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

180 185 190

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

195 200 205

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

210 215 220

Xaa Xaa Xaa Xaa GlIn Ser Ser Ser Leu Val Arg Xaa Xaa Xaa Xaa Xaa

225 230 235 240



Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

245 250 255

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

260 265 270

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Arg Glu Asp

275 280 285

Asn Leu His Thr

290

<210> 372
<211>463
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<220>
<221> MOD_RES

<222> (8)..(57)



<223> Cualquier amino acido

<220>
<221> MISC_FEATURE
<222> (8)..(57)

<223> Esta regidn puede abarcar 1-50 residuos

<220>
<221> MOD_RES
<222>(65)..(114)

<223> Cualquier amino acido

<220>
<221> MISC_FEATURE
<222>(65)..(114)

<223> Esta region puede abarcar 1-50 residuos

<220>
<221> MOD_RES
<222>(122)..(171)

<223> Cualquier amino acido

<220>
<221> MISC_FEATURE
<222>(122)..(171)

<223> Esta region puede abarcar 1-50 residuos

<220>
<221> MOD_RES
<222>(179)..(228)

<223> Cualquier amino acido



<220>
<221> MISC_FEATURE
<222>(179)..(228)

<223> Esta regidn puede abarcar 1-50 residuos

<220>
<221> MOD_RES
<222>(236)..(285)

<223> Cualquier amino acido

<220>
<221> MISC_FEATURE
<222>(236)..(285)

<223> Esta region puede abarcar 1-50 residuos

<220>
<221> MOD_RES
<222>(293)..(342)

<223> Cualquier amino acido

<220>
<221> MISC_FEATURE
<222>(293)..(342)

<223> Esta region puede abarcar 1-50 residuos

<220>
<221> MOD_RES
<222>(350)..(399)

<223> Cualquier amino acido



<220>
<221> MISC_FEATURE
<222>(350)..(399)

<223> Esta region puede abarcar 1-50 residuos

<220>
<221> MOD_RES
<222> (407)..(456)

<223> Cualquier amino acido

<220>
<221> MISC_FEATURE
<222> (407)..(456)

<223> Esta region puede abarcar 1-50 residuos

<400> 372
Arg Arg Asp Glu Leu Asn Val Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

1 5 10 15

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

20 25 30

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

35 40 45

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Arg Ser Asp His Leu Thr Asn

50 55 60



Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

65 70 75 80

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

85 90 95

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

100 105 110

Xaa Xaa Arg Ser Asp Asp Leu Val Arg Xaa Xaa Xaa Xaa Xaa Xaa Xaa

115 120 125

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

130 135 140

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

145 150 155 160

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Arg Ser Asp Asn Leu

165 170 175

Val Arg Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

180 185 190



Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

195 200 205

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

210 215 220

Xaa Xaa Xaa Xaa His Arg Thr Thr Leu Thr Asn Xaa Xaa Xaa Xaa Xaa

225 230 235 240

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

245 250 255

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

260 265 270

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Arg Glu Asp

275 280 285

Asn Leu His Thr Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

290 295 300

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa



305 310 315 320

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

325 330 335

Xaa Xaa Xaa Xaa Xaa Xaa Thr Ser His Ser Leu Thr Glu Xaa Xaa Xaa

340 345 350

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

355 360 365

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

370 375 380

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa GIn

385 390 395 400

Ser Ser Ser Leu Val Arg Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

405 410 415

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

420 425 430



Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

435 440 445

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Arg Glu Asp Asn Leu His Thr

450 455 460

<210> 373
<211>9
<212>DNA

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

oligonucledtidos sintéticos

<400> 373

gcgkggecg 9

<210>374
<211>20
<212>DNA

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

primer

<400> 374



Caaaaaagcc acaaaagcct

<210> 375
<211>20
<212>DNA

<213> Secuencia Artificial

<220>

<223> Descripcién de secuencia artificial:

primer

<400> 375

ttagctccge aagaaacatc

<210> 376
<211>292
<212> PRT

<213> Secuencia Artificial

<220>

<223> Descripcion de secuencia artificial:

Polipéptido sintético

<220>
<221> MOD_RES
<222>(8)..(57)

<223> Cualquier amino acido

20

20



<220>
<221> MISC_FEATURE
<222>(8)..(57)

<223> Esta region puede abarcar 1-50 residuos

<220>
<221> MOD_RES
<222> (65)..(114)

<223> Cualquier amino acido

<220>
<221> MISC_FEATURE
<222>(65)..(114)

<223> Esta region puede abarcar 1-50 residuos

<220>
<221> MOD_RES
<222>(122)..(171)

<223> Cualquier amino acido

<220>
<221> MISC_FEATURE
<222>(122)..(171)

<223> Esta region puede abarcar 1-50 residuos

<220>
<221> MOD_RES
<222>(179)..(228)

<223> Cualquier amino acido

<220>



<221> MISC_FEATURE
<222>(179)..(228)

<223> Esta region puede abarcar 1-50 residuos

<220>
<221> MOD_RES
<222>(236)..(285)

<223> Cualquier amino acido

<220>
<221> MISC_FEATURE
<222>(236)..(285)

<223> Esta region puede abarcar 1-50 residuos

<400> 376
Asp Pro Gly Ala Leu Val Arg Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

1 5 10 15

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

20 25 30

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

35 40 45

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Arg Ser Asp Asn Leu Val Arg

50 55 60



Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

65 70 75 80

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

85 90 95

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

100 105 110

Xaa Xaa GlIn Ser Gly Asp Leu Arg Arg Xaa Xaa Xaa Xaa Xaa Xaa Xaa

115 120 125

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

130 135 140

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

145 150 155 160

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Thr His Leu Asp Leu

165 170 175

Ile Arg Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

180 185 190



Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

195 200 205

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

210 215 220

Xaa Xaa Xaa Xaa Thr Ser Gly Asn Leu Val Arg Xaa Xaa Xaa Xaa Xaa

225 230 235 240

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

245 250 255

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

260 265 270

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Arg Ser Asp

275 280 285

Asn Leu Val Arg

290

<210> 377

<211>176



<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 377
Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

1 5 10 15

Phe Ser Thr Ser His Ser Leu Thr Glu His GIn Arg Thr His Thr Gly

20 25 30

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Asp Cys

35 40 45

Arg Asp Leu Ala Arg His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr

50 55 60

Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Thr Thr Gly Asn Leu Thr

65 70 75 80

Val His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu

85 90 95



Cys Gly Lys Ser Phe Ser Asp Pro Gly Ala Leu Val Arg His GIn Arg

100 105 110

Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

115 120 125

Phe Ser Thr His Leu Asp Leu lle Arg His GIn Arg Thr His Thr Gly

130 135 140

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser His Thr

145 150 155 160

Gly His Leu Leu Glu His GIn Arg Thr His Thr Gly Lys Lys Thr Ser

165 170 175

<210> 378
<211>192
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 378



Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

1 5 10 15

Phe Ser Arg Asn Asp Thr Leu Thr Glu His GIn Arg Thr His Thr Gly

20 25 30

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Asp Pro

35 40 45

Gly Ala Leu Val Arg His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr

50 55 60

Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Thr Ser Gly Glu Leu Val

65 70 75 80

Arg His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu

85 90 95

Cys Gly Lys Ser Phe Ser Arg Ser Asp Asn Leu Val Arg His GIn Arg

100 105 110

Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

115 120 125



Phe Ser Thr Ser Gly Glu Leu Val Arg His GIn Arg Thr His Thr Gly

130 135 140

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Thr Lys

145 150 155 160

Asn Ser Leu Thr Glu His GIn Arg Thr His Thr Gly Lys Lys Thr Ser

165 170 175

Lys Arg Pro Ala Ala Thr Lys Lys Ala Gly GIn Ala Lys Lys Lys Lys

180 185 190

<210>379
<211>204
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcidn de secuencia artificial:

Polipéptido sintético

<400> 379
Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

1 5 10 15



Phe Ser Thr Ser Gly Asn Leu Thr Glu His GIn Arg Thr His Thr Gly

20 25 30

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Ala

35 40 45

Asp Asn Leu Thr Glu His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr

50 55 60

Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Ser Pro Ala Asp Leu Thr

65 70 75 80

Arg His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu

85 90 95

Cys Gly Lys Ser Phe Ser GIn Ser Ser Asn Leu Val Arg His GIn Arg

100 105 110

Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

115 120 125

Phe Ser GIn Arg Ala Asn Leu Arg Ala His GIn Arg Thr His Thr Gly

130 135 140



Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser GIn Leu

145 150 155 160

Ala His Leu Arg Ala His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr

165 170 175

Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser His Arg Thr Thr Leu Thr

180 185 190

Asn His GIn Arg Thr His Thr Gly Lys Lys Thr Ser

195 200

<210> 380
<211>176
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcidn de secuencia artificial:

Polipéptido sintético

<400> 380
Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

1 5 10 15



Phe Ser Ser Pro Ala Asp Leu Thr Arg His GIn Arg Thr His Thr Gly

20 25 30

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Asp Ser

35 40 45

Gly Asn Leu Arg Val His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr

50 55 60

Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser GIn Leu Ala His Leu Arg

65 70 75 80

Ala His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu

85 90 95

Cys Gly Lys Ser Phe Ser GIn Arg Ala Asn Leu Arg Ala His GIn Arg

100 105 110

Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

115 120 125

Phe Ser Arg Glu Asp Asn Leu His Thr His GIn Arg Thr His Thr Gly

130 135 140



Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Ser

145 150 155 160

Asp Asn Leu Val Arg His GIn Arg Thr His Thr Gly Lys Lys Thr Ser

165 170 175

<210> 381
<211>176
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 381
Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

1 5 10 15

Phe Ser Ser Pro Ala Asp Leu Thr Arg His GIn Arg Thr His Thr Gly

20 25 30

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Asp Ser

35 40 45



Gly Asn Leu Arg Val His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr

50 55 60

Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Gln Leu Ala His Leu Arg

65 70 75 80

Ala His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu

85 90 95

Cys Gly Lys Ser Phe Ser GlIn Arg Ala Asn Leu Arg Ala His GIn Arg

100 105 110

Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

115 120 125

Phe Ser Arg Glu Asp Asn Leu His Thr His GIn Arg Thr His Thr Gly

130 135 140

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Ser

145 150 155 160

Asp Asn Leu Val Arg His GIn Arg Thr His Thr Gly Lys Lys Thr Ser

165 170 175



<210> 382
<211>176
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 382
Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

1 5 10 15

Phe Ser Ser Pro Ala Asp Leu Thr Arg His GlIn Arg Thr His Thr Gly

20 25 30

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Asp Ser

35 40 45

Gly Asn Leu Arg Val His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr

50 55 60

Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser GIn Leu Ala His Leu Arg

65 70 75 80



Ala His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu

85 90 95

Cys Gly Lys Ser Phe Ser GIn Arg Ala Asn Leu Arg Ala His GIn Arg

100 105 110

Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

115 120 125

Phe Ser Arg Glu Asp Asn Leu His Thr His GIn Arg Thr His Thr Gly

130 135 140

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Ser

145 150 155 160

Asp Asn Leu Val Arg His GIn Arg Thr His Thr Gly Lys Lys Thr Ser

165 170 175

<210>383
<211>176
<212> PRT

<213> Secuencia Artificial

<220>

<223> Descripcion de secuencia artificial:



Polipéptido sintético

<400> 383
Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

1 5 10 15

Phe Ser Ser Pro Ala Asp Leu Thr Arg His GIn Arg Thr His Thr Gly

20 25 30

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Asp Ser

35 40 45

Gly Asn Leu Arg Val His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr

50 55 60

Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser GIn Leu Ala His Leu Arg

65 70 75 80

Ala His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu

85 90 95

Cys Gly Lys Ser Phe Ser GIn Arg Ala Asn Leu Arg Ala His GIn Arg

100 105 110



Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

115 120 125

Phe Ser Arg Glu Asp Asn Leu His Thr His GIn Arg Thr His Thr Gly

130 135 140

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Ser

145 150 155 160

Asp Asn Leu Val Arg His GIn Arg Thr His Thr Gly Lys Lys Thr Ser

165 170 175

<210> 384
<211> 260
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 384

Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

1 5 10 15

Phe Ser Thr Ser His Ser Leu Thr Glu His GIn Arg Thr His Thr Gly



20 25 30

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser His Lys
35 40 45

Asn Ala Leu GIn Asn His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr

50 55 60

Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Glu Arg Ser His Leu Arg

65 70 75 80

Glu His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu

85 90 95

Cys Gly Lys Ser Phe Ser Ser Lys Lys Ala Leu Thr Glu His GIn Arg

100 105 110

Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

115 120 125

Phe Ser GIn Arg Ala Asn Leu Arg Ala His GIn Arg Thr His Thr Gly

130 135 140



Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Lys

145 150 155 160

Asp Asn Leu Lys Asn His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr

165 170 175

Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Gln Ser Ser Asn Leu Val

180 185 190

Arg His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu

195 200 205

Cys Gly Lys Ser Phe Ser GIn Ser Ser Ser Leu Val Arg His GIn Arg

210 215 220

Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

225 230 235 240

Phe Ser GIn Ala Gly His Leu Ala Ser His GIn Arg Thr His Thr Gly

245 250 255

Lys Lys Thr Ser

260



<210> 385
<211>190
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 385
Arg Lys Tyr Pro Asn Arg Pro Ser Lys Thr Pro Pro His Glu Arg Pro

1 5 10 15

Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser Ser Pro Ala

20 25 30

Asp Leu Thr Arg His lle Arg lle His Thr Gly GIn Lys Pro Phe GIn

35 40 45

Cys Arg lle Cys Met Arg Asn Phe Ser Asp Ser Gly Asn Leu Arg Val

50 55 60

His Ile Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp lle Cys

65 70 75 80



Gly Arg Lys Phe Ala GIn Leu Ala His Leu Arg Ala His Thr Lys lle

85 90 95

His Leu Arg GIn Lys Asp Arg Pro Tyr Ala Cys Pro Val Glu Ser Cys

100 105 110

Asp Arg Arg Phe Ser GIn Arg Ala Asn Leu Arg Ala His lle Arg lle

115 120 125

His Thr Gly GIn Lys Pro Phe GIn Cys Arg lle Cys Met Arg Asn Phe

130 135 140

Ser Arg Glu Asp Asn Leu His Thr His lle Arg Thr His Thr Gly Glu

145 150 155 160

Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys Phe Ala Arg Ser Asp

165 170 175

Asn Leu Val Arg His Thr Lys lle His Leu Arg GIn Lys Asp

180 185 190

<210> 386
<211>191

<212> PRT



<213> Secuencia Artificial

<220>
<223> Descripcidn de secuencia artificial:

Polipéptido sintético

<400> 386
Arg Lys Tyr Pro Asn Arg Pro Ser Lys Thr Pro Pro His Glu Arg Pro

1 5 10 15

Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser Ser Pro Ala

20 25 30

Asp Leu Thr Arg His lle Arg lle His Thr Gly GIn Lys Pro Phe GIn

35 40 45

Cys Arg lle Cys Met Arg Asn Phe Ser Asp Ser Gly Asn Leu Arg Val

50 55 60

His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp lle Cys

65 70 75 80

Gly Arg Lys Phe Ala GIn Leu Ala His Leu Arg Ala His Thr Lys lle

85 90 95



His Leu Arg GIn Lys Asp Arg Pro Tyr Ala Cys Pro Val Glu Ser Cys

100 105 110

Asp Arg Arg Phe Ser GIn Arg Ala Asn Leu Arg Ala His lle Arg lle

115 120 125

His Thr Gly GIn Lys Pro Phe GIn Cys Arg lle Cys Met Arg Asn Phe

130 135 140

Ser Arg Glu Asp Asn Leu His Thr His Ile Arg Thr His Thr Gly Glu

145 150 155 160

Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys Phe Ala Arg Ser Asp

165 170 175

Asn Leu Val Arg His Thr Lys lle His Leu Arg GIn Lys Asp Lys

180 185 190

<210>387
<211>172
<212> PRT

<213> Secuencia Artificial

<220>

<223> Descripcion de secuencia artificial:



Polipéptido sintético

<400> 387
His Ala Cys Pro Ala Glu Gly Cys Asp Arg Arg Phe Ser Ser Pro Ala

1 5 10 15

Asp Leu Thr Arg His Leu Arg lle His Thr Gly His Lys Pro Phe GIn

20 25 30

Cys Arg lle Cys Met Arg Ser Phe Ser Asp Ser Gly Asn Leu Arg Val

35 40 45

His Ile Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Glu Phe Cys

50 55 60

Gly Arg Lys Phe Ala GIn Leu Ala His Leu Arg Ala His Ala Lys lle

65 70 75 80

His Leu Lys GIn Lys Glu His Ala Cys Pro Ala Glu Gly Cys Asp Arg

85 90 95

Arg Phe Ser GIn Arg Ala Asn Leu Arg Ala His Leu Arg lle His Thr

100 105 110



Gly His Lys Pro Phe GIn Cys Arg lle Cys Met Arg Ser Phe Ser Arg

115 120 125

Glu Asp Asn Leu His Thr His lle Arg Thr His Thr Gly Glu Lys Pro

130 135 140

Phe Ala Cys Glu Phe Cys Gly Arg Lys Phe Ala Arg Ser Asp Asn Leu

145 150 155 160

Val Arg His Ala Lys lle His Leu Lys GIn Lys Glu

165 170

<210> 388
<211>172
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 388

His Ala Cys Pro Ala Glu Gly Cys Asp Arg Arg Phe Ser Ser Pro Ala

1 5 10 15

Asp Leu Thr Arg His Leu Arg lle His Thr Gly His Lys Pro Phe GIn



20 25 30

Cys Arg lle Cys Met Arg Ser Phe Ser Asp Ser Gly Asn Leu Arg Val

35 40 45

His Ile Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Glu Phe Cys

50 55 60

Gly Arg Lys Phe Ala GIn Leu Ala His Leu Arg Ala His Ala Lys lle

65 70 75 80

His Leu Lys GIn Lys Glu His Ala Cys Pro Ala Glu Gly Cys Asp Arg

85 90 95

Arg Phe Ser GIn Arg Ala Asn Leu Arg Ala His Leu Arg lle His Thr

100 105 110

Gly His Lys Pro Phe GIn Cys Arg lle Cys Met Arg Ser Phe Ser Arg

115 120 125

Glu Asp Asn Leu His Thr His lle Arg Thr His Thr Gly Glu Lys Pro

130 135 140



Phe Ala Cys Glu Phe Cys Gly Arg Lys Phe Ala Arg Ser Asp Asn Leu

145 150 155 160

Val Arg His Ala Lys lle His Leu Lys GIn Lys Glu

165 170

<210> 389
<211>172
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 389

His Ala Cys Pro Ala Glu Gly Cys Asp Arg Arg Phe Ser Ser Pro Ala

1 5 10 15

Asp Leu Thr Arg His Leu Arg lle His Thr Gly His Lys Pro Phe GIn

20 25 30

Cys Arg lle Cys Met Arg Ser Phe Ser Asp Ser Gly Asn Leu Arg Val

35 40 45

His Ile Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Glu Phe Cys



50 55 60

Gly Arg Lys Phe Ala GIn Leu Ala His Leu Arg Ala His Ala Lys lle

65 70 75 80

His Leu Lys GIn Lys Glu His Ala Cys Pro Ala Glu Gly Cys Asp Arg

85 90 95

Arg Phe Ser GIn Arg Ala Asn Leu Arg Ala His Leu Arg lle His Thr

100 105 110

Gly His Lys Pro Phe GIn Cys Arg lle Cys Met Arg Ser Phe Ser Arg

115 120 125

Glu Asp Asn Leu His Thr His lle Arg Thr His Thr Gly Glu Lys Pro

130 135 140

Phe Ala Cys Glu Phe Cys Gly Arg Lys Phe Ala Arg Ser Asp Asn Leu

145 150 155 160

Val Arg His Ala Lys lle His Leu Lys GIn Lys Glu

165 170



<210>390
<211>184
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcidn de secuencia artificial:

Polipéptido sintético

<400> 390

Met Ala Asp His Leu Met Leu Ala Glu Gly Tyr Arg Leu Val GIn Arg

1 5 10 15

Pro Pro Ser Ala Ala Ala Ala His Gly Pro His Ala Leu Arg Thr Leu

20 25 30

Pro Pro Tyr Ala Gly Pro Gly Leu Asp Ser Gly Leu Arg Pro Arg Gly

35 40 45

Ala Pro Leu Gly Pro Pro Pro Pro Arg GIn Pro Gly Ala Leu Ala Tyr

50 55 60

Gly Ala Phe Gly Pro Pro Ser Ser Phe GIn Pro Phe Pro Ala Val Pro

65 70 75 80

Pro Pro Ala Ala Gly lle Ala His Leu GIn Pro Val Ala Thr Pro Tyr



85 90 95

Pro Gly Arg Ala Ala Ala Pro Pro Asn Ala Pro Gly Gly Pro Pro Gly

100 105 110

Pro GIn Pro Ala Pro Ser Ala Ala Ala Pro Pro Pro Pro Ala His Ala

115 120 125

Leu Gly Gly Met Asp Ala Glu Leu lle Asp Glu Glu Ala Leu Thr Ser

130 135 140

Leu Glu Leu Glu Leu Gly Leu His Arg Val Arg Glu Leu Pro Glu Leu

145 150 155 160

Phe Leu Gly GIn Ser Glu Phe Asp Cys Phe Ser Asp Leu Gly Ser Ala

165 170 175

Pro Pro Ala Gly Ser Val Ser Cys

180

<210>391
<211>204
<212> PRT

<213> Secuencia Artificial



<220>
<223> Descripcidn de secuencia artificial:

Polipéptido sintético

<400> 391

Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

1 5 10 15

Phe Ser Asp Pro Gly His Leu Val Arg His GIn Arg Thr His Thr Gly

20 25 30

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Thr Lys

35 40 45

Asn Ser Leu Thr Glu His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr

50 55 60

Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Asn Asp Ala Leu Thr

65 70 75 80

Glu His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu

85 90 95

Cys Gly Lys Ser Phe Ser Glu Arg Ser His Leu Arg Glu His GIn Arg



100 105 110

Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

115 120 125

Phe Ser Ser Lys Lys His Leu Ala Glu His GIn Arg Thr His Thr Gly

130 135 140

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Thr His

145 150 155 160

Leu Asp Leu lle Arg His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr

165 170 175

Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser GIn Ser Gly Asn Leu Thr

180 185 190

Glu His GIn Arg Thr His Thr Gly Lys Lys Thr Ser

195 200

<210>392
<211>176
<212> PRT

<213> Secuencia Artificial



<220>
<223> Descripcidn de secuencia artificial:

Polipéptido sintético

<400> 392

Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

1 5 10 15

Phe Ser Ser Arg Arg Thr Cys Arg Ala His GIn Arg Thr His Thr Gly

20 25 30

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Thr Thr

35 40 45

Gly Ala Leu Thr Glu His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr

50 55 60

Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Ser Asp Glu Leu Val

65 70 75 80

Arg His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu

85 90 95

Cys Gly Lys Ser Phe Ser Arg Asn Asp Ala Leu Thr Glu His GIn Arg



100 105 110

Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

115 120 125

Phe Ser GIn Ser Gly Asp Leu Arg Arg His GIn Arg Thr His Thr Gly

130 135 140

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Thr Ser

145 150 155 160

His Ser Leu Thr Glu His GIn Arg Thr His Thr Gly Lys Lys Thr Ser

165 170 175

<210>393
<211>176
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 393
Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

1 5 10 15



Phe Ser Arg Lys Asp Asn Leu Lys Asn His GIn Arg Thr His Thr Gly

20 25 30

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Asp Pro

35 40 45

Gly Ala Leu Val Arg His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr

50 55 60

Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Glu Asp Asn Leu His

65 70 75 80

Thr His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu

85 90 95

Cys Gly Lys Ser Phe Ser Asp Pro Gly Ala Leu Val Arg His GIn Arg

100 105 110

Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

115 120 125

Phe Ser Thr Ser Gly Glu Leu Val Arg His GIn Arg Thr His Thr Gly



130 135 140

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Lys

145 150 155 160

Asp Asn Leu Lys Asn His GIn Arg Thr His Thr Gly Lys Lys Thr Ser

165 170 175

<210>394
<211>176
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcidn de secuencia artificial:

Polipéptido sintético

<400> 394
Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

1 5 10 15

Phe Ser Arg Ser Asp Asn Leu Val Arg His GIn Arg Thr His Thr Gly

20 25 30

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Glu

35 40 45



Asp Asn Leu His Thr His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr

50 55 60

Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Ser Asp Glu Leu Val

65 70 75 80

Arg His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu

85 90 95

Cys Gly Lys Ser Phe Ser GIn Ser Gly Asn Leu Thr Glu His GIn Arg

100 105 110

Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

115 120 125

Phe Ser Thr Ser Gly His Leu Val Arg His GIn Arg Thr His Thr Gly

130 135 140

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser GIn Asn

145 150 155 160

Ser Thr Leu Thr Glu His GIn Arg Thr His Thr Gly Lys Lys Thr Ser



165 170 175

<210> 395
<211>232
<212>PRT

<213> Secuencia Artificial

<220>
<223> Descripcién de secuencia artificial:

Polipéptido sintético

<400> 395
Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

1 5 10 15

Phe Ser Ser Lys Lys Ala Leu Thr Glu His GIn Arg Thr His Thr Gly

20 25 30

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Ser Pro

35 40 45

Ala Asp Leu Thr Arg His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr

50 55 60

Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Ser Asp Asn Leu Val

65 70 75 80



Arg His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu

85 90 95

Cys Gly Lys Ser Phe Ser Arg Glu Asp Asn Leu His Thr His GIn Arg

100 105 110

Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

115 120 125

Phe Ser Arg Ser Asp Glu Leu Val Arg His GIn Arg Thr His Thr Gly

130 135 140

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser GIn Ser

145 150 155 160

Gly Asn Leu Thr Glu His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr

165 170 175

Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Thr Ser Gly His Leu Val

180 185 190

Arg His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu



195 200 205

Cys Gly Lys Ser Phe Ser GIn Asn Ser Thr Leu Thr Glu His GIn Arg

210 215 220

Thr His Thr Gly Lys Lys Thr Ser

225 230

<210> 396
<211>176
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcidn de secuencia artificial:

Polipéptido sintético

<400> 396
Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

1 5 10 15

Phe Ser Ser Pro Ala Asp Leu Thr Arg His GIn Arg Thr His Thr Gly

20 25 30

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Ser

35 40 45



Asp Asn Leu Val Arg His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr

50 55 60

Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Glu Asp Asn Leu His

65 70 75 80

Thr His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu

85 90 95

Cys Gly Lys Ser Phe Ser Arg Ser Asp Glu Leu Val Arg His GIn Arg

100 105 110

Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

115 120 125

Phe Ser GIn Ser Gly Asn Leu Thr Glu His GIn Arg Thr His Thr Gly

130 135 140

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Thr Ser

145 150 155 160

Gly His Leu Val Arg His GIn Arg Thr His Thr Gly Lys Lys Thr Ser



165 170 175

<210> 397
<211>176
<212>PRT

<213> Secuencia Artificial

<220>
<223> Descripcién de secuencia artificial:

Polipéptido sintético

<400> 397
Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

1 5 10 15

Phe Ser Ser Lys Lys Ala Leu Thr Glu His GIn Arg Thr His Thr Gly

20 25 30

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Ser Pro

35 40 45

Ala Asp Leu Thr Arg His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr

50 55 60

Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Ser Asp Asn Leu Val

65 70 75 80



Arg His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu

85 90 95

Cys Gly Lys Ser Phe Ser Arg Glu Asp Asn Leu His Thr His GIn Arg

100 105 110

Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

115 120 125

Phe Ser Arg Ser Asp Glu Leu Val Arg His GIn Arg Thr His Thr Gly

130 135 140

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser GIn Ser

145 150 155 160

Gly Asn Leu Thr Glu His GIn Arg Thr His Thr Gly Lys Lys Thr Ser

165 170 175

<210>398
<211>232
<212> PRT

<213> Secuencia Artificial



<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 398
Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

1 5 10 15

Phe Ser Asp Cys Arg Asp Leu Ala Arg His GIn Arg Thr His Thr Gly

20 25 30

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Asn

35 40 45

Asp Ala Leu Thr Glu His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr

50 55 60

Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Asn Asp Ala Leu Thr

65 70 75 80

Glu His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu

85 90 95

Cys Gly Lys Ser Phe Ser Ser Pro Ala Asp Leu Thr Arg His GIn Arg

100 105 110



Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

115 120 125

Phe Ser Asp Pro Gly Asn Leu Val Arg His GIn Arg Thr His Thr Gly

130 135 140

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser GIn Arg

145 150 155 160

Ala His Leu Glu Arg His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr

165 170 175

Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser GIn Ser Ser Ser Leu Val

180 185 190

Arg His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu

195 200 205

Cys Gly Lys Ser Phe Ser His Arg Thr Thr Leu Thr Asn His GIn Arg

210 215 220

Thr His Thr Gly Lys Lys Thr Ser



225 230

<210> 399
<211>176
<212>PRT

<213> Secuencia Artificial

<220>
<223> Descripcién de secuencia artificial:

Polipéptido sintético

<400> 399
Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

1 5 10 15

Phe Ser Arg Asn Asp Ala Leu Thr Glu His GIn Arg Thr His Thr Gly

20 25 30

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Ser Pro

35 40 45

Ala Asp Leu Thr Arg His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr

50 55 60

Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Asp Pro Gly Asn Leu Val

65 70 75 80



Arg His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu

85 90 95

Cys Gly Lys Ser Phe Ser GlIn Arg Ala His Leu Glu Arg His GIn Arg

100 105 110

Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

115 120 125

Phe Ser GIn Ser Ser Ser Leu Val Arg His GIn Arg Thr His Thr Gly

130 135 140

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser His Arg

145 150 155 160

Thr Thr Leu Thr Asn His GIn Arg Thr His Thr Gly Lys Lys Thr Ser

165 170 175

<210> 400
<211>176
<212> PRT

<213> Secuencia Artificial



<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 400
Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

1 5 10 15

Phe Ser Thr Lys Asn Ser Leu Thr Glu His GIn Arg Thr His Thr Gly

20 25 30

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Ala

35 40 45

Asp Asn Leu Thr Glu His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr

50 55 60

Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser GIn Leu Ala His Leu Arg

65 70 75 80

Ala His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu

85 90 95

Cys Gly Lys Ser Phe Ser Thr Lys Asn Ser Leu Thr Glu His GIn Arg

100 105 110



Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

115 120 125

Phe Ser GIn Ala Gly His Leu Ala Ser His GIn Arg Thr His Thr Gly

130 135 140

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Thr His

145 150 155 160

Leu Asp Leu lle Arg His GIn Arg Thr His Thr Gly Lys Lys Thr Ser

165 170 175

<210> 401
<211>204
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 401
Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

1 5 10 15



Phe Ser Arg Asn Asp Ala Leu Thr Glu His GIn Arg Thr His Thr Gly

20 25 30

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Asp Pro

35 40 45

Gly His Leu Val Arg His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr

50 55 60

Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Thr Ser Gly Glu Leu Val

65 70 75 80

Arg His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu

85 90 95

Cys Gly Lys Ser Phe Ser Thr His Leu Asp Leu lle Arg His GIn Arg

100 105 110

Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

115 120 125

Phe Ser Ser Lys Lys Ala Leu Thr Glu His GIn Arg Thr His Thr Gly

130 135 140



Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser GIn Leu

145 150 155 160

Ala His Leu Arg Ala His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr

165 170 175

Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Ser Asp His Leu Thr

180 185 190

Asn His GIn Arg Thr His Thr Gly Lys Lys Thr Ser

195 200

<210> 402
<211>176
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 402
Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

1 5 10 15



Phe Ser Arg Ser Asp Asn Leu Val Arg His GIn Arg Thr His Thr Gly

20 25 30

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser His Arg

35 40 45

Thr Thr Leu Thr Asn His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr

50 55 60

Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Glu Asp Asn Leu His

65 70 75 80

Thr His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu

85 90 95

Cys Gly Lys Ser Phe Ser Thr Ser His Ser Leu Thr Glu His GIn Arg

100 105 110

Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

115 120 125

Phe Ser GIn Ser Ser Ser Leu Val Arg His GIn Arg Thr His Thr Gly

130 135 140



Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Glu

145 150 155 160

Asp Asn Leu His Thr His GIn Arg Thr His Thr Gly Lys Lys Thr Ser

165 170 175

<210> 403
<211>176
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcidn de secuencia artificial:

Polipéptido sintético

<400> 403
Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

1 5 10 15

Phe Ser Asp Pro Gly Ala Leu Val Arg His GIn Arg Thr His Thr Gly

20 25 30

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Ser

35 40 45



Asp Asn Leu Val Arg His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr

50 55 60

Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Gln Ser Gly Asp Leu Arg

65 70 75 80

Arg His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu

85 90 95

Cys Gly Lys Ser Phe Ser Thr His Leu Asp Leu lle Arg His GIn Arg

100 105 110

Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

115 120 125

Phe Ser Thr Ser Gly Asn Leu Val Arg His GIn Arg Thr His Thr Gly

130 135 140

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Ser

145 150 155 160

Asp Asn Leu Val Arg His GIn Arg Thr His Thr Gly Lys Lys Thr Ser

165 170 175



<210> 404
<211>176
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 404
Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

1 5 10 15

Phe Ser GIn Ala Gly His Leu Ala Ser His GIn Arg Thr His Thr Gly

20 25 30

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Glu

35 40 45

Asp Asn Leu His Thr His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr

50 55 60

Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Thr Ser Gly Asn Leu Thr

65 70 75 80



Glu His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu

85 90 95

Cys Gly Lys Ser Phe Ser Thr His Leu Asp Leu lle Arg His GIn Arg

100 105 110

Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

115 120 125

Phe Ser GIn Lys Ser Ser Leu lle Ala His GIn Arg Thr His Thr Gly

130 135 140

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser GIn Ala

145 150 155 160

Gly His Leu Ala Ser His GIn Arg Thr His Thr Gly Lys Lys Thr Ser

165 170 175

<210> 405
<211>176
<212> PRT

<213> Secuencia Artificial

<220>



<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 405
Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

1 5 10 15

Phe Ser Thr Thr Gly Asn Leu Thr Val His GIn Arg Thr His Thr Gly

20 25 30

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Thr Ser

35 40 45

Gly Glu Leu Val Arg His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr

50 55 60

Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Glu Asp Asn Leu His

65 70 75 80

Thr His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu

85 90 95

Cys Gly Lys Ser Phe Ser Thr Ser Gly Asn Leu Thr Glu His GIn Arg

100 105 110



Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

115 120 125

Phe Ser GIn Ser Ser Ser Leu Val Arg His GIn Arg Thr His Thr Gly

130 135 140

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser GIn Arg

145 150 155 160

Ala Asn Leu Arg Ala His GIn Arg Thr His Thr Gly Lys Lys Thr Ser

165 170 175

<210> 406
<211>198
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcidn de secuencia artificial:

Polipéptido sintético

<400> 406
Arg Lys Tyr Pro Asn Arg Pro Ser Lys Thr Pro Pro His Glu Arg Pro

1 5 10 15



Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser Arg Ser Asp

20 25 30

Asn Leu Val Arg His lle Arg lle His Thr Gly GIn Lys Pro Phe GIn

35 40 45

Cys Arg lle Cys Met Arg Asn Phe Ser His Arg Thr Thr Leu Thr Asn

50 55 60

His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp lle Cys

65 70 75 80

Gly Arg Lys Phe Ala Arg Glu Asp Asn Leu His Thr His Thr Lys lle

85 90 95

His Leu Arg GIn Lys Asp Arg Pro Tyr Ala Cys Pro Val Glu Ser Cys

100 105 110

Asp Arg Arg Phe Ser Thr Ser His Ser Leu Thr Glu His lle Arg lle

115 120 125

His Thr Gly GIn Lys Pro Phe GIn Cys Arg lle Cys Met Arg Asn Phe

130 135 140



Ser GIn Ser Ser Ser Leu Val Arg His lle Arg Thr His Thr Gly Glu

145 150 155 160

Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys Phe Ala Arg Glu Asp

165 170 175

Asn Leu His Thr His Thr Lys Ile His Leu Arg GIn Lys Asp Lys Lys

180 185 190

Ala Asp Lys Ser Val Val

195

<210> 407
<211>630
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcidn de secuencia artificial:

Polipéptido sintético

<400> 407
Ala Ala Ala Lys Ala Glu Met GIn Leu Met Ser Pro Leu Gln lle Ser

1 5 10 15



Asp Pro Phe Gly Ser Phe Pro His Ser Pro Thr Met Asp Asn Tyr Pro

20 25 30

Lys Leu Glu Glu Met Met Leu Leu Ser Asn Gly Ala Pro GIn Phe Leu

35 40 45

Gly Ala Ala Gly Ala Pro Glu Gly Ser Gly Ser Asn Ser Ser Ser Ser

50 55 60

Ser Ser Gly Gly Gly Gly Gly Gly Gly Gly Gly Ser Asn Ser Ser Ser

65 70 75 80

Ser Ser Ser Thr Phe Asn Pro GIn Ala Asp Thr Gly Glu GIn Pro Tyr

85 90 95

Glu His Leu Thr Ala Glu Ser Phe Pro Asp lle Ser Leu Asn Asn Glu

100 105 110

Lys Val Leu Val Glu Thr Ser Tyr Pro Ser GIn Thr Thr Arg Leu Pro

115 120 125

Pro Ile Thr Tyr Thr Gly Arg Phe Ser Leu Glu Pro Ala Pro Asn Ser

130 135 140



Gly Asn Thr Leu Trp Pro Glu Pro Leu Phe Ser Leu Val Ser Gly Leu

145 150 155 160

Val Ser Met Thr Asn Pro Pro Ala Ser Ser Ser Ser Ala Pro Ser Pro

165 170 175

Ala Ala Ser Ser Ala Ser Ala Ser GlIn Ser Pro Pro Leu Ser Cys Ala

180 185 190

Val Pro Ser Asn Asp Ser Ser Pro lle Tyr Ser Ala Ala Pro Thr Phe

195 200 205

Pro Thr Pro Asn Thr Asp lle Phe Pro Glu Pro Gln Ser GIn Ala Phe

210 215 220

Pro Gly Ser Ala Gly Thr Ala Leu GIn Tyr Pro Pro Pro Ala Tyr Pro

225 230 235 240

Ala Ala Lys Gly Gly Phe GIn Val Pro Met lle Pro Asp Tyr Leu Phe

245 250 255

Pro GIn GIn GIn Gly Asp Leu Gly Leu Gly Thr Pro Asp GIn Lys Pro

260 265 270



Phe GIn Gly Leu Glu Ser Arg Thr GIn GIn Pro Ser Leu Thr Pro Leu

275 280 285

Ser Thr lle Lys Ala Phe Ala Thr GIn Ser Gly Ser GIn Asp Leu Lys

290 295 300

Ala Leu Asn Thr Ser Tyr GIn Ser GIn Leu lle Lys Pro Ser Arg Met

305 310 315 320

Arg Lys Tyr Pro Asn Arg Pro Ser Lys Thr Pro Pro His Glu Arg Pro

325 330 335

Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser Arg Ser Asp

340 345 350

Asn Leu Val Arg His lle Arg lle His Thr Gly GIn Lys Pro Phe GIn

355 360 365

Cys Arg lle Cys Met Arg Asn Phe Ser Arg Glu Asp Asn Leu His Thr

370 375 380

His Ile Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp lle Cys



385 390 395 400

Gly Arg Lys Phe Ala Arg Ser Asp Glu Leu Val Arg His Thr Lys lle

405 410 415

His Leu Arg GIn Lys Asp Arg Pro Tyr Ala Cys Pro Val Glu Ser Cys

420 425 430

Asp Arg Arg Phe Ser GIn Ser Gly Asn Leu Thr Glu His lle Arg lle

435 440 445

His Thr Gly GIn Lys Pro Phe GIn Cys Arg lle Cys Met Arg Asn Phe

450 455 460

Ser Thr Ser Gly His Leu Val Arg His lle Arg Thr His Thr Gly Glu

465 470 475 480

Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys Phe Ala GIn Asn Ser

485 490 495

Thr Leu Thr Glu His Thr Lys lle His Leu Arg GIn Lys Asp Lys Lys

500 505 510



Ala Asp Lys Ser Val Val Ala Ser Ser Ala Thr Ser Ser Leu Ser Ser

515 520 525

Tyr Pro Ser Pro Val Ala Thr Ser Tyr Pro Ser Pro Val Thr Thr Ser

530 535 540

Tyr Pro Ser Pro Ala Thr Thr Ser Tyr Pro Ser Pro Val Pro Thr Ser

545 550 555 560

Phe Ser Ser Pro Gly Ser Ser Thr Tyr Pro Ser Pro Val His Ser Gly

565 570 575

Phe Pro Ser Pro Ser Val Ala Thr Thr Tyr Ser Ser Val Pro Pro Ala

580 585 590

Phe Pro Ala GIn Val Ser Ser Phe Pro Ser Ser Ala Val Thr Asn Ser

595 600 605

Phe Ser Ala Ser Thr Gly Leu Ser Asp Met Thr Ala Thr Phe Ser Pro

610 615 620

Arg Thr lle Glu lle Cys

625 630



<210> 408
<211> 264
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 408
Arg Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser Asp

1 5 10 15

Pro Gly Ala Leu Val Arg His lle Arg lle His Thr Gly GIn Lys Pro

20 25 30

Phe GIn Cys Arg lle Cys Met Arg Asn Phe Ser Arg Ser Asp Asn Leu

35 40 45

Val Arg His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp

50 55 60

Ile Cys Gly Arg Lys Phe Ala GIn Ser Gly Asp Leu Arg Arg His Thr

65 70 75 80



Lys lle His Leu Arg GIn Lys Asp Arg Pro Tyr Ala Cys Pro Val Glu

85 90 95

Ser Cys Asp Arg Arg Phe Ser Thr His Leu Asp Leu lle Arg His lle

100 105 110

Arg lle His Thr Gly GIn Lys Pro Phe GIn Cys Arg lle Cys Met Arg

115 120 125

Asn Phe Ser Thr Ser Gly Asn Leu Val Arg His lle Arg Thr His Thr

130 135 140

Gly Glu Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys Phe Ala Arg

145 150 155 160

Ser Asp Asn Leu Val Arg His Thr Lys lle His Leu Arg Gin Lys Asp

165 170 175

Arg Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser GIn

180 185 190

Ser Gly His Leu Thr Glu His lle Arg lle His Thr Gly GIn Lys Pro

195 200 205



Phe GIn Cys Arg lle Cys Met Arg Asn Phe Ser Glu Arg Ser His Leu

210 215 220

Arg Glu His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp

225 230 235 240

Ile Cys Gly Arg Lys Phe Ala GIn Ala Gly His Leu Ala Ser His Thr

245 250 255

Lys lle His Leu Arg GIn Lys Asp

260

<210> 409
<211>194
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcidn de secuencia artificial:

Polipéptido sintético

<400> 409
Arg Lys Tyr Pro Asn Arg Pro Ser Lys Thr Pro Pro His Glu Arg Pro

1 5 10 15



Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser Arg Ser Asp

20 25 30

Asn Leu Val Arg His lle Arg lle His Thr Gly GIn Lys Pro Phe GIn

35 40 45

Cys Arg lle Cys Met Arg Asn Phe Ser Arg Glu Asp Asn Leu His Thr

50 55 60

His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp lle Cys

65 70 75 80

Gly Arg Lys Phe Ala Arg Ser Asp Glu Leu Val Arg His lle Arg Thr

85 90 95

His Thr Gly Glu Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys Phe

100 105 110

Ser GIn Ser Gly Asn Leu Thr Glu His lle Arg lle His Thr Gly GIn

115 120 125

Lys Pro Phe GIn Cys Arg lle Cys Met Arg Asn Phe Ser Thr Ser Gly

130 135 140



His Leu Val Arg His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala

145 150 155 160

Cys Asp lle Cys Gly Arg Lys Phe Ala GIn Asn Ser Thr Leu Thr Glu

165 170 175

His Thr Lys lle His Leu Arg GIn Lys Asp Lys Lys Ala Asp Lys Ser

180 185 190

Val Val

<210> 410
<211>8
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcidn de secuencia artificial:

péptido

<400> 410
Gly Gly Ser Gly Gly Gly Ser Gly

1 5



<210>411

<400> 411

000

<210> 412
<211>292
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcién de secuencia artificial:

Polipéptido sintético

<220>
<221> MOD_RES
<222>(8)..(57)

<223> Cualquier amino acido

<220>
<221> MISC_FEATURE
<222>(8)..(57)

<223> Esta region puede abarcar 1-50 residuos

<220>
<221> MOD_RES
<222>(65)..(114)

<223> Cualquier amino acido



<220>
<221> MISC_FEATURE
<222>(65)..(114)

<223> Esta region puede abarcar 1-50 residuos

<220>
<221> MOD_RES
<222>(122)..(171)

<223> Cualquier amino acido

<220>
<221> MISC_FEATURE
<222>(122)..(171)

<223> Esta region puede abarcar 1-50 residuos

<220>
<221> MOD_RES
<222>(179)..(228)

<223> Cualquier amino acido

<220>
<221> MISC_FEATURE
<222>(179)..(228)

<223> Esta region puede abarcar 1-50 residuos

<220>
<221> MOD_RES
<222>(236)..(285)

<223> Cualquier amino acido

<220>



<221> MISC_FEATURE
<222>(236)..(285)

<223> Esta region puede abarcar 1-50 residuos

<400> 412
Arg Ser Asp Asn Leu Val Arg Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

1 5 10 15

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

20 25 30

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

35 40 45

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Asp Pro Gly His Leu Val Arg

50 55 60

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

65 70 75 80

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

85 90 95

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

100 105 110



Xaa Xaa Arg Ser Asp His Leu Thr Thr Xaa Xaa Xaa Xaa Xaa Xaa Xaa

115 120 125

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

130 135 140

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

145 150 155 160

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Arg Ser Asp Glu Leu

165 170 175

Val Arg Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

180 185 190

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

195 200 205

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

210 215 220

Xaa Xaa Xaa Xaa Arg Ser Asp Lys Leu Val Arg Xaa Xaa Xaa Xaa Xaa



225 230 235 240

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

245 250 255

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

260 265 270

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Thr Thr Gly

275 280 285

Asn Leu Thr Val

290

<210> 413
<211>292
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<220>

<221> MOD_RES



<222>(8)..(57)

<223> Cualquier amino acido

<220>
<221> MISC_FEATURE
<222> (8)..(57)

<223> Esta region puede abarcar 1-50 residuos

<220>
<221> MOD_RES
<222>(65)..(114)

<223> Cualquier amino acido

<220>
<221> MISC_FEATURE
<222>(65)..(114)

<223> Esta region puede abarcar 1-50 residuos

<220>
<221> MOD_RES
<222>(122)..(171)

<223> Cualquier amino acido

<220>
<221> MISC_FEATURE
<222>(122)..(171)

<223> Esta region puede abarcar 1-50 residuos

<220>
<221> MOD_RES

<222>(179)..(228)



<223> Cualquier amino acido

<220>
<221> MISC_FEATURE
<222>(179)..(228)

<223> Esta regidn puede abarcar 1-50 residuos

<220>
<221> MOD_RES
<222>(236)..(285)

<223> Cualquier amino acido

<220>
<221> MISC_FEATURE
<222>(236)..(285)

<223> Esta region puede abarcar 1-50 residuos

<400> 413

Arg Ser Asp His Leu Thr Thr Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

1 5 10 15

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

20 25 30

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

35 40 45

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Arg Ser Asp Glu Leu Val Arg



50 55 60

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

65 70 75 80

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

85 90 95

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

100 105 110

Xaa Xaa Arg Ser Asp Lys Leu Val Arg Xaa Xaa Xaa Xaa Xaa Xaa Xaa

115 120 125

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

130 135 140

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

145 150 155 160

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Thr Thr Gly Asn Leu

165 170 175



Thr Val Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

180 185 190

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

195 200 205

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

210 215 220

Xaa Xaa Xaa Xaa GIn Leu Ala His Leu Arg Ala Xaa Xaa Xaa Xaa Xaa

225 230 235 240

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

245 250 255

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

260 265 270

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Thr Lys Asn

275 280 285

Ser Leu Thr Glu

290



<210> 414
<211>292
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<220>
<221> MOD_RES
<222>(8)..(57)

<223> Cualquier amino acido

<220>
<221> MISC_FEATURE
<222>(8)..(57)

<223> Esta region puede abarcar 1-50 residuos

<220>
<221> MOD_RES
<222>(65)..(114)

<223> Cualquier amino acido

<220>
<221> MISC_FEATURE
<222>(65)..(114)

<223> Esta region puede abarcar 1-50 residuos



<220>
<221> MOD_RES
<222>(122)..(171)

<223> Cualquier amino acido

<220>
<221> MISC_FEATURE
<222>(122)..(171)

