BLASTN 2.14.1+

Reference: Zheng Zhang, Scott Schwartz, Lukas Wagner, and
Webb Miller (2000), "A greedy algorithm for aligning DNA
sequences", J Comput Biol 2000; 7(1-2):203-14.

RID: HO9CINE5K114

Query= SEQ ID NO: 2

Length=2808

Sequences producing significant alignments: (:Eggi ValEe
Query 27809 SEQ ID NO: 5 4117 0.0
Query 27806 SEQ ID NO: 1 4045 0.0
Query 27807 SEQ ID NO: 3 4034 0.0
Query 27808 SEQ ID NO: 4 4023 0.0

ALIGNMENTS
>Query_27809 SEQ ID NO: 5

Length=2808

Score

= 4117 bits (2229), Expect = 0.0
Identities = 2619/2812 (93%), Gaps = 8/2812 (0%)
Strand=Plus/Plus

Query 1 ATGGCTTTCCTGTGGCTGCTGTCTTGCTGGGCCCTGCTGGGGACTACCTTTGGCCTGCTG
LECEE T TEEEECEET e TEEE e e e L e ey
Sbjct 1 ATGGCCTTTCTGTGGCTGCTGTCCTGCTGGGCCCTGCTGGGGACCACCTTTGGCCTGCTG
Query 61  GTGCCCAGGGAACTGTCTGGCTCTAGCCCAGTGCTGGAGGAGACCCACCCTGCCCACCAG
LECETEEEETE T LECELECCETEEEEC T e e e
Sbjct 61  GTGCCCAGGGAGCTGTCTGGGAGCAGCCCAGTGCTGGAGGAGACCCACCCTGCCCACCAG
Query 121  CAGGGGGCTTCTAGGCCTGGCCCCAGGGATGCCCAGGCCCACCCTGGCAGGCCAAGGGCT
LETETLT LECEEECEEED TECEEEEEEE e r e e e e e e e e s 1|
Sbjct 121  CAGGGGGCCAGCAGGCCTGGCCCTAGGGATGCCCAGGCCCACCCTGGCAGGCCCAGGGCT
Query 181  GTGCCCACCCAGTGTGATGTGCCCCCCAACTCTAGATTTGATTGTGCCCCTGATAAGGCC
LECEE TECCEEEEVEEE e teeee Feeer teeee Peeer Teeer e
Sbjct 181  GTGCCTACCCAGTGTGATGTGCCACCCAATTCTAGGTTTGACTGTGCTCCTGACAAGGCC
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241
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540

540

600
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660
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720

720

780

780

840

840

900

900

960

ATCACCCAGGAGCAGTGTGAGGCTAGGGGCTGCTGCTACATCCCTGCTAAGCAGGGCCTG

LECEE TEECEEEEC e Toeeee e Peeee e e e e T ey
ATCACTCAGGAGCAGTGTGAAGCTAGGGGGTGCTGCTACATCCCAGCCAAGCAGGGCCTG

CAGGGGGCTCAGATGGGCCAGCCCTGGTGCTTCTTcccccccAGCTATCCCT-CTTACAA

CAGGGGGCCCAGATGGGCCAGCCCTGGTGCTTCTTCCCCCCCAGCTA-CCCTAGCTACAA

GCTGGAGAATCTGAGCAGCTCTGAGATGGGCTACACTGCCACCCTGACCAGGACTACTCC

LECCEELEECEEEEC T e e e e e e e e e e Lo e e e e et 1
GCTGGAGAATCTGAGCAGCTCTGAGATGGGCTACACTGCTACCCTGACCAGGACCACTCC

CACCTTCTTCCCCAAGGACATCCTGACCCTGAGGCTGGATGTGATGATGGAGACTGAGAA

LECECLEPECETEEC T e e Cee e e e e e Feee ey |
TACCTTCTTCCCCAAGGACATCCTGACTCTGAGGCTGGATGTCATGATGGAGACTGAAAA

CAGGCTGCATTTCACCATCAAGGATCCTGCCAACAGGAGGTATGAGGTGCCTCTGGAGAC

LECECEEE TEEEEEEEEEE e Eee e T e e e e e e e
TAGGCTGCACTTCACCATCAAGGACCCTGCCAATAGGAGGTATGAGGTGCCTCTGGAGAC

CCCCCATGTGCACAGCAGGGCTCCTTCTCCCCTGTACTCTGTGGAGTTCTCTGAGGAACC

ARERRARERRA AR LECLEEEE TEEEEEETT ey |
CCCCCATGTGCATAGCAGGGCTCCCAGCCCCCTGTATTCTGTGGAGTTCTCTGAGGAGCC

CTTTGGGGTGATTGTGAGGAGGCAGCTGGATGGCAGGGTCCTGCTGAACACCACTGTGGC

LECCEEEEE PEEVEEE e CEeee e e teee e Leer e e Feerr
CTTTGGGGTCATTGTGAGGAGACAGCTGGATGGGAGGGTGCTGCTGAACACTACTGTGGC

CCCCCTGTTCTTTGCTGATCAGTTCCTGCAGCTGTCCACTTCTCTGCCTAGCCAGTACAT

LECECETPECEEEEEE e TP e e eerr 1 LELEE THETETTET T
TCCCCTGTTCTTTGCTGACCAGTTCCTGCAGCTGTCTACCAGCCTGCCCAGCCAGTACAT

CACTGGGCTGGCTGAGCACCTGAGCCCTCTGATGCTGAGCACCTCTTGGACTAGGATCAC

LECCEEEPEEETT e teee e Lo e e e e e 1 P
CACTGGGCTGGCTGAGCATCTGAGCCCCCTGATGCTGAGCACCAGCTGGACCAGGATCAC

CCTGTGGAACAGGGACCTGGCCCCCACCCCTGGGGCCAACCTGTATGGCAGCCACCCCTT

LECECEEEEEETEE PEEEEE e ee e PEeEe e e e e e e e et e 1|
TCTGTGGAACAGGGATCTGGCCCCCACTCCTGGGGCCAACCTGTATGGGAGCCATCCCTT

CTATCTGGCCCTGGAGGATGGGGGCTCTGCCCATGGGGTGTTCCTGCTGAATAGCAATGC

LEETECEECEEEEE T e e e e e e e e e e e e e e e e e Feerr |
CTACCTGGCCCTGGAGGATGGGGGCTCTGCCCATGGGGTGTTCCTGCTGAACAGCAATGC

TATGGATGTGGTGCTGCAGCCCAGCCCTGCCCTGTCTTGGAGGAGCACTGGGGGCATCCT

LECECETEECETT e teee e e e eer e e e e e
CATGGATGTGGTGCTGCAGCCTAGCCCTGCCCTGAGCTGGAGGAGCACTGGGGGCATCCT
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960

1020

1020

1080

1080

1140

1140

1200

1200

1260

1260

1320

1320

1380

1380

1440

1440

1500

1500

1560

1560

1620

1620

1680

1680

GGATGTCTACATCTTCCTGGGGCCTGAGCCCAAGTCTGTGGTGCAGCAGTATCTGGATGT

GGTGGGCTACCCCTTCATGCCTCCCTACTGGGGCCTGGGCTTCCACCTGTGCAGGTGGGG

LECCEE T PEEEVEEEE e PEEEEE e e e e e e T e e ey
GGTGGGGTATCCCTTCATGCCCCCCTACTGGGGCCTGGGCTTTCACCTGTGCAGGTGGGG

CTACAGCTCTACTGCCATCACCAGGCAGGTGGTGGAGAATATGACCAGGGCCCACTTCCC

LECEEEE FEEECEEEE T e e e e e e A e e e e e e e
CTACAGCAGCACTGCCATCACCAGGCAGGTGGTGGAGAACATGACCAGGGCCCACTTCCC

CCTGGATGTGCAGTGGAATGACCTGGACTACATGGACTCTAGGAGGGACTTCACCTTCAA

LECECETTECETEEE T e e e e e teeeee e teerer i 1
TCTGGATGTGCAGTGGAATGACCTGGACTATATGGATTCTAGGAGAGACTTTACTTTTAA

TAAGGATGGCTTCAGAGACTTCCCTGCCATGGTGCAGGAGCTGCATCAGGGGGGCAGGAG

LECECECEECEEEE 0 PEEE e e v e e e e e e e L e e e
CAAGGATGGCTTCAGGGAT TTCCCTGCCATGGTGCAGGAGCTGCACCAGGGGGGCAGGAG

GTACATGATGATTGTGGACCCTGCCATCAGCTCTTCTGGCCCTGCTGGCTCTTACAGGCC

IIII|IIII|IIIIII||I||||I LELEE TR TP
ATGATTGTGGACCCTGCTATTAGCAGCTCTGGCCCTGCTGGGTCTTACAGGCC

CTATGATGAGGGCCTGAGGAGGGGGGTGTTCATCACCAATGAGACTGGGCAGCCCCTGAT

LECEEECEECETEECE T e e e e e e e e e e e e e e e e e T e |
TTATGATGAGGGCCTGAGGAGGGGGGTGTTCATCACCAATGAGACTGGCCAGCCCCTGAT

TGGGAAGGTGTGGCCTGGCTCTACTGCCTTCCCTGACTTCACCAATCCTACTGCCCTGGC

LEE TECEEEEEEEr e PEeEe e e e e e e e e i Py
TGGCAAGGTGTGGCCTGGCAGCACTGCCTTCCCTGACTTCACCAACCCCACTGCCCTGGC

CTGGTGGGAGGACATGGTGGCTGAGTTCCATGACCAGGTGCCCTTTGATGGCATGTGGAT

IIII|IIII|IIIIII||I||||I||IIIIIIIIIII|IIII|IIIIIIII LT
CAGGTGCCCTTTGATGGGATGTGGAT

TGACATGAATGAGCCCTCTAATTTCATCAGGGGCTCTGAGGATGGCTGCCCCAACAATGA

IIII|IIII|IIIIII||I|| LCCEEEEEEEE TEVEEEEE T e
ATGAATGAGCCCTCTAACTTCATCAGGGGGTCTGAGGATGGCTGCCCCAACAATGA

GCTGGAGAACccccccTATGTGCCTGGGGTGGTGGGGGGCACCCTGCAGGCTGCCACCAT

LECCCELEECETEECE T e e e e e ee e e e e e e T e e eeen |
GCTGGAGAACCCCCCCTATGTGCCTGGGGTGGTGGGGGGCACTCTGCAGGCTGCCACTAT

CTGTGCTAGCTCTCACCAGTTCCTGAGCACCCACTACAATCTGCATAACCTGTATGGCCT

LECEEEE PEEEEEEEE e PR e e Peeeee e T e e
CTGTGCTTCTTCTCACCAGTTTCTGAGCACCCACTATAATCTGCACAACCTGTATGGCCT

GACTGAGGCCATTGCCAGCCACAGGGCCCTGGTGAAGGCTAGGGGCACCAGGCCCTTTGT

IIII|IIII|IIIIII||I|| LCCEEECCETEEEEEE P EEEr e |
GAGGCCATTGCCAGCCATAGGGCCCTGGTGAAGGCCAGGGGCACCAGGCCCTTTGT
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1797
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1917

1917

1977

1977

2037
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GATTTCTAGGA-G-C-ACTTTTGCTGGCCATGGCAGGTATGCTGGGCACTGGACTGGGGA
N R R N RN AR R

GAT--C-AGCAGGTCTACCTTTGCTGGCCATGGCAGGTATGCTGGCCACTGGACTGGGGA

TGTGTGGTCTAGCTGGGAGCAGCTGGCTTCTTCTGTGCCTGAGATCCTGCAGTTCAACCT

LECEETEEE LEEEEEEE T ARERRARARRARARRARNRRAR ARy
TGTGTGGTCTTCTTGGGAGCAGCTGGCCAGCTCTGTGCCTGAGATCCTGCAGTTCAACCT

GCTGGGGGTGCCTCTGGTGGGGGCTGATGTGTGTGGGTTCCTGGGCAACACTTCTGAGGA

LECCCELTECETECET e e ee e v ee e o0 L e e e Ferrr |
GCTGGGGGTGCCTCTGGTGGGGGCTGATGTGTGTGGCT TTCTGGGCAACACCTCTGAGGA

GCTGTGTGTGAGGTGGACCCAGCTGGGGGCCTTCTACCCTTTCATGAGGAACCACAACAG

IIII|IIII|IIIIII||I||||I||IIIIIII LECEE TEEEEEEETET T |
GACCCAGCTGGGGGCCTTTTACCCCTTCATGAGGAACCACAATAG

CCTGCTGAGCCTGCCCCAGGAGCCCTACAGCTTCTCTGAGCCTGCCCAGCAGGCCATGAG

IIII|IIII|IIIIII||I||||I LEE LEEEEEEEEEEE e e
AGCCTGCCCCAGGAGCCTTACTCTTTCTCTGAGCCTGCCCAGCAGGCCATGAG

GAAGGCCCTGACCCTGAGGTATGCCCTGCTGCCCCACCTGTACACCCTGTTCCACCAGGC

LECCCEEEEEEE CVEEEEEE P e e e tee e Feee e ey
GAAGGCCCTGACTCTGAGGTATGCCCTGCTGCCCCATCTGTATACCCTGTTTCACCAGGC

CCATGTGGCTGGGGAGACTGTGGCTAGGCCTCTGTTCCTGGAGTTCCCCAAGGACTCTAG

IIII|IIII|IIIIII||I||||I||IIIIIIIIII LECCEETEEEE TR
ACTGTGGCTAGGCCTCTGTTTCTGGAGTTCCCTAAGGACTCTAG

CACCTGGACTGTGGACCACCAGCTGCTGTGGGGGGAGGCCCTGCTGATCACTCCTGTGCT

IIII|IIII|IIIIII||I||||I||IIIIIIIIIII|IIII|IIIIIIII LI
GAGGCCCTGCTGATCACCCCTGTGCT

GCAGGCTGGGAAGGCTGAGGTGACTGGCTATTTCCCCCTGGGCACCTGGTATGACCTGCA

LECCCEEEE PEEECETEEE T e e PEE e e e e e e e e e e
GCAGGCTGGCAAGGCTGAGGTGACTGGCTACTTCCCCCTGGGCACCTGGTATGACCTGCA

GACTGTGCCTGTGGAGGCCCTGGGGAGCCTGeccccccccccTGCTGCCCCCAGGGAGCC

IIII|IIII|IIIIII||I||||I||IIIIIII ARARRARARRARARRARARRARN
AGGCCCTGGGGAGCCTGCCTCCCCCCCCTGCTGCCCCCAGGGAGCC

TGCCATCCACTCTGAGGGCCAGTGGGTGACCCTGCCTGCCCCTCTGGATACCATCAATGT

LECEEE D0 PEEEEETEEEE T e e e e e e e e e e e e e Feer e |
TGCCATTCATTCTGAGGGCCAGTGGGTGACCCTGCCTGCCCCTCTGGACACCATCAATGT

GCACCTGAGGGCTGGCTACATCATTCCCCTGCAGGGCCCTGGCCTGACCACTACTGAGTC

LECCCEEEECETEEr TEEEEee e Ceee e e e e e e e e e e e e e e e e e
GCACCTGAGGGCTGGGTACATCATCCCCCTGCAGGGCCCTGGCCTGACCACCACTGAGAG

TAGGCAGCAGCCCATGGCCCTGGCTGTGGCCCTGACCAAgg gctag
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>Query_27806
Length=

Score =

2457

2517

2517

2577

2577

2637

2637

2697

2697

2757

2757

2808

Identities
Strand=Plus/Plus
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1