<223> Esta regidn puede abarcar 1-50 residuos

<220>
<221> MOD_RES
<222>(179)..(228)

<223> Cualquier amino acido

<220>
<221> MISC_FEATURE
<222>(179)..(228)

<223> Esta region puede abarcar 1-50 residuos

<220>
<221> MOD_RES
<222>(236)..(285)

<223> Cualquier amino acido

<220>
<221> MISC_FEATURE
<222>(236)..(285)

<223> Esta regién puede abarcar 1-50 residuos

<400> 414



Ser Pro Ala Asp Leu Thr Arg Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

1 5 10 15

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

20 25 30

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

35 40 45

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Asp Ser Gly Asn Leu Arg Val

50 55 60

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

65 70 75 80

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

85 90 95

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

100 105 110

Xaa Xaa GIn Leu Ala His Leu Arg Ala Xaa Xaa Xaa Xaa Xaa Xaa Xaa

115 120 125



Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

130 135 140

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

145 150 155 160

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa GIn Arg Ala Asn Leu

165 170 175

Arg Ala Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

180 185 190

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

195 200 205

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

210 215 220

Xaa Xaa Xaa Xaa Arg Glu Asp Asn Leu His Thr Xaa Xaa Xaa Xaa Xaa

225 230 235 240

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

245 250 255



Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

260 265 270

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Arg Ser Asp

275 280 285

Asn Leu Val Arg

290

<210> 415
<211>463
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcidn de secuencia artificial:

Polipéptido sintético

<220>
<221> MOD_RES
<222>(8)..(57)

<223> Cualquier amino acido

<220>

<221> MISC_FEATURE



<222>(8)..(57)

<223> Esta regidn puede abarcar 1-50 residuos

<220>
<221> MOD_RES
<222> (65)..(114)

<223> Cualquier amino acido

<220>
<221> MISC_FEATURE
<222>(65)..(114)

<223> Esta region puede abarcar 1-50 residuos

<220>
<221> MOD_RES
<222>(122)..(171)

<223> Cualquier amino acido

<220>
<221> MISC_FEATURE
<222>(122)..(171)

<223> Esta region puede abarcar 1-50 residuos

<220>
<221> MOD_RES
<222>(179)..(228)

<223> Cualquier amino acido

<220>
<221> MISC_FEATURE

<222>(179)..(228)



<223> Esta regidn puede abarcar 1-50 residuos

<220>
<221> MOD_RES
<222>(236)..(285)

<223> Cualquier amino acido

<220>
<221> MISC_FEATURE
<222>(236)..(285)

<223> Esta regidén puede abarcar 1-50 residuos

<220>
<221>MOD_RES
<222>(293)..(342)

<223> Cualquier amino acido

<220>
<221> MISC_FEATURE
<222>(293)..(342)

<223> Esta region puede abarcar 1-50 residuos

<220>
<221> MOD_RES
<222>(350)..(399)

<223> Cualquier amino acido

<220>
<221> MISC_FEATURE
<222>(350)..(399)

<223> Esta region puede abarcar 1-50 residuos



<220>
<221> MOD_RES
<222> (407)..(456)

<223> Cualquier amino acido

<220>
<221> MISC_FEATURE
<222>(407)..(456)

<223> Esta regidon puede abarcar 1-50 residuos

<400> 415
Thr Ser His Ser Leu Thr Glu Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

1 5 10 15

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

20 25 30

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

35 40 45

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa His Lys Asn Ala Leu GIn Asn

50 55 60

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

65 70 75 80



Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

85 90 95

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

100 105 110

Xaa Xaa Glu Arg Ser His Leu Arg Glu Xaa Xaa Xaa Xaa Xaa Xaa Xaa

115 120 125

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

130 135 140

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

145 150 155 160

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Ser Lys Lys Ala Leu

165 170 175

Thr Glu Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

180 185 190

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

195 200 205



Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

210 215 220

Xaa Xaa Xaa Xaa GIn Arg Ala Asn Leu Arg Ala Xaa Xaa Xaa Xaa Xaa

225 230 235 240

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

245 250 255

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

260 265 270

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Arg Lys Asp

275 280 285

Asn Leu Lys Asn Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

290 295 300

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

305 310 315 320

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa



325 330 335

Xaa Xaa Xaa Xaa Xaa Xaa GlIn Ser Ser Asn Leu Val Arg Xaa Xaa Xaa

340 345 350

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

355 360 365

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

370 375 380

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa GIn

385 390 395 400

Ser Ser Ser Leu Val Arg Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

405 410 415

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

420 425 430

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

435 440 445



Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa GlIn Ala Gly His Leu Ala Ser

450 455 460

<210> 416
<211> 349
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcién de secuencia artificial:

Polipéptido sintético

<220>
<221> MOD_RES
<222>(8)..(57)

<223> Cualquier amino acido

<220>
<221> MISC_FEATURE
<222>(8)..(57)

<223> Esta region puede abarcar 1-50 residuos

<220>
<221> MOD_RES
<222>(65)..(114)

<223> Cualquier amino acido

<220>

<221> MISC_FEATURE



<222>(65)..(114)

<223> Esta regidn puede abarcar 1-50 residuos

<220>
<221> MOD_RES
<222>(122)..(171)

<223> Cualquier amino acido

<220>
<221> MISC_FEATURE
<222>(122)..(171)

<223> Esta region puede abarcar 1-50 residuos

<220>
<221> MOD_RES
<222>(179)..(228)

<223> Cualquier amino acido

<220>
<221> MISC_FEATURE
<222>(179)..(228)

<223> Esta region puede abarcar 1-50 residuos

<220>
<221> MOD_RES
<222>(236)..(285)

<223> Cualquier amino acido

<220>
<221> MISC_FEATURE

<222> (236)..(285)



<223> Esta regidn puede abarcar 1-50 residuos

<220>
<221> MOD_RES
<222>(293)..(342)

<223> Cualquier amino acido

<220>
<221> MISC_FEATURE
<222>(293)..(342)

<223> Esta regidén puede abarcar 1-50 residuos

<400> 416
GIn Ser Gly Asp Leu Arg Arg Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

1 5 10 15

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

20 25 30

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

35 40 45

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Ser Pro Ala Asp Leu Thr Arg

50 55 60

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

65 70 75 80



Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

85 90 95

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

100 105 110

Xaa Xaa Asp Ser Gly Asn Leu Arg Val Xaa Xaa Xaa Xaa Xaa Xaa Xaa

115 120 125

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

130 135 140

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

145 150 155 160

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa GIn Leu Ala His Leu

165 170 175

Arg Ala Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

180 185 190

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa



195 200 205

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

210 215 220

Xaa Xaa Xaa Xaa GIn Arg Ala Asn Leu Arg Ala Xaa Xaa Xaa Xaa Xaa

225 230 235 240

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

245 250 255

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

260 265 270

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Arg Glu Asp

275 280 285

Asn Leu His Thr Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

290 295 300

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

305 310 315 320



Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

325 330 335

Xaa Xaa Xaa Xaa Xaa Xaa Arg Ser Asp Asn Leu Val Arg

340 345

<210> 417

<211>509

<212>DNA

<213> Secuencia Artificial

<220>

<223> Descripcion de secuencia artificial:

polinucleétido sintético

<400> 417

gccctctagg ccacctgacc aggtceccte agtceccccc ttcccacact cccacactca 60

geeececctee cececeeccccg accectgeag gattatectg tetgtgttee tgactcagee 120

tgggagccac ctgggcagcea ggggccaagg gtgtcctaga agggacctgg agtccacget 180

gggccaagcc tgecectttct cectetgtet tecgteectg cttgeggtte tgetgaatgt 240

ggttatttct ctggctectt ttacagagaa tgctgetget aattttatgt ggagetctga 300

ggcagtgtaa ttggaagcca gacaccctgt cagcagtggg cteccgtect gagetgecat 360

gcttectgcet ctectecegt ceeggetect catttcatge agecacctgt cccagggaga 420



gaggagtcac ccaggcccct cagtccgece cttaaataag aaagectccg ttgetcggeca 480

cacataccaa gcagccgctg gtgcaatct 509

<210> 418

<211>990

<212>DNA

<213> Secuencia Artificial

<220>

<223> Descripcién de secuencia artificial:

polinucleétido sintético

<400> 418

gccaccatgg tgagcaaggg cgaggagctg ttcaccgggg tggtgeccat cctggtegag 60

ctggacggcg acgtaaacgg ccacaagttc agegtgtceg gecgagggega gggegatgee 120

acctacggca agctgaccct gaagttcatc tgcaccaccg gcaagctgece cgtgeectgg 180

cccacccteg tgaccaccct gacctacgge gtgcagtget tcageegeta ccccgaccac 240

atgaagcagc acgacttctt caagtccgec atgcccgaag getacgteca ggagegcace 300

atcttcttca aggacgacgg caactacaag acccgegecg aggtgaagtt cgagggegac 360

accctggtga accgcatcga gectgaaggge atcgacttca aggaggacgg caacatcctg 420

gggcacaagc tggagtacaa ctacaacagc cacaacgtct atatcatgge cgacaagcag 480



aagaacggca tcaaggtgaa cttcaagatc cgccacaaca tcgaggacgg cagegtgcag 540

ctcgecgacce actaccagca gaacacccce atcggegacg geeccgtget getgeccgac 600

aaccactacc tgagcaccca gtccgeectg agcaaagacc ccaacgagaa gegegatcac 660

atggtcctgc tggagttcgt gaccgecgec gggatcactce tcggeatgga cgagetgtac 720

aagtccggac tcagatctcg agaggaggag gaggagacag acagcaggat gccccacctc 780

gacagccccg geagcetecca geecgagacgc tecttectet caagggtgat cagggeaget 840

ctaccgttge agctgcettct getgetgetg ctgetectgg cetgectget acctgectct 900

gaagatgact acagctgcac ccaggccaac aactttgccec gatccttcta ccccatgetg 960

cggtacacca acgggccacc tcccacctag 990

<210> 419

<400> 419

000

<210> 420

<400> 420

000



<210> 421
<211>360
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<220>
<221> MOD_RES
<222>(19)..(19)

<223> Cualquier amino acido

<220>
<221> MOD_RES
<222>(41)..(41)

<223> Cualquier amino acido

<220>
<221> MOD_RES
<222>(63)..(63)

<223> Cualquier amino acido

<220>
<221> MOD_RES
<222>(85)..(85)

<223> Cualquier amino acido



<220>
<221> MOD_RES
<222>(107)..(107)

<223> Cualquier amino acido

<220>
<221> MOD_RES
<222>(129)..(129)

<223> Cualquier amino acido

<220>
<221> MOD_RES
<222>(151)..(151)

<223> Cualquier amino acido

<220>
<221> MOD_RES
<222>(173)..(173)

<223> Cualquier amino acido

<220>
<221> MOD_RES
<222>(195)..(195)

<223> Cualquier amino acido

<220>
<221> MOD_RES
<222>(217)..(217)

<223> Cualquier amino acido

<220>



<221> MOD_RES
<222> (239)..(239)

<223> Cualquier amino acido

<220>
<221> MOD_RES
<222>(261)..(261)

<223> Cualquier amino acido

<220>
<221>MOD_RES
<222>(283)..(283)

<223> Cualquier amino acido

<220>
<221> MOD_RES
<222>(305)..(305)

<223> Cualquier amino acido

<220>
<221> MOD_RES
<222>(327)..(327)

<223> Cualquier amino acido

<220>

<221> MISC_FEATURE

<222> (8)..(337)

<223> Esta region puede comprender 1-15 'Tyr Lys Cys Pro Glu Cys Gly
Lys Ser Phe Ser Xaa His GIn Arg Thr His Thr Gly Glu Lys Pro'

unidades repetidas



<220>
<221> MOD_RES
<222>(349)..(349)

<223> Cualquier amino acido

<220>

<223> Ver descripcidon como fue presentada para el detalle de las sustituciones y modalidades
preferidas

<400> 421

Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

1 5 10 15

Phe Ser Xaa His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys

20 25 30

Pro Glu Cys Gly Lys Ser Phe Ser Xaa His GIn Arg Thr His Thr Gly

35 40 45

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Xaa His

50 55 60

GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly

65 70 75 80

Lys Ser Phe Ser Xaa His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr



85 90 95

Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Xaa His GIn Arg Thr His

100 105 110

Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser

115 120 125

Xaa His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu

130 135 140

Cys Gly Lys Ser Phe Ser Xaa His GIn Arg Thr His Thr Gly Glu Lys

145 150 155 160

Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Xaa His GIn Arg

165 170 175

Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

180 185 190

Phe Ser Xaa His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys

195 200 205



Pro Glu Cys Gly Lys Ser Phe Ser Xaa His GIn Arg Thr His Thr Gly

210 215 220

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Xaa His

225 230 235 240

GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly

245 250 255

Lys Ser Phe Ser Xaa His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr

260 265 270

Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Xaa His GIn Arg Thr His

275 280 285

Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser

290 295 300

Xaa His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu

305 310 315 320

Cys Gly Lys Ser Phe Ser Xaa His GIn Arg Thr His Thr Gly Glu Lys

325 330 335



Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Xaa His GIn Arg

340 345 350

Thr His Thr Gly Lys Lys Thr Ser

355 360

<210> 422
<211>387
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 422
Met Thr Gly Lys Leu Ala Glu Lys Leu Pro Val Thr Met Ser Ser Leu

1 5 10 15

Leu Asn GIn Leu Pro Asp Asn Leu Tyr Pro Glu Glu lle Pro Ser Ala

20 25 30

Leu Asn Leu Phe Ser Gly Ser Ser Asp Ser Val Val His Tyr Asn GIn

35 40 45



Met Ala Thr Glu Asn Val Met Asp lle Gly Leu Thr Asn Glu Lys Pro

50 55 60

Asn Pro Glu Leu Ser Tyr Ser Gly Ser Phe GIn Pro Ala Pro Gly Asn

65 70 75 80

Lys Thr Val Thr Tyr Leu Gly Lys Phe Ala Phe Asp Ser Pro Ser Asn

85 90 95

Trp Cys GIn Asp Asn lle lle Ser Leu Met Ser Ala Gly lle Leu Gly

100 105 110

Val Pro Pro Ala Ser Gly Ala Leu Ser Thr GIn Thr Ser Thr Ala Ser

115 120 125

Met Val GIn Pro Pro GiIn Gly Asp Val Glu Ala Met Tyr Pro Ala Leu

130 135 140

Pro Pro Tyr Ser Asn Cys Gly Asp Leu Tyr Ser Glu Pro Val Ser Phe

145 150 155 160

His Asp Pro GIn Gly Asn Pro Gly Leu Ala Tyr Ser Pro Gln Asp Tyr

165 170 175



GlIn Ser Ala Lys Pro Ala Leu Asp Ser Asn Leu Phe Pro Met lle Pro

180 185 190

Asp Tyr Asn Leu Tyr His His Pro Asn Asp Met Gly Ser lle Pro Glu

195 200 205

His Lys Pro Phe GIn Gly Met Asp Pro lle Arg Val Asn Pro Pro Pro

210 215 220

lle Thr Pro Leu Glu Thr lle Lys Ala Phe Lys Asp Lys GIn lle His

225 230 235 240

Pro Gly Phe Gly Ser Leu Pro GIn Pro Pro Leu Thr Leu Lys Pro lle

245 250 255

Arg Pro Arg Lys Tyr Pro Asn Arg Pro Ser Lys Thr Pro Leu His Glu

260 265 270

Arg Pro His Ala Cys Pro Ala Glu Gly Cys Asp Arg Arg Phe Ser Arg

275 280 285

Ser Asp Glu Leu Thr Arg His Leu Arg lle His Thr Gly His Lys Pro

290 295 300



Phe GIn Cys Arg lle Cys Met Arg Ser Phe Ser Arg Ser Asp His Leu

305 310 315 320

Thr Thr His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Glu

325 330 335

Phe Cys Gly Arg Lys Phe Ala Arg Ser Asp Glu Arg Lys Arg His Ala

340 345 350

Lys lle His Leu Lys GIn Lys Glu Lys Lys Ala Glu Lys Gly Gly Ala

355 360 365

Pro Ser Ala Ser Ser Ala Pro Pro Val Ser Leu Ala Pro Val Val Thr

370 375 380

Thr Cys Ala

385

<210>423
<211>176
<212> PRT

<213> Secuencia Artificial



<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 423
Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