61

61

121

121

181

181

241

241

CAGGCAGCAGCCCATGGCCCTGGCTGTGGCTCTGACCAAGGGGGGGGAGGCCAGGGGGGA

gctgttttgggatgatggggagagectggaggtgctggagaggggggCCTACACTCAGGT

LECLEE PEEEEEEE e FEr e e e e e e e e e e e e e et e
GCTGTTCTGGGATGATGGGGAGTCTCTGGAGGTGCTGGAGAGGGGGGCCTACACCCAGGT

GATCTTCCTGGCCAGGAACAATACCATTGTGAATGAGCTGGTGAGGGTGACCTCTGAGGG

LECEEE TECETEECEE e FEEE e e e e e e e e e e e e e
GATCTTTCTGGCCAGGAACAATACTATTGTGAATGAGCTGGTGAGGGTGACCTCTGAGGG

GCTGAGCAATGGGGTGCCTGTGAGCAACTTCACCTATAGCCCTGATACCAAGGTGCTGGA

LECECETTECETT T r e ey AR RRRARNRRAR
CCTGAGCAATGGGGTGCCTGTGAGCAACTTCACCTACTCTCCTGACACCAAGGTGCTGGA

TATTTGTGTGAGCCTGCTGATGGGGGAGCAGTTCCTGGTGAGCTGGTGCTGA 2808

LECECETEE PEEEEEEE e e e e e e e e e
CATTTGTGTGTCTCTGCTGATGGGGGAGCAGTTCCTGGTGAGCTGGTGCTGA 2808

SEQ ID NO: 1

4045 bits (2190), Expect = 0.0

2603/2809 (93%), Gaps = 2/2809 (0%)

ATGGCTTTCCTGTGGCTGCTGTCTTGCTGGGCCCTGCTGGGGACTACCTTTGGCCTGCTG

IIII|IIII|IIIIII||I|| LECEEEEE TEEEEEEE TP T
CTTTCCTGTGGCTGCTGAGCTGCTGGGCTCTGCTGGGCACCACCTTTGGGCTGCTG

GTGCCCAGGGAACTGTCTGGCTCTAGCCCAGTGCTGGAGGAGACCCACCCTGCCCACCAG

LECEE TEEEE TEVEEEE e TEEEEe e Feee e e e Lee e
GTGCCTAGGGAGCTGTCTGGGTCTAGCCCTGTGCTGGAGGAGACTCACCCTGCCCATCAG

CAGGGGGCTTCTAGGCCTGGCCCCAGGGATGCCCAGGCCCACCCTGGCAGGCCAAGGGCT

LECCEEEEE PECEEEEEEE e Ceee e e e e e e e e e e e 1|
CAGGGGGCTAGCAGGCCTGGCCCCAGGGATGCTCAGGCCCACCCTGGCAGGCCCAGGGCT

GTGCCCACCCAGTGTGATGTGCCCCCCAACTCTAGATTTGATTGTGCCCCTGATAAGGCC

IIII|IIII|IIIIII||I LLCEEEEEEEr 10 TEEEE FEEEEEEE e T
TGTGATGTGCCCCCCAACAGCAGGTTTGACTGTGCCCCTGACAAGGCC

ATCACCCAGGAGCAGTGTGAGGCTAGGGGCTGCTGCTACATCCCTGCTAAGCAGGGCCTG

LECEECEECEEEEC T e tee e e e e e e e e e L e |
ATTACCCAGGAGCAGTGTGAGGCCAGGGGCTGCTGCTACATTCCAGCTAAGCAGGGCCTG
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541
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841

841
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1021

CAGGGGGCTCAGATGGGCCAGCCCTGGTGCTTCTTcccccccAGCTATCCCTCTTACAAG

LECEEEEE TEEEECEETE T T r e e e e e ey N
CAGGGGGCCCAGATGGGCCAGCCCTGGTGCTTCTTCCCCCCCAGCTATCCTAGCTATAAA

CTGGAGAATCTGAGCAGCTCTGAGATGGGCTACACTGCCACCCTGACCAGGACTACTCCC

LECCEEEE TEEEECEETEE TR e e Ceee e e e e T e
CTGGAGAACCTGAGCAGCTCTGAGATGGGCTATACTGCCACCCTGACTAGGACTACTCCC

ACCTTCTTCCCCAAGGACATCCTGACCCTGAGGCTGGATGTGATGATGGAGACTGAGAAC

LECEE T T TECEE PEEEEEE T e e e e e e e e e e e
ACCTTTTTTCCTAAGGATATCCTGACCCTGAGGCTGGATGTGATGATGGAGACTGAGAAC

AGGCTGCATTTCACCATCAAGGATCCTGCCAACAGGAGGTATGAGGTGCCTCTGGAGACC

LECCEEEE TR P PEEer e Feee e e e L e e
AGGCTGCACTTCACTATTAAGGACCCTGCCAATAGGAGGTATGAAGTGCCTCTGGAGACT

CCCCATGTGCACAGCAGGGCTCCTTCTCCCCTGTACTCTGTGGAGTTCTCTGAGGAACCC

LEEEEEEEE T 1 LECLCEED TEEPEEETTETE e 11
CCTCATGTGCACTCTAGGGCCCCCAGCCCCCTGTATTCTGTGGAGTTCTCTGAGGAGCCC

TTTGGGGTGATTGTGAGGAGGCAGCTGGATGGCAGGGTCCTGCTGAACACCACTGTGGCC

LECCCULECEEETECET e e e e e e e e Lee e e e e ey
TTTGGGGTGATTGTGAGGAGGCAGCTGGATGGCAGGGTGCTGCTGAACACCACTGTGGCC

CCCCTGTTCTTTGCTGATCAGTTCCTGCAGCTGTCCACTTCTCTGCCTAGCCAGTACATC

LECCEPPECETEECEE PEEE e 1 LEEEE THEETTTETTT
CCCCTGTTCTTTGCTGACCAGTTCCTGCAGCTGAGCACCAGCCTGCCCAGCCAGTACATC

ACTGGGCTGGCTGAGCACCTGAGCCCTCTGATGCTGAGCACCTCTTGGACTAGGATCACC

LECCCELTCCETEECEE CEEEE e e e e e e e e e e e e e e e T i
ACTGGGCTGGCTGAGCATCTGAGCCCTCTGATGCTGAGCACCTCTTGGACCAGGATCACC

CTGTGGAACAGGGACCTGGCCCCCACCCCTGGGGCCAACCTGTATGGCAGCCACCCCTTC

LECEEEEE TP PEEEEEEE e e e e e e v teee et 1 1|
CTGTGGAATAGGGATCTGGCCCCCACCCCTGGGGCTAATCTGTATGGCTCTCATCCCTTT

TATCTGGCCCTGGAGGATGGGGGCTCTGCCCATGGGGTGTTCCTGCTGAATAGCAATGCT

LELTEEEEEETEEC T e e e e e e ee e e e e e e e Teerrr
TACCTGGCCCTGGAGGATGGGGGCTCTGCCCATGGGGTGTTTCTGCTGAACAGCAATGCC

ATGGATGTGGTGCTGCAGCCCAGCCCTGCCCTGTCTTGGAGGAGCACTGGGGGCATCCTG

IIII|IIII|IIIIII||I|| LECEEEEEE TEEEEEEE R
ATGTGGTGCTGCAGCCCTCTCCTGCCCTGAGCTGGAGGAGCACTGGGGGCATCCTG

GATGTGTACATTTTCCTGGGGCCTGAGCCCAAGTCTGTGGTGCAGCAGTACCTGGATGTG

LECCEEEEEEE PECEEEEE TEEEEE e e e e Peeee e trrrrr |
GATGTGTACATCTTCCTGGGCCCTGAGCCCAAGTCTGTGGTCCAGCAGTATCTGGATGTG
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1081
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GTGGGCTACCCCTTTATGCCCCCCTATTGGGGCCTGGGCTTCCACCTGTGCAGGTGGGGG

TACAGCTCTACTGCCATCACCAGGCAGGTGGTGGAGAATATGACCAGGGCCCACTTCCCC

TATTCTTCTACTGCTATCACCAGGCAGGTGGTGGAGAACATGACCAGGGCTCACTTCCCC

CTGGATGTGCAGTGGAATGACCTGGACTACATGGACTCTAGGAGGGACTTCACCTTCAAT

TGGAATGACCTGGACTATATGGACTCTAGGAGGGATTTCACCTTCAAC

AAGGATGGCTTCAGAGACTTCCCTGCCATGGTGCAGGAGCTGCATCAGGGGGGCAGGAGG

AAGGATGGCTTCAGGGACTTCCCTGCTATGGTCCAGGAGCTGCATCAGGGGGGCAGGAGG

TACATGATGATTGTGGACCCTGCCATCAGCTCTTCTGGCCCTGCTGGCTCTTACAGGCCC

TACATGATGATTGTGGACCCTGCCATCAGCAGCTCTGGCCCTGCTGGCAGCTATAGGCCC

TATGATGAGGGCCTGAGGAGGGGGGTGTTCATCACCAATGAGACTGGGCAGCCCCTGATT

CTGAGGAGGGGGGTGTTTATCACTAATGAAACTGGGCAGCCCCTGATT

GGGAAGGTGTGGCCTGGCTCTACTGCCTTCCCTGACTTCACCAATCCTACTGCCCTGGCC

GGCAAGGTGTGGCCTGGCTCTACTGCCTTCCCTGACTTCACCAACCCCACTGCTCTGGCC

TGGTGGGAGGACATGGTGGCTGAGTTCCATGACCAGGTGCCCTTTGATGGCATGTGGATT

TGGTGGGAGGACATGGTGGCTGAGTTCCATGACCAGGTGCCTTTTGATGGCATGTGGATT

GACATGAATGAGCCCTCTAATTTCATCAGGGGCTCTGAGGATGGCTGCCCCAACAATGAG

GACATGAATGAGCCCAGCAACTTCATCAGGGGCTCTGAGGATGGGTGCCCCAATAATGAG

CTGGAGAACccccccTATGTGCCTGGGGTGGTGGGGGGCACCCTGCAGGCTGCCACCATC

CACCCTGCAGGCTGCCACTATT

TGTGCTAGCTCTCACCAGTTCCTGAGCACCCACTACAATCTGCATAACCTGTATGGCCTG

TGTGCCAGCTCTCACCAGTTCCTGAGCACCCACTACAACCTGCACAATCTGTATGGCCTG

ACTGAGGCCATTGCCAGCCACAGGGCCCTGGTGAAGGCTAGGGGCACCAGGCCCTTTGTG

GCCACAGGGCCCTGGTGAAGGCCAGGGGCACTAGGCCCTTTGTG

ATTTCTAGGAGCACTTTTGCTGGCCATGGCAGGTATGCTGGGCACTGGACTGGGGATGTG

ATCTCTAGAAGCACCTTTGCTGGCCATGGGAGGTATGCTGGCCACTGGACTGGGGATGTG
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1980
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2040
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2160
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2220
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2280
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2460
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TGG-TCTAGCTGGGAGCAGCTGGCTTCTTCTGTGCCTGAGATCCTGCAGTTCAACCTGCT

TGGAGCT-CTTGGGAGCAGCTGGCCAGCTCTGTGCCTGAGATCCTGCAGTTCAACCTGCT

GGGGGTGCCTCTGGTGGGGGCTGATGTGTGTGGGTTCCTGGGCAACACTTCTGAGGAGCT

GGGGGTGCCCCTGGTGGGGGCTGATGTGTGTGGCTTCCTGGGCAACACCTCTGAAGAGCT

GCTGAGCCTGCCCCAGGAGCCCTACAGCTTCTCTGAGCCTGCCCAGCAGGCCATGAGGAA

LECCEECEECE CEEreee e oee FeEr e e e e e e e e e e e e
GCTGAGCCTGCCTCAGGAGCCTTACTCTTTCTCTGAGCCTGCCCAGCAGGCCATGAGGAA

GGCCCTGACCCTGAGGTATGCCCTGCTGCCCCACCTGTACACCCTGTTCCACCAGGCCCA

CTGACCCTGAGGTATGCTCTGCTGCCCCACCTGTACACCCTGTTCCACCAGGCCCA

TGTGGCTGGGGAGACTGTGGCTAGGCCTCTGTTCCTGGAGTTCCCCAAGGACTCTAGCAC

TGTGGCTGGGGAGACTGTGGCCAGGCCCCTGTTCCTGGAGTTTCCTAAGGATAGCAGCAC

CTGGACTGTGGACCACCAGCTGCTGTGGGGGGAGGCCCTGCTGATCACTCCTGTGCTGCA

GGGAGGCCCTGCTGATTACCCCTGTGCTGCA

GGCTGGGAAGGCTGAGGTGACTGGCTATTTCCCCCTGGGCACCTGGTATGACCTGCAGAC

GGCTGGCAAGGCTGAGGTGACTGGCTACTTCCCCCTGGGCACTTGGTATGACCTGCAGAC

TGTGCCTGTGGAGGCCCTGGGGAGCCTGeccccccccccTGCTGCCCCCAGGGAGCCTGC

LECCCEREEEEE CEEEEe e Peeee e teer e e e e e e e e e
TGTGCCTGTGGAAGCCCTGGGCAGCCTGCCTCCCCCCCCTGCTGCCCCCAGGGAGCCTGC

CATCCACTCTGAGGGCCAGTGGGTGACCCTGCCTGCCCCTCTGGATACCATCAATGTGCA

IIII|IIII|IIIIII||I||||I||IIIIIIIIIII|I LECEE O TETT
AGTGGGTGACCCTGCCTGCCCCCCTGGACACCATTAATGTGCA

CCTGAGGGCTGGCTACATCATTCCCCTGCAGGGCCCTGGCCTGACCACTACTGAGTCTAG

LECECEEEEEE T e e feee e e T teeer e feeerr
TCTGAGGGCTGGGTATATTATCCCCCTGCAGGGGCCTGGGCTGACTACCACTGAGAGCAG

GCAGCAGCCCATGGCCCTGGCTGTGGCCCTGACCAAggggggggaggctaggggggaget

LECCEEEEE PEEECETEEE e e Lo teee e e e e Peer i
GCAGCAGCCTATGGCCCTGGCTGTGGCTCTGACTAAGGGGGGGGAGGCCAGGGGGGAGCT

gttttgggatgatggggagagcctggaggtecty ggCCTACACTCAGGTGAT
|11 |IIII|IIIIII||I||||I||IIIIIIIIIII|IIII|IIIIIIII LETETT

1859

1859

1919

1919

1979

1979

2039

2039

2099

2099

2159

2159

2219

2219

2279

2279

2339

2339

2399

2399

2459

2459

2519

2519

2579



Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query

Sbjct

>Query_27807
Length=

Score

2520

2580

2580

2640

2640

2700

2700

2760

2760

2808

GTTCTGGGATGATGGGGAGAGCCTGGAGGTGCTGGAGAGGGGGGCCTACACCCAGGTGAT

CTTCCTGGCCAGGAACAATACCATTGTGAATGAGCTGGTGAGGGTGACCTCTGAGGGGGC

LECECETTEEETEE e FEEE e e e e e e e e e e e e e e e e e
TTTCCTGGCCAGGAACAACACCATTGTGAATGAGCTGGTGAGGGTGACCTCTGAGGGGGC

TGGCCTGCAGCTGCAGAAGGTGACTGTGCTGGGGGTGGCCACTGCCCCCCAGCAGGTGCT

LECCCELEECEEEEE e TEer e e e e ee e e e e e e e e e e e e e e
TGGCCTGCAGCTGCAGAAAGTGACTGTGCTGGGGGTGGCCACTGCCCCCCAGCAGGTGCT

GAGCAATGGGGTGCCTGTGAGCAACTTCACCTATAGCCCTGATACCAAGGTGCTGGATAT

IIII|IIII|IIIIII||I LECEEEEEEEEEEE PR TEe e e
CTGTGAGCAACTTCACCTACAGCCCTGACACCAAGGTGCTGGATAT

TTGTGTGAGCCTGCTGATGGGGGAGCAGTTCCTGGTGAGCTGGTGCTGA 2808

LECCEETTCEEETEV T E T e e e e e e e e e |
TTGTGTGAGCCTGCTGATGGGGGAGCAGTTCCTGGTGAGCTGGTGCTGA 2808

SEQ ID NO: 3

= 4034 bits (2184), Expect = 0.0

Identities
Strand=Plus/Plus

Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query

Sbjct

1

61

61

121

121

181

181

241

241

301

301

2600/2808 (93%), Gaps = 0/2808 (0%)

ATGGCTTTCCTGTGGCTGCTGTCTTGCTGGGCCCTGCTGGGGACTACCTTTGGCCTGCTG

LECCEELPECETEECE T e e teeer Ceeee e et e i |
ATGGCTTTCCTGTGGCTGCTGTCTTGTTGGGCTCTGCTGGGCACCACCTTTGGCCTGCTG

GTGCCCAGGGAACTGTCTGGCTCTAGCCCAGTGCTGGAGGAGACCCACCCTGCCCACCAG

LECCCEEEEEE e teeee Feeee e e e e e e e s 1
GTGCCCAGGGAGCTGTCTGGCAGCAGCCCTGTGCTGGAGGAGACCCACCCTGCTCATCAG