1 5 10 15

Phe Ser Arg Ser Asp Asn Leu Val Arg His GIn Arg Thr His Thr Gly

20 25 30

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Glu

35 40 45

Asp Asn Leu His Thr His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr

50 55 60

Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Ser Asp Glu Leu Val

65 70 75 80

Arg His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu

85 90 95

Cys Gly Lys Ser Phe Ser GIn Ser Gly Asn Leu Thr Glu His GIn Arg

100 105 110



Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

115 120 125

Phe Ser Thr Ser Gly His Leu Val Arg His GIn Arg Thr His Thr Gly

130 135 140

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser GIn Asn

145 150 155 160

Ser Thr Leu Thr Glu His GIn Arg Thr His Thr Gly Lys Lys Thr Ser

165 170 175

<210> 424
<211>176
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 424
Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

1 5 10 15



Phe Ser Arg Ser Asp Asn Leu Val Arg His GIn Arg Thr His Thr Gly

20 25 30

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Glu

35 40 45

Asp Asn Leu His Thr His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr

50 55 60

Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Ser Asp Glu Leu Val

65 70 75 80

Arg His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu

85 90 95

Cys Gly Lys Ser Phe Ser GIn Ser Gly Asn Leu Thr Glu His GIn Arg

100 105 110

Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

115 120 125

Phe Ser Thr Ser Gly His Leu Val Arg His GIn Arg Thr His Thr Gly

130 135 140



Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser GIn Asn

145 150 155 160

Ser Thr Leu Thr Glu His GIn Arg Thr His Thr Gly Lys Lys Thr Ser

165 170 175

<210> 425
<211>176
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcidn de secuencia artificial:

Polipéptido sintético

<400> 425
Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

1 5 10 15

Phe Ser Arg Ser Asp Asn Leu Val Arg His GIn Arg Thr His Thr Gly

20 25 30

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Glu

35 40 45



Asp Asn Leu His Thr His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr

50 55 60

Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Ser Asp Glu Leu Val

65 70 75 80

Arg His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu

85 90 95

Cys Gly Lys Ser Phe Ser GIn Ser Gly Asn Leu Thr Glu His GIn Arg

100 105 110

Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

115 120 125

Phe Ser Thr Ser Gly His Leu Val Arg His GIn Arg Thr His Thr Gly

130 135 140

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Gln Asn

145 150 155 160

Ser Thr Leu Thr Glu His GIn Arg Thr His Thr Gly Lys Lys Thr Ser

165 170 175



<210> 426
<211>176
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 426
Leu Glu Pro Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

1 5 10 15

Phe Ser Arg Ser Asp Asn Leu Val Arg His GIn Arg Thr His Thr Gly

20 25 30

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser His Arg

35 40 45

Thr Thr Leu Thr Asn His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr

50 55 60

Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Glu Asp Asn Leu His

65 70 75 80



Thr His GIn Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu

85 90 95

Cys Gly Lys Ser Phe Ser Thr Ser His Ser Leu Thr Glu His GIn Arg

100 105 110

Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser

115 120 125

Phe Ser GIn Ser Ser Ser Leu Val Arg His GIn Arg Thr His Thr Gly

130 135 140

Glu Lys Pro Tyr Lys Cys Pro Glu Cys Gly Lys Ser Phe Ser Arg Glu

145 150 155 160

Asp Asn Leu His Thr His GIn Arg Thr His Thr Gly Lys Lys Thr Ser

165 170 175

<210> 427
<211>198
<212> PRT

<213> Secuencia Artificial

<220>



<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 427
Arg Lys Tyr Pro Asn Arg Pro Ser Lys Thr Pro Pro His Glu Arg Pro

1 5 10 15

Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser Arg Ser Asp

20 25 30

Asn Leu Val Arg His lle Arg lle His Thr Gly GIn Lys Pro Phe GIn

35 40 45

Cys Arg lle Cys Met Arg Asn Phe Ser Arg Glu Asp Asn Leu His Thr

50 55 60

His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp lle Cys

65 70 75 80

Gly Arg Lys Phe Ala Arg Ser Asp Glu Leu Val Arg His Thr Lys lle

85 90 95

His Leu Arg GIn Lys Asp Arg Pro Tyr Ala Cys Pro Val Glu Ser Cys

100 105 110



Asp Arg Arg Phe Ser GIn Ser Gly Asn Leu Thr Glu His lle Arg lle

115 120 125

His Thr Gly GIn Lys Pro Phe GIn Cys Arg lle Cys Met Arg Asn Phe

130 135 140

Ser Thr Ser Gly His Leu Val Arg His lle Arg Thr His Thr Gly Glu

145 150 155 160

Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys Phe Ala GIn Asn Ser

165 170 175

Thr Leu Thr Glu His Thr Lys lle His Leu Arg GIn Lys Asp Lys Lys

180 185 190

Ala Asp Lys Ser Val Val

195

<210>428
<211>198
<212> PRT

<213> Secuencia Artificial

<220>



<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 428
Arg Lys Tyr Pro Asn Arg Pro Ser Lys Thr Pro Pro His Glu Arg Pro

1 5 10 15

Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser Arg Ser Asp

20 25 30

Asn Leu Val Arg His lle Arg lle His Thr Gly GIn Lys Pro Phe GIn

35 40 45

Cys Arg lle Cys Met Arg Asn Phe Ser Arg Glu Asp Asn Leu His Thr

50 55 60

His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp lle Cys

65 70 75 80

Gly Arg Lys Phe Ala Arg Ser Asp Glu Leu Val Arg His Thr Lys lle

85 90 95

His Leu Arg GIn Lys Asp Arg Pro Tyr Ala Cys Pro Val Glu Ser Cys

100 105 110



Asp Arg Arg Phe Ser GIn Ser Gly Asn Leu Thr Glu His lle Arg lle

115 120 125

His Thr Gly GIn Lys Pro Phe GIn Cys Arg lle Cys Met Arg Asn Phe

130 135 140

Ser Thr Ser Gly His Leu Val Arg His lle Arg Thr His Thr Gly Glu

145 150 155 160

Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys Phe Ala GIn Asn Ser

165 170 175

Thr Leu Thr Glu His Thr Lys lle His Leu Arg GIn Lys Asp Lys Lys

180 185 190

Ala Asp Lys Ser Val Val

195

<210> 429
<211>191
<212> PRT

<213> Secuencia Artificial

<220>



<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 429
Arg Lys Tyr Pro Asn Arg Pro Ser Lys Thr Pro Pro His Glu Arg Pro

1 5 10 15

Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser Arg Ser Asp

20 25 30

Asn Leu Val Arg His lle Arg lle His Thr Gly GIn Lys Pro Phe GIn

35 40 45

Cys Arg lle Cys Met Arg Asn Phe Ser Arg Glu Asp Asn Leu His Thr

50 55 60

His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp lle Cys

65 70 75 80

Gly Arg Lys Phe Ala Arg Ser Asp Glu Leu Val Arg His Thr Lys lle

85 90 95

His Leu Arg GIn Lys Asp Arg Pro Tyr Ala Cys Pro Val Glu Ser Cys

100 105 110



Asp Arg Arg Phe Ser GIn Ser Gly Asn Leu Thr Glu His lle Arg lle

115 120 125

His Thr Gly GIn Lys Pro Phe GIn Cys Arg lle Cys Met Arg Asn Phe

130 135 140

Ser Thr Ser Gly His Leu Val Arg His lle Arg Thr His Thr Gly Glu

145 150 155 160

Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys Phe Ala GIn Asn Ser

165 170 175

Thr Leu Thr Glu His Thr Lys lle His Leu Arg Gln Lys Asp Lys

180 185 190

<210>430
<211>191
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 430



Arg Lys Tyr Pro Asn Arg Pro Ser Lys Thr Pro Pro His Glu Arg Pro

1 5 10 15

Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser Arg Ser Asp

20 25 30

Asn Leu Val Arg His lle Arg lle His Thr Gly GIn Lys Pro Phe GIn

35 40 45

Cys Arg lle Cys Met Arg Asn Phe Ser Arg Glu Asp Asn Leu His Thr

50 55 60

His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp lle Cys

65 70 75 80

Gly Arg Lys Phe Ala Arg Ser Asp Glu Leu Val Arg His Thr Lys lle

85 90 95

His Leu Arg GIn Lys Asp Arg Pro Tyr Ala Cys Pro Val Glu Ser Cys

100 105 110

Asp Arg Arg Phe Ser GIn Ser Gly Asn Leu Thr Glu His lle Arg lle

115 120 125



His Thr Gly GIn Lys Pro Phe GIn Cys Arg lle Cys Met Arg Asn Phe

130 135 140

Ser Thr Ser Gly His Leu Val Arg His lle Arg Thr His Thr Gly Glu

145 150 155 160

Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys Phe Ala GIn Asn Ser

165 170 175

Thr Leu Thr Glu His Thr Lys lle His Leu Arg GIn Lys Asp Lys

180 185 190

<210>431
<211>194
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcidn de secuencia artificial:

Polipéptido sintético

<400> 431
Arg Lys Tyr Pro Asn Arg Pro Ser Lys Thr Pro Pro His Glu Arg Pro

1 5 10 15



Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser Arg Ser Asp

20 25 30

Asn Leu Val Arg His lle Arg lle His Thr Gly GIn Lys Pro Phe GIn

35 40 45

Cys Arg lle Cys Met Arg Asn Phe Ser His Arg Thr Thr Leu Thr Asn

50 55 60

His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp lle Cys

65 70 75 80

Gly Arg Lys Phe Ala Arg Glu Asp Asn Leu His Thr His lle Arg Thr

85 90 95

His Thr Gly Glu Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys Phe

100 105 110

Ser Thr Ser His Ser Leu Thr Glu His lle Arg lle His Thr Gly GIn

115 120 125

Lys Pro Phe GIn Cys Arg lle Cys Met Arg Asn Phe Ser GIn Ser Ser

130 135 140



Ser Leu Val Arg His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala

145 150 155 160

Cys Asp lle Cys Gly Arg Lys Phe Ala Arg Glu Asp Asn Leu His Thr

165 170 175

His Thr Lys lle His Leu Arg GIn Lys Asp Lys Lys Ala Asp Lys Ser

180 185 190

Val Val

<210>432
<211>201
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcidn de secuencia artificial:

Polipéptido sintético

<400> 432
GlIn Ser GIn Leu lle Lys Pro Ser Arg Met Arg Lys Tyr Pro Asn Arg

1 5 10 15



Pro Ser Lys Thr Pro Pro His Glu Arg Pro Tyr Ala Cys Pro Val Glu

20 25 30

Ser Cys Asp Arg Arg Phe Ser Arg Ser Asp Asn Leu Val Arg His lle

35 40 45

Arg lle His Thr Gly GIn Lys Pro Phe GIn Cys Arg lle Cys Met Arg

50 55 60

Asn Phe Ser His Arg Thr Thr Leu Thr Asn His Ile Arg Thr His Thr

65 70 75 80

Gly Glu Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys Phe Ala Arg

85 90 95

Glu Asp Asn Leu His Thr His Thr Lys Ile His Leu Arg GIn Lys Asp

100 105 110

Arg Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser Thr

115 120 125

Ser His Ser Leu Thr Glu His lle Arg lle His Thr Gly GIn Lys Pro

130 135 140



Phe GIn Cys Arg lle Cys Met Arg Asn Phe Ser GIn Ser Ser Ser Leu

145 150 155 160

Val Arg His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp

165 170 175

Ile Cys Gly Arg Lys Phe Ala Arg Glu Asp Asn Leu His Thr His Thr

180 185 190

Lys lle His Leu Arg GIn Lys Asp Lys

195 200

<210>433
<211>195
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcidn de secuencia artificial:

Polipéptido sintético

<400> 433
GlIn Ser GIn Leu lle Lys Pro Ser Arg Met Arg Lys Tyr Pro Asn Arg

1 5 10 15



Pro Ser Lys Thr Pro Pro His Glu Arg Pro Tyr Ala Cys Pro Val Glu

20 25 30

Ser Cys Asp Arg Arg Phe Ser Arg Ser Asp Asn Leu Val Arg His lle

35 40 45

Arg lle His Thr Gly GIn Lys Pro Phe GIn Cys Arg lle Cys Met Arg

50 55 60

Asn Phe Ser His Arg Thr Thr Leu Thr Asn His Ile Arg Thr His Thr

65 70 75 80

Gly Glu Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys Phe Ala Arg

85 90 95

Glu Asp Asn Leu His Thr His Thr Lys Ile His Leu Arg GIn Lys Asp

100 105 110

Arg Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser Thr

115 120 125

Ser His Ser Leu Thr Glu His lle Arg lle His Thr Gly GIn Lys Pro

130 135 140



Phe GIn Cys Arg lle Cys Met Arg Asn Phe Ser GIn Ser Ser Ser Leu

145 150 155 160

Val Arg His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp

165 170 175

Ile Cys Gly Arg Lys Phe Ala Arg Glu Asp Asn Leu His Thr His Thr

180 185 190

Lys lle His

195

<210>434
<211>201
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcidn de secuencia artificial:

Polipéptido sintético

<400> 434
GlIn Ser GIn Leu lle Lys Pro Ser Arg Met Arg Lys Tyr Pro Asn Arg

1 5 10 15



Pro Ser Lys Thr Pro Pro His Glu Arg Pro Tyr Ala Cys Pro Val Glu

20 25 30

Ser Cys Asp Arg Arg Phe Ser Arg Ser Asp Asn Leu Val Arg His lle

35 40 45

Arg lle His Thr Gly GIn Lys Pro Phe GIn Cys Arg lle Cys Met Arg

50 55 60

Asn Phe Ser His Arg Thr Thr Leu Thr Asn His Ile Arg Thr His Thr

65 70 75 80

Gly Glu Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys Phe Ala Arg

85 90 95

Glu Asp Asn Leu His Thr His Thr Lys Ile His Leu Arg GIn Lys Asp

100 105 110

Arg Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser Thr

115 120 125

Ser His Ser Leu Thr Glu His lle Arg lle His Thr Gly GIn Lys Pro

130 135 140



Phe GIn Cys Arg lle Cys Met Arg Asn Phe Ser GIn Ser Ser Ser Leu

145 150 155 160

Val Arg His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp

165 170 175

Ile Cys Gly Arg Lys Phe Ala Arg Glu Asp Asn Leu His Thr His Thr

180 185 190

Lys lle His Leu Arg GIn Lys Asp Lys

195 200

<210>435
<211>194
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcidn de secuencia artificial:

Polipéptido sintético

<400> 435
Arg Lys Tyr Pro Asn Arg Pro Ser Lys Thr Pro Pro His Glu Arg Pro

1 5 10 15



Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser Arg Ser Asp

20 25 30

Asn Leu Val Arg His lle Arg lle His Thr Gly GIn Lys Pro Phe GIn

35 40 45

Cys Arg lle Cys Met Arg Asn Phe Ser His Arg Thr Thr Leu Thr Asn

50 55 60

His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp lle Cys

65 70 75 80

Gly Arg Lys Phe Ala Arg Glu Asp Asn Leu His Thr His lle Arg Thr

85 90 95

His Thr Gly Glu Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys Phe

100 105 110

Ser Thr Ser His Ser Leu Thr Glu His lle Arg lle His Thr Gly GIn

115 120 125

Lys Pro Phe GIn Cys Arg lle Cys Met Arg Asn Phe Ser GIn Ser Ser

130 135 140



Ser Leu Val Arg His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala

145 150 155 160

Cys Asp lle Cys Gly Arg Lys Phe Ala Arg Glu Asp Asn Leu His Thr

165 170 175

His Thr Lys lle His Leu Arg GIn Lys Asp Lys Lys Ala Asp Lys Ser

180 185 190

Val Val

<210> 436
<211>4
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcidn de secuencia artificial:

péptido

<400> 436
Gly Gly Gly Ser

1



<210> 437
<211>5
<212>PRT

<213> Secuencia Artificial

<220>
<223> Descripcidn de secuencia artificial:

péptido

<400> 437
Gly Gly Gly Gly Ser

1 5

<210>438
<211>4
<212> PRT

<213> Secuencia Artificial

<220>
<223> Descripcidn de secuencia artificial:

péptido

<400> 438
Gly Gly Ser Gly

1

<210>439
<211>21

<212>DNA



<213> Secuencia Artificial

<220>

<223> Descripcidn de secuencia artificial:

primer

<400> 439

attggtggga ggccactgta t

<210> 440
<211> 627
<212> PRT

<213> Secuencia Artificial

<220>

<223> Descripcidn de secuencia artificial:

Polipéptido sintético

<400> 440

21

Met Ala Ala Ala Lys Ala Glu Met GIn Leu Met Ser Pro Leu GIn lle

1 5 10 15

Ser Asp Pro Phe Gly Ser Phe Pro His Ser Pro Thr Met Asp Asn Tyr

20 25 30

Pro Lys Leu Glu Glu Met Met Leu Leu Ser Asn Gly Ala Pro GIn Phe

35 40 45



Leu Gly Ala Ala Gly Ala Pro Glu Gly Ser Gly Ser Asn Ser Ser Ser

50 55 60

Ser Ser Ser Gly Gly Gly Gly Gly Gly Gly Gly Gly Ser Asn Ser Ser

65 70 75 80

Ser Ser Ser Ser Thr Phe Asn Pro GIn Ala Asp Thr Gly Glu GIn Pro

85 90 95

Tyr Glu His Leu Thr Ala Glu Ser Phe Pro Asp lle Ser Leu Asn Asn

100 105 110

Glu Lys Val Leu Val Glu Thr Ser Tyr Pro Ser GIn Thr Thr Arg Leu

115 120 125

Pro Pro lle Thr Tyr Thr Gly Arg Phe Ser Leu Glu Pro Ala Pro Asn

130 135 140

Ser Gly Asn Thr Leu Trp Pro Glu Pro Leu Phe Ser Leu Val Ser Gly

145 150 155 160

Leu Val Ser Met Thr Asn Pro Pro Ala Ser Ser Ser Ser Ala Pro Ser

165 170 175



Pro Ala Ala Ser Ser Ala Ser Ala Ser GIn Ser Pro Pro Leu Ser Cys

180 185 190

Ala Val Pro Ser Asn Asp Ser Ser Pro lle Tyr Ser Ala Ala Pro Thr

195 200 205

Phe Pro Thr Pro Asn Thr Asp lle Phe Pro Glu Pro GIn Ser GIn Ala

210 215 220

Phe Pro Gly Ser Ala Gly Thr Ala Leu GIn Tyr Pro Pro Pro Ala Tyr

225 230 235 240

Pro Ala Ala Lys Gly Gly Phe GIn Val Pro Met lle Pro Asp Tyr Leu

245 250 255

Phe Pro GIn GIn GIn Gly Asp Leu Gly Leu Gly Thr Pro Asp GIn Lys

260 265 270

Pro Phe GIn Gly Leu Glu Ser Arg Thr GIn GIn Pro Ser Leu Thr Pro

275 280 285

Leu Ser Thr lle Lys Ala Phe Ala Thr GIn Ser Gly Ser GIn Asp Leu



290 295 300

Lys Ala Leu Asn Thr Ser Tyr GIn Ser GIn Leu lle Lys Pro Ser Arg

305 310 315 320

Met Arg Lys Tyr Pro Asn Arg Pro Ser Lys Thr Pro Pro His Glu Arg

325 330 335

Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser Arg Ser

340 345 350

Asp Asn Leu Val Arg His lle Arg lle His Thr Gly GIn Lys Pro Phe

355 360 365

GIn Cys Arg lle Cys Met Arg Asn Phe Ser Arg Glu Asp Asn Leu His

370 375 380

Thr His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp lle

385 390 395 400

Cys Gly Arg Lys Phe Ala Arg Ser Asp Glu Leu Val Arg His lle Arg

405 410 415



Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys

420 425 430

Phe Ser GIn Ser Gly Asn Leu Thr Glu His Ile Arg lle His Thr Gly

435 440 445

GlIn Lys Pro Phe GIn Cys Arg lle Cys Met Arg Asn Phe Ser Thr Ser

450 455 460

Gly His Leu Val Arg His Ile Arg Thr His Thr Gly Glu Lys Pro Phe

465 470 475 480

Ala Cys Asp lle Cys Gly Arg Lys Phe Ala GIn Asn Ser Thr Leu Thr

485 490 495

Glu His Thr Lys lle His Leu Arg GIn Lys Asp Lys Lys Ala Asp Lys

500 505 510

Ser Val Val Ala Ser Ser Ala Thr Ser Ser Leu Ser Ser Tyr Pro Ser

515 520 525

Pro Val Ala Thr Ser Tyr Pro Ser Pro Val Thr Thr Ser Tyr Pro Ser

530 535 540



Pro Ala Thr Thr Ser Tyr Pro Ser Pro Val Pro Thr Ser Phe Ser Ser

545 550 555 560

Pro Gly Ser Ser Thr Tyr Pro Ser Pro Val His Ser Gly Phe Pro Ser

565 570 575

Pro Ser Val Ala Thr Thr Tyr Ser Ser Val Pro Pro Ala Phe Pro Ala

580 585 590

GIn Val Ser Ser Phe Pro Ser Ser Ala Val Thr Asn Ser Phe Ser Ala

595 600 605

Ser Thr Gly Leu Ser Asp Met Thr Ala Thr Phe Ser Pro Arg Thr lle

610 615 620

Glu lle Cys

625

<210> 441
<211>194
<212> PRT

<213> Secuencia Artificial

<220>



<223> Descripcion de secuencia artificial:

Polipéptido sintético

<400> 441
Arg Lys Tyr Pro Asn Arg Pro Ser Lys Thr Pro Pro His Glu Arg Pro

1 5 10 15

Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser Arg Ser Asp

20 25 30

Asn Leu Val Arg His lle Arg lle His Thr Gly GIn Lys Pro Phe GIn

35 40 45

Cys Arg lle Cys Met Arg Asn Phe Ser Arg Glu Asp Asn Leu His Thr

50 55 60

His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp lle Cys

65 70 75 80

Gly Arg Lys Phe Ala Arg Ser Asp Glu Leu Val Arg His lle Arg Thr

85 90 95

His Thr Gly Glu Lys Pro Phe Ala Cys Asp lle Cys Gly Arg Lys Phe

100 105 110



Ser GIn Ser Gly Asn Leu Thr Glu His lle Arg lle His Thr Gly GIn

115 120 125

Lys Pro Phe GIn Cys Arg lle Cys Met Arg Asn Phe Ser Thr Ser Gly

130 135 140

His Leu Val Arg His lle Arg Thr His Thr Gly Glu Lys Pro Phe Ala

145 150 155 160

Cys Asp lle Cys Gly Arg Lys Phe Ala GIn Asn Ser Thr Leu Thr Glu

165 170 175

His Thr Lys lle His Leu Arg GIn Lys Asp Lys Lys Ala Asp Lys Ser

180 185 190

Val Val

<210> 442
<211> 2259
<212>DNA

<213> Secuencia Artificial

<220>



<223> Descripcion de secuencia artificial:

polinucleétido sintético

<400> 442

atggccccaa agaagaagcg gaaggtcggt atccacggag tcccageage cctcgaacca 60

ggtgaaaaac cttacaaatg tcctgaatgt gggaaatcat tcagtcgcag cgacaacctg 120

gtgagacatc aacgcaccca tacaggagaa aaaccttata aatgtccaga atgtggaaag 180

tccttctcac gagaggataa cttgcacact catcaacgaa cacatactgg tgaaaaacca 240

tacaagtgtc ccgaatgtgg taaaagtttt agccggageg atgaacttgt ccgacaccaa 300

cgaacccata caggcgagaa gecttacaaa tgtcccgagt gtggcaagag cttctcacaa 360

tcagggaatc tgactgagca tcaacgaact cataccgggg aaaaacctta caagtgtcca 420

gagtgtggga agagcttttc cacaagtgga catctggtac gccaccagag gacacataca 480

ggggagaagce cctacaaatg ccccgaatge ggtaaaagtt tctctcagaa tagtaccctg 540

accgaacacc agcgaacaca cactgggaaa aaaacgagta aaaggccgge ggecacgaaa 600

aaggceeggec aggcaaaaaa gaaaaaggga tectacccat acgacgtacc agattacget 660

ctcgaggagg ccageggttc cggacgggcet gacgcattgg acgattttga tctggatatg 720

ctgggaagtg acgccctcga tgattttgac cttgacatgce ttggttcgga tgeecttgat 780

gactttgacc tcgacatgct cggcagtgac geecttgatg atttcgacct ggacatgetg 840



attaactcta gaagttccgg atctccgaaa aagaaacgca aagttggtag ccagtacctg 900

cccgacaccg acgaccggcea ccggatcgag gaaaagcgga ageggaccta cgagacattc 960

aagagcatca tgaagaagtc ccccttcage ggeeccaccg accctagace tccacctaga 1020

agaatcgccg tgcccageag atccagegec agegtgecaa aacctgecce ccagecttac 1080

cccttcacca gcagectgag caccatcaac tacgacgagt tccctaccat ggtgttccce 1140

agcggcecaga tetctcagge ctetgetetg getccagecc ctectcaggt getgectcag 1200

gctectgcte ctgecaccage teccagecatg gtgtetgeac tggetcagge accagcacce 1260

gtgcctgtge tggetectgg acctccacag getgtggetce caccageccc taaacctaca 1320

caggccggeg agggcacact gtctgaagcet ctgetgeage tgeagttcga cgacgaggat 1380

ctgggagccc tgetgggaaa cagcaccgat cctgeegtgt tcaccgacct ggecagegtg 1440

gacaacagcg agttccagca getgetgaac cagggceatcc ctgtggecce tcacaccacc 1500

gagcccatgc tgatggaata ccccgaggec atcacccgge tegtgacagg cgetcagagg 1560

cctcctgate cagetectge cectectggga geaccaggece tgectaatgg actgetgtct 1620

ggcgacgagg acttcagctc tatcgecgat atggatttct cagecttget gggetctgge 1680

agcggcagcc gggattccag ggaagggatg tttttgecga agectgaggce cggetecget 1740



attagtgacg tgtttgaggg ccgcgaggtg tgccagecaa aacgaatecg gecatttcat 1800

cctccaggaa gtccatggge caaccgecca ctececgeca gectcgeace aacaccaace 1860

ggtccagtac atgagccagt cgggtcactg accccggcac cagtcecctca gecactggat 1920

ccagcgeecg cagtgactce cgaggecagt cacctgttgg aggatccega tgaagagacg 1980

agccaggctg tcaaagecct tcgggagatg geegatactg tgattcccca gaaggaagag 2040

gctgcaatct gtggecaaat ggacctttce catccgecce caaggggeca tctggatgag 2100

ctgacaacca cacttgagtc catgaccgag gatctgaacc tggactcacc cctgaccccg 2160

gaattgaacg agattctgga taccttcctg aacgacgagt gectettgea tgecatgcat 2220

atcagcacag gactgtccat cttcgacaca tctctgttt 2259

<210> 443

<211> 816

<212>DNA

<213> Secuencia Artificial

<220>

<223> Descripcion de secuencia artificial:

polinucleétido sintético

<400> 443

atggccccaa agaagaagcg gaaggtcggt atccacggag tcccageage cctcgaacca 60



ggtgaaaaac cttacaaatg tcctgaatgt gggaaatcat tcagtcgcag cgacaacctg 120

gtgagacatc aacgcaccca tacaggagaa aaaccttata aatgtccaga atgtggaaag 180

tccttctcac gagaggataa cttgcacact catcaacgaa cacatactgg tgaaaaacca 240

tacaagtgtc ccgaatgtgg taaaagtttt agccggageg atgaacttgt ccgacaccaa 300

cgaacccata caggcgagaa gecttacaaa tgtcccgagt gtggcaagag cttctcacaa 360

tcagggaatc tgactgagca tcaacgaact cataccgggg aaaaacctta caagtgtcca 420

gagtgtggga agagcttttc cacaagtgga catctggtac gccaccagag gacacataca 480

ggggagaagc cctacaaatg ccccgaatge ggtaaaagtt tctctcagaa tagtaccctg 540

accgaacacc agcgaacaca cactgggaaa aaaacgagta aaaggcecgge ggecacgaaa 600

aaggccggec aggcaaaaaa gaaaaaggga tectacccat acgacgtacc agattacget 660

ctcgaggacg cgetggacga tttcgatcte gacatgetgg gttetgatge cctcgatgac 720

tttgacctgg atatgttggg aagcgacgcea ttggatgact ttgatctgga catgetcgge 780

tccgatgcte tggacgattt cgatctcgat atgtta 816

<210> 444

<211> 816

<212>DNA

<213> Secuencia Artificial



<220>
<223> Descripcidn de secuencia artificial:

polinucleétido sintético

<400> 444

atggccccaa agaagaageg gaaggtcggt atccacggag tcccageage cctcgaacca 60

ggtgaaaaac cttacaaatg tcctgaatgt gggaaatcat tcagtcgcag cgacaacctg 120

gtgagacatc aacgcaccca tacaggagaa aaaccttata aatgtccaga atgtggaaag 180

tccttctcac gagaggataa cttgcacact catcaacgaa cacatactgg tgaaaaacca 240

tacaagtgtc ccgaatgtgg taaaagtttt agccggagceg atgaacttgt ccgacaccaa 300

cgaacccata caggcgagaa gecttacaaa tgtecccgagt gtggeaagag cttctcacaa 360

tcagggaatc tgactgagca tcaacgaact cataccgggg aaaaacctta caagtgtcca 420

gagtgtggga agagcttttc cacaagtgga catctggtac gccaccagag gacacataca 480

ggggagaagc cctacaaatg ccccgaatge ggtaaaagtt tctctcagaa tagtaccctg 540

accgaacacc agcgaacaca cactgggaaa aaaacgagta aaaggecgge ggecacgaaa 600

aaggceeggec aggcaaaaaa gaaaaaggga tectacccat acgacgtacc agattacget 660

ctcgaggacg cgctggacga tttcgatcte gacatgetgg gttctgatge cctcgatgac 720

tttgacctgg atatgttggg aagcgacgcea ttggatgact ttgatctgga catgetcgge 780



tccgatgcte tggacgattt cgatctcgat atgtta 816

<210> 445

<211>1893

<212>DNA

<213> Secuencia Artificial

<220>

<223> Descripcién de secuencia artificial:

polinucleétido sintético

<400> 445

atggccgegg ccaaggecga gatgcagcetg atgtceccge tgeagatcte tgaccegttc 60

ggatcctttc ctcactcgec caccatggac aactacccta agetggagga gatgatgetg 120

ctgagcaacg gggctcccca gttectegge gecgeegggg ccccagaggg cageggeage 180

aacagcagca gcagcagceag cggggecgst ggaggegecg ggggeggeag caacageage 240

agcagcagca gcaccttcaa ccctcaggeg gacacgggeg agcageccta cgagecacctg 300

accgcagagt cttttcctga catctctctg aacaacgaga aggtgetggt ggagaccagt 360

taccccagcece aaaccactcg actgeccccc atcacctata ctggecegcett ttecectggag 420

cctgcaccca acagtggcaa caccttgtgg cccgageccc tettcagett ggtcagtgge 480

ctagtgagca tgaccaaccc accggectcc tegtectcag caccatctee ageggectce 540



tcegectecg ccteccagag cccaccectg agetgegeag tgecatccaa cgacagcagt 600

cccatttact cagcggcacc caccttcecc acgecgaaca ctgacatttt ccctgagcca 660

caaagccagg ccttcceggg cteggeaggg acagegetec agtacccgece tectgectac 720

cctgeegeca agggtggctt ccaggttccc atgatccecg actacctgtt tccacagcag 780

cagggggatc tgggcctggg caccccagac cagaagecct tccagggect ggagagecge 840

acccagcagc cttcgetaac cectetgtct actattaagg cctttgecac tcagtcggge 900

tcccaggacc tgaaggecct caataccagc taccagtccc agetcatcaa acccagecge 960

atgcgcaagt accccaaccg geccagcaag acgeccecce acgaacgecc ttacgettge 1020

ccagtggagt cctgtgatcg ccgcttctec cgcagegaca acctggtgag acacatccge 1080

atccacacag gccagaagcc cttccagtge cgeatctgea tgagaaactt cagecgagag 1140

gataacttgc acactcacat ccgcacccac acaggcgaaa ageccttege ctgegacatc 1200

tgtggaagaa agtttgcccg gagegatgaa cttgtccgac ataccaagat ccacttgegg 1260

cagaaggacc gcccttacge ttgcccagtg gagtcectgtg atcgecgcett ctcccaatca 1320

gggaatctga ctgagcacat ccgcatccac acaggccaga agecctteca gtgecgeatc 1380

tgcatgagaa acttcagcac aagtggacat ctggtacgcc acatccgcac ccacacagge 1440



gaaaagccct tcgectgega catctgtgga agaaagtttg cccagaatag taccctgacc 1500

gaacatacca agatccactt gcggcagaag gacaagaaag cagacaaaag tgttgtggect 1560

agctcggcca cctectcetct ctettectac cegteceegg ttgetaccte ttaccegtce 1620

ccggttacta cctcttatcc atccecggece accacctcat acccatcecc tgtgeccace 1680

tccttetect cteceggcete ctegacctac ccatecectg tgcacagtgg cttecectece 1740

ccgteggtgg ccaccacgta ctectetgtt cccectgcett tcecggecca ggtcagecage 1800

ttcecttect cagetgtcac caactcecttc agegectcca cagggcetttc ggacatgaca 1860

gcaacctttt ctcccaggac aattgaaatt tge 1893

<210> 446

<211>1740

<212>DNA

<213> Secuencia Artificial

<220>

<223> Descripcidn de secuencia artificial:

polinucleétido sintético

<400> 446

atggccgecg accacctgat getcgecgag ggctaccgcec tggtgcagag geegecgtec 60

gcegeegeceg cccatggecc tcatgegete cggactctge cgecgtacge gggeceggge 120



ctggacagtg ggctgaggec geggggggct ccgetggggce cgeegecgec ccgecaacce 180

ggggccctgg cgtacggggc cttcgggecg cegtectect tecagecctt tecggeegtg 240

cctcegeegg ccgegggceat cgegeacctg cagectgtgg cgacgecgta ccccggeege 300

gcggeegege ceccccaacge tecegggagge cccccgggec cgeagecgge cccaagegee 360

gcagccccgce cgeegeccge geacgeectg ggeggeatgg acgecgaact catcgacgag 420

gaggcgcetga cgtegetgga getggagetg gggetgeacce gegtgegega getgeecgag 480

ctgttcctgg gccagagega gttegactge ttctcggact tggggtecge geegeecgee 540

ggctcegtga getgeggtgg ttctggtggt ggttctggte agtcccaget catcaaaccc 600

agccgcatgc gcaagtaccc caaccggecc agcaagacge ccccccacga acgeecttac 660

gcttgcecag tggagtectg tgatcgecge ttetccegea gegacaacct ggtgagacac 720

atccgcatcc acacaggceca gaagceccttc cagtgecgea tetgecatgag aaacttcage 780

cgagaggata acttgcacac tcacatccgc acccacacag gcgaaaagcec cttcgectge 840

gacatctgtg gaagaaagtt tgcccggage gatgaacttg tccgacatac caagatccac 900

ttgcggcaga aggaccgecc ttacgettge ccagtggagt cctgtgateg ccgettctce 960

caatcaggga atctgactga gcacatccgc atccacacag gccagaagec cttccagtge 1020

cgcatctgca tgagaaactt cagcacaagt ggacatctgg tacgccacat ccgcacccac 1080



acaggcgaaa agcccttege ctgegacatc tgtggaagaa agtttgecca gaatagtace 1140

ctgaccgaac ataccaagat ccacttgcgg cagaaggaca agctcgagat ggecgaccac 1200

ctgatgctcg ccgagggcta ccgectggtg cagaggecgce cgtecgeege cgecgeccat 1260

ggccctcatg cgetecggac tetgecgeeg tacgegggec cgggectgga cagtgggctg 1320

aggccgeggg geggctecget ggggecgecg ccgececgec aacccggggc cetggegtac 1380

ggggccttcg ggecgecegte ctecttccag cecttteecgg cegtgectee geeggeecgeg 1440

ggcatcgege acctgeagcec tgtggegacg cegtaccecg geecgegegge cgegeccece 1500

aacgctccgg gaggeccccc gggeccgeag ccggecccaa gegecgeage cecgeegeeg 1560

ccegegeacg ccctgggegg catggacgece gaactcateg acgaggaggce getgacgtcg 1620

ctggagctgg agctggggct gcaccgegtg cgegagetge ccgagetgtt cctgggecag 1680

agcgagttcg actgcttctc ggacttgggg tccgegecge cegecggcte cgtgagetge 1740

<210> 447

<211>1881

<212>DNA

<213> Secuencia Artificial

<220>

<223> Descripcion de secuencia artificial:



polinucleétido sintético

<400> 447

atggcegegg ccaaggecga gatgeagetg atgtccecge tgeagatcte tgacecgtte 60

ggatcctttc ctcactcgece caccatggac aactacccta agctggagga gatgatgetg 120

ctgagcaacg gggctcccca gttcctegge gecgeegggg ccccagaggg cageggeage 180

aacagcagca gcagcagcag cgggggceggt ggaggeggeg ggggeggcag caacagecage 240

agcagcagca gcaccttcaa ccctcaggeg gacacgggeg agcageccta cgagecacctg 300

accgcagagt cttttcctga catctctctg aacaacgaga aggtgetggt ggagaccagt 360

taccccagec aaaccactceg actgeccccc atcacctata ctggecgctt ttcectggag 420

cctgcaccca acagtggcaa caccttgtgg cccgageccc tettcagett ggtcagtgge 480

ctagtgagca tgaccaaccc accggectcc tcgtectcag caccatctee ageggectce 540

tcegectecg ccteccagag cccaccectg agetgegeag tgecatccaa cgacagcagt 600

cccatttact cageggcacc caccttceec acgecgaaca ctgacatttt ccctgagecca 660

caaagccagg ccttcceggg cteggeaggg acagegetee agtacccgec tectgectac 720

cctgeegeca agggtggctt ccaggttcee atgatccecg actacctgtt tccacagcag 780

cagggggatc tgggcctggg caccccagac cagaagecct tccagggect ggagagecge 840



acccagcagc cttcgetaac cectetgtet actattaagg cctttgecac tcagtcggge 900

tcccaggacc tgaaggecct caataccagc taccagtccc agetcatcaa acccagecge 960

atgcgcaagt accccaaccg geccagcaag acgeccecce acgaacgecc ttacgettge 1020

ccagtggagt cctgtgatcg ccgcttctce cgctcagaca acctegttcg acacatccge 1080

atccacacag gccagaagcc cttccagtge cgeatctgea tgagaaactt cagccaccgg 1140

actacactca cgaaccacat ccgcacccac acaggcgaaa ageccttege ctgegacatc 1200

tgtggaagaa agtttgccag agaagacaat ctccatactc acatccggac acacacggga 1260

gagaagccat tcgcatgtga tatatgtggg agaaagttct ccaccageca ttctctcact 1320

gaacacatcc gcatccacac aggccagaag cccttccagt gecgeatctg catgagaaac 1380

ttcagccagt ctagctcact ggtgaggcac atccgcaccc acacaggega aaageccttc 1440

gcetgegaca tetgtggaag aaagtttgec agggaggata acctgeatac gecataccaag 1500

atccacttgc ggcagaagga caagaaagca gacaaaagtg ttgtggctag ctcggecacc 1560

tcctetetcet cttectacce gteceeggtt getacctett accegtecce ggttactace 1620

tcttatccat ccceggecac cacctcatac ccatcecctg tgeccaccte cttetectet 1680

cccggcetect cgacctacce atccectgtg cacagtggcet tceccteecce gteggtggee 1740

accacgtact cctctgttcce ccctgcetttc ccggeccagg tcageagett cecttectca 1800



gctgtcacca actecttcag cgectecaca gggcetttcgg acatgacage aaccttttct 1860

cccaggacaa ttgaaatttg c 1881

<210> 448

<211>1182

<212>DNA

<213> Secuencia Artificial

<220>

<223> Descripcién de secuencia artificial:

polinucleétido sintético

<400> 448

atggccgecg accacctgat getcgecgag ggctaccgcec tggtgcagag geegecgtee 60

gccgeegeceg cccatggecc tecatgegete cggactctge cgecgtacge gggeceggge 120

ctggacagtg ggctgaggcc geggggggct ccgetgggge cgecgecegee ccgecaacce 180

ggggccctgg cgtacggggc cttegggecg cegtectect tecagecctt tecggeegtg 240

ccteegeegg ccgegggcat cgegeacctg cagectgtgg cgacgecgta ccceggecge 300

gcggeegege ceccccaacge tecegggagge cecceccgggec cgeagecgge cccaagegee 360

gcagccecgce cgeegeccge geacgeectg ggeggeatgg acgecgaact catcgacgag 420

gaggcgctga cgtegetgga getggagcetg gggetgeacce gegtgegega getgecegag 480



ctgttcctgg geccagagega gttcgactgce ttctcggact tggggtecge gecgecegee 540

ggctecgtga getgeggtgg ttetggtggt ggtictggte agtcccaget catcaaaccc 600

agccgcatge gcaagtacce caaccggecc agcaagacge ccccccacga acgeccttac 660

gcttgceccag tggagtectg tgatcgecge ttetccegea gegacaacct ggtgagacac 720

atccgcatcc acacaggcca gaagcecctte cagtgecgea tetgeatgag aaacttcage 780

cgagaggata acttgcacac tcacatccgc acccacacag gcgaaaagcec cttcgectge 840

gacatctgtg gaagaaagtt tgcccggage gatgaacttg tccgacatac caagatccac 900

ttgcggceaga aggaccgecc ttacgettge ccagtggagt cctgtgateg ccgettctce 960

caatcaggga atctgactga gcacatccgc atccacacag gccagaagcec cttccagtge 1020

cgcatctgca tgagaaactt cagcacaagt ggacatctgg tacgccacat ccgcacccac 1080

acaggcgaaa agcccttcge ctgegacatc tgtggaagaa agtttgecca gaatagtacc 1140

ctgaccgaac ataccaagat ccacttgcgg cagaaggaca ag 1182

<210> 449

<211> 1740

<212>DNA

<213> Secuencia Artificial



<220>
<223> Descripcion de secuencia artificial:

polinucleétido sintético

<400> 449

atggccgeeg accacctgat getcgeegag ggetacegec tggtgeagag geegeegtce 60

gccgeegeceg cccatggecc tecatgegete cggactctge cgecgtacge gggeccggge 120

ctggacagtg ggctgaggcee gegggggect cegetggggce cgecgeegee ccgecaacce 180

ggggccctgg cgtacggggc cttegggecg cegtectect tecageectt tccggeegtg 240

cctcegeegg ccgegggeat cgegeacctg cagectgtgg cgacgeegta cceccggecge 300

gcggecgege ceccccaacge tecegggagge cccecgggec cgeagecgge cccaagegee 360

geagccccge cgecgeecge geacgecctg ggeggeatgg acgecgaact catcgacgag 420

gaggcgctga cgtegetgga getggagetg gggetgeacce gegtgegega getgecegag 480

ctgttcctgg geccagagega gttcgactgce ttetcggact tggggteege gecgeeecgee 540

ggctccgtga getgeggtgg ttetggtggt ggttctggte agtcccaget catcaaaccc 600

agccgcatge gecaagtacce caaccggecc agcaagacge ccccccacga acgeccttac 660

gcttgeccag tggagtcectg tgatcgecgce ttctececget cagacaacct cgttcgacac 720

atccgcatcc acacaggceca gaagcccttc cagtgecgcea tctgeatgag aaacttcage 780



caccggacta cactcacgaa ccacatccgc acccacacag gcgaaaagec cttegectge 840

gacatctgtg gaagaaagtt tgccagagaa gacaatctcc atactcatac caagatccac 900

ttgcggeaga aggaccgecc ttacgettge ccagtggagt cctgtgateg cegettctcc 960

accagccatt ctctcactga acacatccge atccacacag gccagaagec cttccagtge 1020

cgcatctgca tgagaaactt cagccagtct agctcactgg tgaggcacat ccgcacccac 1080

acaggcgaaa agceccttcge ctgegacatc tgtggaagaa agtttgecag ggaggataac 1140

ctgcatacgc ataccaagat ccacttgcgg cagaaggaca agctcgagat ggecgaccac 1200

ctgatgctcg ccgagggcta ccgectggtg cagaggecge cgtecgecge cgecgeccat 1260

ggccctcatg cgetecggac tetgecgeeg tacgegggece cgggectgga cagtgggetg 1320

aggcegeggg gggcteeget ggggecgecg ccgeeccgec aacccggggc cetggegtac 1380

ggggccttcg ggecgecegte ctectteccag cecttteegg cegtgectee geeggeecgeg 1440

ggcatcgcge acctgeagec tgtggegacg ccgtaccceg geegegegge cgegecccee 1500

aacgctccgg gaggeccccc gggeccgeag ccggeeccaa gegecgeage cecgeegeeg 1560

ccegegeacg ccctgggegg catggacgcece gaactcateg acgaggaggce getgacgteg 1620

ctggagctgg agctggggct geaccgegtg cgegagcetge ccgagcetgtt cctgggecag 1680

agcgagttcg actgcttcte ggacttgggg tccgegeege ccgecggcete cgtgagetge 1740



<210>450

<211>1182

<212>DNA

<213> Secuencia Artificial

<220>

<223> Descripcion de secuencia artificial:

polinucleétido sintético

<400> 450

atggcegeceg accacctgat getcgecgag ggetaccgec tggtgeagag geegeegtce 60

gccgeegeceg cccatggecc tecatgegete cggactctge cgecgtacge gggeccggge 120

ctggacagtg ggctgaggcc geggggggct ccgetgggge cgecgecegece ccgecaacce 180

ggggccctgg cgtacggggc cttegggecg cegtectect tecageectt tccggeegtg 240

cctecgeegg ccgegggeat cgegeacctg cagectgtgg cgacgecgta ccceggeecge 300

gcggecgege ceccccaacge tecegggagge cccecgggec cgeagecgge cccaagegee 360

gcagccccgce cgeegeccge geacgeectg ggeggeatgg acgecgaact catcgacgag 420

gaggcgctga cgtegetgga getggagcetg gggetgeacce gegtgegega getgeccgag 480

ctgttcctgg gecagagega gttegactgce ttetcggact tggggteege gecgeeecgee 540

ggctccgtga getgeggtgg ttetggtggt ggttctggte agtcccaget catcaaaccc 600



agccgcatge gcaagtacce caaccggecc agcaagacge ccccccacga acgeccttac 660

gcttgeccag tggagtectg tgatcgecgc ttctcecget cagacaacct cgttcgacac 720

atccgcatcc acacaggcca gaagceccttc cagtgecgcea tctgcatgag aaacttcage 780

caccggacta cactcacgaa ccacatccgc acccacacag gcgaaaagec cttegectge 840

gacatctgtg gaagaaagtt tgccagagaa gacaatctcc atactcatac caagatccac 900

ttgcggeaga aggaccgecc ttacgettge ccagtggagt cctgtgateg ccgettctce . 960

accagccatt ctctcactga acacatccge atccacacag gccagaagec cttccagtge 1020

cgcatctgca tgagaaactt cagccagtct agctcactgg tgaggcacat ccgcacccac 1080

acaggcgaaa agcccttege ctgegacatce tgtggaagaa agtttgeccag ggaggataac 1140

ctgcatacgc ataccaagat ccacttgcgg cagaaggaca ag 1182

<210>451

<211>1893

<212>DNA

<213> Secuencia Artificial

<220>

<223> Descripcion de secuencia artificial:

polinucledtido sintético



<400> 451

atggccgegg ccaaggecga gatgcagcetg atgtceccge tgeagatcte tgaccegttc 60

ggatcctttc ctcactcgec caccatggac aactacccta agctggagga gatgatgetg 120

ctgagcaacg gggctcccca gttcctegge gecgeegggg ccccagaggg cageggeage 180

aacagcagca gcagcagceag cgggggcggt ggaggeggcg ggggcggcag caacagcage 240

agcagcagca gcaccttcaa ccctcaggeg gacacgggceg agcageccta cgagcacctg 300

accgcagagt cttttcctga catctctctg aacaacgaga aggtgctggt ggagaccagt 360

taccccagec aaaccactcg actgeccccc atcacctata ctggecgctt ttcectggag 420

cctgcaccca acagtggcaa caccttgtgg cccgageccc tettcagett ggtcagtgge 480

ctagtgagca tgaccaaccc accggectcc tcgtectcag caccatctee ageggectce 540

tcecgectecg cecteccagag ceccaccectg agetgegeag tgecatccaa cgacagecagt 600

cccatttact cagecggcacc caccttcccc acgecgaaca ctgacatttt ccctgagecca 660

caaagccagg ccttceccggg cteggeaggg acagegetcce agtacccgec tectgectac 720

cctgeegeca agggtggctt ccaggttccc atgatccecg actacctgtt tccacagcag 780

cagggggatc tgggectggg caccccagac cagaagecct tccagggect ggagagecge 840

acccagcagc cttcgetaac cectetgtct actattaagg cctttgecac tcagtcggge 900



tcccaggacce tgaaggcecct caataccage taccagtccc agcetcatcaa acccagecge 960

atgcgcaagt accccaaccg geccagcaag acgccccecce acgaacgecc ttacgettge 1020

ccagtggagt cctgtgatcg ccgcettctec cgcagegaca acctggtgag acacatccge 1080

atccacacag gccagaagcc cttccagtge cgeatctgea tgagaaactt cagecgagag 1140

gataacttgc acactcacat ccgcacccac acaggcegaaa agceccttege ctgegacatc 1200

tgtggaagaa agtttgcccg gagcgatgaa cttgtccgac ataccaagat ccacttgegg 1260

cagaaggacc gcccttacgce ttgeccagtg gagtectgtg atcgecgett ctcccaatca 1320

gggaatctga ctgagcacat ccgcatccac acaggecaga agecctteca gtgecgeatc 1380

tgcatgagaa acttcagcac aagtggacat ctggtacgcc acatccgcac ccacacagge 1440

gaaaagccct tcgectgega catctgtgga agaaagtttg cccagaatag taccctgacc 1500

gaacatacca agatccactt gcggcagaag gacaagaaag cagacaaaag tgttgtgget 1560

agctcggcca cctectcetct ctettectac cegteceegg ttgetaccte ttaccegtce 1620

ccggttacta cctcttatec atccccggece accaccteat acccateccc tgtgeccace 1680

tccttetect cteceggcete ctegacctac ccatecectg tgcacagtgg cttecectece 1740

ccgtcggtgg ccaccacgta ctectetgtt ccecctgett tcceggecca ggtcagecage 1800

ttcecttect cagetgtcac caactecttc agegecteca cagggcetttc ggacatgaca 1860



gcaacctttt ctcccaggac aattgaaatt tge 1893

<210> 452

<211>1881

<212>DNA

<213> Secuencia Artificial

<220>

<223> Descripcién de secuencia artificial:

polinucleétido sintético

<400> 452

atggccgegg ccaaggecga gatgcagcetg atgtceccge tgeagatcte tgaccegttc 60

ggatcctttc ctcactcgec caccatggac aactacccta agetggagga gatgatgetg 120

ctgagcaacg gggctcccca gttectegge gecgeegggg ccccagaggg cageggeage 180

aacagcagca gcagcagceag cggggecgst ggaggegecg ggggeggeag caacageage 240

agcagcagca gcaccttcaa ccctcaggeg gacacgggeg agcageccta cgagecacctg 300

accgcagagt cttttcctga catctctctg aacaacgaga aggtgetggt ggagaccagt 360

taccccagcece aaaccactcg actgeccccc atcacctata ctggecegcett ttecectggag 420

cctgcaccca acagtggcaa caccttgtgg cccgageccc tettcagett ggtcagtgge 480

ctagtgagca tgaccaaccc accggectcc tegtectcag caccatctee ageggectce 540



tcegectecg ccteccagag cccaccectg agetgegeag tgecatccaa cgacagcagt 600

cccatttact cagcggcacc caccttcecc acgecgaaca ctgacatttt ccctgagcca 660

caaagccagg ccttcceggg cteggeaggg acagegetec agtacccgece tectgectac 720

cctgeegeca agggtggctt ccaggttccc atgatccecg actacctgtt tccacagcag 780

cagggggatc tgggcctggg caccccagac cagaagecct tccagggect ggagagecge 840

acccagcagc cttcgetaac cectetgtct actattaagg cctttgecac tcagtcggge 900

tcccaggacc tgaaggecct caataccagc taccagtccc agetcatcaa acccagecge 960

atgcgcaagt accccaaccg geccagcaag acgeccecce acgaacgecc ttacgettge 1020

ccagtggagt cctgtgatcg ccgcttctec cgcagegaca acctggtgag acacatccge 1080

atccacacag gccagaagcc cttccagtge cgeatctgea tgagaaactt cagecgagag 1140

gataacttgc acactcacat ccgcacccac acaggcgaaa ageccttege ctgegacatc 1200

tgtggaagaa agtttgcccg gagegatgaa cttgtccgac acatccggac acacacggga 1260

gagaagccat tcgcatgtga tatatgtggg agaaagttct cccaatcagg gaatctgact 1320

gagcacatcc gcatccacac aggcecagaag cccttccagt gecgeatctg catgagaaac 1380

ttcagcacaa gtggacatct ggtacgccac atccgcacce acacaggega aaageccttc 1440



gcetgegaca tetgtggaag aaagtttgec cagaatagta ccctgaccga acataccaag 1500

atccacttgc ggcagaagga caagaaagca gacaaaagtg ttgtggctag ctcggecace 1560

tcctetetcet cttectacce gteceeggtt getacctett accegtecce ggttactace 1620

tcttatccat ccccggecac cacctcatac ccatcecctg tgeccaccte cttetectet 1680

cceggctect cgacctacce atcccctgtg cacagtggct tecectecce gteggtggee 1740

accacgtact cctetgttcce ccctgetttc ccggeccagg tcagcagcett cecttectca 1800

gctgtcacca actccttcag cgectecaca gggctttcgg acatgacage aaccttttct 1860

cccaggacaa ttgaaatttg c 1881

<210>453

<211>1881

<212> DNA

<213> Secuencia Artificial

<220>

<223> Descripcidn de secuencia artificial:

polinucleétido sintético

<400> 453

atggccgegg ccaaggcecga gatgcagcetg atgtcecccge tgcagatcte tgacccgtte 60

ggatcctttc ctcactcgee caccatggac aactacccta agctggagga gatgatgetg 120



ctgagcaacg gggctcccca gttectegge gecgeegggg ccccagaggg cageggeage 180

aacagcagca gcagcagcag cgggggcggt ggaggeggeg ggggeggcag caacagecage 240

agcagcagca gcaccttcaa ccctcaggeg gacacgggeg agcageccta cgagecacctg 300

accgcagagt cttttcctga catctctctg aacaacgaga aggtgetggt ggagaccagt 360

taccccagec aaaccacteg actgeccecc atcacctata ctggecgctt ttcectggag 420

cctgcaccca acagtggcaa caccttgtgg cccgagceccc tettcagcett ggtcagtgge 480

ctagtgagca tgaccaaccc accggectce tegtcctcag caccatctee ageggectce 540

tcegectecg ccteccagag cccaccectg agetgegeag tgecatccaa cgacagcagt 600

cccatttact cageggcacc caccttccecc acgecgaaca ctgacatttt ccctgagecca 660

caaagccagg ccttcceggg cteggeaggg acagegetec agtacecgece tectgectac 720

cctgeecgeca agggtggctt ccaggttcee atgatceecg actacctgtt tccacagcag 780

cagggggatc tgggcctggg caccccagac cagaagecct tccagggect ggagageege 840

acccagcagc cttcgctaac ccctetgtet actattaagg cctttgecac tcagtcggge 900

tcccaggacc tgaaggcecct caataccagce taccagtccc agctcatcaa acccagecge 960

atgcgcaagt accccaaccg geccagcaag acgeccecce acgaacgecc ttacgettge 1020

ccagtggagt cctgtgatcg ccgcettctec cgetcagaca acctegttcg acacatccge 1080



atccacacag gccagaagcc cttccagtge cgeatctgea tgagaaactt cagccaccgg 1140

actacactca cgaaccacat ccgcacccac acaggcgaaa ageccttcge ctgegacatc 1200

tgtggaagaa agtttgccag agaagacaat ctccatactc acatccggac acacacggga 1260

gagaagccat tcgcatgtga tatatgtggg agaaagttct ccaccageca ttctctcact 1320

gaacacatcc gcatccacac aggccagaag cecttccagt gecgeatcetg catgagaaac 1380

ttcagccagt ctagctcact ggtgaggcac atccgecacce acacaggega aaagecctte 1440

gcctgegaca tetgtggaag aaagtttgec agggaggata acctgeatac gcataccaag 1500

atccacttgc ggcagaagga caagaaagca gacaaaagtg ttgtggctag ctcggecacc 1560

tcctetetcet cttectacce gteceeggtt getacctett accegtecce ggttactace 1620

tcttatccat cceeggecac cacctcatac ccatcecctg tgeccaccte cttetectet 1680

cccggcetect cgacctacce atccectgtg cacagtggcet tceccteece gteggtggee 1740

accacgtact cctctgttcce ccctgetttc ccggeccagg tcageagett cecttectca 1800

gctgtcacca actecttcag cgectccaca gggetttcgg acatgacage aaccttttct 1860

cccaggacaa ttgaaatttg c 1881

<210>454



<211> 4436

<212> DNA

<213> Secuencia Artificial

<220>

<223> Descripcion de secuencia artificial:

polinucleétido sintético

<400> 454

ggaggaagcc atcaactaaa ctacaatgac tgtaagatac aaaattggga atggtaacat 60

attttgaagt tctgttgaca taaagaatca tgatattaat gcccatggaa atgaaaggge 120

gatcaacact atggtttgaa aagggggaaa ttgtagagca cagatgtgtt cgtgtggcag 180

tgtgctgtct ctagcaatac tcagagaaga gagagaacaa tgaaattctg attggcccca 240

gtgtgagccc agatgaggtt cagctgecaa ctttctcttt cacatcttat gaaagtcatt 300

taagcacaac taactttttt tttttttttt tttttttgag acagagtctt getctgttge 360

ccaggacaga gtgcagtagt gactcaatct cggctcactg cagectccac ctectagget 420

caaacggtcc tcctgeatca gecteccaag tagetggaat tacaggagtg geccaccatg 480

cccagctaat ttttgtattt ttaatagata cgggggtttc accatatcac ccaggectggt 540

ctcgaactcc tggectcaag tgatccacct gecteggect cccaaagtge tgggattata 600

ggcgtcagec actatgecca acccgaccaa ccttttttaa aataaatatt taaaaaattg 660



gtatttcaca tatatactag tatttacatt tatccacaca aaacggacgg gcctcegetg 720

aaccagtgag gccccagacg tgcgcataaa taacccctgce gtgetgeace acctggggag 780

agggggagga ccacggtaaa tggagegage gecatagcaaa agggacgegg ggtecttttc 840

tctgecggtg geactgggta getgtggeca ggtgtggtac tttgatgggg cccagggetg 900

gagctcaagg aagcgtcgca gggtcacaga tctgggggaa ccccggggaa aageactgag 960

gcaaaaccgc cgctcgtcte ctacaatata tgggaggggg aggttgagta cgttctggat 1020

tactcataag accttttttt tttccttccg ggecgcaaaac cgtgagetgg atttataatc 1080

gccctataaa getccagagg cggtcaggea cctgeagagg agecccgeceg ctecgeegac 1140

tagctgececc cgegageaac ggectegtga ttteeecgece gateeggtee ccgectecce 1200

actctgececc cgectaccce ggageegtge agecgectcet ccgaatctet ctettctect 1260

ggcgctegeg tgcgagaggg aactagegag aacgaggaag cagetggagg tgacgeeggg 1320

cagattacgc ctgtcagggc cgagccgage ggatcgetgg gegetgtgea gaggaaagge 1380

gggagtgccc ggetegetgt cgcagagecg aggtgggtaa getagegacc acctggactt 1440

cccagcgecc aaccgtggcet tttcagecag gtectetect cccgeggett ctcaaccaac 1500

cccatcccag cgecggecac ccaacctece gaaatgagtg cttcetgeee cageagecga 1560

aggcgctact aggaacggta acctgttact tttccagggg ccgtagtcga cccgetgece 1620



gagttgctgt gcgactgege gegeggggct agagtgcaag gtgactgtgg ttcttctctg 1680

gccaagtccg agggagaacg taaagatatg ggcectttttc ccccteteac cttgtctcac 1740

caaagtccct agtcceccgga geagttagec tetttetttc cagggaatta gccagacaca 1800

acaacgggaa ccagacaccg aaccagacat gcccgecccg tgegeectee cegetegetg 1860

cctttectec ctettgtete tccagagecg gatcttcaag gggagectcece gtgecececcgg 1920

ctgctcagtc cctecggtgt gcaggacccce ggaagtecte cccgeacage tetegettct 1980

ctttgcagcc tgtttctgeg ccggaccagt cgaggactct ggacagtaga ggececggga 2040

cgaccgagct ggaattcgec accatggeceg cggecaaggce cgagatgeag ctgatgtcce 2100

cgctgcagat ctectgaccceg tteggatect ttectcactc geccaccatg gacaactacc 2160

ctaagctgga ggagatgatg ctgctgagca acggggctcc ccagttcctc ggegeecgeeg 2220

gggccccaga gggeagegec agcaacagea gecageageag cageggggec ggtggaggeg 2280

gcgeeeecgg cagcaacage agcageagea geageacctt caaccctcag geggacacgg 2340

gcgagcagcec ctacgagcac ctgaccgceag agtcttttce tgacatctct ctgaacaacg 2400

agaaggtgct ggtggagacc agttacccca geccaaaccac tegactgeec cccatcacct 2460

atactggccg cttttcectg gagectgeac ccaacagtgg caacaccttg tggeecgage 2520



ccctcttcag cttggtcagt ggectagtga geatgaccaa cccaccggece tectegtect 2580

cagcaccatc tccageggcec tecteegect cegecteeca gageccacec ctgagetgeg 2640

cagtgccatc caacgacagc agtcccattt actcageggce acccaccttc cccacgeega 2700

acactgacat tttccctgag ccacaaagcc aggecttece gggetcggea gggacagege 2760

tccagtaccc gectectgec taccectgecg ccaagggtgg cttccaggtt cccatgatce 2820

ccgactacct gtttccacag cagcaggggg atctgggect gggeacceca gaccagaage 2880

ccttccaggg cctggagagce cgcacccage agecttcget aaccectctg tctactatta 2940

aggcctttge cactcagtcg ggcetcccagg acctgaaggce cctcaatacc agetaccagt 3000

cccagctcat caaacccagce cgcatgegcea agtaccccaa ccggeccage aagacgecce 3060

cccacgaacg cccttacgcet tgeccagtgg agtectgtga tegeegcette tecccgecageg 3120

acaacctggt gagacacatc cgcatccaca caggccagaa geccttccag tgeegeatet 3180

gcatgagaaa cttcagccga gaggataact tgcacactca catccgeacc cacacaggeg 3240

aaaagccctt cgectgegac atctgtggaa gaaagtttge ccggagegat gaacttgtce 3300

gacacatccg gacacacacg ggagagaagc cattcgcatg tgatatatgt gggagaaagt 3360

tctcccaatc agggaatctg actgagcaca tccgcatcca cacaggecag aageccttce 3420

agtgccgcat ctgcatgaga aacttcagca caagtggaca tctggtacge cacatccgca 3480



cccacacagg cgaaaagcecc ttcgectgeg acatctgtgg aagaaagttt gcccagaata 3540

gtaccctgac cgaacatacc aagatccact tgcggcagaa ggacaagaaa gcagacaaaa 3600

gtgttgtggc tagctcggece acctectete tetettecta ceecgtececg gttgetacct 3660

cttacccgte cccggttact acctcttatce catcceegge caccacctca tacccatcce 3720

ctgtgcccac ctecttetec tetceegget cectegaccta cccatecect gtgecacagtg 3780

gcttceccte ceccgteggtg gecaccacgt actectetgt teccectget ttcccggeece 3840

aggtcagcag cttcccttece tcagetgtca ccaactcectt cagegectec acagggettt 3900

cggacatgac agcaaccttt tctcccagga caattgaaat ttgctaaact agtaagettg 3960

ggtggcatcc ctgtgacccc tcceccagtge ctetectgge cctggaagtt gecactccag 4020

tgcccaccag ccttgtecta ataaaattaa gttgeatcat tttgtctgac taggtgtcct 4080

tctataatat tatggggtgg aggggggtgg tatggagcaa ggggcaagtt gggaagacaa 4140

cctgtagggce ctgeggggtc tattgggaac caagetggag tgcagtggea caatcttgge 4200

tcactgcaat ctcegectec tgggttcaag cgattctect gectcagect cccgagttgt 4260

tgggattcca ggcatgcatg accaggctca getaattttt gtttttttgg tagagacggg 4320

gtttcaccat attggccagg ctggtctcca actcctaatc tcaggtgate tacccacctt 4380



ggcctcccaa attgetggga ttacaggegt gaaccactge tecctteect gtectt 4436