CAGGGGGCTTCTAGGCCTGGCCCCAGGGATGCCCAGGCCCACCCTGGCAGGCCAAGGGCT

LECCEEEEE PECEEEEEEE e e ee e tee e 10 1 1
CAGGGGGCTAGCAGGCCTGGCCCCAGGGATGCCCAGGCTCACCCTGGGAGACCCAGGGCT

GTGCCCACCCAGTGTGATGTGCCCCCCAACTCTAGATTTGATTGTGCCCCTGATAAGGCC

LECEEEED TEEEECEE e e et teeee Peeer teeer 1
GTGCCCACTCAGTGTGATGTGCCCCCCAACAGCAGGTTTGACTGTGCTCCTGACAAGGCT

ATCACCCAGGAGCAGTGTGAGGCTAGGGGCTGCTGCTACATCCCTGCTAAGCAGGGCCTG

IIII|IIII|IIIIII||I LECE PEEEE TEEEETEEEE T FEEET e
CCAGGAGCAGTGTGAGGCCAGGGGGTGCTGCTACATTCCTGCTAAGCAGGGCCTG

CAGGGGGCTCAGATGGGCCAGCCCTGGTGCTTCTTcccccccAGCTATCCCTCTTACAAG

LECCEEEE TEEEECETE T E e e e e e e e e e Lt 1
CAGGGGGCCCAGATGGGCCAGCCCTGGTGCTTCTTCCCCCCCTCTTATCCCAGCTATAAG

2579

2639

2639

2699

2699

2759

2759

120

120

180

180

240

240

300

300

360

360



Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct

Query

361

361

421

421

481

481

541

541

601

601

661

661

721

721

781

781

841

841

901

901

961

961

1021

1021

1081

CTGGAGAATCTGAGCAGCTCTGAGATGGGCTACACTGCCACCCTGACCAGGACTACTCCC

LECCEEEE TEEEECETEEE T e e e ee e e e e e e e e e e e e e
CTGGAGAACCTGAGCAGCTCTGAGATGGGCTACACTGCCACCCTGACCAGGACCACTCCC

ACCTTCTTCCCCAAGGACATCCTGACCCTGAGGCTGGATGTGATGATGGAGACTGAGAAC

LECEEET TEEEECEE e Teeee TEEEE e e e e e e e e e
ACCTTCTTTCCCAAGGATATTCTGACTCTGAGGCTGGATGTGATGATGGAGACTGAGAAC

AGGCTGCATTTCACCATCAAGGATCCTGCCAACAGGAGGTATGAGGTGCCTCTGGAGACC

LECCEEEE TR PEEEEEer EEEee e Feee e e e e e e treerrr |
AGGCTGCACTTCACTATCAAGGACCCTGCCAATAGGAGGTATGAGGTGCCCCTGGAGACT

CCCCATGTGCACAGCAGGGCTCCTTCTCCCCTGTACTCTGTGGAGTTCTCTGAGGAACCC

LECEEEEEEE TECEEEE e TEEeee e Leeer teee e e e e e
CCTCATGTGCATAGCAGGGCCCCTTCTCCTCTGTATTCTGTGGAGTTCTCTGAGGAGCCC

TTTGGGGTGATTGTGAGGAGGCAGCTGGATGGCAGGGTCCTGCTGAACACCACTGTGGCC

IIII|IIII|IIIII I||I||||I||IIIIIIIIIII| ARRRRRRERARRAR AN
GGAGGCAGCTGGATGGCAGGGTGCTGCTGAACACCACTGTGGCC

CCCCTGTTCTTTGCTGATCAGTTCCTGCAGCTGTCCACTTCTCTGCCTAGCCAGTACATC

LECCEEEPECETEEr e L e e ee e Leee e e e T
CCCCTGTTCTTTGCTGACCAGTTCCTGCAGCTGAGCACTTCTCTGCCCAGCCAGTACATT

ACTGGGCTGGCTGAGCACCTGAGCCCTCTGATGCTGAGCACCTCTTGGACTAGGATCACC

LECCCELPECETEECEE CEEee e Ceeee e e e e e e e e e e e e e e e T i
ACTGGGCTGGCTGAGCATCTGAGCCCCCTGATGCTGAGCACCTCTTGGACCAGGATCACC

CTGTGGAACAGGGACCTGGCCCCCACCCCTGGGGCCAACCTGTATGGCAGCCACCCCTTC

IIII|IIII|IIIIII||I||||I LEEEEEEEE TP T
AGGGACCTGGCCCCCACTCCTGGGGCTAACCTGTATGGCTCTCACCCCTTT

TATCTGGCCCTGGAGGATGGGGGCTCTGCCCATGGGGTGTTCCTGCTGAATAGCAATGCT

LELEEEEEEET T e e e e e e e e e e Pee e Ty
TACCTGGCCCTGGAGGATGGGGGCTCTGCCCATGGGGTGTTTCTGCTGAACAGCAATGCT

ATGGATGTGGTGCTGCAGCCCAGCCCTGCCCTGTCTTGGAGGAGCACTGGGGGCATCCTG

IIII|IIII|IIIIII||I|| LECTEEEEEEEEE T ey 1
ATGTGGTGCTGCAGCCCTCTCCAGCCCTGTCTTGGAGGAGCACTGGGGGCATTCTG

GATGTGTACATTTTCCTGGGGCCTGAGCCCAAGTCTGTGGTGCAGCAGTACCTGGATGTG

IIII|IIII|IIIIII||I||||I|| AR RRRARRRRNRARRARARAA
ATTTTCCTGGGGCCTGAACCCAAGTCTGTGGTGCAGCAGTACCTGGATGTG

GTGGGCTACCCCTTCATGCCTCCCTACTGGGGCCTGGGCTTCCACCTGTGCAGGTGGGGC

LECCELCEEEEET e teee teeer teeer e Pee e e ey
GTGGGCTACCCCTTCATGCCCCCCTATTGGGGGCTGGGGTTTCACCTGTGCAGGTGGGGC

TACAGCTCTACTGCCATCACCAGGCAGGTGGTGGAGAATATGACCAGGGCCCACTTCCCC
LECEEE TEEEEEEEE PR e e e e e e e e tee e e e e e e e

420

420

480

480

540

540

600

600

660

660

720

720

780

780

840

840

900

900

960

960

1020

1020

1080

1080

1140



Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query

Sbjct

1081

1141

1141

1201

1201

1261

1261

1321

1321

1381

1381

1441

1441

1501

1501

1561

1561

1621

1621

1681

1681

1741

1741

1801

1801

TACAGCAGCACTGCCATCACCAGGCAGGTGGTGGAGAACATGACCAGGGCCCATTTCCCC

CTGGATGTGCAGTGGAATGACCTGGACTACATGGACTCTAGGAGGGACTTCACCTTCAAT

LECCEETEECETTEC T ey LECEEEEE THEEETTTTT
CTGGATGTGCAGTGGAATGACCTGGACTACATGGATAGCAGGAGGGAT TTCACCTTCAAC

AAGGATGGCTTCAGAGACTTCCCTGCCATGGTGCAGGAGCTGCATCAGGGGGGCAGGAGG

LECCEEEEEEEETE PR TEEEEr e e e e e e e L ey
AAGGATGGCTTCAGGGACTTTCCTGCCATGGTGCAGGAGCTGCACCAGGGGGGCAGGAGG

TACATGATGATTGTGGACCCTGCCATCAGCTCTTCTGGCCCTGCTGGCTCTTACAGGCCC

LEPEEEEEEEE e e e e teeeer Feee e e e e e e e
TATATGATGATTGTGGACCCTGCTATCAGCAGCTCTGGCCCTGCTGGCTCTTACAGGCCC

TATGATGAGGGCCTGAGGAGGGGGGTGTTCATCACCAATGAGACTGGGCAGCCCCTGATT

LECCEEEEEEEETEC T e e teeer teeee Peeer THeer 1
TATGATGAGGGCCTGAGGAGGGGGGTGTTTATCACTAATGAAACTGGCCAGCCTCTGATT

GGGAAGGTGTGGCCTGGCTCTACTGCCTTCCCTGACTTCACCAATCCTACTGCCCTGGCC

LEEEEE TEEEEVEET TP E e e e e v e e e Ty
GGCAAGGTCTGGCCTGGCTCTACTGCCTTCCCTGATTTTACTAACCCCACTGCCCTGGCC

TGGTGGGAGGACATGGTGGCTGAGTTCCATGACCAGGTGCCCTTTGATGGCATGTGGATT

IIII|IIII|IIIIII||I LECELPEEETEEE TEEEEEEr PEEEE e e
GGTGGCTGAGTTCCATGATCAGGTGCCTTTTGATGGCATGTGGATT

GACATGAATGAGCCCTCTAATTTCATCAGGGGCTCTGAGGATGGCTGCCCCAACAATGAG

AR A R A R RN AR AR AR RN ARy
GATATGAATGAACCAAGCAACTTCATCAGAGGCTCTGAGGATGGCTGCCCCAACAATGAG

CTGGAGAACccccccTATGTGCCTGGGGTGGTGGGGGGCACCCTGCAGGCTGCCACCATC

IIII|IIII|IIIIII||I ||||I||IIIIIIIIIII|III ARERRRRARRRRARNY
TGCCTGGGGTGGTGGGGGGCACTCTGCAGGCTGCCACCATT

TGTGCTAGCTCTCACCAGTTCCTGAGCACCCACTACAATCTGCATAACCTGTATGGCCTG

LECCEEEEE TECEEEEEEE e T e e e e e Fee e e ey
TGTGCTAGCAGCCACCAGTTCCTGAGCACCCACTACAATCTGCACAACCTGTATGGCCTG

ACTGAGGCCATTGCCAGCCACAGGGCCCTGGTGAAGGCTAGGGGCACCAGGCCCTTTGTG

LECLE TEEEEEEECETT e TR e e e e e e e teee e Teeer i
ACTGAAGCCATTGCCAGCCATAGGGCCCTGGTGAAGGCCAGGGGCACTAGGCCTTTTGTG

ATTTCTAGGAGCACTTTTGCTGGCCATGGCAGGTATGCTGGGCACTGGACTGGGGATGTG

| LECECEEEECETEEEE T E e e e e e e e T e e
ATCAGCAGGAGCACTTTTGCTGGCCATGGCAGGTATGCTGGCCACTGGACTGGGGATGTG

TGGTCTAGCTGGGAGCAGCTGGCTTCTTCTGTGCCTGAGATCCTGCAGTTCAACCTGCTG

LEE - THEEETTET LT LECCVEEEEEETTE TR T
TGGAGCAGCTGGGAGCAGCTGGCCAGCTCTGTGCCTGAGATTCTGCAGTTTAACCTGCTG

1140

1200

1200

1260

1260

1320

1320

1380

1380

1440

1440

1500

1500

1560

1560

1620

1620

1680

1680

1740

1740

1800

1800

1860

1860



Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct

Query

1861

1861

1921

1921

1981

1981

2041

2041

2101

2101

2161

2161

2221

2221

2281

2281

2341

2341

2401

2401

2461

2461

2521

2521

2581

GGGGTGCCTCTGGTGGGGGCTGATGTGTGTGGGT TCCTGGGCAACACTTCTGAGGAGCTG

LECCEEEE TEEEECETEEE PP e e e Ceee e e e tere e |
GGGGTGCCCCTGGTGGGGGCTGATGTGTGTGGCTTCCTGGGCAACACCTCTGAGGAGCTG

TGTGTGAGGTGGACCCAGCTGGGGGCCTTCTACCCTTTCATGAGGAACCACAACAGCCTG

IIII|IIII|IIIIII||I||||I||III LU TEEEETEEE T
ACCCAGCTGGGGGCCTTTTATCCCTTCATGAGGAACCACAACAGCCTG

CTGAGCCTGCCCCAGGAGCCCTACAGCTTCTCTGAGCCTGCCCAGCAGGCCATGAGGAAG

LECECEEEEEE TECEEE e e PEEe e e e e e e e e e e ey
CTGAGCCTGCCTCAGGAGCCCTACTCTTTCTCTGAGCCTGCCCAGCAGGCCATGAGGAAG

GCCCTGACCCTGAGGTATGCCCTGCTGCCCCACCTGTACACCCTGTTCCACCAGGCCCAT

IIII|IIII|IIIII I||I||||I||IIIIIIIIIII| ARRRRNRARERRARE Y
ATGCCCTGCTGCCCCACCTGTATACCCTGTTCCACCAGGCCCAT

GTGGCTGGGGAGACTGTGGCTAGGCCTCTGTTCCTGGAGTTCCCCAAGGACTCTAGCACC

IIII|IIII|IIIIII||I| LECEE CVEEPEEEC R C e e e
GCTGGGGAGACTGTGGCCAGGCCCCTGTTCCTGGAGTTCCCCAAGGACAGCAGCACC

TGGACTGTGGACCACCAGCTGCTGTGGGGGGAGGCCCTGCTGATCACTCCTGTGCTGCAG

LECECECEEEE T PEEEEEEE e e e e e e e e e e teee i
TGGACTGTGGATCATCAGCTGCTGTGGGGGGAGGCCCTGCTGATCACCCCTGTGCTGCAG

GCTGGGAAGGCTGAGGTGACTGGCTATTTCCCCCTGGGCACCTGGTATGACCTGCAGACT

LECEE TECCEEEECEE CEEee e Teeer Ceee e e e e e e e
GCTGGCAAGGCTGAGGTCACTGGCTACTTCCCTCTGGGCACCTGGTATGACCTGCAGACT

GTGCCTGTGGAGGCCCTGGGGAGCCTGeccccccccccTGCTGCCCCCAGGGAGCCTGLC

LECCCUEEEEEETE PR TEEEEE e e e e e e e Lo e e ey
GTGCCTGTGGAGGCTCTGGGCAGCCTGCCCCCCCCCCCTGCTGCTCCCAGGGAGCCTGCC

ATCCACTCTGAGGGCCAGTGGGTGACCCTGCCTGCCCCTCTGGATACCATCAATGTGCAC

LECCELCPEEEEEEC TP e e e e e e e e v teeee L e ey
ATCCACTCTGAGGGCCAGTGGGTGACCCTGCCTGCTCCCCTGGACACCATCAATGTGCAC

CTGAGGGCTGGCTACATCATTCCCCTGCAGGGCCCTGGCCTGACCACTACTGAGTCTAGG

LECECELEECET e e teee e ee e e e e teee e e teeerr
CTGAGGGCTGGCTACATTATCCCCCTGCAGGGCCCAGGGCTGACTACCACTGAGAGCAGA

CAGCAGCCCATGGCCCTGGCTGTGGCCCTGACCAAggggggggaggctaggggggagetg

LECCEECEEEEETE PEPEEEE e r e e e e e e e e Leer e ey
CAGCAGCCCATGGCTCTGGCTGTGGCCCTGACCAAGGGGGGGGAAGCTAGGGGGGAGCTG

ttttgggatgatggggagagcctggaggtgctggagaggggggCCTACACTCAGGTGATC

LELTEEEEEEEEEC T e e e e ee e e e e e e e e i treerr |
TTCTGGGATGATGGGGAGAGCCTGGAGGTGCTGGAGAGGGGGGCCTATACCCAGGTGATC

1920

1920

1980

1980

2040

2040

2100

2100

2160

2160

2220

2220

2280

2280

2340

2340

2400

2400

2460

2460

2520

2520

2580

2580

2640



Sbjct
Query
Sbjct
Query
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Query

Sbjct

>Query_ 27808
Length=

Score

Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query

Sbjct

2581

2641

2641

2701

2701

2761

2761

2808

TTCCTGGCTAGGAACAACACCATTGTCAATGAGCTGGTGAGGGTGACTTCTGAGGGGGCT

GGCCTGCAGCTGCAGAAGGTGACTGTGCTGGGGGTGGCCACTGCCCCCCAGCAGGTGCTG

GGGCTGCAGCTGCAGAAGGTGACTGTGCTGGGGGTGGCCACTGCTCCCCAGCAGGTGCTG

AGCAATGGGGTGCCTGTGAGCAACTTCACCTATAGCCCTGATACCAAGGTGCTGGATATT

TGTGAGCAACTTCACCTACAGCCCTGACACCAAGGTGCTGGACATC
TGTGTGAGCCTGCTGATGGGGGAGCAGTTCCTGGTGAGCTGGTGCTGA 2808

TGTGTGTCTCTGCTGATGGGGGAGCAGTTCCTGGTGAGCTGGTGCTGA 2808

SEQ ID NO: 4

= 4023 bits (2178), Expect = 0.0
Identities
Strand=Plus/Plus

1

1

61

61

121

121

181

181

241

241

301

301

361

361

2600/2810 (93%), Gaps = 4/2810 (0%)

ATGGCTTTCCTGTGGCTGCTGTCTTGCTGGGCCCTGCTGGGGACTACCTTTGGCCTGCTG

ATGGCCTTCCTGTGGCTGCTGTCTTGCTGGGCTCTGCTGGGGACCACCTTTGGCCTGCTG

GTGCCCAGGGAACTGTCTGGCTCTAGCCCAGTGCTGGAGGAGACCCACCCTGCCCACCAG

GTCCCCAGGGAGCTGTCTGGCTCTTCTCCTGTCCTGGAGGAGACCCACCCTGCCCACCAG

CAGGGGGCTTCTAGGCCTGGCCCCAGGGATGCCCAGGCCCACCCTGGCAGGCCAAGGGCT

CAGGGGGCTAGCAGGCCTGGCCCCAGGGATGCCCAGGCCCACCCTGGCAGGCCCAGGGCT

GTGCCCACCCAGTGTGATGTGCCCCCCAACTCTAGATTTGATTGTGCCCCTGATAAGGCC

CACCCAGTGTGATGTGCCTCCCAACAGCAGGTTTGACTGTGCCCCTGACAAGGCC

ATCACCCAGGAGCAGTGTGAGGCTAGGGGCTGCTGCTACATCCCTGCTAAGCAGGGCCTG

ATCACCCAGGAGCAGTGTGAGGCCAGGGGCTGCTGCTATATCCCTGCCAAGCAGGGCCTG

CAGGGGGCTCAGATGGGCCAGCCCTGGTGCTTCTTcccccccAGCTATCCCTCTTACAAG

GGCCAGCCCTGGTGCTTCTTTCCCCCCTCTTATCCTAGCTATAAG

CTGGAGAATCTGAGCAGCTCTGAGATGGGCTACACTGCCACCCTGACCAGGACTACTCCC

CTGGAGAACCTGAGCAGCTCTGAGATGGGGTACACTGCCACCCTGACCAGGACCACCCCC

2640

2700

2700

2760

2760

120

120

180

180

240

240

300

300

360

360

420

420



Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct

Query

421

421

481

481

541

541

601

601

661

661

721

721

781

781

841

841

901

901

961

961

1021

1021

1081

1081

1141

ACCTTCTTCCCCAAGGACATCCTGACCCTGAGGCTGGATGTGATGATGGAGACTGAGAAC

ACTTTCTTCCCTAAGGACATCCTGACCCTGAGGCTGGATGTGATGATGGAGACTGAGAAT

AGGCTGCATTTCACCATCAAGGATCCTGCCAACAGGAGGTATGAGGTGCCTCTGGAGACC

AGGCTGCACTTTACTATCAAGGACCCTGCCAACAGGAGGTATGAGGTGCCTCTGGAGACC

CCCCATGTGCACAGCAGGGCTCCTTCTCCCCTGTACTCTGTGGAGTTCTCTGAGGAACCC

CCCCATGTGCATTCTAGGGCCCCCAGCCCCCTGTACTCTGTGGAGTTCTCTGAGGAGCCC

TTTGGGGTGATTGTGAGGAGGCAGCTGGATGGCAGGGTCCTGCTGAACACCACTGTGGCC

GGGGTGATTGTGAGGAGACAGCTGGATGGCAGGGTCCTGCTGAACACCACTGTGGCT

CCCCTGTTCTTTGCTGATCAGTTCCTGCAGCTGTCCACTTCTCTGCCTAGCCAGTACATC

CCCCTGTTTTTTGCTGACCAGTTCCTGCAGCTGAGCACCAGCCTGCCCAGCCAGTACATC

ACTGGGCTGGCTGAGCACCTGAGCCCTCTGATGCTGAGCACCTCTTGGACTAGGATCACC

ACTGGGCTGGCTGAGCACCTGAGCCCCCTGATGCTGAGCACCAGCTGGACCAGGATCACC

CTGTGGAACAGGGACCTGGCCCCCACCCCTGGGGCCAACCTGTATGGCAGCCACCCCTTC

CTGTGGAACAGGGATCTGGCTCCTACCCCTGGGGCCAACCTGTATGGCTCTCACCCCTTT

TATCTGGCCCTGGAGGATGGGGGCTCTGCCCATGGGGTGTTCCTGCTGAATAGCAATGCT

TACCTGGCCCTGGAGGATGGGGGCTCTGCCCATGGGGTGTTCCTGCTGAACAGCAATGCT

ATGGATGTGGTGCTGCAGCCCAGCCCTGCCCTGTCTTGGAGGAGCACTGGGGGCATCCTG

ATGGATGTGGTGCTGCAGCCCAGCCCTGCCCTGAGCTGGAGGTCTACTGGGGGCATCCTG

GATGTGTACATTTTCCTGGGGCCTGAGCCCAAGTCTGTGGTGCAGCAGTACCTGGATGTG

GATGTGTACATCTTTCTGGGGCCTGAGCCCAAGTCTGTGGTGCAGCAGTACCTGGATGTG

GTGGGCTACCCCTTCATGCCTCCCTACTGGGGCCTGGGCTTCCACCTGTGCAGGTGGGGC

GTGGGCTATCCTTTTATGCCCCCCTATTGGGGCCTGGGCTTCCACCTGTGCAGGTGGGGC

TACAGCTCTACTGCCATCACCAGGCAGGTGGTGGAGAATATGACCAGGGCCCACTTCCCC

TACAGCAGCACTGCCATCACCAGACAGGTGGTGGAGAACATGACCAGGGCCCACTTCCCC

CTGGATGTGCAGTGGAATGACCTGGACTACATGGACTCTAGGAGGGACTTCACCTTCAAT

480

480

540

540

600

600

660

660

720

720

780

780

840

840

900

900

960

960

1020

1020

1080

1080

1140

1140

1200



Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query

Sbjct

1141

1201

1201

1261

1261

1321

1321

1381

1381

1441

1441

1501

1501

1561

1561

1621

1621

1680

1680

1740

1740

1800

1800

1859

1859

CTGGATGTGCAGTGGAATGACCTGGACTACATGGACAGCAGGAGGGACTTCACCTTTAAC

AAGGATGGCTTCAGAGACTTCCCTGCCATGGTGCAGGAGCTGCATCAGGGGGGCAGGAGG

LECCEEEEEEE 0 PEEEEEEEE e e e e e e e e e e e e e e e
AAGGATGGCTTTAGGGACTTCCCTGCCATGGTGCAGGAGCTGCATCAGGGGGGCAGGAGG

TACATGATGATTGTGGACCCTGCCATCAGCTCTTCTGGCCCTGCTGGCTCTTACAGGCCC

IIII|IIII|IIIII LECEE TEEEEEEEr LEEer e Ty
ATGATGATTGTGGACCCAGCCATCAGCAGCTCTGGGCCTGCTGGGTCTTACAGGCCC

TATGATGAGGGCCTGAGGAGGGGGGTGTTCATCACCAATGAGACTGGGCAGCCCCTGATT

IIII|IIII|IIIIII||I||||I||IIIIIIIIIII|IIII|IIII LEEETTETTT
ATCACCAATGAGACTGGCCAGCCCCTGATT

GGGAAGGTGTGGCCTGGCTCTACTGCCTTCCCTGACTTCACCAATCCTACTGCCCTGGCC

AR LECEEPECETEEEE e Feeer 10 HEEEEr e
GGCAAGGTGTGGCCTGGGAGCACTGCCTTCCCTGATTTTACCAACCCCACTGCCCTGGCC

TGGTGGGAGGACATGGTGGCTGAGTTCCATGACCAGGTGCCCTTTGATGGCATGTGGATT

LECCEECEEEE TECEEEEE T TEEEE e e e e e e e e e |
TGGTGGGAGGATATGGTGGCTGAGTTTCATGACCAGGTGCCCTTTGATGGCATGTGGATT

GACATGAATGAGCCCTCTAATTTCATCAGGGGCTCTGAGGATGGCTGCCCCAACAATGAG

LECEEEEEEEEETer FEEEE e e e e e e e e e e e e e e e ey
GACATGAATGAGCCCAGCAATTTCATCAGGGGCTCTGAGGATGGCTGCCCCAACAATGAG

CTGGAGAACccccccTATGTGCCTGGGGTGGTGGGGGGCACCCTGCAGGCTGCCACCATC

LECCEEEE T PECEEEEEEE e e e e e e e e e e e e e |
CTGGAGAATCCTCCCTATGTGCCTGGGGTGGTGGGGGGCACCCTGCAGGCTGCCACCATC

TGTGC-TAGCTCTCACCAGTTCCTGAGCACCCACTACAATCTGCATAACCTGTATGGCCT

LT LLEEEEEEEEE e e tEEr e e ey
TGTGCCTCTAGC - CACCAGTTCCTGAGCACCCACTATAACCTGCATAACCTGTATGGCCT

GACTGAGGCCATTGCCAGCCACAGGGCCCTGGTGAAGGCTAGGGGCACCAGGCCCTTTGT

IIII|IIII|IIIIII||I LEEE PEEEEEE e 1t TEeE e
GAGGCCATTGCCAGCCATAGAGCCCTGGTGAAGGCCAGAGGGACCAGGCCCTTTGT

GATTTCTAGGAGCACTTTTGCTGGCCATGGCAGGTATGCTGGGCACTGGACTGGGGATGT

LEETECEEEEETEr TEEEEEE T e e e e e T e e ey
GATCTCTAGGAGCACCTTTGCTGGCCATGGCAGGTATGCTGGCCACTGGACTGGGGATGT

GTGG-TCTAGCTGGGAGCAGCTGGCTTCTTCTGTGCCTGAGATCCTGCAGTTCAACCTGC

LEEE 10 TEEEEEEET T LECCEED TEEEEEE TR
GTGGAGCT - CTTGGGAGCAGCTGGCCAGCTCTGTGCCAGAGATCCTGCAGTTCAACCTGC

TGGGGGTGCCTCTGGTGGGGGCTGATGTGTGTGGGTTCCTGGGCAACACTTCTGAGGAGC

IIII|IIII|IIIIII||I||||I||IIIIIIII LECLEEEEEEE T T T
TGGGGGCTGATGTGTGTGGCTTCCTGGGCAATACCTCTGAAGAGC
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Query

1919

1919

1979

1979

2039

2039

2099

2099

2159

2159

2219

2219

2279

2279

2339

2339

2399

2399

2459

2459

2519

2519

2579

2579

2639

TGTGTGTGAGGTGGACCCAGCTGGGGGCCTTCTACCCTTTCATGAGGAACCACAACAGCC

LECCCECEECETEEEE TEEEEe e e e e e Teee e e e e |
TGTGTGTGAGGTGGACTCAGCTGGGGGCCTTCTATCCCTTCATGAGGAACCACAACAGCC

TGCTGAGCCTGCCCCAGGAGCCCTACAGCTTCTCTGAGCCTGCCCAGCAGGCCATGAGGA

LECEE LEEEEECETE T T e e e e e e e e tee e T
TGCTGTCTCTGCCCCAGGAGCCCTACAGCTTCTCTGAGCCTGCTCAGCAGGCTATGAGGA

AGGCCCTGACCCTGAGGTATGCCCTGCTGCCCCACCTGTACACCCTGTTCCACCAGGCCC

LECCCECEECETEEE T e e e e e e Lo e e e e e e e
AGGCCCTGACCCTGAGGTATGCCCTGCTGCCCCATCTGTACACCCTGTTCCACCAGGCCC

ATGTGGCTGGGGAGACTGTGGCTAGGCCTCTGTTCCTGGAGTTCCCCAAGGACTCTAGCA

IIII|IIII|IIIIII||I| LELEEEE TR PEEEEEE e TEErr e T
GGCTGGGGAGACTGTGGCCAGGCCCCTGTTTCTGGAGTTTCCCAAGGACAGCAGCA

CCTGGACTGTGGACCACCAGCTGCTGTGGGGGGAGGCCCTGCTGATCACTCCTGTGCTGC

LECCCELEECETEEEE TEEEEE e e e e ee e Teee e e Ferrrrr
CCTGGACTGTGGACCATCAGCTGCTGTGGGGGGAGGCTCTGCTGATTACCCCTGTGCTGC

AGGCTGGGAAGGCTGAGGTGACTGGCTATTTCCCCCTGGGCACCTGGTATGACCTGCAGA

LECCEEE FEEEEECETT e e i teee e e i tee e ey
AGGCTGGCAAGGCTGAGGTGACTGGGTACTTCCCCCTGGGGACTTGGTATGACCTGCAGA

CTGTGCCTGTGGAGGCCCTGGGGAGCCTGeccccccccccTGCTGCCCCCAGGGAGCCTG

LECCCELEEEEEE T PEeEe FOre e e Ceere e e e Ferrrrr |
CTGTGCCTGTGGAAGCTCTGGGCAGCCTGCCCCCACCCCCTGCTGCCCCTAGGGAGCCTG

CCATCCACTCTGAGGGCCAGTGGGTGACCCTGCCTGCCCCTCTGGATACCATCAATGTGC

IIII|IIII|IIIIII||I||||I||IIIIIIIIIII|IIII|III LELETETTTTT
TGCCTGCCCCTCTGGACACCATCAATGTGC

ACCTGAGGGCTGGCTACATCATTCCCCTGCAGGGCCCTGGCCTGACCACTACTGAGTCTA

LECCEECEEEETEEeE TEere Cerr e e e e e teee et e
ACCTGAGGGCTGGCTATATCATCCCCCTGCAGGGCCCTGGGCTGACCACCACTGAGAGCA

GGCAGCAGCCCATGGCCCTGGCTGTGGCCCTGACCAAggggggggaggctaggggggagc

IIII|IIII|IIIIII||I||||I||IIIIIIII ARNRRARERRAR AR
CCCTGGCTGTGGCCCTGACTAAGGGGGGGGAGGCCAGGGGGGAGC

tgttttgggatgatggggagagcctggaggtgctggagaggggggCCTACACTCAGGTGA

LECE PEEEEEETECET e e e e e e e e e ter e e 1|
TGTTCTGGGATGATGGGGAGAGCCTGGAGGTGCTGGAGAGAGGGGCCTACACCCAGGTGA

TCTTCCTGGCCAGGAACAATACCATTGTGAATGAGCTGGTGAGGGTGACCTCTGAGGGGG

LELE PEEECEEEEE e FEEE e e e e e e e e e e Ferrrrr |
TCTTTCTGGCCAGGAACAACACCATTGTGAATGAGCTGGTGAGGGTGACTTCTGAGGGGG

CTGGCCTGCAGCTGCAGAAGGTGACTGTGCTGGGGGTGGCCACTGCCCCCCAGCAGGTGC
LECEEEEEEREE R PR e e e e e e ee e e e e e e e e e e e e e e e e e e e
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2639

2699

2699

2759
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CTGGCCTGCAGCTGCAGAAGGTGACTGTGCTGGGGGTGGCCACTGCCCCCCAGCAGGTGC 2698

TGAGCAATGGGGTGCCTGTGAGCAACTTCACCTATAGCCCTGATACCAAGGTGCTGGATA 2758

TGAGCAATGGGGTGCCTGTGTCTAACTTCACCTACAGCCCTGATACTAAGGTGCTGGATA 2758

TTTGTGTGAGCCTGCTGATGGGGGAGCAGTTCCTGGTGAGCTGGTGCTGA 2808

TCTGTGTGAGCCTGCTGATGGGGGAGCAGTTTCTGGTGAGCTGGTGCTGA 2808



